per 



WORLD INTELLECTUAL PROPERTY ORG AN 12 
International Bureau " 




- unci nauwiiai uuicau ^ 

INTERNATIONAL APPLICATION PUBLISHED UNDER THE PATENT COOPERATION TREATY (PCT) 



(51) International Patent Classification 5 
C12N 15/11, C12Q 1/68 



A2 



(11) International Publication Number: WO 93/16178 

(43) International Publication Date: 19 August 1993 (19.08.93) 



(21) International Application Number: PCT/US93/0 1 294 

(22) International Filing Date: 12 February 1993 (12.02.93) 



(30) Priority data: 

07/837,195 



12 February 1 992 ( 1 2.02.92) US 



(71) Applicant: THE UNITED STATES OF AMERICA, as re- 

presented by THE SECRETARY, DEPARTMENT OF 
HEALTH AND HUMAN SERVICES [US/US]; Wash- 
ington, DC (US). 

(72) Inventors: VENTER, Craig, J. ; 1718 Nordic Hill Circle, 

Silver Spring, MD 20906 (US). ADAMS, Mark, D. ; 
12812 Sage Terrace, Germantown, MD 20874 (US). 
MORENO, Ruben, F. ; 14415 Coral Gables Way, North 
Potomac, MD 20878 (US). 



(74) Agents: ALTMAN, Daniel, E. et a!.; Knobbe, Martens, 
Olson and Bear, 620 Newport Center Drive, 16th Floor, 
Newport Beach, CA 92660 (US). 



(81) Designated States: AU, CA, JP, European patent (AT, BE, 
CH, DE, DK, ES, FR, GB, GR, IE, IT, LU, MC, NL, 
PT, SE). 



Published 

Without international search report and to be republished 
upon receipt of that report. 



(54) Title: SEQUENCES CHARACTERISTIC OF HUMAN GENE TRANSCRIPTION PRODUCT 
(57) Abstract 

Partial and complete human cDNA and genomic sequences corresponding to particular expressed sequence tags (ESTs). 
The ESTs are cDNA sequences that are generally between 150 and 500 base pairs in length, are derived from human brain cDNA 
libraries, correspond to genes transcribed in human brain, and have base sequences identified herein as SEQ ID NOS: 1-2421. 



BNSDOCID: <WO 9316178A2J_> 



FOR THE !>URJ>OSES OF INFORMATION ONLY 

Codes used u> identify States party to the PCI on the front pages of pamphlets publishing international 
applications under the PCT. 



AT 


Au.ilria 


FR 


France 


MR 


Mauritania 


AU 


Australia 


GA 


( tabnn 


MW 


Malawi 


DB 


Barbados 


GB 


Untied Kingdom 


NL 


Netherlands 


BE 


Belgium 


GN 


Guinea 


NO 


Norway 


BF 


Burkina Fasu 


CR 


Greece 


NZ 


New Zealand 


BC 


Bulgaria 


HU 


1 tungury 


PL 


Poland 


BJ 


Benin 


IE 


Ireland 


pr 


Portugal 


BR 


Hr;i/il 


IT 


ll.ily 


RO 


Romania 


CA 


Canada 


JP 


Japan 


RU 


Russian Federation 


CF 


Central African Republic 


KP 


Democratic People's Republic 


SO 


Sudan 


CC 


( onto 




of Korea 


SE 


Sweden 


CH 


Switzerland 


KR 


Republic of Korea 


SK 


Slovak Republic 


CI 


( 'ole d'lvnire 


K2 


Kn/akhMan 


. SN 


Senegal 


CM 


Cameroon 


1.1 


l.iuclneitMein 


su 


Soviet Union 


CS 


Czechoslovakia 


I.K 


.Sri l,mka 


Tf> 


(had 


C'Z 


Czech Republic 


l.ll 


t .u\cinbourg 


TG 


Togo 


DE 


German) 


MC 


Monaco 


UA 


Ukraine 


OK 


Denmark 


MC 


Madagascar 


US 


United Stales of America 


ES 


Spain 


Mi. 


Mali 


VN 


Viet Nam 


F1 


Fin land 


MN 


Mongolia 







BNSDOCID: <WO__9316178A2J_ 



WO 93/16178 



PCT/US93/01294 



SEQUENCES CHARACTERISTIC OF HUMAN GENE TRANSCRIPTION 

PRODUCT 

Technical Field 

The present invention relates to newly identified 
polynucleotide sequences corresponding to transcription 
products of human genes, and to complete gene sequences 
associated therewith. 

Background 

This invention relates to human genes. Identification 
and sequencing of human genes is a major goal of modern 
scientific research. The sequence of human genes is more 
than just a scientific curiosity. For example, by 
identifying genes and determining their sequences, scientists 
have been able to make large quantities of valuable human 
"gene products." These include human insulin, interferon, 
Factor VIII, tumor necrosis factor, human growth hormone, 
tissue plasminogen activator, and numerous other compounds. 
Additionally, knowledge of gene sequences can provide the key 
to treatment or cure of genetic diseases (such as muscular 
dystrophy and cystic fibrosis) . The present invention 
represents a quantum leap forward in mankind's knowledge of 
human gene sequences. 

There are several basic concepts of molecular biology 
which figure prominently in the invention. A brief 
explanation of those concepts follows. Additional background 
information and definitions for scientific terms can be found 
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in the literature. See, for example, "Glossary of Genetics, 
Classical and Molecular 1 ' by R. Rieger, A. Michaelis, and M.M. 
Green (Fifth Edition, Springer- Verlag, New York (1991) ) . The 
contents of this and other publications cited in the 
specification are incorporated by reference herein. 

At an initial level, the present invention is based on 
identification and characterization of gene segments. Genes 
are the basic units of inheritance. Each gene is a string of 
connected bases called nucleotides. Most genes are formed of 
deoxyribonucleic acid, DNA. (Some viruses contain genes of 
ribonucleic acid, RNA.) The genetic information resides in 
the particular sequence in which the bases are arranged. A 
short sequence of nucleotides is often called a 
polynucleotide or an oligonucleotide. 

Like genes, polypeptides are built from long strings of 
individual units. These units are amino acids. The 
nucleotide sequence of a gene tells the cell the sequence in 
which to arrange the amino acids to make the polypeptide 
encoded by that gene. In general, chains of up to about 200 
amino acids are called polypeptides, while proteins are 
larger molecules made up of polypeptide subunits; both types 
of molecules are referred to generally herein as 
polypeptides. A triplet of nucleotides (codon) in DNA codes 
for each amino acid or signals the beginning or end of the 
message (anticodon) . The term codon is also used for the 
corresponding (and complementary) sequences of three 
nucleotides in the mRNA into which the original DNA sequence 
is transcribed. 

Generally, enzymes in the cell transcribe the permanent 
DNA of the gene into a temporary RNA copy, called messenger 
RNA or mRNA. The mRNA, in turn, can be translated into a 
polypeptide by the cell. This entire process is called gene 
expression, and the polypeptide is the gene product encoded 
by the gene . 

Scientists have previously discovered how to reverse the 
transcription process and copy mRNA back into DNA using an 
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enzyme called reverse transcriptase. The resulting is called 
complementary DNA, or cDNA. This is schematically shown in 
the single Figure. When substantially all of the mRNA from 
one cell or tissue is converted to cDNA at once and cloned 
into multiple copies of a recombinant vector to allow 
replication and manipulation in the laboratory, the result is 
called a cDNA library. 

The various types of genes include those which code for 
polypeptides, those which are transcribed into RNA but are 
not translated into polypeptides, and those whose functional 
significance does not demand that they be transcribed at all. 
Most genes are found on large molecules of DNA located in 
chromosomes. Double stranded cDNA carries all the 

information of a gene. Each base of the first strand is 
joined to a complementary base (hybridized) in the second 
strand. The linear DNA molecules in chromosomes have 
thousands of genes distributed along their length. 
Chromosomes include both coding regions (coding for 
polypeptides) and noncoding regions; the coding regions 
represent only about three percent of the total chromosome 
sequence . 

An individual gene has regulatory regions that include 
a promoter which directs expression of the gene, a coding- 
region which can code for a polypeptide, and a termination 
signal. The regulatory DNA sequence is usually a noncoding 
region that determines if, where, when, and at what level a 
particular gene is expressed. 

The coding regions of many genes are discontinuous, with 
coding sequences (exons) alternating with noncoding regions 
(introns) . The final mRNA copy of the gene does not include 
these introns (which can be much longer than the coding 
region itself) , although it does contain certain untranslated 
regions that usually do not code for the polynucleotide gene 
product . Untranslated sequences at the beginning and end of 
the mRNA are known as 5'- and 3 1 -untranslated' regions, 
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respectively. This nomenclature reflects the orientation of 
the nucleotide constituents of the mRNA. 

A cDNA is a DNA copy of a messenger RNA, which 
contains all of the exons of a gene. The cDNA can be thought 
5 of as having three parts: an untranslated 5 ! leader, an 

uninterrupted polypeptide-coding sequence, and a 3' 
untranslated region. The untranslated leader and trailing 
sequences are important for initiation of translation, mRNA 
stability, and other functions. The untranslated leader and 

10 trailing sequences are called 5 1 - and 3 ' -untranslated 

sequences, respectively. The 3» untranslated sequence is 
usually longer than the 5' untranslated leader, and can be 
longer than the polypeptide-coding sequence. The 
untranslated regions typically have many, randomly- 

15 distributed stop codons, and do not display the nonrandom 

base arrangements found in. coding sequences . The 5 1 - 
untranslated sequence is relatively short, generally between 
20 and 200 bases. The 3 ' -untranslated sequence is often many 
times longer, up to several thousand bases. 

20 The translated or coding sequence begins with a 

trans la tional start codon (AUG or GUG) and ends with a 
translational stop codon (UAA, UGA, or UAG) . Generally, 
translation begins at the first "start" codon on the mRNA and 
proceeds to the first "stop" codon. Coding sequences can be 

25 distinguished by their nonrandom distribution of bases; 

numerous computer algorithms have been developed to 
distinguish coding from noncoding regions in this way. 

Human DNA differs from person to person. No two persons 
(except perhaps identical twins) have identical DNA. While 

30 the differences, called allelic variations or polymorphisms, 

are slight on a molecular level, they account for most of the 
physical and other observable differences between 
individuals. It has been estimated that approximately 14 
million sequence polymorphism differences exist between 

3 5 individuals . 
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The ability of one strand of DNA to attach or hybridize 
to a complementary strand has already been exploited for 
several purposes. For example, small pieces of DNA (15 to 25 
base pairs long) can be made which will hybridize to longer 
strands of DNA which have a complementary sequence. These 
short "primers" can be selected such that they hybridize to 
a specific, unique location on the longer strand. Once the 
primers have hybridized to their target on the DNA, the 
polymerase chain reaction (PCR) can be employed to generate 
millions of copies of (or amplify) the particular segment of 
DNA between the locations to which two primers are bound. 
Briefly, this technique allows amplification of a DNA region 
situated between two convergent primers, using 
oligonucleotide primers that hybridize to opposite strands. 
Primer extension proceeds inward across the region between 
the two primers, and the product of DNA synthesis of one 
primer serves as a template for the other primer. Repeated 
cycles of DNA denaturation, annealing of primers, and 
extension result in an exponential increase in the number of 
copies of the region bounded by the primers. 

Similarly, a labeled segment of single-stranded DNA can 
be hybridized to a longer DNA sequence, such as a chromosome, 
to mark a specific location on the longer sequence. Segments 
of DNA 5 0 bases long or longer that hybridize to a unique DNA 
location in the human genome are extremely unlikely to 
hybridize elsewhere in the human genome. 

The Human Genome Project is an effort to sequence all 
human DNA (the human genome) . The human genome is estimated 
to comprise 50,000 - 100,000 genes, up to 30,000 of which 
might be expressed in the brain (Sutcliffe, Ann, Rev. 
Neurosci. 11:157 (1988)). Once dedicated human chromosome 
sequencing begins in three to five years, it was expected 
that 12-15 years will be required to complete the sequence of 
the genome (Report of the Ad Hoc Program. Advisory Committee 
on Complex Genomes, Reston, Va., Feb. 1988, D. Baltimore Ed. 
(NIH, Bethesda, Md, 1988)). At that rate, the majority of 
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human genes would remain unknown for at ' least the next 
decade. The present invention can greatly accelerate the 
pace at which human genes can be identified and mapped. Most 
gene researchers, in conjunction with publication of their 
results in this field, submit sequence data to the GenBank 
database. Prior to the present invention, GenBank listed the 
sequences of only a few thousand human genes and less than 
two hundred human brain mRNAs (GenBank Release 66.0, 
December, 1990) . 

The role of sequencing complementary DNA (cDNA) , reverse 
transcribed from mRNA, as a part of the human genome project 
has been vigorously debated since the idea of determining the 
complete nucleotide sequence of humans first surfaced. The 
coding sequence of all human genes represents most of the 
information content of the genome, but only 3-5% of the total 
DNA. In contrast, cDNA (which is only made from the 
transcription product of active genes) is one-half to three- 
fourths (the remainder being 5'- and 3 ' -untranslated 
sequence) meaningful genetic information. Thus, some have 
argued that cDNA sequencing should take precedence over 
genomic sequencing (Brenner, C IB A Found, Symp. 149:6 (1990)). 
However, until now, such arguments have not been heeded. . 

Genomic sequencing proponents have argued the difficulty 
of finding every mRNA expressed in all tissues, cell types, 
and developmental states, and that much valuable information 
from intronic and intergenic regions, including control and 
regulatory sequences, will be missed by cDNA sequencing. 
(Report of the Committee on Mapping and Sequencing the Human 
Genome, National Research Council (National Academy Press, 
Washington, D.C. 1988)). Further, sequencing of transcribed 
regions of the genome using cDNA libraries has heretofore 
been considered impractical or unsatisfactory. .Libraries of 
cDNA were believed to be dominated by repetitive elements, 
mitochondrial genes, ribosomal RNA genes, and other nuclear 
genes comprising common or housekeeping sequences. It was 
believed that cDNA libraries would provide few sequences 
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corresponding to structural and regulatory polypeptides or 
peptides. See, for example, Putney, et al . , Nature 302:718- 
721 (1983) . Putney, et al . sequenced over 150 clones from a 
rabbit muscle cDNA library and identified clones for 13 of 

* 5 the 19 known muscle polypeptides, including one new isotype 

but no unknown coding sequences. 
» Another perceived drawback of cDNA sequencing was that 

some mRNAs are abundant, and some are rare. The cellular 
quantities of mRNA from various genes can vary by several 

10 orders of magnitude. This led critics to believe that most 

information obtained from cDNA sequencing would be 
repetitious and useless. 

The present invention demonstrates that, despite such 
skepticism, cDNA sequencing now provides a rapid method for 

15 obtaining enormous amounts of valuable genetic information 

and DNA products of great utility for the biotechnology and 
pharmaceutical industries. Not only can many distinct cDNAs 
be isolated and sequenced, even partial cDNAs can be used, 
with conventional, wel 1- understood methods , to isolate entire 

20 genes, and to determine the chromosomal locations and 

biological functions of these genes. As is demonstrated 
here, fragments of only a few hundred bases are sufficient, 
in many cases, to identify the probable function of a new 
human gene if it is similar in structure to a gene from 

25 another animal, or from plants or bacteria. Similarly, even 

fragments of untranslated regions of a cDNA can be used to: 
i) isolate the coding sequence of the cDNA; ii) isolate the 
complete gene; iii) determine the position of the gene on a 
human chromosome, and hence the potential of the gene to 

30 cause a human genetic disease; and iv) determine the function 

of the gene by means of experiments in which the function of 

* the native gene is disrupted by the addition of a short DNA 
fragment to the cell, e.g., using triple helix or antisense 

* probes . 

35 Because coding regions comprise such a small portion of 

the human genome, identification and mapping of transcribed 
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regions and coding regions of chromosomes is of significant 
interest. There is a corresponding need for reagents for 
identifying and marking coding regions and transcribed 
regions of chromosomes. Furthermore, such human sequences are 
valuable for chromosome mapping, human identification, 
identification of tissue type and origin, forensic 
identification, and locating disease -associated genes (i.e. , 
genes that are associated with an inherited human disease, 
whether through mutation, deletion, or faulty gene 
expression) on the chromosome. 

SUMMARY OF THE INVENTION 

Contrary to the expectations of the scientific 
community, cDNA screening and sequencing techniques have now 
been used to discover a large number of heretofore unknown 
human genes. Disclosed herein are over 2,400 new human 
polynucleotide sequences. These sequences could represent up 
to 5% of all human genes. The novelty of these sequences has 
been established through comparison to both nucleotide 
sequence databases and amino acid sequence databases. 
Surprisingly, over 80% of the sequences generated were 
unrelated to any sequences previously described in the 
literature. 

The sequences of the present invention were ascertained 
using a fast approach to cDNA characterization. This 
approach could facilitate the tagging of most expressed human 
genes within a few years at a fraction of the cost of 
complete genomic sequencing, provide new genetic markers, 
provide new DNA-based therapeutics and diagnostics, and 
provide other valuable nucleotide reagents. 

The sequences disclosed herein, styled Expressed 
Sequence Tags ,{"ESTs"), are markers for human genes actually 
transcribed in vivo. Techniques are disclosed for using 
these ESTs to obtain the full coding region of the 
corresponding gene. The use of ESTs, complete coding 
sequences r or fragments thereof for marking chromosomes, for 
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mapping locations of expressed genes on chromosomes, for 
individual or forensic identification, for mapping locations 
of disease-associated genes, for identification of tissue 
type, and for preparation of antisense sequences, probes, and 
5 constructs is discussed in detail below. Unlike the random 

genomic DNA sequence tagged sites (STSs) (Olson et al., 
Science 245:1434 (1989)), ESTs point directly to expressed 
genes . 

Various aspects of the present invention thus include 
10 the individual ESTs, corresponding partial and complete cDNA, 

genomic DNA, mRNA, antisense strands, triple helix probes, 
PCR primers, coding regions, and constructs. Also, where one 
skilled in the art is enabled by this specification to 
prepare expression vectors and polypeptide expression 
15 products, they are also within the scope of the present 
invention, along with antibodies, especially monoclonal 
antibodies, to such expression products. 

BRIEF DESCRIPTION OF THE DRAWING 
20 The single drawing Figure schematically illustrates the 

progression from chromosome to gene to mRNA to cDNA. 



DETAILED DESCRIPTION OF THE INVENTION 
25 The detailed description that follows provides not only 

. the actual sequence of each new EST, but also explains how 
the ESTs were obtained, how to obtain the corresponding 
complete cDNA sequence and the corresponding genomic DNA 
sequence, how to make DNA constructs from the ESTs and 
30 corresponding sequences, how to use those sequences as 

reagents in molecular biology and other fields, how to 
produce gene products from the ESTs and corresponding 
sequences and antibodies to those gene products, and the 
functional categories of many ESTs and corresponding genes . 
35 Furthermore, numerous actual working examples and predictive 
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examples are provided to demonstrate and exemplify numerous 
aspects of the invention. 

I. ESTs from cDNA Libraries 

5 The sequences of the present invention were isolated 

from commercially available and custom made cDNA libraries 
using a rapid screening and sequencing technique. In 
general, the method comprises applying conventional automated 
DNA sequencing technology to screening clones, advantageously 

10 randomly selected clones, from a cDNA library. Preferably, 

the library is initially "enriched" through removal of 
ribosomal sequences and other common sequences prior to clone 
selection. According to the present method, ESTs are 
generated from partial DNA sequencing of the selected clones . 

15 The ESTs of the present invention were generated using low 

redundancy of sequencing, typically a single sequencing 
reaction. While single sequencing reactions may have an 
accuracy as low as 97%, this nevertheless provides sufficient 
fidelity for identification of the sequence and design of PCR 

2 0 primers. 

Most human genes can be identified by EST sequencing 
from libraries of cDNA copies of messenger RNAs . However, 
some genes are expressed only at specific times during 
embryonic development, or only in small amounts in -a few 

25 specific cell types. Other genes have mRNAs that are 

degraded very quickly by the cell in which they are 
expressed. If any of these are the case, transcripts of the 
gene will not be represented in cDNA libraries so the gene 
will not be identifiable by EST sequencing. A new method 

30 called "exon amplification", however, can be used to isolate 

and identify transcripts of such genes. 

Exon amplification works by artificially expressing part 
or all of a gene that is contained in a cloned fragment of 
genomic DNA such as a cosmid or yeast artificial chromosome 

35 (YAC) . The gene is cloned into a special vector, designed at 

MIT, that uses control elements from virus genes to express 



BNSDOCID: <W0_9316178A2J_> 



WO 93/16178 



PCT/US93/01294 



-li- 
the protein- coding exons of the human gene of interest. Exon 
trapping shows considerable promise as a general technique 
for identifying those genes in the human genome that cannot 
be found by cDNA cloning and. EST sequencing. Exon 
5 amplification will also be useful for identifying the genes 

in regions of genomic DNA to which disease genes have been 
mapped. The exon amplification method can be used directly 
with the cosmid and YAC clones frown human chromosomes that 
are being obtained by both NIH and DOE supported human genome 

10 " centers. ESTs comprise DNA sequences corresponding to 

a portion of nuclear encoded messenger RNA. An EST is of 
sufficient length to permit: (1) amplification of the 
specific sequence from a cDNA library, e.g., by polymerase 
chain reaction (PCR) ; (2) use of a synthetic polynucleotide 

15 corresponding to a partial or complete sequence of the EST as 

a hybridization probe of a cDNA library, generally having 30 
- 50 base pairs; or (3) unique designation of the pure cDNA 
clone from which the EST was derived (the EST clone) for use 
as a hybridization probe of a cDNA library. Preferably, EST- 

20 derived primer pairs and sequences amplify or detectably 

hybridize to a sequence from a genomic library. 

It has been found that sufficient information is 
contained in the 150-400 base ESTs from one sequencing. run to 
effect preliminary identification and exact chromosome 

25 mapping. Accordingly, the ESTs disclosed herein are generally 

at least 150 base pairs in length. The length of an EST is 
determined by the quality of sequencing data and the length 
of the cloned cDNA. Raw data from the automated sequencers 
is edited to remove low quality sequence at the end of the 

3 0 sequencing run. High quality sequences (usually a result of 

sequencing templates without excessive salt contamination) 
generally give about 400 bp of reliable sequence data; other 
sequences give fewer bases of reliable data. A 150 bp EST is 
* long enough to be translated into a 50 amino acid peptide 

3 5 sequence. This length is sufficient to observe similarities 

when they exist in a database search. Furthermore, 150 bp is 
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long enough to design PCR primers from each end of the 
sequence to amplify the complete EST. Sequences shorter than 
150 bp are difficult to purify and use following PCR 
amplification. Furthermore, a 150 bp polynucleotide is 
likely to give a very strong signal with low background in a 
screen of a genomic library. 

Finally, it is highly unlikely that a sequence of the 
same 150 bp exists in any genes in the genome besides the one 
tagged by the EST. Some closely related gene family members 
.have very similar nucleotide sequences, but no examples of 
pairs of human genes with long segments of identical sequence 
have been reported to date. For instance, there are three 
known /3-tubulin genes in humans. Several ESTs were found 
that matched one or another of these tubulin genes, but 
several new members of this gene family were also found and 
could be clearly distinguished from the three known members. 
ESTs that match perfectly to several different genes can be 
detected by hybridizing to chromosomes: if many chromosomal 
loci are observed, the sequence (or a close variant) is 
present in more than one gene. This problem can be 
circumvented by using the 3 ' -untranslated part of the cDNA 
alone as a probe for the chromosomal location or for the 
full-length cDNA or gene. The 3 " -untranslated region is more 
likely to be unique within gene families, since there is no 
evolutionary pressure to conserve a coding function of this 
region of the mRNA. 

As demonstrated in the Examples that follow, ESTs can be 
used to map the expressed sequence to a particular 
chromosome. In addition, ESTs can be expanded to provide the 
full coding regions, as detailed below. In this manner, 
previously unknown genes can be identified. 

While a variety of cDNA libraries can be used to obtain 
ESTs, human brain cDNA libraries are exemplified and 
represent a preferred embodiment. Suitable cDNA libraries 
can be freshly prepared or obtained commercially, e.g., as 
shown in Examples 1, 2, and 11. The cDNA libraries from the 
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desired tissue are preferably preprocessed by conventional 
techniques to reduce repeated sequencing of high and 
intermediate abundance clones and to maximize the chances of 
finding- rare messages from specific cell populations. 
Preferably, preprocessing includes the use of defined 
composition prescreening probes, e.g., cDNA corresponding to 
mitochondria, abundant sequences, ribosomes, actins, myelin 
basic polypeptides, or any other known high abundance 
peptide; these prescreening probes used for preprocessing are 
generally derived from known ESTs, Other useful 

preprocessing techniques include subtraction, which 
preferentially reduces the population of certain sequences in 
the library (e.g., see A. Swaroop et al . , Nucl. Acids Res. 
19 / 1954 (1991)), and normalization, which results in all 
sequences being represented in approximately equal 
proportions in the library (Patanjali et al, Proc. Natl, 
Acad. Sci. USA 88:1943 (1991)). 

The cDNA libraries used in the present method will 
ideally use directional cloning methods so that either the 5 1 
end of the cDNA (likely to contain coding sequence) or the 3' 
end (likely to be a non-coding sequence) can be selectively 
obtained." 

Libraries of cDNA can also be generated from recombinant 
expression of genomic DNA. After they are amplified, ESTs 
can be obtained and sequenced, e.g.., as illustrated in 
Example 11. 

The sequences of the present invention include the 
specific sequences set forth in the Sequence Listing and 
designated SEQ ID NO: 1 - SEQ ID NO: 2412. In one aspect of 
this embodiment, the invention relates to those sequences of 
SEQ ID NOS: 1 - 2412 that comprise the cDNA coding sequences 
for polypeptides having less than 95% identity with known 
amino acid sequences (see Table 2) and more preferably less 
than 90% or 85% identity. In a second aspect, the invention 
relates to those sequences of SEQ ID NOS : 1 - 2412 that 
encode polypeptides having no similarity to known amino acid 
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sequences (see Examples that follow) . Precisely because they 
do not contain coding regions and are therefore more unique 
in their sequence structures, those sequences which meet 
neither of the preceding criteria can be most useful and are 
generally preferred for mapping. 

Consistent with the NIH mission and its responsibilities 
to disseminate knowledge and share the tangible fruits of its 
research, the present inventors have taken a number of steps 
to facilitate sequence data and clone availability. All EST 
sequences have been submitted to GenBank (representing an 
addition equivalent to 7% of the human nucleotides in Release 
69 of GenBank, September 1991) . The corresponding cDNA 
clones have been submitted to the American Type Culture 
Collection and information on clones and sequences has been 
submitted to the Genome Data Base (Pearson, P. Nucl. Acids 
Res. 19 (Suppl.): 2237-9 (1991)). 

II . Complete Coding Sequences from ESTs 

The ESTs of the present invention generally represent 
relatively small coding regions or untranslated regions of 
human genes. Although most of these sequences do not code 
for a complete gene product, the ESTs of the present 
invention are highly specific markers for the corresponding 
complete coding regions. The ESTs are of sufficient -length 
that they will hybridize, under stringent . conditions , only 
with DNA for that gene to which they correspond. Suitably 
stringent conditions comprise conditions, for example, where 
at least 95%, preferably at least 97% or 98% identity (base 
pairing) , is required for hybridization. This property 
permits use of the EST to isolate the entire coding region 
and even the entire sequence. Therefore, only routine 
laboratory work is necessary to parlay the unique EST 
sequence into the corresponding unique complete gene 
sequence . 

Thus, each of the ESTs of the present invention 
"corresponds" to a particular unique human gene. Knowledge 
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of the EST sequence permits routine isolation and sequencing 
of the complete coding sequence of the corresponding gene . 
The complete coding sequence is present in a full-length cDNA 
clone as well as in the gene carried on genomic clones. 
Therefore, each EST "corresponds" to a cDNA (from which the 
EST was derived) , a complete genomic gene sequence, a 
polypeptide coding region (which can be obtained either from 
the cDNA or genomic DNA) , and a polypeptide or amino acid 
sequence encoded by that region. 

The first step in determining where an EST is located in 
the cDNA is to analyze the EST for the presence of coding 
sequence, e.g., as described in Example 14. The CRM program 
predicts the extent and orientation of the coding region of 
a sequence. Based on this information, one can infer the 
presence of start or stop codons within a sequence and 
whether the sequence is completely coding or completely non- 
coding. If start or stop codons are present, then the EST 
can cover both part of the 5 ' -untranslated or 3 ' -untranslated 
part of the mRNA (respectively) as well as part of the coding 
sequence. If no coding sequence is present, it is likely 
that the EST is derived from the 3 ■ -untranslated sequence due 
to its longer length and the fact that most cDNA library 
construction methods are biased toward the 3 ' end of the 
mRNA. 

One general procedure for obtaining complete sequences 
from ESTs is as follows : 

1. Purify selected human DNA from an EST clone (the 
cDNA clone that was sequenced to give the EST), e.g., by 
endonuclease digestion using EC0R1, gel electrophoresis, and 
isolation of the aforementioned clone by removal from low- 
melting agarose gel . 

2. Radiolabel the isolated insert DNA, e.g., with 32 P 
labels, preferably by nick translation or random primer 
labeling . 

3 . Use the labeled EST insert as a probe to screen a 
lambda phage cDNA library or a plasmid cDNA library. 
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4. Identify colonies containing clones related to the 
probe cDNA and purify them by known purification methods. 

5. Nucleotide sequence the ends of the newly purified 
clones to identify full length sequences. 

6 . Perform complete sequencing of full length clones 
by Exonuclease III digestion or primer walking. Northern 
blots of the mRNA from various tissues using at least part of 
the EST clone as a probe can optionally be performed to check 
the size of the mRNA against that of the purported full 
length cDNA. 

An EST is a specific tag for a messenger RNA molecule. 
The complete sequence of that messenger RNA, in the form of 
cDNA, can be determined using the EST as a probe to identify 
a cDNA clone corresponding to a full-length transcript, 
followed by sequencing of that clone. The EST or the full- 
length cDNA clone can also be used as a probe to identify a 
genomic clone or clones that contain the complete gene 
including regulatory and promoter regions, exons, and 
introns. 

ESTs are used as probes to identify the cDNA clones from 
which an EST was derived. ESTs, or portions thereof, can be 
nick-translated or end-labelled with P 32 using polynucleotide 
kinase using labelling methods known to those with skill in 
the art (Basic Methods in Molecular Biology, L.G. Davis, M.D . 
Dibner, and J.F. Battey, ed., Elsevier Press, NY, 1986). The 
lambda library can be directly screened with the labelled 
ESTs of interest or the library can be converted en masse to 
pBluescript (Stratagene, La Jolla, California) to facilitate 
bacterial colony screening. Both methods are well known in 
the art. Briefly, filters with bacterial colonies containing 
the library in pBluescript or bacterial lawns containing 
lambda plaques are denatured and the DNA is fixed to the 
filters. The filters are hybridized with the labelled probe 
using hybridization conditions described by Davis et al . The 
ESTs, cloned into lambda or pBluescript, can be used as 
positive controls to assess background binding and to adjust 
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the hybridization and washing stringencies necessary for 
accurate clone identification. The resulting autoradiograms 
are compared to duplicate plates of colonies or plaques; each 
exposed spot corresponds to a positive colony or plaque.- The 
colonies or plaques are selected, expanded and the DNA is 
isolated from the colonies for further analysis and 
sequencing. 

The ESTs can additionally be used to screen Northern 
blots of mRNA obtained from various tissues or cell cultures, 
including the tissue of origin of the EST clone. Northern, 
analysis will most often produce one to several positive 
bands. The bands can be selected for further study based on 
the predicted size of the mRNA. 

Positive cDNA clones in phage lambda are analyzed to 
determine the amount of additional sequence they contain 
using PCR with one primer from the EST and the other primer 
from the vector. Clones with a larger vector- insert PCR 
product than the original EST clone are analyzed • by 
restriction digestion and DNA sequencing to determine whether 
they contain an insert of the same size or similar as the 
mRNA size on a Northern blot . 

Once one or more overlapping cDNA clones are identified, 
the complete sequence of the clones can be determined. The 
preferred method is to use exonuclease III digestion 
(McCombie, W.R, Kirkness, E. , Fleming, J.T., Kerlavage, A.R., 
Iovannisci, D.M., and Martin-Gallardo, R. , Methods: 3: 33- 
40, 1991) . A series of deletion clones is generated, each of 
which is sequenced. The resulting overlapping sequences are 
assembled into a single contiguous sequence of high 
redundancy (usually three to five overlapping sequences at 
each nucleotide position) , resulting in a highly accurate 
final sequence. 

A similar screening and clone selection approach can be 
applied to obtaining cosmid or lambda clones from a genomic 
DNA library that contains the complete gene from which the 
EST was derived (Kirkness, E.F., Kusiak, J.W., Menninger, J., 
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Gocayne, J.D., Ward, D.C., and Venter, J.C. Genomics 10: 985- 
995 (1991). Although the process is much more laborious, 
these genomic clones can be sequenced in their entirety also. 
A shotgun approach is preferred to sequencing clones with 
inserts longer than 10 kb (genomic cosmid and lambda clones) . 
In shotgun sequencing, the clone is randomly broken into many 
small pieces, each of which is partially sequenced. The 
sequence fragments are then aligned to produce the final 
contiguous sequence with high redundancy. An intermediate 
approach is to sequence just the promoter region and the 
intron-exon boundaries and to estimate the size of the 
introns by restriction endonuclease digestion (ibid.). 

Using the sequence information provided herein, the 
polynucleotides of the present invention can be derived from 
natural sources or synthesized using known methods. The 
sequences falling within the scope of the present invention 
are not limited to the specific sequences described, but 
include human allelic and species variations thereof and 
portions thereof of at least 15-18 bases. (Sequences of at 
least 15-18 bases can be used, for example, as PCR primers or 
as DNA probes.) In addition, the invention includes the 
entire coding sequence associated with the specific 
polynucleotide sequence of bases described in the Sequence 
Listing, as well as portions of the entire coding sequence of 
at least 15-18 bases and allelic and species variations 
thereof. Furthermore, to accommodate codon variability, the 
invention includes sequences coding for the same amino acid 
sequences as do the specific sequences disclosed herein. 
Finally, although the error rate in the automated sequencing 
used in the present invention is small, there remains some 
chance of error. Therefore, claims to particular sequences 
should not be. so narrowly construed as to require inclusion 
of erroneously identified bases or to exclude corrections. 

Any specific sequence disclosed herein can be readily 
screened for errors by resequencing each EST in both 
directions (i.e., sequence both strands of cDNA) . 
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The sequences, constructs, vectors, clones, and other 
materials comprising the present invention can advantageously 
be in enriched or isolated form. As used herein, "enriched" 
means that the concentration of the material is at least 
about 2, 5, 10, 100, or 1000 times its natural concentration 
(for example) , advantageously 0.01%, by weight, preferably at 
least about 0.1% by weight. Enriched preparations of about 
0.5%, 1%, 5%, 10%, and 20% by weight are also contemplated. 
Further, removal of clones corresponding to ribosomal RNA and 
"housekeeping" genes and clones without human cDNA inserts 
results in a library that is "enriched" in the desired 
clones . 

The term "isolated" requires that the material be 
removed from its original environment (e.g., the natural, 
environment if it is naturally occurring) . For example, a 
naturally- occurring polynucleotide present in a living animal 
is not isolated, but the same polynucleotide, separated from 
some or all of the coexisting materials in the natural 
system, is isolated. 

It is also advantageous that the sequences be, in 
purified form. The term "purified" does not require absolute 
purity; rather, it is intended as a relative definition. 
Individual EST clones isolated from a cDNA library have been 
conventionally purified to electrophoretic homogeneity. The 
sequences obtained from these clones could not be obtained 
directly either from the library or from total human DNA. 
The cDNA clones are not naturally occurring as such, but 
rather are obtained via manipulation of a partially purified 
naturally occurring substance (messenger RNA) . The 
conversion of mRNA into a cDNA library involves the creation 
of a synthetic substance (cDNA) and pure individual cDNA 
clones can be isolated from the synthetic library by clonal 
selection. Thus, creating a cDNA library from messenger RNA 
and subsequently isolating individual clones from that 
library results in an approximately 10 6 -fold purification of 
the native message. Purification of starting material or 
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natural material to at least one order of magnitude, 
preferably two or three orders, and more preferably four or 
five orders of magnitude is expressly contemplated. 

In a cDNA library there are many species of mRNA 
represented. Each cDNA clone can be interesting in its own 
right, but must be isolated from the library before further 
experimentation can be completed. In order to sequence any 
specific cDNA, it must be removed and separated {i.e. 
isolated and purified) from all the other sequences. This 
can be accomplished by many techniques known to those of 
skill in the art. These procedures normally involve 
identification of a bacterial colony containing the cDNA of 
interest and further amplification of that bacteria. Once a 
cDNA is separated from the mixed clone library, it can be 
used as a template for further procedures such as nucleotide 
sequencing. 

Although claims to large numbers of ESTs and 
corresponding sequences are presented herein, the invention 
is not limited to these particular groupings of sequences. 
Thus, individual sequences are considered as applicants 1 
discoveries or inventions, as are subgroupings of sequences. 
All of the functional subgroupings set forth in the tables 
define groupings for which separate claims are contemplated 
as being within the scope of this invention. Moreover, in 
addition to claims to individual clones, it is intended that 
the present disclosure also support claims to numerical 
subgroupings. Thus, subgroupings of 50 ESTs (and 

corresponding sequences) are contemplated (e.g., SEQ ID NOS 
1-50, 51-100, 101-150, etc.) as being within the scope of 
this invention, as are subgroupings of 5, 10, 25, 100, 200, 
and 500 ESTs and corresponding sequences. 

Ill • DNA Constructs 

The present invention also includes recombinant 
constructs comprising one or more of the sequences as broadly 
described above. The constructs comprise a vector, such as 
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a plasmid or viral vector, into which a sequence of the 
invention has been inserted, in a sense or antisense 
orientation . In a preferred aspect of this embodiment, the 
construct further comprises regulatory sequences, including 
5 for example, a promoter, operably linked to the sequence. 

Large numbers of suitable vectors and promoters are known to 
those of skill in the art, and are commercially available. 
The following vectors are provided by way of example. 
Bacterial : pBs, phagescript, 0X174, pBluescript SK, pBs KS, 

10 * pNH8a, pNH16a, pNH18a, pNH46a (Stratagene) ; pTrc99A, 
pKK223-3, pKK233-3, pDR540, pRIT5 (Pharmacia) . 
Eukaryotic ; pWLneo, pSV2cat, pOG44, pXTl, pSG (Stratagene) ; 
pSVK3, pBPV, pMSG, pSVL (Pharmacia). 

Promoter regions can be selected from any desired gene 

15 using CAT (chloramphenicol transferase) vectors or other 

vectors with selectable markers . Two appropriate vectors are 
pKK232-8 and pCM7. Particular named bacterial promoters 
include lad, lacZ, T3, T7, gpt, lambda P R , and trc. 
Eukaryotic promoters include CMV immediate early, HSV 

20 thymidine kinase, early and late SV40, LTRs from retrovirus, 

and mouse metallothionein-I . Selection of the appropriate 
vector and promoter is well within the level of ordinary 
skill in the art. 

In a further embodiment, the present invention relates 

25 to host cells containing the above-described construct. The 

host cell can be a higher eukaryotic cell , such as a 
mammalian cell, or a lower eukaryotic cell, such as a yeast 
cell, or the host cell can be a procaryotic cell, such as a 
bacterial cell. Introduction of the construct into the host 
.3 0 cell can be effected by calcium phosphate transf ect ion, DEAE 

dextran mediated transf ect ion, or elect roporat ion (Davis, L. , 
Dibner, M. , Battey, I., Basic Methods in Molecular Biology, 
(1986) ) . 

The constructs in host cells can be used in a 
35 conventional manner to produce the gene product coded by the 

recombinant sequence. Alternatively, the encoded polypeptide 
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can be synthetically produced by conventional peptide 
synthesizers . 

Certain ESTs have already, been preliminarily categorized 
by analogy to related sequences in other organisms (see Table 
2) . Table 10 of Example 10 categorizes particular ESTs 
broadly as- metabolic, regulatory, and structural sequences 
where known. Constructs comprising genes or coding sequences 
corresponding to each of these categories are, therefore, 
specifically and individually contemplated. 

Table 11 more particularly separates 127 new ESTs into 
13 categories using a different criteria. These are genes 
related to cell surface; developmental control; energy 
metabolism; kinase and phosphatase; oncogenes; other 
metabolism-related polypeptides; peptidases and peptidase 
inhibitors; receptors; structural and cytoskeletal ; signal 
transduction; transporters; transcription, translation, and 
subcellular localization; and transcription factors. Table 
11 further identifies the EST by the particular gene product 
for which it apparently codes. Each of these categories 
individually comprises a preferred category of EST, and 
preferred constructs and resulting polypeptide can be 
prepared from those ESTs or the corresponding complete gene 
sequence . 

IV. ESTs and Corresponding Sequences as Reagents 

Each of the cDNA sequences identified herein (and the 
corresponding complete gene sequences) can be used in 
numerous ways as polynucleotide reagents. The sequences can 
be used as diagnostic probes for the presence of a specific 
mRNA in a particular cell type. In addition, these sequences 
can be used as diagnostic probes suitable for use in genetic 
linkage analysis (polymorphisms) . Further, the sequences can 
be used as probes for locating gene regions associated with 
genetic disease, as explained in more detail below. 

The EST and complete gene sequences of the present 
invention are also valuable for chromosome identification. 
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Each sequence is specifically targeted to and can hybridize 
with a particular location on an individual human chromosome. 
Moreover, there is a current need for identifying particular 
sites on the chromosome. Few chromosome marking reagents 
5 based on actual sequence data (repeat polymorphisms) are 
presently available for marking chromosomal location. . The 
present invention constitutes a major expansion of available 
chromosome markers. One hundred ESTS have already been 
mapped to chromosomes. Using the techniques described in 

10 Example 5 or 6 , the remaining ESTs and the corresponding 

complete sequences can similarly be mapped to chromosomes. 
The mapping of ESTs and cDNAs to chromosomes according to the 
present invention is an important first step in correlating 
those sequences with genes associated with disease. 

15 Briefly, sequences can be mapped to chromosomes by 

preparing PCR primers (preferably 15-25 bp) from the ESTs. 
Computer analysis of the ESTs is used to rapidly select 
primers that do not span more than one exon in the genomic 
DNA, thus complicating the amplification process. These^ 

20 primers are then used for PCR screening of somatic cell 
hybrids containing individual human chromosomes. Only those" 
hybrids containing the human gene corresponding to " the EST 
will yield an amplified fragment. 

PCR mapping of somatic cell hybrids is a rapid procedure 

25 for assigning a particular EST to a particular chromosome. 

Three or more clones can be assigned per day using a single 
thermal cycler. Using the present invention with the same 
oligonucleotide primers, sublocalization can be achieved with 
panels of fragments from specific chromosomes or pools of 

30 large genomic clones in an analogous manner. Other mapping 

strategies that can similarly be used to map an EST to its 
chromosome include in situ hybridization, prescreening with 
labeled flow- sorted chromosomes and preselection by 
hybridization to construct chromosome specific cDNA 

35 libraries. Results of mapping ESTs to chromosomal segments 

are listed in Tables 3 and 4 . 
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Fluorescence in situ hybridization (FISH) of a cDNA 
clone to a metaphase chromosomal spread can be used to 
provide a precise chromosomal location in one step. This 
technique can be used with cDNA as short as 500 or 600 bases; 
5 however, clones larger than 2,000 bp have a higher likelihood 
of binding to a unique chromosomal location with sufficient 
signal intensity for simple detection. FISH requires use of 
the clone from which the EST was derived, and the longer the 
better. 2,000 bp is good, 4,000 is better, and more than 

10 4,000 is probably not necessary to get good results a 

reasonable percentage of the time. For a review of this 
technique, see Verma et al., Human Chromosomes: a Manual of 
Basic Techniques. Pergamon Press, New York (1988) . 

Reagents for chromosome mapping can be used individually 

15 (to mark a single chromosome or a single site on that 

chromosome) or as panels of reagents (for marking multiple 
sites and/or multiple chromosomes) . Reagents corresponding 
to noncoding regions of the genes actually are preferred for 
mapping purposes. Coding sequences are more likely to be 

20 conserved within gene families, thus increasing the chance of 

cross hybridizations during chromosomal mapping (see Tables 
8 and 9) . 

Once a sequence has been mapped to a precise chromosomal 
location, the physical position of the sequence on the 

25 chromosome can be correlated with genetic map data. (Such 

data are found, for example, in V. McKusick, Mendelian 
Inheritance in Man (available on line through Johns Hopkins 
University Welch Medical Library) . ) The relationship between 
genes and diseases that have been mapped to the same 

30 chromosomal region are then identified through linkage 

analysis (coinheritance of physically adjacent genes) . 

Next, it is necessary to determine the differences in 
the cDNA or genomic sequence between affected and unaffected 
individuals. If a mutation is observed in some or all of the 

3 5 affected individuals but not in any normal individuals, then 
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the mutation is likely to be the causative agent of the 
disease , 

With current resolution of physical mapping and genetic 
mapping techniques, a cDNA precisely localized to a 
chromosomal region associated with the disease could be one 
of between 50 and 500 potential causative genes. (This 
assumes 1 megabase mapping resolution and one gene per 20 
kb. ) 

Comparison of affected and unaffected individuals 
generally involves first looking for structural alterations 
in the chromosomes, such as deletions or. translocations that 
are visible from chromosome spreads or detectable using PGR 
based on that cDNA sequence. Ultimately, complete sequencing 
of genes from several individuals is required to confirm the 
presence of a mutation and to distinguish mutations from 
polymorphisms. 

In addition to the foregoing, the sequences of the 
invention, as broadly described, can be used to control gene 
expression through triple helix formation or antisense DNA or 
RNA, both of which methods are based on binding of a 
polynucleotide sequence to DNA or RNA. Polynucleotides 
suitable for use in these methods are usually 20 to 40 bases 
in length and are designed to be complementary to a region of 
the gene involved in transcription (triple helix - see Lee et 
al, Nucl. Acids Res. 6: 3073 (1979); Cooney et al, Science 
241.: 456 (1988); and Dervan et al,. Science 251: 1360 (1991)) 
or to the mRNA itself (antisense - Okano, J. Neurochem. 56: 
560 (1991); Oligodeoxynucleo tides as Antisense Inhibitors of 
Gene Expression, CRC Press, Boca Raton, FL (1988)). Triple 
helix formation optimally results in a shut-off of RNA 
transcription from DNA, while antisense RNA hybridization 
blocks translation of an mRNA molecule into polypeptide. 
Both techniques have been demonstrated to be efficient in 
model systems. Information contained in the sequences of the 
present invention is necessary for the design of an antisense 
or triple helix oligonucleotide. 
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The present invention is also useful tool in gene 
therapy, which requires isolation of the disease-associated 
gene in question as a prerequisite to the insertion of a 
normal gene into an organism to correct a genetic defect. B 
high specificity of the cDNA probes according to this 
invention have promise of targeting such gene locations in a 
highly accurate manner. 

The sequences of the present invention, as broadly 
defined, are also useful for identification of individuals 
from minute biological samples. The United States military, 
for example, is considering the use of restriction fragment 
length polymorphism (RFLP) for identification of its 
personnel. In this technique, an individual's genomic DNA is 
digested with one or more restriction enzymes, and probed on 
a Southern blot to yield unique bands for identifying 
personnel. This method does not suffer from the current 
limitations of "Dog Tags" which can be lost, switched, or 
stolen, making positive identification difficult. The 
sequences of the present invention are useful as additional 
DNA markers for RFLP. 

However, RFLP is a pattern based technique, which does 
not directly focus on the actual DNA sequence of the 
individual. The sequences of the present invention can be 
used to provide an alternative technique that determines the 
actual base-by-base DNA sequence of selected portions of an 
individual ' s genome . These sequences can be used to prepare 
PCR primers for amplifying and isolating such selected DNA. 
One can, for example, take an EST of the invention and 
prepare two PCR primers from the 5' and 3" ends of the EST. 
These are used to amplify an individual's DNA, corresponding 
to the EST. The amplified DNA is sequenced. 

Panels of corresponding DNA sequences from individuals, 
made this way, can provide unique individual identifications, 
as each individual will have a unique set of such DNA 
sequences, due to allelic differences. The sequences of the 
present invention can be used to particular advantage to 
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obtain such identification sequences from individuals and 
from tissue, as explained in Examples 12-14. 

The EST sequences from Examples 1 and 2 and the complete 
sequences from Example 13 uniquely represent portions of the 
5 human genome. Allelic variation occurs to some degree in the 

coding regions of these sequences, and to a greater degree in 
the noncoding regions. It is estimated that allelic 
variation between individual humans occurs with a frequency 
of about once per each 500 bases. Each of the ESTs or 

10 complete coding sequences comprising a part of the present 

invention can, to some degree, be used as a standard against 
which DNA from an individual can be compared for 
identification purposes. Because greater numbers of 
polymorphisms occur in the noncoding regions, fewer sequences 

15 are necessary to differentiate individuals. The noncoding 

sequences of Table 9 for example, could comfortably provide 
positive individual identification with a panel of perhaps 
100 to 1,000 primers which each yield a noncoding amplified 
sequence of 100 bp. If predicted coding sequences, such as 

20 those from Table 6, are used, a more appropriate number of 

primers for positive individual identification would be 500- 
2,000. 

If a panel of reagents from ESTs ?r complete sequences 
of this invention is used to generate a unique ID database 

25 for an individual, those same reagents can later be used to 

identify tissue from that individual. Positive 
identification of that individual, living or dead can be made 
from extremely small tissue samples. 

Another use for DNA-based identification techniques is 

30 in forensic biology. PCR technology can be used to amplify 

DNA sequences taken from very small biological samples such 
as tissues, e.g., hair or skin, or body fluids, e.g., blood, 
saliva, semen, etc. In one prior art technique, gene 
sequences are amplified at specific loci known to contain a 

3 5 large number of allelic variations, for example the DQa class 

II HLA gene (Erlich, H. , PCR Technology, Freeman and Co. 
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(1992)) . Once this specific area of the genome is amplified, 
it is digested with one or more restriction enzymes to yield 
an identifying set of bands on a Southern blot probed with 
DNA corresponding to the DQa class II HLA gene. 

The sequences of the present invention can be used to 
provide polynucleotide reagents specifically targeted to 
additional loci in the human genome, and can enhance the 
reliability of DNA-based forensic identifications. Those 
sequences targeted to noncoding regions (see, e.g., Tables 8 
and 9) are particularly appropriate. As mentioned above, 
actual base sequence information can be used for 
identification as an accurate alternative to patterns formed 
by restriction enzyme generated fragments. Reagents for 
obtaining such sequence information are within the scope of 
the present invention. Such reagents can comprise complete 
ESTs or corresponding coding regions, or fragments of either 
of at least 15 bp, preferably at least 18 bp. 

There is also a need for reagents capable of identifying 
the source of a particular tissue. Such need arises, for 
example, in forensics when presented with tissue of unknown 
origin. Appropriate reagents can comprise, for example, DNA 
probes or primers specific to particular tissue prepared from 
the ESTs or complete sequences of the present invention. 
Panels of such reagents can identify tissue by species and/or 
by organ type. In a similar fashion, these reagents can be 
used to screen tissue culture for contamination. 

V. Production of Polypeptide Corresponding to ESTs 

As previously explained, each EST corresponds not only 
to a coding region, but also to a polypeptide. Once the 
coding sequence is known, or the gene is cloned which encodes 
the polypeptide, conventional techniques in molecular biology 
can be used to obtain the polypeptide. 

At the simplest level, the amino acid sequence encoded 
by the polynucleotide sequence can be synthesized using 
commercially available peptide synthesizers. This is 
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particularly useful in producing small peptides and fragments 
of larger polypeptides. (Fragments are useful, for example, 
in generating antibodies against the native polypeptide.) 

Alternatively, the DNA encoding the desired polypeptide 
5 can be inserted into a host organism and expressed. The 

organism can be a bacterium, yeast, cell line, or 
multicellular plant or animal. The literature is replete 
with examples of suitable host organisms and expression 
techniques. For example, naked polynucleotide (DNA or mRNA) 

10 can be injected directly into muscle tissue of mammals, where 

it is expressed. This methodology can be used to deliver the 
polypeptide to the animal, or to generate an immune response 
against a foreign polypeptide. Wolff, et al., Science 
247:1465 (1990)/ Feigner, et al . , Nature 349:351 (1991) . 

15 Alternatively, the coding sequence, together with appropriate 

regulatory regions (i.e., a construct), can be inserted into 
a vector, which is then used to transfect a cell. The cell 
(which may or may not be part of a larger organism) then 
expresses the polypeptide. (See Example 25.) 

20 Antibodies generated against the polypeptide 

corresponding to a sequence of the present invention can be 
obtained by direct injection of the naked polypeptide into an 
animal (as above) or by administering the polypeptide to an 
animal, preferably a nonhuman. The antibody so obtained will 

25 then bind the polypeptide itself. In this manner, even- a 

sequence encoding only a fragment of the polypeptide can be 
used to generate antibodies binding the whole native 
polypeptide. Such antibodies can then be used to isolate the 
polypeptide from tissue expressing that polypeptide. 

30 Moreover, a panel of such antibodies, specific to a large 

number of polypeptides, can be used to identify and 
differentiate such tissue. 

VI • Examples 

3 5 Certain aspects of the present invention are described 

in greater detail in the non- limiting' Examples that follow. 
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EXAMPLE 1 

cDNA Sequences Determined by Random 
Clone Selection: First set 

METHODOLOGY: 

With reference to the data presented in Table 1, lambda 
ZAP libraries were converted en masse to pBluescript 
plasmids, transfected into E. coli XLl-Blue cells, and plated 
on X-gal/IPTG/ampicillin plates. A total of 1058 clones were 
picked at random from three human brain cDNA libraries: 
fetal brain, two-year-old hippocampus, and two-year-old 
temporal cortex (Stratagene catalog #936206, 936205, 935, 
respectively. Stratagene, 11099 N. Torrey Pines Rd. , La 
Jolla, CA 92037) . An analysis of these clones is summarized 
in Table I (see below) In addition, clones selected from the 
hippocampus library were also analyzed after subtractive 
hybridization with the fibroblast library. These results are 
listed in the "Hippocampus Subtracted" column of Table 1 . 
Templates for DNA sequencing were PCR products or plasmids 
prepared by the alkaline lysis method. About half of the 
templates prepared by PCR failed to yield an amplified 
fragment suitable for sequencing. This was primarily due to 
use of PCR conditions that minimized the need for further 
purification of the product but also selected against 
amplification of long inserts (5 /xl fresh or frozen overnight 
culture of E. coli carrying the pBluescript plasmid, 7.5 /zM 
each dNTP, and 0.1 fM each primer for 3 5 cycles: 94 °C, 
40 sec; 55°C, 40 sec; 72°C, 90 sec) . A further percentage of 
the PCR-generated templates failed to sequence, largely due 
to primer-dimer or other amplification artifacts. Qiagen™ 
columns improved the percentage of plasmid templates, 
increasing the yields of usable sequence from about 60% with 
a standard alkaline lysis protocol to over 90%. Overall, 117 
PCR-generated templates and 497 plasmid templates resulted in 
usable sequence. Dideoxy chain termination sequencing 
reactions were performed with fluorescent dye-labeled M13 
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universal or reverse primers. After a cycle sequencing 
protocol, carried out in a Perkin-Elmer thermal cycler, 
sequencing reactions were run on an Applied Biosystems, Inc. 
(Foster City, CA) 373A automated DNA sequencer. (Cycle 
5 sequencing was performed in a Perkin Elmer Thermal Cycler for 
15 cycles of 95°C, 30 sec; 60°C, 1 sec; 70°C, 60 sec and 
15 cycles of 95°C, 30 sec; 70°C, 60 sec with the Applied 
Biosystems, Inc. Taq Dye Primer Cycle Sequencing Core Kit 
protocol) . Some sequencing reactions were performed on an 
10 ABI robotic workstation (Cathcart, Nature 347: 310 (1990) 
hereby incorporated by reference) . 

RESULTS : 

Singe-run DNA sequence data were obtained from 609 

15 randomly chosen cDNA clones. The number of clones sequenced 

from each library is summarized in Table 1. Double -stranded 
cDNA clones in the pBluescript vector were sequenced by a 
cycle sequencing protocol with dye- labeled primers and 
Applied Biosystems, Inc. 373A DNA Sequences. The average 

20 length of usable sequence was 397 bases with a standard 

deviation of 99 bases. ^ 

Subtractive hybridization has been used successfully to 
reduce the population of highly represented sequences in a 
cDNA library by selectively removing sequences shared by 

25 another library. (Schmid and Girou, Neurochem. 48: 307 

(1987); Fargnoli et al, Anal. Biochem. 187: 364 (1990); 
Duguid and Dinauer, Nucl. Acids. Res. 18: 2789. (1990); 
Schweinfest, et al, Genet. Anal. Techn. Appl. 7: 64 (1990); 
Travis and Sutcliffe, Proc. Natl. Acad. Sci . USA 85: 1696 

30 (1988); Kato, Eur. J. Neurosci. 2: 704 (1990)). Subtractive 

hybridization was therefore tested as a way of enhancing the 
number of brain- specif ic clones in the hippocampus library by 
hybridizing the hippocampus library with a WI38 human lung 
fibroblast cell line cDNA library and removing the common 

35 sequences (Schweinfest et al, Genet. Anal. Techn. Appl. 7: 64 

(1990); Sive and St. John, Nucl. Acids Res. 16: 10937 
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(1988)). Clones from this subtraction are listed in the 
column "Hippocampus Subtracted" in Table 1. 

The EST sequences from this Example 1 are identified as 
SEQ ID NOs 1-315. 
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EXAMPLE 2 

Sequencing of Additional ESTs: Second set 

Over 2600 additional cDNA clones have been isolated, 
partially sequenced and screened. The clones were isolated 
from four human brain cDNA libraries. The new sequences thus 
discovered, together with the 315 brain ESTs from Example 1, 
5 correspond to over 2400 new human genes. These data 

represent an approximate doubling of the number of human 
genes identified by DNA sequencing. 

Specifically, four cDNA libraries were used as sources 
of clones for sequencing. Human hippocampus and fetal brain 

10 libraries, plasmid template preparation, sequencing 

reactions, and automated sequencing were performed as 
described (Adams, M.D. , Kelley, J.M., Gocayne, J.D., Dubnick, 
M. , Polymeropoulos , M.H., Xiao, H., Merril, C.R., Wu, A. , 
Olde, B., Moreno, R.F., Kerlavage, A.R. , McCombie, W.R., & 

15 Venter, J.C. Science, 252: 1651-56 (1991)). A pooled probe 

consisting of inserts from 10 different EST clones with 
sequences that matched either mitochondrial genes or the 18S 
or 2 8S ribosomal RNAs was used to prescreen a gridded filter 
array of the hippocampus library; nonhybridizing clones are 

20 referred to as the "prescreened library" . Another fetal 

brain library was constructed by and was a gift from Bento 
Soares (Columbia University) , A directionally-cloned library 
was prepared using the method of Rubenstein, et al . 
(Rubenstein, J., Elizabeth, A., Brice, A., Ciaranello, R. , 

25 Denney, D., Porteus, M. & Usdin, T. Nucl. Acids Res. 18: 

4833-4842) using human adult brain mRNA purchased from 
Clontech (Palo Alto, CA; Catalogue # 6516-1) . Of 482 clones 
analyzed by restriction enzyme digestion, 33% contained 
inserts at least 1500 base pairs in length. Stratagene 

3 0 hippocampus and fetal brain library totals include data from 

Adams et al Science 252: 1651. 

Sequences of nuclear-encoded cDNAs that did not include 
interspersed repeats (Schmid, C. W. & Jelinek, W. R. Science 
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216: 1065-1070 (1982); Paulson, K. E. , Deka, N. , Schmid, C. 
W. , Misra, R. , Schlinder, C. W., Rush, M. G., Kadyk, L. , & 
Leinwand, L. Nature 316: 359-361 (1985); Fanning, T. G. & 
Singer, M. F. Biochem. Biophys. Acta 910: 203-212 (1987)) 
were searched against all of GenBank and, in 6- frame 
translation, against a comprehensive, non-redundant peptide 
database using the network BLAST (Altschul, S. F, , Gish, W., 
Miller, W. , Myers, E.W., & Lipman, D. J. Mol. Biol. 215: 
403-410 (1990) ) server at the National Center for 
Biotechnology Information. BLAST output was parsed, and an 
interactive alignment editor was used to select which 
matches, if any, from each search to record in a relational 
EST database, which was developed to track sequencing, 
identification, tissue localization, physical mapping, and 
the public distribution of the clones, mapping and sequence 
data. For significant similarities, a putative gene name and 
Protein Identification Resource (PIR) gene family 
identification (Barker, W., George, D., Hunt, L., & 
Garavelli, J. Nucl. Acids Res. 19 (Suppl) : 2231-2236 (1991.)) 
for the EST were assigned. ESTs without significant matches 
using BLAST were searched in translation against PIR using 
FASTA. Ten additional marginal matches were found. A total 
of 2300 new EST sequences comprising 765,505 nucleotides from 
the current data set have been submitted to GenBank and 
assigned accession numbers M77851-M79278 and M85308-M86179 . 
All ESTs except those multiply representing actin, tubulin, 
and myelin basic protein clones were submitted. ATCC 
accession numbers of cDNA clones from which ESTs were derived 
are 77501-78999 and 81000-81756. The Genome Data Base 
expressed D-segment numbers for these clones are D0S1E - 
D0S2422E. The ESTs from this Example are identified herein 
as SEQ ID NOs 316-2407. 
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EXAMPLE 3 
EST Characterization: First Set 

ESTs including SEQ ID NOs 1-315 were analyzed as 
follows. Initially, the EST sequences were examined for 
similarities in the GenBank nucleic acid database (GenBank 
Release 65.0), Protein Information Resource Release 26.0 
(PIR) , and ProSite (MacPattern from the EMBL data library, 
Fuchs R. Comput. Appl. Biosci. 7: 105 (1990) Release 5.0 were 
used) . BLAST was used to search Genbank and the PIR (both 
maintained by the National Center for Biotechnology 
Information) ESTs without exact GenBank matches were 
translated in all six reading frames and each translation was 
compared with the protein sequence database PIR and the 
ProSite protein motif database. Comparisons with the ProSite 
motif database were done by means of the program MacPattern 
from the EMBL Data Library. . GenBank and PIR searches were 
conducted with the "basic local alignment search tool" 
programs for nucleotide (BLASTN) and peptide (BLASTX) 
comparisons (Altschul et al, J- Mol . Biol. 215: 403 (1990)). 
PIR searches were run on the National Center for 
Biotechnology Information BLAST network service. The BLAST 
programs contain a very rapid database -searching algorithm 
that searches for local areas of similarity between two 
sequences and then extends the alignments on the basis of 
defined match and mismatch criteria. The algorithm does not 
consider the potential gaps to improve the alignment, thus 
sacrificing some sensitivity for a 6-80 fold increase in 
speed over other database- searching programs such as FASTA 
(Peqarson and Lipman, Proc. Natl. Acad. Sci. USA, 85: 2444 
(1988) ) . 

Sequence similarities identified by the BLAST programs 
were considered statistically significant with a Poisson P- 
value than 0.01. The Poisson P-value less than the 
probability of as high a score occurring by chance given the 
number of residues in the query sequence and the database. 
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After the BLASTN search, 30 unmatched ESTs were compared 
against GenBank by FAST A to determine if significant matches 
were missed due to the use of BLASTN for the database search. 
No additional statistically significant matches were found. 
Statistical significance does not necessarily mean functional 
similarity; some of the reported matches may indicate the 
presence of a conserved domain or motif or simply a common 
protein structure pattern. Those ESTs identified as fully 
corresponding to known human genes or proteins are not 
included in this disclosure. Statistically significant 
matches are reported in Table 2, together with the length and 
percent identity or similarity of each alignment. 

On the basis of database searches, 609 EST sequences 
were classified into eight groups as shown in Table 1 (see 
Example 1 above) . Four groups, with 197 or 32% of the 
sequences, consist of matches to human sequences: repetitive 
elements, mitochondrial genes, ribosomal RNA. genes, and other 
nuclear genes. Forty- eight (8%) of the sequences matched 
non-human entries in GenBank or PIR while 230 (38%) had no 
significant matches. The remaining 134 (22%) sequences 
contained no insert or consisted entirely of polyA between 
the EcoRI cloning sites. 

Thirty- six ESTs matched previously sequenced human 
nuclear genes with more than 97% identity. Four of these 
ESTs are from genes encoding enzymes involved in maintaining 
metabolic energy, including ADP/ATP translocase, aldolase C, 
hexokinase, and phosphoglycerate kinase. Human homologs of 
genes for the bovine mitochondrial ATP synthase F 0 £-subunit 
and porcine aconitase were also found (Table 2) . Brain- 
specific cDNAs included synaptophysin, glial fibrillary 
acidic protein (GFAP) , and neurofilament light chain. At 
least six ESTs are from genes encoding proteins involved in 
signal transduction : 2 ' , 3 1 -cyclic nucleotide 3 1 - 

phosphodiesterase (2 ESTs), calmodulin, c-erbA-a-2, G s a, and 
Na + /K + ATPase a-subunit. Other ESTs were matches to genes 
for ubiquitous structural proteins actins, tubulins, and 
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fodrin (non-erythroid spectrin) . ESTs also document the 
presence in the hippocampus cDNA library of the ret proto- 
oncogene, the ras-related gene rhoB, and one of the 
chromosome 22 breakpoint cluster region transcripts. Eight 
ESTs are from genes known to be associated with genetic 
disorders (Online Mendelian Inheritance in Man ) . More than 
half of the human-matched ESTs from Example 1 have been 
mapped to chromosomes, indicating the bias of GenBank entries 
toward well-studied genes and proteins. 

ESTs without significant GenBank matches were also 
compared to the ProSite database of recognized protein 
motifs . Not counting post-translational-modif ication 

signatures, fifty-four sequences contained motifs from the 
database. Some patterns, particularly the "leucine zipper", 
are found in scores or hundreds of proteins that do not share 
the functional property implied by the presence of the motif. 

Similarities to sequences from other organisms were also 
detected in the BLAST searches of GenBank and PIR (Table 2) . 
Several ESTs displayed similarity to "housekeeping" genes, 
including the ribosomal proteins S10 and L30 (rat) and the 
above glycolytic enzymes. EST00257 (SEQ ID NO: 77) shows 
strong nucleotide sequence similarity to the squid (67%) and 
Drosophila (70.4%) kinesin heavy chain. Kinesin was first 
described as a microtubule -associated motor protein involved 
in organelle transport in the squid giant axon (Vale et al, 
Cell 42: 39 (1985)). Six oncogene-related sequences were 
also among the cDNA clones sequenced. EST00299 (SEQ ID 
NO: 180) and EST00283 (SEQ ID NO: 271) show similarity to 
several ras-related genes and EST00248 (SEQ ID NO: 102) 
matched the 3 1 untranslated region of the bovine substrate of 
botulinum toxin ADP-ribosyltransf erase . Similarities with an 
S. cerevisiae RNA polymerase subunit and Torpedo electromotor 
neuron-associated protein were also observed. Two ESTs may 
represent new members of known human gene families: EST00270 
matched the three &- tubulin genes with 88-91% identity and 
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EST00271 (SEQ ID NO: 248) matched a-actinin with 85% identity 
at the nucleotide level. 

Among the most interesting of the primary sequence 
relationships was the similarity . of ESTs to the Drosophila 
genes Notch and Enhancer of split. Nucleotide and peptide 
alignments of EST00256 (SEQ ID NO: 188) and EST00259 (SEQ ID 
NO: 227) with the Drosophila genes have been demonstrated. 
Both genes are part of a signal cascade encoded by the 
"neurogenic" genes that are involved in the differentiation 
of neuronal and epidermal cell lineages in the neuroectoderm 
of the developing Drosophila embryo (Campos -Ortega, Trends in 
Neuro. Sci. 11: 400 (1988)). It has been proposed that the 
Enhancer of split protein interacts with a membrane protein 
that is the product of the Notch gene to convert a 
developmental signal into an altered pattern of gene 
expression (id. J. Mol. Biol. 215: 403 (1990)). EST00256 
(SEQ ID NO:188) matches near the 5' end of the Enhancer of 
split coding sequence, away from the mammalian G protein £ 
subunit- and yeast cdc4-like elements (Hartley et al, Cell 
55: 785 (1988); Klambt et al. EMBO J. 8: 203 (1989)). Part 
of the EST00259 (SEQ ID NO: 227) match to Notch in the 
cdclO/SW16 region that is similar to three cell -cycle control 
genes in yeast and is tightly conserved in the Xenopus Notch 
homolog, Xotch. In Drosophila, Enhancer of split is 
absolutely required for formation of epidermal tissue. Notch 
contains several epidermal growth factor- like repeats and 
appears to play a general role in cell -cell communication 
during development (Banerjee and Zipursky, Neuron 4:177 
(1990) ) . 

Seven genes were represented by more than one EST. 
Comparisons of all the ESTs against one another revealed two 
overlaps of unknown ESTs: EST00233 (SEQ ID NO: 32) and 
EST00234 (SEQ ID NO: 8) match in opposite orientations and 
EST00235 (SEQ ID NO:204) and EST00236 (SEQ ID NO:148) match 
in the same orientation beginning at the same nucleotide. 
Five human genes were represented by more than one EST: 6- 
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actin (3), X-actin (2), a-tubulin (2), a-2-macroglobul;m (2), 
and 2 • 3 1 -cyclic-nucleotide-3 '-phosphodiesterase (2). Those 
few instances where two or more ESTs represent different 
portions of a single cDNA can be readily ascertained when the 
5 sequence of the full cDNA insert is determined in accordance 

with Example 13 . 

Example 4 

EST Sequences Characterization: Second Set 

The ESTs of Example 2, including SEQ ID NOs 316-2407, 

10 were screened against known sequences listed in GenBank and 

other databases, as in Example 3. The results are reported 
in Table 2 . The quality of the match is given as percent 
identity and length in base pairs for nucleotide matches and 
amino acid residues for peptide matches. In many cases ESTs 

15 match multiple domains on several related proteins; for 

example, EST00825 matches two transmembrane domains on both 
GABA and Norepinephrine transporters. Nucleotide databases 
are: GenBank (GB) , and EMBL (E) ; peptide databases are: 
GenPept (GPU), Swiss-Prot (SP) , and PIR. 

20 The great majority (83%) of the partial cDNA sequences 

reported in Example 2 are unrelated to any sequences 
previously described in the literature. Based on database 
matches to known genes from humans as well as from such 
evolutionarily distant organisms as E. coli, yeast, C. 

25 elegans, Drosophila, barley, Arabidopsis, rice, and green 

algae, we have preliminarily identified the functional type 
of a number of the ESTs (Table 2) . These include a novel 
gene similar to Notch/Tan- 1 (Adams et al . , supra ) , a new 
neurotransmitter transporter gene, and a new member of the 

3 0 multi-drug resistance gene family. Several genes involved in 

development or cell differentiation in Drosophila are 
represented by similar human ESTs, including seven in 
absentia (Carthew, R. & Rubin, G. Cell 63: 561-577 (1990)), 
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big-brain (bib) (Rao, Y . , Jan, L., & Jan, Y. Nature 345: 
163-167 (1990)), the discs tumor suppressor (Woods, D. & 
Bryant, P. Cell 66: 1-20 (1991)), and the homeotic gene 
orthodenticle (Finkelstein, R. , Smouse, D. Capaci, T., 
Spradling, A. & Perrimon, N.. Genes* Dev. 4: 1516-1527 
(1990) ) . New members of gene families previously known in 
humans include a Ca +2 - transporting ATPase, an ADP 
ribosylation factor, and a new neural-cell adhesion molecule 
gene. 

The 1971 ESTs without a putative identification were 
analyzed using the coding-region prediction program CRM via 
the GRAIL server (Uberbacher, E. & Mural, R. Proc. Natl, 
Acad. Sci. USA 88: 11261-5 (1991)). Fifteen percent of the 
unknown ESTs scored an excellent probability of containing 
protein-coding sequence. Fifty percent of the ESTs to known 
human genes contain protein-coding sequences, therefore, at 
most half of the unknown ESTs are likely to contain coding, 
sequences. We have found no evidence that genomic DNA or 
cDNA to unspliced precursor RNA is a major contaminant of 
either the hippocampus or fetal brain library. 
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SEQID EST* 



Putative Identification 



Table 2: ESTs Identified by Database Hatches 
Accession OB Len %ID 



208 EST00250 60K filarial antigen 
2320 ESTOl 784 60K filarial antigen 

969 EST01982 ADP-ribosylation factor 1 
1834 EST01620 AMP deaminase, brain 

97 EST00289 Aconitase 

251 EST00370 Actin, other 

248 EST00271 Actinin. alpha 

891 EST01891 Actinin. alpha 
1500 EST02538 Actinin. alpha 

132 EST00110 Agrin 
1852 EST01625 Agrin 
1094 EST02113 Ala 

691 ESTO0675 Alcohol dehydrogenase 
2408 EST00244 Amyloid A4 
1965 EST01664 Amyloid A4 
2068 EST01694 Amyloid A4 
2092 EST0170O Anion exchanger homolog AE3 
1880 EST01634 Axonal glycoprotein TAG- 1 



PIR 108 56.9 
PIR 88 50.6 
PIR 84 41.2 
PIR 57 100.0 
PIR 105 90.6 
PIR 44 51.1 
GB 271 85.3 
GB 315 81.6 



A28209 
A28209 
B33283 
A37056 
A35544 
S10021 
HUMACTAR 
HUMACTAR 
HUMACTAR GB 271 75.0 
RATAGR GB 269 82.2 
RATAGR GB 103 84.6 
HUMALA GB 92 82.8 

RICGOS2GJ GPU 38 59.0 
HUMAFPA4 GB 135 91.9 
A29030 PIR 52 54.7 
QRHUA4 PIR 83 69.0 

A33638 PIR 95 97.9 
A34695 PIR 69 87.1 



1492 EST02 530 B cell-specific Mo-MlV integration site 1 (bmi-1) MUSBMI1 A GB 111 87.5 
1277 EST02306 Bib protein S09699 PIR 57 53.4 

13 EST00255 Cadherins CADN$HUMAN SP 41 45.2 

1348 EST02378 cAMP-dependent protein kinase inhibitor MUSPKI GB 234 91.5 

1931 EST01041 cAMP-regulated phosphoprotein B35308 PIR 21 86.4 

1413 EST02447 cAMP-soecific phosphodiesterase HUMPDEAA GB 363 69.0 

396 EST01443 CDPdiacylglycerol-serine O-phosphatidyltransferase JH0368 PIR 33 41.2 
1956 EST01663 Ca2 + -transporting ATPase 2 . 828065 PIR 125 88.9 

1126 EST02146 Calbindin 028 RATCALBD28 GB 81 87.8 

1039 EST02055 Calcium channel SO5054 PIR 33 67.6 

1910 E5T01645 Calmodulin RATRCM1 GB 120 90.1 

485 EST01466 Calmodulin-dependent protein kinase, type II, beta A26464 PIR 93 98.9 
913 EST01913 Ctathrin coat assembly protein AP50 homolog YSCYAP54J GPU 62 63.5 



2004 EST01 676 Cofilin 

2400 EST01 824 Cysteine-rich intestinal protein 
1588 EST02633 D22Z3 repetitive DNA 
2192 EST01257 Diacylglycerol kinase, tymphyocyte 
1441 EST02477 Diamine acetyltransferase 

650 EST00642 Dilute Imyosin heavy chain) 
2302 EST01 779 Discs-large tumor suppressor 

188 EST00256 Enhancer of split 
2289 EST01325 Fatty acid synthase 

310 EST00377 Fo ATPase beta subunit. mitochondrial 
1332 EST02362 GA binding protein, beta subunit 
1667 ESTO0825 Gamma-aminobutyric acid transporter 
2217 EST01738 Gelation factor ABP-280 
1412 EST02446 Glutamate-aspartate carrier protein 
1020 EST02034 Glutaminase 

1885 EST01639 Histocompatibility antigen modifier 1 
1495 EST02533 Hypothetical 43. 5K protein 
2326 EST01791 tnositol-1 ,4,5-trisphosphate 3-kinase 
SEQ ID EST* Putative Identification 



PIGCOFIL GB 132 89.5 
GYRTI PIR 56 66.7 

HUMREP GB 160 76.4 
S09156 PIR 44 42.2 
ATDASHUMAN SP 74 45.3 
MUSDILUTEJ GPU 27 100.0 
DRODLGAJ GPU 53 63.0 
A30047 PIR 86 58.6 
RATFAS GB 98 79.8 

BOVMTASB GB 293 85.4 
MUSGACJ GPU 86 90.8 
A35918 PIR 26 59.3 
A37098 PIR 74 80.0 
JV0092 PIR 57 37.9 
GLSSRAT SP 34 74.3 

A37779 PIR 63 75.0 
JU0319 PIR 43 52.3 
JN0129 PIR 65 68.2 
Accession DB Len %ID 
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724 EST01529 Interfer on-induced 54K protein 
1035 EST02051 J1 protein 
1229 EST02258 KUP protein 

993 EST02007 Kinase 5 protein 

77 EST00257 Kmesin A35075 

78 EST00258 Kinesin A35075 
2245 EST01748 Kinesin A3 507 5 
2282 EST01764 Lamin B receptor A36427 
2173 EST01724 Lon protease JQ0901 
1427 EST02463 Long-chain-fatty-acid-CoA ligase 
313 EST00276 Lysosomal membrane glycoprotein 1 (LAMP-1J 
161 EST00247 MARCKS (myristoylated atanine-rich protein kinase 



INI4$HUMAN SP 76 70.1 
MUSJ1PRO GB 362 B5.7 
HUMKUPMRJ GPU 54 36.4 
CHKCEK5 1 GPU 68 94.2 



PIR 57 86.2 
PIR 62 47.6 
PIR 98 52.5 
PIR 76 71.4 
PIR 103 41.3 
A36275 PIR 36 62.2 

A31959 PIR 53 46.3 
BOVMARCKS GB 139 83.6 



1386 EST02418 MARCKS homotog 
769 ESTO0734 MARCKS homolog 
43 EST0O371 Maternal G10 protein 
1468 EST02505 Matrin 3 



MMF52 
S08341 
S05955 
RATMATRIN3 



EU 237 92.4 
PIR 61 40.3 
PIR 38 92.3 
GB 137 93.5 



639 EST00632 Membrane transport supertamily (GTP-dependent) A24400 
1894 EST01643 Membrane transport superfamily (GTP-dependent) A24400 

824 EST01865 Mrcrotubule-associated protein IB RATNEU GB 

223 EST00368 Microtubule-associated protein IB A33645 PIR 

2032 EST01683 Mtcrotubule-associated protein IB A33645 PIR 

2017 EST01678 Milk fat globule membrane protein A36479 PIR 

1704 ESTO1580 Myeloid differentiation primary response gene MyDI MUSMYD118_1 
2226 EST01744 NAD(P) + transhydrogenase (B-specific) DEBOXM PIR 

1567 E5T02610 Neural cell adhesion molecule L1 

506 EST01471 Neuraxin 
1 566 EST02609 Neutrophil oxidase factor 

952 EST01961 Notch/Xotch 

227 EST00259 Notch/Xotch 

1395 EST02429 Nuclear factor 1 -like protein (NF1) 
1681 EST01573 Nucleoside diphosphate kinase 
346 EST01828 Old homeotic protein 

2254 EST01751 Phosphatidylinositol-4,5-bisphosphate phosphodiest A28807 
1869 ESTO0992 Polymyxin B resistance 

93 EST00287 Processing enhancing protein 
2353 EST01806 Prohibmn 
2297 EST01775 Prohormone cleavage enzyme 

9 EST00376 Prolyl endopeptidase 
1069 EST02087 Protein kinase C. zeta 
1933 EST01650 Protein phosphatase 2 A beta subunit 
202 EST00298 Protem-tyrosme phosphatase LRP 
1654 EST01572 Protochlorophyllide reductase 

38 EST00374 RNA polymerase II 6th subunit (RP026) 
1478 EST02515 Rab5 
2368 EST013B9 Radial spoke protein 3 

37 EST00038 ras p21-like small GTP-binding protein (smg GDS) BOVSMGGOS 

180 EST00299 ras-related proteins S10493 PIR 51 



PIR 63 39.1 
PIR 71 50.0 
293 86.4 
30 54.8 
49 62.0 
48 61.2 

GPU 76 88.3 
86 93.1 
S05479 PtR 02 43.4 
S06017 PIR 120 84.3 
A34855 PIR 43 47.7 
HUMTAN1J GPU 85 57.0 
A35844 " PIR 74 85.3 

HAMNF1A GB 111 92.0 
A33386 PIR 71 52.8 
A35912 PIR 35 52.8 

PIR 40 90.2 
A32714 PIR 20 76.2 
S03968 PIR 96 58.8 
RATPROH1BJ GPU 120 97.5 

MUSMPC1AJ GPU 91 93.5 
PIGPREP GB 223 83.9 
HUMPKCL GB 382 58.7 

HUMPROP2AB GB 288 76.8 
LRP$MOUSE SP 62 44.4 . 
S04783 PIR 34 57.1 
A36352 PIR 72 75.3 
F34323 PIR 91 82.6 
S05962 PIR 58 52.5 

GB 131 89.4 



46.1 

1700 EST01579 Retrovirus-related gag potyprotein FOHUE2 PtR 95 77.1 

1511 EST02550 Retrovirus-related pol polyprotein GNLJGL PIR 50 54.9 

102 EST00248 rhoH12/ARH12 BOVBGBRH GB 195 79.6 

1715 EST01 583 Ribosomal protein LI 8a R5RT18 PIR 68 95.7 

SEQ ID EST A Putative Identification Accession DB Len %ID 
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1856 EST01627 Ribosomal protein L1 a 
1974 EST01667 Ribosomal protein L3 
301 EST00300 Ribosomal protein L30 
22 EST00301 Ribosomal protein S10 
2402 EST01B26 Ribosomal protein S10 
463 EST01459 Ribosomal protein YL10 
1408 EST02442 Seven in absentia 

299 EST00249 smg p25A GDP dissociation inhibitor 
951 EST01960 Spectrin, beta 

2089 EST01699 Sperm membrane protein 
2073 EST01697 Succinate dehydrogenase flavoprotein 
2138 EST01715 Succinate dehydrogenase flavoprotein 
430 EST0O472 Synaptotagmin (p65) 
1371 EST02402 Talin 

1771 EST01601 Thtosulfate sulfurtranstcrase (rhodanesc) 

300 EST0O232 Transformmg protein <dbl] 

189 EST00282 UkB 

653 EST01512 Tubulin, alpha 

594 EST01490 Tubulin, beta 

757 EST01542 Tubulin, beta 
1245 EST02274 Tubulin, beta 
1147 EST021C9 Tyrosine kinase 
1701 EST00853 Unc-104 
2121 EST01711 Valine-tRNA ligase 

187 EST0O152 Wrlm's tumor-related protein 
1726 EST01588 XPR2 alkaline extracellular protease 

249 EST00275 Zinc Finger Proteins 

413 EST01446 Zinc Finger Proteins 

469 EST01 460 Zinc Finger Proteins 

833 EST01560 Zinc Finger Proteins 
1230 EST02259 Zinc finger proteins 
1496 EST02534 Zinc finger proteins 
2324 EST01352 Zinc Finger Proteins 



A24579 PIR 75 63.1 
JG0771 PIR 74 80.0 
R6RT30 PIR 57 96.5 
R3RT10 PIR 66 97.0 
R3YM10 PIR 36 51,4 
S1 1581 PIR 40 68.3 
A36195 PIR 46 80.8 

A35652 PIR 97 77.5 
HUMSPTB GB 268 67.7 

A35981 PIR 52 58.5 

B0VSDHFP11 GPU 44 100,0 
BOVSDHFP1J GPU 49 92.0 
SY65SHUMAN _ SP 27 53.6 
MUSTAL1NRJ GPU 79 81.2 

ROBO PIR 65 81.8 

TVHUDB PIR 25 65.4 
A35104 PIR 33 67.6 
HUMTUBAG GB 223 75.0 
HUMTBB5 GB 298 93.6 
GB 217 90.4 
PIR 105 88.7 

GB 384 74.3 
NR 36 45.0 
PIR 56 57.9 
GB 228 99.6 
PiR 88 46.1 
PIR 25 



HUMTUBBM 
A26561 
HUMECK 
JN01 14 
A29871 
HUMQM 
B26955 
S06551 
S00754 
C32891 
S00754 
S00754 
A34612 
S10397 



PIR 
PIR 
PIR 
PIR 
PIR 
PIR 



45 
34 
105 
71 
50 
29 



57.7 
60.9 
54.3 
67.0 
62.5 
45.1 
56.7 
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There is little redundancy in EST sequencing according 
to the present invention. Of the nuclear-encoded messenger 
RNAs, the most common ESTs were to the j3-actin (0.6% of the 
EST clones) and myelin basic protein genes (MBP, 0.5% of 
the clones) . MBP, a highly expressed structural component 
of nerve tissue (Kamholtz, J., de Ferra, F. , Puckett, C, & 
Lazzarini, R. Proc. Natl, Acad. Sci., USA 83: 4 962-4966 
(1986)), displays four alternate splicing forms, of which 
at least two are present among the ESTs reported here. 
Other common ESTs were Gs -alpha gamma-actin and both a- and 
alpha - t ubul in . 

By matching ESTs to known database sequences, a 
phenotypic characterization of the tissue begins to emerge. 
Protein superf amilies matched by ESTs were grouped into 
three broad functional categories to assess the biological 
spectrum represented by these randomly selected cDNA 
clones. Structural and metabolic classes comprised about 
30% of the ESTs with database matches. Twenty-five percent 
were involved in regulatory pathways and the remainder were 
not classifiable. Eleven of the eighteen enzymes of 
glycolysis and the citric acid cycle are represented by at 
least one subunit or isozyme. In addition, several genes 
not previously known to be expressed in the brain were 
matched, including spermine/spermidine acetyltransf erase 
(Casero, R. , Celano, P, Ervin, S., Applegren, N. , Wiest, L. 
& Pegg, A. J. Biol, Chem. 266: 810-814 (1991)) and 
osteopontin (Young, M. , Kerr, J., Termine, J,, Wewer, U., 
Wang, M. , McBride, W. & Fisher, L. Genomics 7:491-502 
(1990) ) . 

EXAMPLE 5 

Mapping of ESTs to Human Chromosomes 

Randomly selected ESTs corresponding to SEQ ID NOs'. 
were assigned to chromosomes via PCR (see Table 3) . 
Oligonucleotide primer pairs were designed from EST 
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sequences to minimize the chance of amplifying through an 
intron. The oligonucleotides were 18-23 bp in length and 
designed for PCR amplification using the computer program 
INTRON (National Institutes of Mental Health, Bethesda, 
5 MD) . The program is based on the assumptions that: 1) 

introns are genomic sequences that interrupt the coding and 
noncoding sequences of genes (Smith, J. Mol. Evol. 27:45-55 
(1988)); 2) there are consensus sequences for splice 
junctions (Shapiro, et al . , Nucl. Acids Res. 15:7155-7174 
10 (1987)); and 3) that 90% of the human genes studied have 

3 1 untranslated regions of mRNA not interrupted by introns 
in the genomic DNA (Hawkins, Nucl . Acids Res* 16:9893-9908 
(1988) ) . 

The program evaluates the likelihood that a given GG 

15 or CC dinucleotide represents a former exon- intron 

boundary. Specifically, every input strand is processed by 
the INTRON program twice, first evaluating the sense mRNA 
strand, and then processing the complementary or ant i- sense 
strand. The program evaluates each sequence by finding all 

20 GG or CC pairs (possible former splice sites) , searching. 

for STOP codons in all three reading frames, and analyzing 
the GG or CC pairs surrounded by stop codons. All regions 
of the EST that are unlikely to contain splice junctions 
based on CC content, GG content, and stop codon frequency 

25 are then marked by the program in uppercase. 

The creation of PCR primers from known sequences is 
well known to those with skill in the art. For a review of 
PCR technology see Erlich, H.A., PCR Technology; Principles 
and Applications for DNA Amplification . 1992. W.H. Freeman 

3 0 and Co., New York. ESTs were examined for the presence of 

stop codons in each reading frame and for consensus splice 
junctions. The presence of stop codons and absence of 
splice junction sequences are more characteristic of 3' 
untranslated sequences than of introns. The untranslated 

35 sequences are unique to a given gene; thus', primers from 
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these regions are less likely to prime other members of a 
gene family or pseudogenes. 

The primers were used in polymerase chain reactions 
(PCR) to amplify templates from total human genomic DNA. 
PCR conditions were as follows: 60 ng of genomic DNA was 
used as a template for PCR with 80 ng of each 
oligonucleotide primer, 0.6 unit of Tag polymerase, and 1 
uCu of a 32 P-labeled deoxycytidine triphosphate. The PCR 
was performed in a microplate thermocycler (Techne) under 
the following conditions: 30 cycles of 94°C, 1.4 min; 55°C, 
2 min; and 72°C, 2 min; with a final extension at 72°C for 
10 min. The amplified products were analyzed on a 6% 
polyacryl amide sequencing gel and visualized by 
autoradiography. If the size of the resulting product was 
equivalent to the EST from which the primers are derived, 
then the PCR reaction was repeated with DNA templates from 
two panels of human-rodent somatic cell hybrids; BIOS 
PCRable DNA (BIOS Corporation) and NIGMS Human-Rodent 
Somatic Cell Hybrid Mapping Panel Number 1 (NIGMS, Camden, 
NJ) . 

PCR was used to s.creen a series of somatic cell hybrid 
cell lines containing defined sets of human chromosomes for 
the presence of a given EST. DNA was isolated from the 
somatic hybrids and used as starting templates for PCR 
reactions using the primer pairs from EST sequences 
selected above. Only those somatic cell hybrids with 
chromosomes containing the human gene corresponding to the 
EST will yield an amplified fragment. ESTs were assigned 
to a chromosome by. analysis of the segregation pattern of 
PCR products from hybrid DNA templates. For a review of 
techniques and analysis of results from somatic cell gene 
mapping experiments. (See Ledbetter et al . , Genomics 
6:475-481 (1990).) The single human chromosome present in 
all cell hybrids that give rise to an amplified fragment 
represents the chromosome containing that EST. 
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The assignment of 10 0 ESTs and corresponding genes to 
chromosomes by PCR is shown in Table 3 . 
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Table 3 : Assignment of ESTs to Chromosomes by PCR 



SEO ID 


EST# 


Chr PRIMER #1 


PRIMER U2 


5 


EST00012 


1 


TCCAGGCAATCCCAGAATAG 


CTAATTGAGCTCACTGGCCC 


57 


EST00058 


1 


CTGTTTGCAAGTTTCAAAGC 


GCCATTTCTAACAACCAGAG 


64 


EST00066 


1 


GCCATTGTGCTGAATAGAGT 


GTTAGTGTTTCCTTAGCAAG 


83 


EST0007 9 


1 


CAGCTAATTGACCTGGGCTA 


C AACATGCTCTGAG CTTTAG 


8 3 


EST00079 


1 


GGCAGAGCATAATGAGTATA 


CATATGCATATGGTCCCTAT 


91 


E5T00086 


1 


AGTTTAGATGGAGGGCTGTC 


TCTGCCCTAATGCGCAGGCT 


105 


EST00365 


1 


CTTAATCACCTCCCTTTTGT 


CCTTAGTTGGAGATAAGGTC 


109 


EST00095 


1 


AGTCTAATCCTGTACACTTG 


CGGGCTTTCTCTGAATTGGT 


116 


EST00100 


1 


TTAGAAGTGCCCATGGGAGG 


TTTTAAGGCTCTGGAGTGTT 


141 


EST00118 


1 


CTCAGAGAAACTTAGGTGAA 


CTACAGAATCATTTCACCAG 


220 


EST00372 


1 


AAGTTGCACATTGCCCAAGG 


ATAGTACTGCAAGGTTATTC 


237 


EST00187 


1 


TTACAAATTTCTCTTGACGC 


CTGAAGGAGCACAGTTTCTC 


242 


EST00192 


1 


GGATCAGATAATCAAACAGG 


GCTTAGGATATGAATGCATA 


259 


EST00202 


1 


GCATCACAGTTTAACTGAGG 


CTACA'TATTTGTGCCTCCTT 


269 


EST00293 


1 


CTGTTGCTGTGCAGTAGCTT 


CTTTTGACCCAGTGAAACTT 


299 


EST00249 


1 


GATCATGCAGACGTAGATAT 


CCAACTCCTGCCAGATCATT 


1651 


EST00810 


1 


TAGTCGCTGTAAGTTGATTC 


GCTTTGCTGGATGCTTCATT 


16 


EST00021 


2 


CAGGCAAGTTTCTTCCAGGA 


TCAGACCCATGGTCAGCTT 


1898 


EST01013 


2 


GGCTGAGAACGGTTAGCATA 


CCCTCAGCTTAGGGGAATG 


8 


EST00234 


2 


TAGAAGGCAAACTATGTCCC 


GGTTG AGG ATTGG CTTTTAC 


36 


EST00037 


2 


AGCCAGAAGGCTGCTTAAAG 


GCAGTGAACCAGTACTCCTA 


123 


EST00106 


2 


GTCTAATTTGTAACCTTCAG 


G ATAG ATTGTAT AAG AAG C C 


192 


EST00155 


2 


GATTTATGTCTGGGAACTAA 


GCAGCATGTGAAAGAATGAT 


200 


EST00162 


2 


TTTAATGGGTGGTGGGAGCT 


CGATGCACATCCTTCTCCAT 


284 


EST00216 


2 


CCTAAGAATTCGTTTGGCTC 


GTCTGGCACATAATAGATTTG 


102 


EST00248 


3 


ATACTACATCTAGTCTGG 


TTACAGTTCTGTGGTTTC 


167 


EST00138 


3 


AAACAGCTGCGGAGTACA 


AAAGGATCCTCCACTCCAGA 


12 


EST00274 


3 


CCTAGCAAACTCATACACAC 


CATAAGTGAATGGACACAGG 


60 


EST00062 


3 


ACACATTAACGGTGCTGCAG 


GGAATCAGCCCTTGAGGACT 


77 


EST00257 


3 


AAGCTCACAACGCAGATCTG 


CTGGAACAGCTTACAAAGGT . 


107 


EST00093 


3 


ATTGAACTCTGTCAACAGTG 


TGTAAAACAAAGGCCAAACT 


108 


EST00094 


3 


AL2 -GCAGGATGTCAGTCTTTTGAG 


AGCACACATTATCTACCACGGC 


1706 


EST00857 


3 


AL2 -GCAGGATGTCAGTCTTTTGAG 


CCAGCACACATTATCTACCACG 


37 


EST00038 


4 


AACTTCGCAGTCATGAGAAC 


TGTATCGGGCAGTTCTCAG 


6 


EST00013 


4 


CACATGTTCTCCCTCTTTCA . 


GCATTTTGGAGCTCTTCCGT 


37 


EST0003B 


4 


AL2 - GGAAGTACAGGATTTGGC 


TTAGAGATGGGATGATGCCG 


31 


EST00033 


5 


TGGGTACCCTAAGGTGTTTG 


GACTAATCTAAGGTCTAGG 


28 


EST00030 


5 


AGATAAGTTAGGAAGCTGGT 


ACTCACTGCTAGTATCATCC 


59 


EST00061 


5 


AAAGTTTCTTAGCACCCCCC 


CAGACTTTGACAAAAGAATC 


74 


EST00073 


5 


ATCAGACACGTGGCAGGGTT 


AAGTCCCTGAGGGTGCAGAA 


121 


EST00104 


5 


TGAAGG CAGCTG CTAAATCT 


GGATGTATTGATCTGACTCA 


14 9 


EST00123 


5 


ATACTGTCAACGGAGGGTGA 


GTCTGCAGGTTTCTCCTTGA 


235 


EST00185 


5 


TTACTGTCCCATCAGATATC 


TACACTCTTAAGAAGGTATG 


1643 


EST00803 


5 


GAG CGTTTAAAAG AGATTCT 


TACAGACAGCCATGTTCCAA 


1677 


EST00835 


5 


AL2 -TCTCCAACACAGTCATGC 


CGGATGCCATCATATACC 


23 


EST00026 


5 


CCTGCAGTGACACTTAACAT 


CTGCTCACCTGAAATTGATAC 


121 


EST00104 


5 


AL2 - CAGATCAATACATCCTCTGGG 


CTGTGCAGTGGTGAGTAAAAGG 
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SEO ID 


ESTfc 


Chr 
6 


PRIMER #1 


PRIMER #2 


1 


EST00007 


TAGTTGATGGTCTGGGTTAT 


GAAATCCCAGGGAGACAATG 


19 


EST00023 


6 


CAACTTACATTAGGGGTTTG 


GACCTCATTAGAAGAGCCCA 


155 


EST00129 


6 


GGAAGCTGCCATATAAGCTC 


TCAGTGTCGTACAATCTACC 


224 


EST00356 


6 


GCTGTATGTTAACCCTTTGT 


TGGAACCCTCAAACACTGCT 


288 


EST00219 


6 


ACTTTCATGTTGAGAAGTAT 


ATCTAGCTGAAACATTGCTG 


1638 


EST00798 


6 


CTTCATCTGTTAACTGTTGA 


TGAAAATGAGTCACAGGCAG 


1675 


EST00833 


6 


AL2 - ACCCAGTTCTCAAAGACC 


GGTTTACCATTCAGAGGC 


22 


EST00301 


6 


CTCCGTGATTACCTTCATCT 


TTGTAGGTATCTCTGTC AG CT 


207 


EST00167 


7 


GGTGCTACTTTGTGAATGCT 


AGCAATGTGATTTTGTAGG 


137 


EST00272 


7 


AGTGGTCACTATCTACATGG 


GATTCAGAATTACTAAGCCG 


1659 


EST00817 


7 


TGTATAGGCTCTACATAAAG 


CTTAATCATGGATTCTTCGT 


1680 


EST00838 


7 


AL2 -GTTCTTTCCCAGGTATGC 


TTGTTGGTACTGAGGAAGTGCG 


292 


EST00223 


8 


TGCAGCAGTGACCATGAGAA 


ATCATCTTTCCACGCGGCTT 


134 


EST00375 


9 


TCTGGGCTTCTGTGGTTCAA 


CTGGCTGCTCAGCAACTCAT 


1906 


EST01021 


9 


GGATGTTTTCTATGTGACGA 


TTCCAGTGCCCCTTTTGTCC 


1645 


EST00804 


10 


CTCCTTTGGGACAAACAACT 


CCAACCCAAACATATTCTA 


20 


EST00024 


10 


AGCTGTTCCTGAGAGATGCA 


CCTTGTGAAGAAAGACTTTC 


157 


EST00131 


10 


TCAGCAACAGGTCACTTTGG 


CTAAGCATCTGCATGTCCAG 


172 


EST00142 


10 


TACTAG C ATTTCTTACTCTC 


TATGCTGATTGTTTGCACTC 


250 


EST00197 


10 


GGTGATTAGAGAGTCTGTTG 


GAACTCTGTAGTGTTCTAAA 


133 


EST00111 


11 


GGAAATTAGGCTTAGCTCAC 


GTGCAGAATACTTAGAGTCC 


178 


EST00294 


11 


GTTTGAAGGAAGTGATTTCC 


TAGGGCCACCTCCAGTTCAT 


10 


EST00016 


11 


GTCTTTGGATTCTACGTAGA 


CGATAATGACATTTCTTCTGG 


126 


EST00109 


11 


AL2 - CTAACCACAACCCACACATTG 


CCTCAGCACAAGAGAAGAATGG 


7 


EST00014 


12 


AACTTGCAACATAAATACTAG 


GAGCAATGATTTCTAACAGT 


254 


EST00200 


13 


TTGTGTACTGTCTGATAGAC 


TAAGCCATGGGCATCTATAA 


2409 


EST00273 


13 


GCAAGATGATGGAACATCCC 


TTCCTTCTGG AGG CTCTAC A 


170 


EST00295 


14 


GGTGCTTAAGGCCACTTTTG 


CTTAGAGGATCATAGGTCTG 


255 


EST00201 


14 


CCAGGAGAGTAAGAAGATCA 


GCAGAGTTGAATATGAACCT 


290 


EST00221 


14 


GTGCCAAGATGGCTCATGTA 


GTATAGCTTTAAGCCAGTTC 


293 


EST00224 


14 


AATGCATTATGCCTGGTCTT 


GGAAAAGTCTAGAACTTAGT 


1664 


EST00822 


14 


GGGTCAGAATTAAGAGGTCT 


GTTCATCTCTAACTCCTTTC 


315 


EST00008 


14 


AAGCTGGCTGGGAAATGTTC 


GTCATGCTAGTAAACTTACAC 


1689 


EST00845 


14 


AL2 - AGGAGGAAGCTGAAATCC 


GGAAGTCCATAAGAGACTCACC 


95 


EST00088 


15 


GTGACAGACCATGTCTATTG 


AAGTGAGCGATTGCACCTTC 


205 


EST00165 


15 


AGGATGACCTGAGTGAGCTG 


CCATGGCAGCAAGGAACTCT 


33 


EST00034 


16 


TGTGTGAAAGGGAGTCTTGT 


CCATTTTGACTGTTCCATAG 


247 


EST00279 


16 


TGGCTAGGGCAGGCCTTAAA 


GAGAAGAATATCAAATGGGG 


18 


EST00373 


16 


CCATCTGTGTCCCAATTAAGC 


AGGGAAGAAGTCTAGAGCGA 


68 


EST00068 


17 


CAAAGACGGGAGACGAATGA 


AGTGGAACGCGTGGCCTATG 


1652 


EST00811 


17 


GAGCTGCATGTTGATAAGTA 


TTGACTTAAGCTGACCTTAA 


1702. 


EST00854 


17 


AL2 - TTGCTGTGG AATCC ATGAG AG 


GGCAAGTGATCTGTTCTTGG 


84 


EST00080 


19 


AGAGATGTCAGTCCATTATC ' 


CTATTCCACCTTACTCAAGG 


223 


EST00368 


19 


CATCATGTCGGAGACGCATT 


TGGATGACCTGAGTCTGCAG 


21 


EST00025 


20 


AGTTCTGGAGGCTAGGAGTT 


ATGTAAGGACCCCTAGATGG 


210 


EST00168 


20 


TGTCAACTTCCCTTTGGCCT 


GAAGCTTGCTCATTCAGGAA 


136 


EST00113 


20 


AL2 - TCGG AGAAGTTGCAGTTTCTG 


GTTAAAAGCTGTTAGACGGGGC 


120 


EST00103 


22 


CACTGACTGACTCCTCTTTA 


GGAACCGTAACTCTCCATAG 


313 


EST00276 


X 


ATTGACCTTCAATGTAATAA 


TTGGATTGGGCAAAATAG 
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SEO ID ESTJL 



Chr PRIMER #1 



PRIMER #2 



162 EST00133 X 

1669 EST00827 X 

1917 EST01029 X 

1708 EST00858 X 



ATGTGAGCATCTATACCTGC 
CGGACAACT AGGATAAATG C 
GAATAGCATTATTAGCCAGT 
AL2 - AAGGCGAGGATTATGTGC 



AATGAAGGCATGAGAATAGG 
TACGCGTTTGAATGGCTTGA 
GGACCTATTGGAGATCTACT 
TTCTACTGGGTACACTTCGACC 



Abbreviation: AL2 : Amino-Link-2 Fluorescent Tag, Chr. : Chromosome. 



SUBSTITUTE SHEET 



BNSDOCID: <WO 93161 7SA2 I 



WO 93/16178 PCT/US93/01294 

52 

The foregoing techniques have been used to further 
localize 9 ESTs and their associated genes to precise 
locations onto chromosome 6 or chromosome X, as reflected 
in Table 4A (in Example 7 below), using sublocalization 
techniques that employ somatic cell hybrids. ESTs were 
used as hybridization probes and mapped to other 
chromosomes using techniques disclosed in Example 7, 
Somatic cell hybrids were prepared that contained defined 
subsets of chromosomes S and X. Methods for preparing and 
selecting somatic cell hybrids are known in the art. For a 
review of an exemplary procedure to generate somatic cell 
hybrids containing the short arm of human chromosome 6, see 
Zoghbi, et al . , Genomics 9(4):713-720 (1991). For a 
general review of somatic cell hybridization see Ledbetter 
et al . ( supra ) . The hybrids were processed to obtain DNA 
and analyzed by PCR and by fluorescence in situ 
hybridization. SEQ ID NOs 19, 22, l, 224, 288 mapped to 
chromosome 6, while SEQ ID NOs 162, 1917, 1699 and 1899 
mapped to chromosome X using somatic cell hybrids. 

EXAMPLE 6 

Mapping of All ESTs to Human Chromosomes 

The procedure of Example 5 is repeated for all of the 
ESTs from Examples 1 and 2 not previously mapped to human 
chromosomes. Data are generated corresponding to the data 
in Table 3 for all of the unmapped ESTs. As previously 
mentioned, virtually all of the ESTs will map to a unique 
chromosomal location. The inability of any ESTs to 
localize to a unique location will be readily ascertainable 
during the mapping process. 

Physical mapping of the type reported in Table 4 on 
all the EST clones reported here would provide human 
chromosome markers spaced on average every 1.2 megabases 
and would roughly double the number of expressed sequences 
that have been localized to chromosomes (McKusick, V. FASEB 
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J* 5: 12-20 (1991)) . Mapped ESTs are also a new resource 
to identify candidates for the estimated 5000 single-locus 
disease-associated genes (Id.) . 

EXAMPLE 7 

Alternative Technique for Mapping to Chromosomes 
Mapping of ESTs to chromosomes using fluorescence in situ 

hybridization 

This technique was used to map an EST to a particular 
location on a given chromosome. Cell cultures, tissue, or 
whole blood were used to obtain chromosomes , 

0.5 ml. of whole blood was added to RPMI 164 0 and 
incubated 96 hours in a 5%C0 2 /37°C incubator. 0.05 ug/ml 
colcemide was added to the culture one hour before harvest. 
Cells were collected and washed in PBS. The suspension was 
incubated with a hypotonic solution of KC1 added dropwise to 
reach a final volume of 5 ml . The cells were spun down and 
fixed by resuspending the cells in methanol and glacial 
acetic acid (3:1). The cell suspension was dropped onto 
glass slides and dried. 

The slides were treated with RNase A and washed then 
dehydrated in a series of increasing concentrations of 
ethanol . 

The EST to be localized was nick-translated using 
f luorescently labeled nucleotide (Korenberg, Jr., et al . , 
Cell 53 (3) :391-400 (1988)). Following nick translation, 
unincorporated label was removed by spin dialysis through 
Sepharose. The probe was further extracted with phenol- 
chloroform to remove additional protein. The chromosomes 
were denatured in formamide using techniques known in the art 
and the denatured probe was added to the slides. Following 
hybridization, the cells were washed. The slides were 
studied under a fluorescent microscope. In addition, the 
chromosomes can be stained for G-banding or Q-banding using 
techniques known in the art . 
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The resulting metaphase chromosomes had fluorescent tags 
localized to those regions of the chromosome that were 
homologous to the EST. Thus, a particular EST was localized 
to a particular region on a given chromosome. In this 

5 manner, SEQ .ID NOs 396, 485, 506, 1880 and 1894 were mapped 

using fluorescent in situ hybridization to locations on 
chromosomes 17, 7, 10 and 1 respectively (See Table 4B 
below) . For a review of the technique see Verma et al . , 
Human Chromosomes: A Manual of Basic Techniques. Pergamon 

0 Press, NY (1988), which is hereby incorporated by reference. 

Table 4: Precise Chromosomal Localization of ESTs 



SEQ ID 


EST# 


Map Location 


19 


EST00023 


6p 


22 


EST00301 


6p 


1894 


EST01643 


6p21 


1 


EST00007 


6q 


224 


EST00356 


6q 


288 


EST00219 


6q 


162 


EST00133 


Xpll-.21 - Xp21.2 


1917 


EST01029 


Xpll.21 - Xp21.2 


1669 


EST00827 


Xq26 - Xq27.1 


1899 


EST01014 


Xq28 


1880 


EST01634 


lq32 


485 


EST01466 


7pl3 


506 


EST01471 


10qll.2 


396 


EST01443 


17q25 



EXAMPLE 8 
Automated DNA Sequencing Accuracy 

ESTs that match human sequences in GenBank are 
excellent tools for the analysis of the accuracy of double- 
strand automated DNA sequencing. Ninety EST/GenBank 
matches were examined for the number of nucleotide 
mismatches and gaps required to achieve optimal alignment 
by the Genetics Computer Group (GCG) program BESTFIT 
(Devereux et al, Nucleic Acids Research 12: 387 (1984)). 
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The number of mismatches, insertions and deletions was 
counted for each hundred bases of the sequence (Table 5). 
As expected, the sequence quality was best closest to the 
primer and decreased rapidly after about 400 bases. The 
number of deletions and insertions relative to the GenBank 
reference sequence increased five- to ten-fold beyond 400 
bases, while the number of mismatches doubled. The average 
accuracy rate for individual double -stranded sequencing 
runs was 97.7% to 400 bases. 
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TABLE 5. Accuracy Of Single-Run Double -Stranded Automated Sequencing 

Bases from Mismatches/ Gaps Percent Aligned 

— Primer — Ambiguities Insertions * Deletions * Accurate 1 



Bases 



101 - 200 1.45 0.18 0.19 98.2 8,800 

201 ~ 300 1-72 0.25 0.11 97 9 8 130 

"J - 400 2.07 0.98 0.37 96.1 I'Ml 

>400 3-53 2.63 1.06 92.8 3^97 



ESTs statistically identical to known human sequences and those matching 
mitochondrial and ribosomal genes were aligned with sequenced from GenBank using 
the GCG program BESTFIT. The first 8 5 nucleotides was polylinker sequence which 
was not aligned with the pBluescript SK reference sequence. Tabulation of errors 
began 15 bases into the BESTFIT alignment and thus is reported beginning with 
bases 101-200. Error rates are reported as number of mismatches, insertions, or 
deletions per hundred aligned bases. "Mismatches" includes ambiguous base calls. 
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EXAMPLE 9 

Probability of ESTs Containing Coding Sequences 

The ESTs of the present invention were statistically- 
evaluated using the coding- region prediction program CRM 
via the GRAIL server (Uberbacher, E . & Mural, R. Proc. 
Natl. Acad. Sci. USA, 88: 11261-5 (1991)). The CRM program 
uses a neural network to combine results from several 
different coding regions by looking at different 6 bp 
sequences found in coding exons and in introns . The 
program additionally conducts reading frame searches and 
assesses randomness at the third position of codons . This 
protocol categorizes sequences as having an excellent, 
good, marginal, or poor probability of containing coding 
regions. The results are reported in Tables 6-9, There 
were 219 ESTs categorized as "excellent" (Table 6) ; 120 
categorized as "good" (Table 7) ; 113 categorized as 
"marginal" (Table 8) ; and 1743 categorized as "poor" (Table 
9) . These results indicate that most ESTs of the present 
invention comprise noncoding regions. 
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Table 6: ESTs with Excellent Probability of Containing Coding Sequence 



SEQ IOfl ESTtf 



7 
15 
48 
62 
66 
75 
98 
106 
108 
114 
115 
124 
128 
156 
164 
166 
174 
179 
183 
201 
205 
215 
230 
253 
263 
268 
270 
271 
273 
276 
281 
285 
333 
336 
339 
362 
389 
441 
454 
476 
493 
504 
516 
518 
551 
552 
559 
582 
602 
606 
608 
621 
635 
642 
644 
687 
700 
743 
753 
760 
764 
808 
823 
834 
886 
919 
930 
SEQ IDtf 



EST00014 

EST00020 

EST00291 

EST00064 

EST00067 

EST00074 

EST00260 

EST00092 

EST00094 

EST00098 

EST00099 

EST00107 

EST00252 

EST00130 

EST00135 

EST00137 

EST00296 

EST00145 

EST00148 

EST00163 

ESf00165 

EST00172 

EST00181 

EST00199 

EST00203 

EST00369 

EST00207 

EST00283 

EST00208 

EST00211 

EST00214 

E5T00286 

EST00394 

EST00397 

EST00400 

EST00418 

EST00440 

EST00481 

EST00493 

EST00509 

EST00522 

EST00529 

EST00538 

EST00540 

EST01482 

EST00565 

EST00570 

EST00592 

EST00606 

EST00609 

EST0061 1 

EST00620 

EST00629 

EST00634 

EST00636 

EST00671 

EST006B3 

EST00714 

EST00721 

EST00726 

EST00729 

EST00761 

EST01864 

EST00771 

EST01886 

EST01921 

EST01933 

EST# 



936 EST01939 
948 EST01957 
965 EST01978 



973 
979 
980 
986 
1000 
1004 
1007 
1018 
1021 
1034 
1047 
1090 
1096 
1115 
1118 
1129 
1133 
1141 
1163 
1183 
1243 
1264 
1265 
1266 
1287 
1308 
1324 
1344 
1356 
1365 
1383 
1399 
1401 
1405 
1417 
1451 
1457 
1463 
1473 
1479 
1516 
1528 
1531 
1544 
1551 
1558 
1561 
1581 
1586 
1591 
1616 
1624 
1630 
1637 
1639 
1649 
1651 
1677 
1682 
1694 
1706 
1708 
1710 
1716 
SEQ ID# 

1718 
1731 
1742 
1746 
1760 
1767 
1769 
Mil 



EST01987 

EST01993 

EST01994 

EST02000 

EST02014 

EST02018 

EST02021 

EST02032 

EST02035 

EST02050 

EST02063 

EST02109 

EST02115 

EST02135 

EST0213B 

EST02149 

EST02153 

EST02163 

EST02187 

EST02208 

EST02272 

EST02293 

EST02294 

EST02295 

EST02317 

EST02338 

EST02354 

EST02374 

EST02386 

E ST 02396 

EST02415 

EST02433 

EST02435 

EST02439 

EST02452 

EST02487 

EST02493 

EST02500 

EST02510 

EST02516 

EST02555 

EST02569 

EST02572 

EST02586 

EST02593 

EST02601 

EST02604 

EST02625 

EST02631 

EST02636 

EST02661 

EST02670 

EST02676 

EST00796 

EST00799 

EST00808 

ESTO081O 

EST00835 

EST00839 

EST00849 

EST00857 

EST00858 

EST00860 

EST00865 

EST# 

EST00867 
EST00879 
EST00887 
EST00891 
EST00903 
EST00907 
EST00909 
EST00913 



1807 
1809 
1820 
1829 
1849 
1860 
1866 
1871 
1888 
1890 
1892 
1903 
1904 
1914 
1930 
1944 
1949 
1962 
1973 
1977 
1982 
1991 
1993 
2000 
2001 
2012 
2013 
2024 
2043 
2051 
2056 
2058 
2059 
2064 
2090 
2094 
2116 
2117 
2128 
2131 
2134 
2144 
2145 
2150 
2155 
2161 
2'. 3 
2-74 
2176 
2189 
2214 
2225 
2227 
2233 
2235 
2236 
2255 
2259 
2263 
SEQ I0# 

2267 
2281 
2283 
2300 
2303 
2303 
2314 
2334 
2339 
2342 
2348 
2358 
2367 



EST00941 

EST00943 

EST00951 

EST00958 

EST00975 

EST00983 

EST00989 

EST00994 

EST01005 

EST01007 

EST01009 

EST01018 

EST01019 

EST01026 

EST01040 

ES701050 

EST01054 

EST01062 

EST01071 

EST01075 

EST01080 

EST01088 

EST01090 

EST01097 

EST01098 

EST01106 

EST01107 

EST01117 

EST01131 

EST01138 

EST01142 

EST01144 

EST01145 

EST01149 

EST01167 

EST01171 

EST01192 

EST01193 

EST01202 

EST01205 

EST01208 

EST01216 

EST01217 

EST01222 

EST01227 

EST01231 

EST01238 

EST01242 

EST01244 

EST01255 

EST01272 

EST01278 

EST01279 

EST01284 

EST01286 

EST01287 

EST01302 

EST01304 

EST01307 

EST# 

EST01756 
EST01321 
EST01322 
EST01333 
EST01335 
EST01335 
EST01345 
EST01358 
EST01362 
EST01365 
EST01371 
EST01379 
EST01388 



2373 EST01393 

2374 EST01394 

2393 EST01417 

2394 EST01418 
2396 EST01420 
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Table 7: ESTs with Good Probability of Containing Coding Sequence 



SEO ID# 


EST# 


1041 


EST02057 






1083 


EST02102 


20 


EST00024 


1099 


EST02118 


72 


EST00071 


1105 


EST02124 


62 


EST00078 


1113 


EST02133 


88 


EST00084 


1139 


EST02161 


137 


EST00272 


1146 


EST02168 


177 


EST00328 


1196 


EST02221 


193 


EST00156 


1210 


EST02238 


200 


EST00162 


1233 


EST02262 


218 


EST00175 


1285 


EST02314 


• 228 


EST00179 


1331 


EST02361 


247 


EST00279 


1388 


EST02421 


264 


EST00204 


1418 


EST02453 


267 


EST00297 


1439 


EST02475 


296 


EST00228 


1502 


EST02540 


371 


EST00426 


1537 


EST02578 


385 


EST00436 


1563 


EST02606 


392 


EST00442 


1599 


EST02644 


414 


EST00460 


1602 


EST02647 


433 


EST00474 


1693 


EST00848 


453 


EST00492 


1695 


EST00850 


471 


EST00505 


1729 


EST00877 


496 


EST00525 


1730 


EST00878 


524 


EST00544 


1738 


EST00883 


526 


EST00546 


1739 


EST00885 


529 


EST00549 


1743 


EST00888 


549 


EST00563 


1768 


EST00908 


557 


EST00569 


1780 


EST00916 


578 


EST00588 


1804 


EST00938 


596 


EST00602 


1805 


EST00939 


607 


EST00610 


1811 


EST00945 


619 


EST00619 


1819 


EST00950 


657 


EST00646 


1826 


EST00956 


660 


EST00649 


1830 


EST00959 


689 


EST00673 


1845 


EST00971 


695 


EST00679 


1848 


EST00974 


699 


EST00682 


1853 


EST00977 


729 


EST00703 


1967 


EST01066 


742 


EST00713 


1992 


EST01089 


747 


EST00717 


1994 


EST01091 


755 


EST00723 


SEO ID# 


EST# 


759 


EST00725 






776 


EST00738 


1997 


EST01094 


778 


EST00740 


2046 


EST01134 


782 


EST01551 


2101 


EST01177 


829 


EST00768 


2102 


EST01178 


835 


EST00772 


2105 


EST01181 


836 


EST00773 


2106 


EST01182 


862 


EST01872 


2141 


EST01213 


881 


EST01881 


2184 


EST01251 


SEO ID# 


EST# 


2196 


EST01260 






2203 


EST01264 


884 


EST01884 


2232 


EST01283 


924 


EST01926 


2308 


EST01339 


929 


EST01932 


2345 


EST01368 


938 


EST01941 


2346 


EST01369 


971 


EST01985 


2351 


EST01373 


995 


EST02009 


2354 


EST01375 


996 


EST02010 


2355 


EST01376 


1031 


EST02046 


2359 


EST01380 



2362 EST01383 

2378 EST01397 

2399 EST01423 

2407 EST02714 
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Table 8: ESTs with Marginal Probability of Containing Coding Sequence 



SEO ID# 


EST# 


1222 


EST02251 






1224 


EST02253 


11 


EST00018 


1228 


EST02257 


12 


EST00274 


1267 


EST02296 


24 


EST00027 


1301 


EST02331 


45 


EST00364 


1397 


EST02431 


79 


EST00076 


1448 


EST02484 


90 


EST00302 


1480 


EST02517 


110 


EST00096 


1493 


EST02531 


. 44 


EST00120 


1499 


EST02537 


.45 


EST00121 


1503 


EST02541 


.92 


EST00155 


1527 


EST02568 


222 


EST00177 


1536 


EST02577 


234 


EST00184 


1548 


EST02590 


277 


EST00212 


1562 


EST02605 


319 


EST00381 


1572 


EST02615 


368 


EST00423 


1575 


EST02618 


370 


EST00425 


1595 


EST02640 


387 


EST00438 


1608 


EST02653 


402 


EST00451 


1610 


EST02655 


415 


EST00461 


1621 


EST02667 


418 


EST00464 


1627 


EST02674 


426 


EST00470 


1629 


EST02677 


503 


EST00528 


1631 


EST02678 


517 


EST00539 


1683 


EST00840 


522 


EST00543 


1692 


EST00847 


532 


EST00551 


1751 


EST00895 


540 


EST00557 


1756 


EST00900 


570 


EST00580 


1764 


EST02690 


573 


EST00583 


1770 


EST00910 


576 


EST00586 


1793 


EST00929 


613 


EST00615 


1847 


EST00973 


617 


EST00617 


1877 


EST00998 


626 


EST00622 


1897 


EST01012 


681 


EST00665 


1900 


EST01015 


726 


EST00700 


1939 


EST01655 


727 


EST00701 


1940 


EST01046 


738 


EST00711 


1954 


EST01058 


745 


EST00715 


SEO ID# 


EST# 


. 752 


EST00720 




791 


EST00746 


1990 


EST01087 


795 


EST00749 


2008 


EST01103 


803 


EST00756 


2031 


EST01123 


845 


EST00777 


2041 


EST01130 


852 


EST00782 


2044 


EST01132 


854 


EST00784 


2060 


EST01146 


907 


EST01907 


2100 


EST01176 


912 


EST01912 


2136 


EST01210 


935 


EST01938 


2153 


EST01225 


SEO ID# 


EST# 


2204 


EST01265 






2212 


EST01270 


968 


EST01981 


2248 


EST01297 


985 


EST01999 


2250 


EST01299 


988 


EST02002 


2266 


EST01310 


1043 


EST02059 


2309 


EST01340 


1081 


EST02100 


2347 


EST01370 


1089 


EST02108 


2388 


EST01406 


1116 


EST02136 


2398 


EST01422 


1134 


EST02154 


2405 


EST01427 


1205 


EST02233 







WO 93/16178 



PCT/US93/01294 



-61- 

Table 9: ESTs with Poor Coding Probability 



SEQ ID# 


EST* 


103 


EST00317 


204 


EST00235 


309 


EST00174 


404 


EST00453 






104 


EST00354 


206 


EST00166 


315 


EST00008 


405 


EST00454 


1 


EST00007 


105 


EST00365 


207 


EST00167 


316 


EST00378 


406 


EST00455 


2 


EST00009 


107 


EST00093 


209 


EST00331 


317 


EST00379 


407 


EST00456 


3 


EST00010 


109 


EST00095 


210 


EST00168 


318 


. EST00380 


408 


EST00457 


u 


EST0001 1 


111 


EST00281 


211 


EST00332 


320 


EST0Q382 


409 


EST01444 


5 


EST00012 


112 


EST00318 


212 


EST00169 


321 


EST00383 


410 


EST00458 


6 


EST00013 


113 


EST00097 


213 


EST00170 


322 


EST00384 


411 


EST00459 


8 


EST00234 


116 


EST00100 


214 


EST00171 


323 


EST00385 


412 


EST01445 


10 


EST00016 


117 


EST00319 


216 


EST00173 


325 


EST00386 


416 


EST00462 


14 


EST00019 


118 


EST00101 


219 


EST00176 


326 


EST00387 


417 


EST00463 


16 


EST00021 


119 


EST00102 


220 


EST00372 


327 


EST00388 


419 


EST00465 


17 


EST00022 

L* 1 V W Www 


120 


EST00103 


221 


EST00359 


328 


EST00389 


420 


EST00466 


18 


FST00373 

CO 1 UVJl •# 


121 


EST00104 

Ww 1 WW f W*f 


224 


EST00356 


329 


EST00390 

W W 1 VVJ7V 


421 


EST00467 

COI UVHU f 


19 

17 


FST00023 


122 


ESTQ0105 

fcO 1 WW 1 W J 


225 


EST00178 

W W • WW V ¥ W 


330 


EST00391 


422 


EST01447 


21 


EST00025 

CO 1 UUVU 


123 


W w 1 WW 1 WW 


226 


EST00333 


331 


ESTO0392 


423 


EST00468 

COI UUfW 


23 


ESTQ0026 

t|l 1 WWWWW 


125 


EST00108 


229 


EST00180 


332 


EST00393 


424 


EST01448 

WW t W 1 "T*TWr 


25 


EST00028 

1 WW WWW 


126 


EST00109 


231 


EST00334 


334 


EST00395 


425 


EST00469 


27 


F5T0DQPO 


127 


EST00320 


232 


EST00182 

WW 1 WW IUk 


335 


EST00396 

W w 1 UU^7U> 


427 


EST01449 

ww 1 W IftJ 


28 


EST00030 

Wv 1 WWW**JW 


129 


EST00321 


233 


EST00183 


337 


EST00398 


428 


EST01451 


29 


FST00031 


130 


EST00355 


235 


EST00185 

W v I WW 1 


340 


EST0Q4O2 


429 


EST00471 

COI VV1 1 1 


30 


FSTQQ0"?? 


131 


FST0032? 


236 


EST00186 

t»w 1 WW 1 UU 


341 


EST00403 


431 


FST0Q473 

CO 1 WWt 1 *J 


31 


FST00033 

COI UUUJJ 


133 


EST00111 

Wtl 1 WW 1 1 1 


237 


EST00187 

ww 1 WW IUI 


342 


FST00404 


432 


FST01452 

CO 1 W 1 *f <JC 


32 


ca i uucjj 


134 


FST00375 

tdl WW*# f J 


238 


EST001S8 

W v 1 WW I Uw 


344 




434 


FST00475 

COI WU*T I J 


33 


C3 1 UuUJH 


135 


EST00112 
to 1 wu tic 


239 


ES TOO 189 

Ww I WW IU7 


345 


FSTOQAOA 

COI vutuu 


435 


F^T0047A 

Ed 1 U U*t I V 


34 


ESTQ0035 


136 


EST00113 


240 


EST00335 


347 


EST01829 


436 


EST00477 


35 


EST00036 


138 


EST00114 


241 


EST00191 


348 


EST01830 


437 


EST00478 

WW 1 WW^T* W 


36 


EST00037 

WW 1 VWW*«f 9 


139 


EST001 16 


242 


EST00192 


349 


EST01831 


438 


EST00479 


39 


EST00039 

Ww 1 WWWw^X 


140 


EST00117 


243 


EST00193 


350 


EST00407 


439 


EST00480 


40 


EST00040 


141 


EST00118 

WW I WW 1 IM 


244 


EST00194 


351 


EST00408 


440 


EST01454 


41 


EST00041 

CO 1 UWUt 1 


142 


EST00323 


245 


EST00347 


352 


EST00409 


442 


EST01456 


42 


EST00042 

WW 1 VWW*rW 


143 


EST00119 

W w 1 WW ■ 1 f 


246 


EST00196 


353 


EST00410 


443 


EST00482 


46 


ESTQ0044 

CO 1 wWW1*t 


146 


EST00122 

bvl WW ■ <■ W 


250 


EST00197 


354 


EST01433 


444 


EST00483 


47 


E5TQ0046 ' 

L» «J 1 VUU1U 


147 


EST00292 


252 


EST00198 


355 


EST0041 1 


446 


EST00485 


49 


EST00047 


148 


EST00236 


254 


EST00200 


356 


EST00412 


447 


EST00486 


50 


P ST 00 DA a 

CO 1 uwutu 


149 


EST00123 

CO ( WW 


255 


EST00201 

W w | WWwW 1 


357 


EST00413 

WW | VVTr 1 aJ 


448 


EST00487 


51 


FST00049 


150 


EST00124 


256 


EST00345 


358 


EST00414 


449 


EST00488 

Ww 1 Uv*fUU 


52 


FST00052 

COI UWW.JC 


151 


ESTQ0125 

L J 1 WW 1 W-* 


257 


EST00337 

WW 1 VVafWl 


359 


EST00415 

Ww 1 WW"T 1 J 


450 


EST00489 


53 


FST00054 


152 


FSTQ0126 

tdl WW 1 w 


259 


EST00202 

Ww 1 WWwWw 


360 


EST00416 

ww 1 WW 1 w 


451 


EST00490 

ww 1 UUi7U 


54 


FST00O55 

CO 1 UVWJ 


153 


ES TOO 127 

CO 1 UU ILl 


260 


EST00357 


361 


FST0Q417 

coi uut i r 


452 


EST00A91 

CO 1 WW** 7 1 


55 

j j 


F3Tfinn5A 

CO ' UUUJO 


154 


F^TOOIPA 
CO 1 UU 1 to 


261 


FST00338 


363 


COI WUH 1 r 


455 


F*;T0fl494 

CO 1 WU474 


5 A 

JO 


PCTQ0D57 




FST00129 

CO 1 UU 1 C7 


262 


PST00339 

1 UUJJ7 


364 


FSTO0A20 

CO 1 UUHCU 


457 


FST00495 

CO 1 UUH7J 


J r 


FSTflOOSA 

CO 1 UUUJU 


157 


FST00131 

CO 1 UU 1 J l 


265 




365 


EST01434 


458 


FST0049A 

COI UUH70 


5A 

JO 


CO 1 UUUJ7 


I JO 


Co i uu uc 


266 


EST002Q6 


366 


FST0Q4?1 

COI UUHC 1 


459 


FST00497 

CO 1 UUH7f 


50 


cai uuuo i 


150 


C O 1 UUJlJ 


272 


CO 1 UUJHU 


367 


CO | UUHCC 


460 


FST01457 

CO I U iHJ f 


60 
ou 


CO 1 WUUQC 


1AD 
1 ou 


FST0Q526 

CO 1 UUJCO 


274 


FST002AA 


369 


CO 1 


461 


FST01S5A 

CO 1 U 1 OJO 


A7 


CO j UUUOJ 


1 A? 
1 oc 


CO 1 UU IJJ 


275 


F^TOO?09 

CO 1 UUCU7 


372 


FST00477 

CO 1 UUHCf 


4A? 

HOC 


F^T0040A 

CO 1 UUH70 


64 


F^TflOOAA 

CO i UUUDO 


1A3 


CO 1 UU 1 J" 


278 


CO 1 UUJ4C 


373 


FSTD183? 

CO 1 U 1 OJ£ 


464 


F^T00499 

Co 1 UUH77 


67 


CO 1 UUJJ 1 


165 


FST0013A 

CO 1 UU 1 JO 


279 


EST0D213 


374 


FST00428 

CO 1 UUtLU 


465 


CO 1 wUvUU 


68 


CO 1 UUUDO 


167 


FST0013A 

CO 1 UU IJO 


280 




375 


F ST 004 29 

CO 1 


466 


CO 1 VUJU 1 


AQ 


CO 1 UUJDU 


1 AA 


CO 1 UU IHU 


283 


Co 1 UUC 1 J 




F^TOI^A 

CO 1 U 1 tJD 


467 


Co 1 UU3UC 


71 


CO 1 UUUf u 


1AQ 
toy 


CO 1 UU I H J 


284 


CO I UUC 1 o 


377 


FSTDOA30 


468 


FST00503 

CO I UUJUJ 


73 


CO 1 UUUf c 


170 


F^T0n?95 

CO 1 UUC7V 


286 


CO 1 uUL 1 f 


378 


CO 1 UU4J 1 


470 


FQT00504 

Co 1 VWJUH 


74 


CO 1 UUUf J 


171 
1 r 1 


FCTnn7P7 

CO 1 UUJCf 


PA7 

COf 


CO 1 UUC 1 o 


379 


CO I UUHJC 


SEQ ID# 


EST# 


7A 
r O 


CO 1 UUUf J 


17? 

1 f C 


Co 1 UU lie 


286 


Co 1 UUC 17 


380 


CO 1 U IHJ7 






80 


F*ITfl0077 

CO 1 UUUf f 


173 


FiTnnii^ 

C O 1 UU 1 HJ 


289 


FST0O??rt 

CO 1 Wuv 


381 


CO 1 UUMJJ 


473 


FST00506 

CO 1 UUJUU 


A1 


CO 1 UUW I J 


175 
1 f J 


CO 1 UU IHH 


290 


FST00221 

CO 1 UUCC 1 


3A2 


CO 1 UU*» JH 


474 


FST00507 

Co 1 UUJu f 




Co 1 UUUf 7 


17A 
l f o 


CO 1 VKJCVH 


?91 


Co 1 UUCCC 


ccn TDff 

oCU IxJtt 


co I #p 


477 

HI f 


Co 1 U IHOj 


A£ 
0*+ 


CO 1 UUUOU 


1A? 
IOC 


COI UUJCT 


?b? 

£7C 


Co 1 UUCCJ 






47A 
*♦ f o 


CO 1 UUj IU 


A5 


Co 1 UUUu 1 


10/ 

io*» 


FCTfim AO 
CO 1 UU I*t7 




Co i uucc*» 


7AX 


CO 1 UUHJ7 


L7Q 

HIT 


FQTfin51 1 
CO I UUj J 1 


86 


EST00082 

W w ■ WWWWw 


185 


EST00150 

Lv i WW J W 


294 


EST00225 


384 


EST01440 

ww I W 1 V 


480 


EST01464 

Ww 1 W ItUt 


87 


EST00083 


186 


EST00151 


SEQ ID# 


EST# 


386 


EST00437 


481 


EST00512 


89 


EST00085 


190 


EST00153 






388 


EST00439 


482 


EST01465 


91 


EST00086 


191 


EST00154 


295 


EST00226 


390 


EST01442 


483 


EST00513 


92 


EST00087 


194 


EST00157 


297 


EST00230 


391 


EST00441 


484 


EST00514 


94 


EST00353 


SEQ ID* 


EST* 


298 


EST00231 


393 


EST00443 


487 


EST00516 


95 


EST00088 






302 


EST00303 


395 


EST00445 


488 


EST00517 


96 


EST00089 


195 


EST00158 


303 


EST00348 


397 


EST00446 


489 


EST00518 


99 


EST00316 


196 


EST00159 


304 


EST00307 


398 


EST00447 


490 


EST00519 


SEQ ID# 


EST* 


197 


EST00160 


305 


EST00308 


399 


EST00448 


491 


EST00520 






198 


EST00161 


306 


EST00309 


400 


EST00449 


492 


EST00521 


100 


EST00090 


199 


EST00277 


307 


EST00312 


401 


EST00450 


495 


EST00524 


101 


EST00091 


203 


EST00164 


308 


EST00314 


403 


EST00452 


497 


EST00526 
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498 


EST01467 


600 


pCTfllAO? 


A07 


499 


EST01468 


601 




AOA 


500 


EST00527 


603 




7/11 


501 


EST02715 


604 


EST00607 


file, 


502 


EST01469 


605 


CD 1 UUOvD 




507 


EST00530 


609 


EST01496 

iww 1 V If 7U 


7fi4 


508 


EST00S31 


610 


EST0D612 

to 1 UVD 1 C 




509 


EST01472 


611 


EST0Q613 


70A 

r UO 


510 


EST00532 


612 


EST00614 


708 


511 


EST00533 


615 


EST00616 


709 


512 


EST00534 


616 


EST01497 


710 


513 


EST00535 


618 


EST01498 


711 


514 


E5T00536 


620 


ESTO 1499 




515 


EST00537 


622 


ESTO 1843 


713 


519 


EST00541 


623 


Col UUOt 1 


71A 

f 1H 


520 


EST00542 


624 


EST01500 


715 


521 


EST01474 


625 


EST01844 


71A 

f IO 


523 


EST01838 


627 


EST00623 


717 


525 


EST00545 


628 


EST01503 


71 a 


527 


EST00547 


629 


ESTQ0624 


710 

f IT 


528 


EST00548 


630 


EST01505 


7?0 
f cu 


530 


EST01477 


631 


EST00625 


721 


531 


EST00550 


632 


EST00626 


77? 


533 


EST00552 


633 


EST00627 


r u 


534 


EST 01 478 


634 


EST0D628 


f Cj 


535 


EST00553 


636 


EST015Q7 


f 


536 


EST01479 


637 


CO I UUOjU 


f JU 


537 


EST00554 


638 


FSTOOAT. 1 

CO 1 UUOJ 1 


771 


538 


PST00555 


640 


Co 1 u I3uy 


719 


539 


EST0O556 


641 


CO 1 uuooo 


r i5 


541 


FST00558 


643 


PQTfinAie. 

CO ( UUD33 


TZi 


542 


EST0148D 


645 


pcTnnA77 

CO 1 UUOJf 


T7C 

/ 


543 


EST00559 


646 


PCTHOAIA 
Co 1 UUOJO 


TTA 
f JO 


544 


EST00560 


647 


pCTfMAlO 
co i uuojy 


717 
f jf 


545 


EST014B1 


648 


CO 1 UUOHU 




547 


EST00561 


649 


CO 1 UUOH 1 




548 


EST0Q562 




pCTOnAAl 
CO 1 uuo*0 


7/ 1 


550 


EST00564 


652 


CO 1 U 1 3 1 u 


7AA 


553 


EST00566 


65,4 


peTflftAAA 
CO 1 UUO*»*t 


7A A 
fHO 


555 


FSTOUfi"? 

C91UI HQ J 


033 


co I UUOhD 


74 fl 


556 


cot UUJOO 


ASA 


ECTftlC. 11 
to I UI3 13 


749 


558 


EST01484 


65A 


PQTfinAA7 
Co i uuoh r 


ou 


560 




A50 


CO I UUOHO 


(j \ 


561 


EST00571 


661 


CO 1 UUOJU 


7SA 


562 


EST00572 


662 


CO 1 UUOj 1 




563 


EST00577 


663 


CO 1 UU03C 




564 


EST00574 


AAA 


CO 1 UU03 3 


f 36 


565 


EST00575 


665 


CO 1 UU03<+ 


f 30 


566 


EST00576 


OCW lUrr 


CO 1 ft 


f ol 


567 


EST00577 






7A3 

roc 


568 




AAA 
ODD 


CO 1 U 1 3 1 H 


f 00 


569 


ESTQ0579 


667 


CO 1 UUD33 


f o3 




EST# 


668 


. CO 1 UU03O 


/oo 






669 


CO 1 UU03 i 


7 A 7 
(Of 


571 


EST00581 


670 


CO 1 UU030 




572 


EST00582 


A71 

Of I 


co i uuDjy 


f (U 


574 


EST0058A 


67? 

Oft 


pcinflAAn 

col UUOOU 


f fx 


575 


EST00585 


Of J 


CO 1 U 1 J 1 J 


773 

(Id. 


577 


EST005B7 


67A 

Of H 


PCTfll S 1 A 
Co I U i 3 10 


77/ 
( (h 


580 


EST00590 


A75, 
Of 3 


PCTnnAAi 

CO 1 UUOO 1 


( ( 3 


581 


EST00591 

*J 1 UUJ7 1 


A7A 
Of O 


CO 1 UUOOc 


777 

(ft 


583 


EST00593 

1 UUJ7J 


677 

Of f 


CO 1 UUDOj 


770 

f / y 


584 


EST00594 


67ft 
Of o 


CO 1 U 13 1 f 


7UA 
f OU 


585 


EST00595 


679 


CO IUI? IO 


7P1 

f Ol 


586 


EST00596 


680 


CO 1 UUOOH 


7A1 


587 


EST01488 


682 


C^ 1 uuwuu 


f 03 


588 


EST00597 


683 


EST00667 


786 


589 


EST00598 


684 


EST 00668' 


787 


590 


EST00599 


685 


EST00669 


788 


591 


EST01489 


686 


EST00670 


789 


592 


EST00600 


688 


EST00672 


790 


593 


EST00601 


690 


EST00674 


792 


595 


EST01840 


692 


EST00676 


793 


597 


EST00603 


693 


EST00677 


794 


598 


EST00604 


694 


EST00678 


796 


599 


EST00605 


696 


EST01521 


797 



ESTOOoou 


700 
fry 


CoT0073£ 


894 


EST01894 


cSTDOOOl 


onn 


cSTUQ/3,5 


895 


EST01895 


i*crn4 C09 
EST01322 


aO 1 


EST00754 


896 


EST01896 


cSTU0OO4 


on/. 
804 


EST00757 


897 


EST01B97 


CCTftnAflC 

coTuUoo? 


one 
OU3 


CST0073O 


898 


ESTO 1898 


CO! UUOOO 


pnA 
ouo 


tST0D73y 


899 


EST01899 


coTQUOOr 


B07 


E5T00760 


900 


EST01900 


CCTfinAAA 

col uuooa 


ono 

ooy 


EST00762 


901 


EST01901 


CCTflnARO 

co f uuooy 


Pin 


tST0U/63 


902 


EST01902 


co 1 uuoyu 


A1 1 

01 1 


colUUf M 


903 


E5T01903 


C O 1 UUQ7 1 


A17 


CO 1 UUr 03 


904 


cSTQ190»» 


CO I UUU7C 


A1A 


col UUf 00 


one 
903 


E0TOI9O3 


co 1 uuoyj 


Of 3 


ecrm occ 
C0TO1033 


906 


EST01906 


pCTfinAOA 

CO 1 uuov** 


A5A 
OlO 


C0TUI030 


yuo 


ESTOiyOo 


CO I UU073 


A17 
Ol ( 


CCTrti OC7 

COT01037 


909 


EST01909 


PCTfl1^57 
COl U13cw 


OlO 


CoT0lO3O 


910 


EST0i910 


C 0 1 U 1 3t** 


AIO 

oiy 


CCTA1 OCO 


yi i 


EST0191 1 


col U13C3 


A3n 

OCX) 


coTOioou 


914 


EST01914 


PCTDHAOA 
CO) UU070 


Odd 


t5TUlo63 


913 


EST01915 


COlU I3cO 


Oc3 


CCTD4DZ/ 

coTUlooo 


916 


rprm n«7 
ESTO 1917 


Col UUOV ( 


on/ 

oca 


cST01oo7 


917 


EST0l9l9 


colUlScr 


A37 


CCTfllCCD 
COTUI33O 


91o 


EST019Z0 


ceTftlC30 
coTQldco 


0£0 


EST00767 


920 


EST0i92Z 


col UUora 


□50 


EST0l55y 


921 


EST01923 


tSTuooyy 


074 

83 1 


E5T00769 


922 


EST01924 


tcmn7no 
ESTUU/U2 


832 


EST00770 


923 


EST01925 




B37 


EST01561 


925 


EST01927 


EST00705 


838 


EST00774 


926 


EST01929 


EST 00706 


839 


EST01562 


927 


EST01930 


EST00707 


840 


EST00775 


928 


EST01931 


EST00708 


841 


EST00776 


931 


EST01934 


EST00709 


842 


EST01563 


932 


EST01935 


EST0153H 


843 


EST01564 


933 


EST01936 


EST00710 


844 


EST01565 


934 


EST01937 


EST01534 


846 


EST00778 


937 


EST01940 


t5TDl3^3 


847 


EST00779 


939 


EST01943 


EST00712 


848 


ESTO 1566 


SEQ !D# 


EST# 


EST01537 


849 


EST01567 






PPTnA74 ^ 

EST00716 


850 


EST00780 


940 


EST01944 


EST01850 


851 


EST00781 


941 


EST01945 


EST00719 


SEO ID# 


EST# 


942 


EST01947 


EST01539 






943 


EST01948 


EST01540 


853 


EST00783 


944 


EST01949 


EST00722 


855 


EST00785 


945 


EST01950 


EST# 


856 


EST01568 


946 


EST01953 




857 


EST01B68 


947 


EST01954 


EST01541 


858 


EST01869 


949 


EST01958 


EST 00724 


859 


ESTO 1870 


950 


EST01959 


EST01544 


860 


EST00786 


953 


EST01962 


EST00727 


861 


EST01871 


954 


ESTO 1963 


EST 00728 


863 


EST01873 


956 


EST01968 


EST00730 


864 


EST00787 


957 


EST01969 


EST00731 


865 


EST01569 


958 


EST01970 


EST00732 


866 


EST01874 


959 


EST01972 


EST00733 


867 


EST01875 


960 


EST01973 


EST00735 


868 


ESTO 1876 


961 


EST01974 


ESTO 1346 


869 


ESTO0788 


962 


EST01975 


EST00736 


870 


EST 00789 


963 


EST01976 


ESTO 1548 


871 


EST00790 


964 


EST01977 


cSTUU/37 


872 


EST00791 


966 


EST01979 


EST00739 


873 


EST00792 


967 


EST01980 


ESTO 074 i 


874 


EST 00793 


970 


EST01983 


EST01549 


875 


EST00794 


972 


EST 01 986 


C0TUI33U 




EST00795 


974 


EST01988 


ESTU1D3C 


Q77 

877 


EST01877 


975 


EST01989 


EST01353 


878 


EST0187B 


976 


EST01990 


CO 1 UKJl HC 


A70 

of y 


reTfll 070 

to 1 uiof y 


077 

yff 


tsTuiyyi 


EST00743 


880 


EST01880 


978 


EST01992 


EST00744 


882 


ESTO 1882 


981 


EST01995 


EST00745 


883 


EST01883 


982 


EST01996 


EST01554 


885 


EST01885 


983 


EST01997 


EST00747 


887 


EST01887 


984 


EST01998 


EST00748 


889 


EST01889 


987 


EST02001 


EST01555 


890 


EST01890 


989 


EST02003 


EST00750 


892 


EST01892 


990 


EST02004 


EST00751 


893 


EST01893 


991 


EST02005 
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992 


EST02006 


1086 


EST02105 


1184 


994 


EST02008 


1087 


EST02106 


1185 


997 


EST02011 


1088 


EST02107 


1186 


999 


EST02013 


1091 


EST02110 


1187 


1001 


EST02015 


1093 


EST02112 


1188 


1002 


EST02016 


1095 


EST02114 


1189 


1003 


EST02017 


1097 


EST02116 


1190 


1005 


EST02019 


1098 


EST02117 


1191 


1006 


EST02020 


1100 


EST02119 


1192 


1008 


EST02022 


1101 


EST02120 


1193 


1009 


EST02023 


1102 


EST02121 


1194 


1010 


EST02024 


1104 


EST02123 


1195 


1011 


EST02025 


1106 


EST02125 


1197 


1012 


EST02026 


1107 


EST02126 


1198 


1013 


EST02027 


1108 


EST02127 


1199 


1014 


EST02028 


1109 


EST02128 


1200 


1015 


E5T02029 


1110 


EST02129 


1201 


1016 


EST02030 


1111 


EST02131 


1202 


1017 


EST02031 


1112 


EST02132 


1203 


1019 


EST02033 


1114 


EST02134 


1204 


1022 


EST02036 


1117 


EST02137 


1206 


1023 


EST02037 


1119^ 


EST02139 


1207 


1024 


EST02038 


1120 


EST02140 


1208 


1025 


EST02040 


1121 


EST02141 


1209 


1026 


EST02041 


1122 


EST02142 


SEQ ID# 


1027 


EST02042 


1123 


EST02143 




1028 


EST02043 


1124 


EST02144 


1211 


1029 


EST02044 


1125 


EST02145 


1212 


1030 


EST02045 


SEQ ID# 


EST# 


1213 


1032 


EST02048 






1214 


1033 


EST02049 


1127 


EST02147 


1215 


1036 


EST02052 


1128 


EST02148 


1216 


SEQ ID# 


EST# 


1130 


EST02150 


1217 




1131 


EST02151 


1218 


1037 


EST02053 


1132 


EST02152 


1219 


1038 


EST02054 


1135 


EST02155 


1220 


1040 


EST02056 


1136 


EST02156 


1221 


1042 


EST02058 


1137 


EST02157 


1223 


1044 


EST02060 


1138 


EST02159 


1225 


1045 


EST02061 


1140 


EST02162 


1226 


1046 


EST02062 


1142 


EST02164 


1227 


1048 


EST02064 


1143 


EST02165 


1232 


1049 


EST02065 


1144 


EST02166 


1234 


1050 


EST02066 


1145 


EST02167 


1235 


1051 


EST02067 


1148 


EST02170 


1236 


1052 


EST02068 


1149 


EST02171 


1237 


1053 


EST02069 


1150 


EST02172 


1238 


1054- 


EST02070 


1152 


EST02174 


1239 


1055 


EST02071 


1153 


EST02175 


1240 


1056 


EST02072 


1154 


EST02176 


1241 


1057 


EST02073 


1155 


EST02177 


1242 


1058 


EST02074 


1156 


EST02178 


1244 


1059 


EST02075 


1157 


EST02180 


1246 


1060 


EST02076 


1158 


EST02181 


1247 


1061 


EST02078 


1159 


EST02182 


1248 


1062 


EST02079 


1160 


EST02183 


1249 


1063 


EST02081 


1161 


EST02184 


1250 


1064 


EST02082 


1162 


EST02185 


1251 


1065 


EST02083 


1164 


EST02188 


1252 


1066 


EST02084 


1165 


EST021B9 


1253 


1067 


EST02085 


1166 


ESTO2190 


1254 


1068 


EST02086 


1167 


EST02191 


1255 


1070 


EST02088 


1168 


EST02193 


1256 


1071 


EST02089 


1169 


EST02194 


1257 


1072 


EST02090 


1170 


EST02195 


1258 


1073 


EST02091 


1171 


EST02196 


1259 


1074 


EST02092 


1172 


EST02197 


1260 


1075 


EST02093 


1173 


EST02198 


1261 


1076 


EST02094 


1174 


EST02199 


1262 


1077 


EST02096 


1175 


EST02200 


1263 


1078 


EST02097 


1176 


EST02201 


1268 


1079 


EST02098 


1177 


EST02202 


1269 


1080 


EST02099 


1178 


EST02203 


1270 


1082 


EST02101 


1179 


EST02204 


1271 


1084 


EST02103 


1180 


EST02205 


1272 


1085 


EST02104 


1182 


EST02207 


1273 
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EST02209 


1274 


EST02303 


1363 


EST02394 


EST02210 


1275 


EST02304 


1364 


EST02395 


EST02211 


1276 


EST02305 


1366 


EST02397 


EST02212 


1278 


EST02307 


1367 


EST02398 


EST02213 


1279 


EST02308 


1368 


EST02399 


EST02214 


1280 


EST02309 


1370 


EST02401 


EST02215 


1281 


EST02310 


1372 


EST02403 


EST02216 


1282 


EST02311 


1373 


EST02404 


EST02217 


1283 


EST02312 


1375 


EST02406 


EST02218 


1284 


EST02313 


1376 


EST02407 


EST02219 


1286 


EST02316 


1377 


EST02408 


EST02220 


1288 


EST02318 


1378 


EST02409 


EST02222 


1289 


EST02319 


1379 


EST02410 


EST02223 


1290 


EST02320 


1380 


EST02411 


EST02224 


1291 


EST02321 


1381 


EST02413 


EST02226 


1292 


EST02322 


1382 


EST02414 


EST02228 


1293 


EST02323 






EST02229 


1294 


EST02324 






EST02230 


1295 


EST02325 






EST02232 


1296 


EST02326 






EST02234 


SEQ ID# 


EST* 






EST02235 










EST02236 


1298 


EST02328 






EST02237 


1299 


EST02329 






EST* 


1300 
1302 


EST02330 
EST02332 






EST02239 


1303 


EST02333 






EST02240 


1304 


EST02334 






EST02241 


1305 


EST02335 






EST02242 


1306 


EST02336 






EST02244 


1307 


EST02337 






EST02245 


1309 


EST02339 






EST02246 


1310 


EST02340 






EST02247 


1311 


EST02341 






EST02248 


1313 


EST02343 






EST02249 


1314 


EST02344 






EST02250 


1315 


EST02345 






EST02252 


1316 


EST02346 






EST02254 


1317 


EST02347 






EST02255 


1318 


EST02348 






EST02256 


1319 


EST02349 






EST02261 


1320 


EST02350 






EST02263 


1321 


EST02351 






EST02264 


1322 


EST02352 






EST02265 


1323 


EST02353 






EST02266 


1325 


EST02355 






EST02267 


1326 


EST02356 






EST02268 


1327 


EST02357 






EST02269 


1328 


EST02358 






EST02270 


1329 


EST02359 






EST02271 


1330 


EST02360 






EST02273 


1333 


EST02363 






EST02275 


1334 


EST02364 






EST02276 


1335 


EST02365 






EST02277 


1336 


EST02366 






EST02278 


1337 


EST02367 






EST02279 


1338 


EST02368 






EST02280 


1339 


EST02369 






EST02281 


1342 


EST02372 






EST02282 


1343 


EST02373 






EST02283 


1345 


EST02375 






EST02284 


1346 


EST02376 






EST02285 


1347 


EST02377 






EST02286 


1349 


EST02379 






EST02287 


1350 


EST02380 






EST02288 


1351 


EST02381 






EST02289 


1352 


EST02382 






EST02290 


1353 


EST02383 






EST02291 


1354 


EST02384 






EST02292 


1355 


EST02385 






EST02297 


1357 


EST02387 






EST02298 


1358 


EST02388 






EST02299 


1359 


EST02390 






EST02300 


1360 


EST02391 






EST02301 


1361 


EST02392 






EST02302 


1362 


EST02393 
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SEQ ID# 


EST# 


1485 


EST02522 


1592 


1384 




1486 


EST02523 


1593 


EST02416 


1487 


EST02524 


1594 


1387 


EST02419 


1488 


EST02525 


1596 


1389 


EST02422 


1489 


EST02526 


1597 


1390 


EST02423 


1490 


EST02527 


1598 


1391 


EST02424 


1491 


EST02529 


1600 


1392 


EST02425 


1494 


EST02532 


1601 


1393 


EST02426 


1497 


EST02535 


1603 


1394 


EST02427 


1498 


EST02536 


1604 


1396 


EST02430 


1501 


EST02539 


1605 


1398 


EST02432 


1504 


EST02542 


1606 


1400 


EST02434 


1506 


E5T02545 


1607 


1402 


EST02436 


1507 


EST02546 


1609 


1403 


EST02437 


1508 


EST02547 


1611 


1404 


EST02438 


1509 


EST02548 


1612 


1406 


EST02440 


1510 


EST02549 


1613 


1407 


EST02441 


1512 


EST02551 


1614 


1410 


EST02444 


1513 


EST02552 


1615 


1411 


EST02445 


1514 


EST02553 


1617 


1414 


EST02448 


1515 


EST02554 


1618 


1415 


EST02449 


1517 


EST02558 


1619 


1416 


EST02450 


1518 


EST02559 


1620 


1419 


EST02454 


1519 


EST02560 


1622 


1420 


EST02456 


1520 


EST02561 


1623 


1421 


EST02457 


1521 


EST02562 


1625 


1422 


EST02458 


1522 


EST02563 


1626 


1423 


EST02459 


1523 


EST02564 


1628 


1424 


EST02460 


1524 


EST02565 


1632 


1425 


EST02461 


1525 


EST02566 


1633 


1426 


EST02462 


1526 


EST02567 


1634 


1428 


EST02464 


1529 


EST02570 


1635 


1429 


EST02465 


1530 


EST02571 


1636 


1431 


EST02467 


1532 


EST02573 


1638 


1432 


EST02468 


1533 


EST02574 


1640 


1433 


EST02469 


1534 


EST02575 


1641 


1434 


EST02470 


1535 


EST02576 


1642 


1435 


EST02471 


1538 


EST02579 


1643 


1436 


EST02472 


1539 


EST02580 


1645 


1437 


EST02473 


1540 


EST02581 


1646 


1438 


EST02474 


1541 


E5T02582 


1647 


1440 


EST02476 


1542 


EST02583 


1648 


1442 


EST02478 


1545 


EST02587 


1650 


1443 


EST02479 


1546 


EST02588 


1652 


1444 


EST02480 


1547 


EST02589 


1653 


1445 


EST02481 


1549 


EST02591 


1655 


1446 


EST02482 


1550 


EST02592 


1656 


1447 


EST02483 


1552 


EST02594 


1657 


1450 


EST02486 


1553 


EST02595 


1658 


1452 


EST02488 


1554 


EST02597 


1659 


1453 


EST02489 


1555 


EST02598 


1660 


1454 


EST02490 


1556 


EST02599 


1661 


1455 


EST02491 


1557 


EST02600 


1662 


1456 


EST02492 


1559 


EST02602 


1663 


' 1458 


EST02495 


1560 


EST02603 


1664 


1459 


EST02496 


1564 


EST02607 


1665 


1460 


EST02497 


1565 


EST02608 


1666 


1461 


EST0249B 


1568 


EST02611 


1668 


1462 


EST02499 


1569 


EST02612 


1669 


1464 


EST02501 


1570 


EST02613 


1670 


1466 


EST02503 


1571 


EST02614 


1671 


1467 


EST02504 


1573 


EST02616 


1672 


1469 


EST02506 


1574 


EST02617 


1673 


1470 


EST02507 


1576 


EST02619 


1674 


1471 


EST02508 


1577 


EST02620 


SEO ID# 


1472 


EST02509 


1578 


EST02621 




1474 


EST02511 


1579 


EST02622 


1675 


1475 


EST02512 


1580 


EST02623* 


1676 


1476 


EST02513 


SEQ ID# 


EST# 


1678 


1477 


EST02514 






1679 


1481 


EST02518 


1582 


EST02626 


1680 


1482 


EST02519 


1583 


EST02628 


1684 


:Q I0# 


EST* 


1584 


EST02629 


1685 






1585 


EST02630 


1686 . 


1483 


EST02520 


1587 


EST02632 


1687 


1484 


EST02521 


1590 


EST02635 


1688 
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EST 02637 


1689 


ESTO0B45 


1799 


FCT0QO7A 

CO I VU7J*f 


EST02638 


1690 


EST00846 


1800 


EST00935 


E5T02639 


1691 


EST01577 


1801 


EST 00936 


EST02641 


1696 


EST00851 


1802 


EST00937 

tO 1 UU7J 1 


EST02642 


1697 


EST00852 


1803 


FST0161'? 
ca i u id i j 


EST02643 


1702 


EST00854 


1806 


EST00940 

CO) WW7HU 


EST02645 


1703 


EST00855 


1808 


EST0094? 

tO 1 UU7 1 ft 


EST02646 


1705 


EST00856 


1810 


EST00944 


EST02648 


1707 


ES TO 1581 


1812 


EST 02693 


EST02649 


1709 


EST00859 


1813 


EST00946 


EST02650 


1711 


EST00861 


1814 


EST00947 

& ^ 1 UU7H f 


EST02651 


1712 


EST00862 


1815 


EST01615 


EST02652 


1713 


EST00863 


1816 


EST00948 


EST02654 


1714 


EST00864 


1817 


EST00949 


EST02656 


1717 


ESTO0866 


1818 


EST01616 

l*v IV IV lw 


EST02657 


1719 


ESTO0B68 


1821 


EST00952 


EST02658 


1720 


EST00869 


1822 


EST0095X 

t O 1 \J\JTJJ 


EST02659 


1721 


EST00870 


1823 


EST00954 


EST02660 


1722 


EST00871 


1824 




EST02662 


1723 


EST00872 


1825 


EST00955 

Civ 1 ^ 


EST02663 


1724 


EST00873 


1827 


EST01618 


EST02665 


1725 


EST00874 


1828 


EST00957 


EST02666 


1727 


EST00875 


1831 


EST01619 


EST0266B 


1728 


EST00876 


1832 


EST00960 

WO 1 WV7 V V 


EST02669 


1732 


EST01590 


1833 


to 1 UUTO 1 


EST02672 


1733 


ESTQ1591 


1835 


FST009A? 

Co 1 UU70C 


EST02673 


1734 


ca i uuoou 


to JO 


Co 1 U I Oct 


EST02675 


1735 


FSTflflflRI 




Co 1 UUTOj 


EST02679 

t O • VfcWI 7 


1736 


F^TfU^O? 

Co 1 U 1 3/t 


IR^R 


Col UUtOh 


EST02680 


1757 




1A^O 
IOjt 


Co 1 UUVOD 


EST02681 


1740 


Cot UCOOf 




to I uuyoo 


EST02682 


17£1 
1 tH 1 


C3I uuooo 


(Oh 1 


to I UUrOf 


EST02684 


1744 


ca i uuoot 


IRA? 


Co 1 UUYOO 


EST00798 


1745 


EST00890 

tO 1 UUU7U 


1843 


CO ( UU707 


EST00800 


1747 


Cot UUOTt. 




Co 1 UUt/w 


ESTO0801 


1748 


EST00893 

tO 1 UUU7J 


1846 


Co 1 UUTf £ 


EST00802 


1749 


EST01593 


1850 


PST01624 

CO I U IDC** 


EST00803 


1750 


EST0Q894 

t O * WwU7t 


1851 


COl UVTf O 


EST00804 


1752 


EST00B96 


1854 


F<!Tnn07R 

Co 1 UV7IU 


ESTO08O5 


1753 


EST00897 


1855 


FST0Q979 

CO 1 UUTf 7 


EST00806 


1754 


EST00898 

I* O 1 WVU7U 


1857 


CO 1 UUTOU 


EST00807 


1755 


EST00899 

byl WUU77 


1858 


to 1 UU7Q 1 


EST00809 


1757 


EST01594 

tO 1 \f 1 JT** 


1859 


Co 1 WtOC 


EST0081 1 


1758 


EST00901 

t O 1 UVI7U 1 


1861 


to 1 WUTO** 


EST00812 


1759 




186? 


Co 1 UU703 


EST00813 


1761. 


EST01598 


1863 


CO 1 UUTOO 


EST00814 


1762 


EST00904 


1864 


FeT0fl0R7 

CO 1 UUYOf 


EST00815 


1763 


C O 1 


IRAS 


Co t uuyoo 


EST00816 


1765 


FST01600 


1867 


CO ( UU77U 


EST00B17 


1766 


EST009Q6 


1868 


CO 1 UU77 1 


EST00818 


1772 


FST02691 

CO I UC07 1 


1870 


Co 1 UU77J 


EST00819 


1773 


FSTQ091 1 
Co i yyy i i 


1877 


Co 1 UU77J 


EST00820 


1774 


FSTQ0912 

t O 1 UU7 I t 


1875 


Co 1 U IOJU 


EST00821 


1775 


EST02692 


1874 


CO 1 UU77Q 


EST00B22 


1776 


FST01603 

t O 1 W 1 UUJ 


1875 


Co i u ioj i 


EST00823 


1778 


EST00914 

t O 1 UU7 1 *▼ 


1876 


PST00997 

Cot UU77 f 


EST00824 


1779 


EST00915 

tiO 1 UU7 1 J 


SEQ ID# 


EST# 


EST00826 


1781 


PST0D917 

CO 1 UU7 1 ' 






EST00827 


1782 


to 1 UU7 1 0 


1R7A 


CO 1 UU777 


EST00828 


1783 


tO 1 \I\J7 1 7 


1879 


Co 1 U IOJ J 


EST00B29 


SEQ I0# 


EST# 


1AR1 
too 1 


calUI UUU 


EST00830 






1 Afl? 
I OOc 


ccrni AXR 
to 1 U 1 Ojo 


EST00S31 


1784 


Co 1 UUTtU 


I OuJ 


Co 1 U 1 UU 1 


ESTOOS*?? 


1785 


Co 1 UU7L t 


1 AAi. 


to 1 U lUUc 


EST# 


1786 


Co f uurtt 


1 ARA 
IOOO 


to lUtuuj 




1787 


Co i vuycj 


1AA7 


caiui uuh 


EST00833 


1788 


EST00924 


1889 


FST01006 


EST00834 


1789 


EST00925 


1891 


EST01008 


EST00836 


1790 


EST00926 


1893 


EST01642 


EST00837 


1791 


EST00927 


1895 


EST01010 


EST00838 


1792 


EST00928 


1898 


EST01013 


EST00841 


1794 


EST01607 


1899 


EST01014 


EST00842 


1795 


EST00930 


1901 


EST01016 


EST01574 


1796 


EST00931 


1902 


EST01017 


EST00843 


1797 


EST00932 


1905 


EST01020 


EST00844 


1798 


EST00933 


1906 


EST01021 
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1907 EST01022 

1908 EST01023 

1909 EST01024 

1911 EST02694 

1912 EST01025 

1913 EST01646 

1915 EST01027 

1916 EST01028 

1917 EST01029 

1918 EST02695 

1919 EST01Q30 

1920 EST01031 

1921 EST01647 

1922 EST01032 

1923 EST01033 

1924 EST01Q34 

1925 EST01035 

1926 EST01036 

1927 EST01037 
1929 EST01039 
1932 EST01042 

1934 EST01043 

1935 EST01044 

1936 EST01045 

1937 EST01652 

1938 EST01654 

1941 EST01047 

1942 EST01048 

1943 EST01049 

1945 EST01051 

1946 EST02696 

1947 EST01052 

1948 E5T01053 

1950 EST01055 

1951 EST01056 

1952 EST01057 
1955 EST01662 

1957 EST01059 

1958 EST01060 

1959 EST01061 

1963 EST01063 

1964 EST01064 
1966 EST01065 

1968 EST01067 

1969 EST01068 

1970 EST01666 

1971 EST01069 

1972 EST01070 
. 1975 EST01073 

1976 EST01074 

1978 EST01076 

1979 EST01077 
SEQ 1D# EST# 

1980 EST01078 

1981 EST01079 

1983 EST01081 

1984 EST01082 

1985 EST01083 

1986 EST01084 

1988 EST01085 

1989 EST01086 

1995 EST01092 

1996 EST01093 

1998 EST01095 

1999 EST01096 

2002 EST01099 

2003 EST01675 

2005 EST01100 

2006 EST01101 

2007 EST01102 

2009 EST01677 

2010 EST01104 

2011 EST01105 

2014 EST01108 

2015 EST01109 



2016 EST01110 

2018 EST01111 

2019 EST01112 

2020 EST01113 

2021 EST01114 

2022 EST01115 

2023 EST01116 

2025 EST01118 

2026 EST01119 

2027 EST01120 

2028 EST01121 

2029 EST01682 

2030 EST01122 

2033 EST01684 

2034 EST01124 

2035 EST01125 

2036 EST01126 

2037 EST01686 

2038 EST01127 

2039 EST01128 

2040 EST01129 
2042 EST01688 
2045 EST01133 

2047 EST01135 

2048 EST01136 

2049 EST01689 

2050 EST01137 

2052 EST01139 

2053 EST01140 

2054 EST01141 

2055 EST01690 
2057 EST01143 

2061 EST01147 

2062 EST02701 

2063 EST01148 

2065 EST01691 

2066 EST01692 

2067 EST01693 

2069 EST01150 

2070 EST01151 
2072 EST01152 

2074 EST01698 

2075 EST01153 

2076 EST02702 

2077 EST01154 

2078 EST01155 

2079 EST01156 

2080 EST01157 
SEQ 1D# EST# 

20B1 EST01158 

2082 EST01159 

2083 EST01160 

2084 EST01161 

2085 EST01162 

2086 EST01163 

2087 EST01164 

2088 EST01166 
2091 EST01168 
2093 EST01170 

2095 EST01701 

2096 EST01172 

2097 EST01173 

2098 EST01174 

2099 EST01175 

2103 EST01179 

2104 EST01180 

2107 EST01183 

2108 EST01184 

2109 EST01185 

2110 EST01186 

2111 EST01187 

2112 EST01188 

2113 EST01189 

2114 EST01190 

2115 EST01191 



2118 EST01194 

2119 EST01195 

2122 EST01197 

2123 EST01713 

2124 EST01198 

2125 EST01199 

2126 EST01200 

2127 EST01201 

2129 EST01203 

2130 EST01204 

2132 EST01206 

2133 EST01207 
2135 EST01209 
2137 EST01211 

2139 EST01716 

2140 EST01212 

2142 EST01214 

2143 EST01215 

2147 EST01219 

2148 EST01220 

2151 EST01223 

2152 EST01224 
2154 EST01226 

2156 EST01718 

2157 EST01719 

2158 EST01228 

2159 EST01229 

2160 EST01230 

2162 EST01232 

2163 EST01233 

2164 EST01234 

2165 EST01720 

2166 EST01236 

2167 EST01237 

2169 EST01722 

2170 EST01239 

2171 EST01240 

2172 EST01241 
2175 EST01243 

2177 EST01245 

2178 EST01726 

2179 EST01246 

2180 EST01247 

2181 EST01248 
SEQ IDA EST# 

2182 EST01249 

2183 EST01250 

2185 EST01252 

2186 EST01253 

2187 EST01727 

2188 EST01254 

2190 EST01728 

2191 EST01256 

2193 EST01258 

2194 EST01729 

2195 EST01259 

2197 EST01261 

2198 EST01730 

2199 EST01262 

2200 EST01731 

2201 EST01263 

2202 EST01732 

2205 EST01735 

2206 EST01736 

2208 EST01267 

2209 EST02717 

2210 EST01268 

2211 EST01269 
2213 EST01271 
2215 EST01273 

2218 EST01274 

2219 EST01275 

2220 EST01740 

2221 EST01741 

2222 EST01276 
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2223 EST01742 

2224 EST01277 

2228 EST01280 

2229 EST012B1 
2231 EST01746 

2237 EST01288 

2238 EST01289 

2239 EST01290 

2240 EST01291 

2241 EST01747 

2242 EST01292 

2243 EST01293 

2244 EST01294 

2246 EST01295 

2247 EST01296 
2249 EST01298 

2251 EST01300 

2252 EST01750 

2253 EST01301 

2256 EST02718 

2257 EST01303 

2258 EST01754 

2260 EST01305 

2261 EST01755 

2262 EST01306 

2264 EST01308 

2265 EST01309 

2268 EST0131 1 

2269 EST01312 

2270 EST01313 

2271 EST01314 

2272 EST01762 

2273 EST01315 

2275 EST01316 

2276 EST01317 

2277 EST01318 

2278 EST01319 

2279 EST01320 

2280 EST01763 

2284 EST01323 
SEQ IDtf EST# 

2285 EST01768 
2287 EST01770 
22S8 EST01324 

2290 EST01772 

2291 EST01773 

2292 EST01326 

2293 EST01327 

2294 EST01328 

2295 EST01329 

2296 EST01330 

2298 EST01331 

2299 EST01332 
2301 EST01334 

2304 EST01780 

2305 EST01336 

2306 EST01337 

2310 EST01341 

2311 EST01342 

2312 EST01343 

2313 EST01344 

2315 EST01346 

2316 EST01782 

2317 EST01347 

2318 EST01348 

2319 EST01349 

2321 EST01350 

2322 EST01351 

2323 EST01789 
2325 EST01353 

2327 EST01354 

2328 EST01355 

2329 EST01792 

2330 EST01793 

2331 EST01356 



2332 EST01794 

2333 EST01357 

2335 EST01359 

2336 EST01360 

2337 EST01361 

2340 ESTO1802 

2341 EST01364 

2343 EST01366 

2344 EST01367 

2349 EST01372 

2350 EST02708 
2352 EST01374 

2356 EST01377 

2357 EST01378 

2360 EST01381 

2361 EST01382 

2363 EST01384 

2364 EST01385 

2365 EST01386 

2366 EST01387 

2369 EST01811 

2370 EST01390 

2371 EST01391 

2372 EST01392 

2375 EST01815 

2376 EST01395 

2377 EST01396 

2379 EST01398 

2380 EST01399 

2381 EST01400 

2382 EST01401 

2383 EST01402 

2384 EST01403 

2385 EST01816 

2386 EST01404 

2387 EST01405 
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SEQ ID* ESTtf 

2389 EST0U07 

2391 EST01415 

2392 EST0U16 
2395 EST0U19 
2397 EST01421 
2401 EST01424 

2403 EST01425 

2404 EST01426 
2406 EST02713 
2409 EST00273 
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EXAMPLE 10 

Functiona l Groupings of ESTn an d Corresponding Genes 

By matching new human ESTs to known sequences from other 
species, the apparent function of the gene corresponding to 
the EST can be ascertained. The data generated in Example 3 
and 4 have been used to categorize 127 of the ESTs of the 
present invention, and their corresponding genes, into 
predicted functional groups. (These 127 are ESTs with 
database matches to sequences from other species for which a 
function was known.) Two different grouping schemes have 
been used. 

The first scheme separates the sequences into three 
broad categories: metabolic; regulatory; and structural. 
These groupings are set out in Table 10. 

The second grouping scheme separates the sequences into 
13 specific categories: cell surface proteins; developmental 
control; energy metabolism; kinases and phosphatases; 
oncogenes; other metabolism-related polypeptides ; peptidases 
and peptidase inhibitors; receptors; structural and 
cytoskeletal ; signal transduction; transporters; 
transcription, translation, and subcellular localization; and 
transcription factors. These groupings are set out in. Table 
11. 
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Table 10: Three-Class Functional Groupings of ESTs 



SEQ ID 


EST# 


Group 


Putative Identification 


1834 


EST01620 


M 


AMP deaminase brain 


97 


EST00289 


M 


Aconitase 


691 


EST00675 


M 


Alcohol dehydrogenase 


2092 


EST01700 


M 


Anion exchanger homolocr AE3 


396 


EST01443 


M 


CDPdiacylglycerol - serine O-phosphatidyl transf era 


1956 


EST01663 


M 


Ca2+- transporting ATPase 2 


1039 


EST02055 


M 


Calcium channel 


2192 


EST01257 


M 


Diacylglycerol kinase, lymphyocyte 


1441 


EST02477 


M 


Diamine acetyl transf erase 


2289 




M 


Pattv acid svnthase 


310 


EST00377 


M 


Fo ATPase beta subunit mitochondrial 


1667 


EST00825 


M 


Gamma -aminobutyric acid transporter 


1412 


EST02446 


M 


Rlutamate-astjartate carrier nrotein 


102 0 


EST0203 4 


M 


f?lutaminase 


2326 


ESTQ1791 


M 


Tno<;i tnl-1 4 ^ - 1* r i <?Dhost)hate 3 -kinase 


2173 


pqTm 77 4 


M 




XHZ / 




M 
l v l 


XjLJX i^j ^_ilCi XXI XaLLy nLXU v. lipase 


7 7 7 K 

Z Z Z O 




M 








M 


vt if* t* o *i 1 ovi i^a co f apf AT" 

XNCIXUX kJL/IXXX UAXUdSC XcLL>L*lJX 


1 £ R 1 


pefni ^7^ 


M 


XM LlVr X XUC (JLX LIXIUO^IXCL 7V.X1JLCL9 d 


ZZ D*4 


CiO 1U1 / 3 X 


M 


rnubpilaLluyiXllvJaXUUi ** / 3*iJXopiiLfojjiiai.c ^ii^s^/iiuuj.c 




pern no q t 


M 

rl 


rxoccssiny ennanexng protein 


zzy / 


TI'CTn 1 T7 c 
CiOl Ul / / J 


rl 


Prohormone cleavage enzyme 


q 


HiO lUvj r O 


M 


rroxyj. enuopeptxaabe 


1 £T C vl 


rofn i c7*i 


M 


rxococnioxupnyiiiQe reaucuase 








kin /\ polymerase 11 bun svixjuixi l. \Ktrwzo; 


1 *7-l tr 
1 / ID 




ri 


KxDOSomai protein uioa 


1 flc:£ 

103D 


HiO X U1Q4 / 


M 

1*1 


KlxjuSOlTlal pxTOuclIl XjXcI 


1 Q74 


EiO 1UXOO / 


M 


KXXJVJaUmlcLX pxuLc XXX XjJ 


* JU1 


trcrnm n n 

£<o X UUJ u u 


M 

1*1 


KxDuSOlTlal prOLcin XjJU 


7 *y 
zz 




M 


Kiijosoniai procein oxu 




pCTm ROC 




O ^ V\/~\ r*\m a T ^ t Girt 

rcixjosornai protein oiu 




TCTTI 1 4CQ 


M 


KIDOSOTual protein IXjIU 




pc*f ni con 


M 
ri 


j u^u>xxict Lc uciiyuxuy ciiasc tiavu^iwi.cxn 


? 1 3 R 
Z X J o 




i*i 


Cnrfi nahe HpVtvHmfipna qp f 1 3 vnn t*o f p i n 

O UUt X11CL UCUyUXU^CUaOC LXfl»upivH«CJi*l 


1 771 
x / / x 




M 
i*i 


Thi r»Qiil f a1"p fnrfranif Pt*asp (rhodanese) 

lllXL'OUXXClLC SUXiUX LXaHoiCiasc \i.nuuaiicoti/ 




pefm 7ii 


M 
1*1 


\T ^ 1 i tiq _ f»pM7i T i rtaco 
vaiiiic" tiUVH liydijc 


1 /ZD 


pcTm coo 


1*1 
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161 


EST00247 


R 


MARCKS (myristoylated alanine-rich protein kinas 


769 


EST00734 


R 
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1386 


EST02418 


R 


MARCKS homo log 
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R 
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R 
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R 
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Protein phosphatase 2A beta subunit 
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202 


EST00298 


R 


Protein- tyrosine phosphatase LRP 


1478 


EST02515 


R 


Rab5 


1408 


EST02442 


R 


Seven in absentia 


300 


EST00232 


R 


Transforming protein (dbl) 


1147 


EST02169 


R 


Tyrosine kinase 


1348 


EST02378 


R 


cAMP- dependent protein kinase inhibitor 


1931 


EST01041 


R 


cAMP- regulated phosphoprotein 
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EST02447. 


R 


cAMP-specif ic phosphodiesterase 


37 


EST00038 


R 


ras p21-like small GTP-binding protein (smg GDS) 
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EST00248 


R 
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EST00249 


R 


smg p25A GDP dissociation inhibitor 
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R 
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EST02362 


R 
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R 
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43 
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Myeloid differentiation primary response gene My 
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R 
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Zinc finger proteins 
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Zinc finger proteins 
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R 


Zinc Finger Proteins 
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6 OK filarial antigen 
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Histocompatibility antigen modifier 1 
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EST# 


Group 


Putative Identification 
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EST00258 


s 
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EST00276 
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Lysosomal membrane glycoprotein 1 (LAMP-1) 
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Microtubule-associated protein IB 
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EST01865 


s 


Microtubule-associated protein IB 
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s 


Microtubule-associated protein IB 
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s 


Milk fat globule membrane protein 
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Neural cell adhesion molecule LI 
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Radial spoke protein 3 
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EST01699 


s 


Sperm membrane protein 


653 
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Tubulin, alpha 
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EST00270 
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594 


EST01490 
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Tubulin, beta 
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Tubulin, beta 
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EST02274 
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Tubulin, beta 


1589 


EST02634 


s 


Tubulin, beta 


1468 


EST02505 
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Matrin 3 
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1371 EST02402 S Talin 
1701 EST00853 S Unc-104 

Group Key: M: Metabolic, R: Regulatory, S: Structural 
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Ca2+ -transporting ATPase 2 
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Calcium channel 
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Gamma-aminobutyric acid transporter 
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TT 
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1035 
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Jl protein 
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Processing enhancing protein 
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RNA polymerase II 6th subunit (RP026) 
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TT 
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TT 
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TT 


Ribosomal protein L3 


301 
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TT 


Ribosomal protein L30 


22 


EST00301 


TT 
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EST01826 


TT 
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TT 


Ribosomal Drotein YL10 
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EST01711 


TT 


Valine-tRNA lisase 


1332 


EST02362 


TX 


GA binding protein, beta subunit 


1229 


EST02258 


TX 


KUP protein 
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EST02429 


TX 


Nuclear factor 1-like protein (NF1) 
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EST00152 


TX 


Wilm's tumor-related protein 


249 


EST00275 
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TX 
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469 
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Group Key: CS: Cell Surface, DC: Developmental Control, EM: Energy Metabolism, KP: Kinases 
and Phosphatases, OG: Oncogenes, OM: Other Metabolism, PI, Peptidases and Peptidase Inhibitors, 
RT: Receptors, SC: Structural and Cytoskeletal, ST: Signal Transduction, TP: Transporters, TT: 
Transcription, Translation, and Subcellular Localization, TX: Transcription Factors. 
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EXAMPLE 11 

cDNA Lib raries Generated From Specific Genomic DNA 
by Exon Expression & Amplification 

Exon amplification was used to express potential exons 
from genomic DNA in a recombinant vector that contains some 
of the signals necessary for splicing. If an exon is present 
in the proper orientation in the vector, that exon will be 
spliced in a mammalian cell and will become part of the mRNA 
of that cell. The exon splice-product can be purified from 
other mRNA in the cell by conversion of the mRNA to cDNA and 
selective amplification of the recombinant splice-product 
cDNAs. Cosmid DNA from human chromosome 19ql3.3 was digested 
with BamHI or BamHI/Bglll restriction enzymes. The fragments 
generated were collected and size specifically cloned into an 
expression vector (Buckler, et al . Proc . Nat 1 !. Acad. Sci. 
USA, 88:4005-4009 (1991)). After transfection by 

electroporation of these constructs into COS cells, RNA 
transcripts were generated using the SV4 0 early promoter and 
a polyadenylation signal derived from SV40 both present in 
the expression vector. When a fragment of genomic DNA 
contains an entire exon with flanking intron sequence in the 
sense orientation, the exon should be retained in the mature 
poly (A) + cytoplasmic RNA. Therefore, the mRNA was used as 
template for cDNA synthesis using reverse transcriptase and 
vector-priming. Subsequently, the cDNAs were amplified by 
vector-priming using PCR. A fraction of this first PCR 
product was reamplified using internal vector-primers 
containing terminal cloning sites. These products were end- 
repaired with T4 DNA polymerase, digested with the 
appropriate restriction enzymes, gel purified and cloned into 
pBluescript vectors. The constructs were transfected into 
XLl-Blue competent cells and plated on LB/X- 
gal/IPTG/ampicillin plates. White colonies were selected and 
expanded to prepare DNA templates as described in Example 2. 
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When multiple cosmids or YAC clones were used as the source 
DNA, a pool of specific expressed exons was obtained as a 
cDNA library. The EST/cDNAs sequenced from this specific 
library are disclosed herein as SEQ ID NOS: 2412-2417. 

EXAMPLE 12 
PCR Amplification from Predicted Exons 

Computational analyses can be applied to genomic DNA 
sequences to predict protein coding regions. The coding 
region prediction program CRM (E. Uberbacher and R. Mural, 
Proc. Natl. Acad. Sci. USA 88:11261-5 (1991)) finds open 
reading frames and classifies them according to their 
probability of being coding regions. These regions are 
subsequently examined using the GM program (C. Fields and C. 
Soderlund, Comp. Applic. Biosci. 6: 263, 1990), which 
predicts intron-exon structure. PCR primers are then 
designed to amplify the predicted exons and used to test 
human cDNA libraries (for example, fetal brain or placental 
libraries) for the presence of these putative exons using a 
PCR assay. 

This strategy has been successfully applied in two large 
scale genomic sequencing projects, the Huntington's locus of 
human chromosome 4pl6.3 (McCombie, et al . , submitted) and 
human chromosome locus 19ql3.3 (Martin-Gallardo, et al . , 
submitted) . Sequences from eleven predicted exons from 
chromosome 4 were present in tested cDNA libraries, 
indicating that this region has at least two and probably 
three expressed genes. In one case, the method resulted in 
an amplification product which spanned two predicted exons. 
(SEQ ID NO: 2411.) When sequenced, this PCR product 
indicated the presence of the two exons from which the 
primers were initially chosen, as well as an intervening exon 
which was also predicted by the CRM program, but not the 
intervening genomic sequences. In a similar fashion, the 
presence of the two predicted genes in the chromosome 19 
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sequence was confirmed by sequencing PGR products. SEQ ID NO 
2410, includes a partial exon of one of these genes. 

EXAMPLE 13 

Complete Sequence of EST Clone Inserts 

There are a number of methods known to those with skill 
in the art of molecular biology, to obtain sequence 
information from the cDNAs corresponding to the EST 
sequences. Procedures for these methods are provided in 
Basic Methods in Molecular Biolocrv (David et al . supra ) . One 
way to acquire more information about the cDNA from which an 
EST was derived is to sequence the remainder of the cDNA 
clone. The complete sequence of the inserts of four EST 
clones (representing SEQ ID NOs 188, 189, 223, and 227) was 
determined using Exonuclease III deletions. Briefly, EST 
clones were digested with the restriction enzymes Sail and 
Kpnl or PstI and BamHI (for deletions from the Forward primer 
and Reverse primer ends of the insert, respectively). The 
Kpnl and PstI enzymes leave 3' sticky ends following 
digestion, which Exonuclease III is unable to bind. This 
results in unidirectional deletions into the cDNA insert 
leaving the vector sequence undisturbed. After addition of 
Exonuclease III to the Forward and Reverse deletion 
reactions, aliquots of the reaction were removed at defined 
time intervals and the reaction was stopped to prevent 
further deletion. SI nuclease and. Klenow DNA polymerase were 
added to create blunt ended fragments suitable for ligation. 

Samples for each time point was purified by 
electrophoresis through an agarose gel and religated. Two to 
four representative clones from each time point in each 
direction were sequenced to give between 200 and 400 base 
pairs of sequence data. Careful selection of deletion 
conditions and time points allow a deletion series of 
approximately 100-200 base pairs difference in length at each 
consecutive time point. Sequence fragments were reassembled 
into a redundant contiguous sequence using the INHERIT 
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software from Applied Biosystems, Inc. (Foster City, CA) . In 
this way, the complete insert from these four cDNA clones was 
sequenced on both strands to an average redundancy between 
three and four (each base was sequenced between three and 
four times, on average) . Those complete insert sequences are 
disclosed herein as SEQ ID 2418, 2419, 2420, and 2421, 
corresponding to original ESTs with SEQ ID 223, 189, 227, and 
188 , respectively. 

EXAMPLE 14 

Determining Reading Frame, Orientation, Coding Regions; 
ESTs and Complete cDNA Sequences 



Once the complete cDNA sequence has been determined in 

15 accordance with Example 13, the reading frame, orientation, 

and coding regions are determined by computer techniques. 
(The complete coding region is considered to be the largest 
open reading frame from a methionine to a stop codon.) 

Specifically, the CRM program on the GRAIL server is 

20 used as explained in Example 9 to determine probable coding 

regions. This information is supplemented by location of 
start and stop codons . Where possible, the results of the 
CRM analysis are validated by comparison of the cDNA sequence 
to known sequences using database matching, in accordance 

25 with Examples 3 and 4. If a match of 50% (or even less) is 

found in any particular reading frame and orientation, this 
serves to verify corresponding CRM results. Alternatively, 
database matches can be used to determine reading frame and 
orientation without use of the CRM program. Of course, if 

30 the cDNA is derived from a directional library, the probable 

orientation is already known. 

EXAMPLE 15 

3 5 Preparation of PCR Primers and Amplification of DNA 

The EST sequences and the corresponding cDNA sequences 
and genomic sequences may be used, in accordance with the 
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present invention, to prepare PCR primers for a variety of 
applications. The PCR primers are preferably at least 15 
bases, and more preferably at least 18 bases in length. The 
procedure of Example 5 is repeated using the desired EST, or 
5 using the corresponding cDNA or genomic DNA sequence from 

Example 13. It is preferred that the primer pairs have 
approximately the same G/C ratio, so that melting 
temperatures are approximately the same. When screening 
cDNA, introns are of no concern; however, when screening 
10 genomic DNA, primers should be selected to avoid reading 

across introns, which usually are too large to amplify. The 
PCR primers and amplified DNA of this Example find use in the 
Examples that follow. 

15 EXAMPLE 16 

Forensic Matching by DNA Sequencing 

20 In one exemplary method, DNA samples are isolated from 

forensic specimens of, for example, hair, semen, blood or 
skin cells by conventional methods. A panel of PCR primers 
derived from a number of the sequences of Example 1, 2, 11, 
12 and/or 13 is then utilized in accordance with Example 12 

25 to obtain DNA of approximately 100-200 bases in length from 

the forensic specimen. Corresponding sequences are obtained 
from a suspect. Each of these identification DNAs is then 
sequenced, and a simple database comparison determines the 
differences, if any, between the sequences from the suspect 

30 and those from the sample. Statistically significant 

differences between the suspect's DNA sequences and those 
from the sample conclusively prove a lack of identity. This 
lack of identity can be proven, for example, with only one 
sequence. Identity, on the other hand, should be 

35 demonstrated with a large number of sequences, all matching. 

Preferably, a minimum of 50 statistically identical sequences 



<WO 93161 78A2J_> 



WO 93/16178 



PCI7US93/01294 



5 



25 



-79- 

of 100 bases in length are used to prove identity between the 
suspect and the sample. 

EXAMPLE 17 

Positive Identification by DNA Sequencing 



The technique outlined in the previous example may also 
be used on a larger scale to provide a unique fingerprint - 

10 type identification of any individual. In this technique, 

primers are prepared from a large number of sequences from 
Examples l, 2, 11, 12 and/or 13. Preferably, 20 to 50 
different primers are used. These primers are used to obtain 
a corresponding number of PCR-generated DNA segments from the 

15 , . individual in question in accordance with Example 15. Each 
of these DNA segments is sequenced, using the methods set. 
forth in Example 1 . The database of sequences generated 
through this procedure uniquely identifies the individual 
from whom the sequences were obtained. The same panel of 

20 primers may then be used at any later time to absolutely 
correlate tissue or other biological specimen with that 
individual . 



EXAMPLE 18 
Southern Blot Forensic Identification 



The procedure of Example 17 is repeated to obtain a 
panel of from 10 to 2000 amplified sequences from an 

3 0 individual and a specimen. This PCR-generated DNA is then 

digested with one or a combination of, preferably, four base 
specific restriction enzymes. Such enzymes are commercially 
available and known to those of skill in the art. After 
digestion, the resultant gene fragments are size separated in 

35 multiple duplicate wells on an agarose gel and transferred to 

nitrocellulose using Southern blotting techniques well known 
to those with skill in the art. For a review of Southern 
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blotting see Davis et al . ( Basic Methods in Molecular 
Biology , 1986, Elsevier Press, pp 62-65). 

A panel of ESTs or complete cDNA sequences from Examples 
1,2, and/or 13, or fragments thereof, of at least 15 bases, 
5 are radioactively or colorimetrically labeled using end- 

labeled oligonucleotides derived from the ESTs, nick 
translated sequences or the like using methods known in the 
art and hybridized to the Southern blot using techniques 
known in the art (Davis et al . , supra ) . Preferably, at least 

10 5 to 10 of these labeled probes are used, and more preferably 

at least about 20 or 30 are used to provide a unique pattern. 
The resultant bands appearing from the hybridization of a 
large sample of ESTs will be a unique identifier. Since the 
restriction enzyme cleavage will be different for every 

15 individual, the band pattern on the Southern blot will also 

be unique. Increasing the number of EST probes will provide 
a statistically higher level of confidence in the 
identification since there will be an increased number of 
sets of bands used for identification. 

20 

EXAMPLE 19 
Dot Blot Identification Procedure 

25 Another technique for identifying individuals using- the 

sequences disclosed herein utilizes a dot blot hybridization 
technique. 

Genomic DNA is isolated from nuclei of subject to be 
identified. Oligonucleotide probes of approximately 3 0 bp in 

30 length were synthesized that correspond to sequences from the 

ESTs. The probes are used to hybridize to the genomic DNA 
through conditions known to those in the , art. The 
oligonucleotides are end labelled with P 32 using 
polynucleotide kinase (Pharmacia) . Dot Blots are created by 

35 spotting about 50 ng cDNA of at least 10, preferably at least 

50 sequences corresponding to a variety of the Sequence ID 
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NOs provided in Table 7 onto nitrocellulose or the like using 
a vacuum dot blot manifold (BioRad, Richmond California) . 
The nitrocellulose filter containing the EST clone sequences 
is baked or UV .linked to the filter, prehybridized and 
5 hybridized with labeled probe using techniques known in the 

art (Davis et al . supra ) . The 32 P labeled DNA fragments are 
sequentially hybridized with successively stringent 
conditions to detect minimal differences between the 3 0 bp 
sequence and the DNA. Tetramethylammonium chloride is useful 
10 for identifying clones containing small numbers of nucleotide 

mismatches (Wood et al., Proc. Natl. Acad. Sci. USA 
82 (6) :1585-1588 (1985) which is hereby incorporated by 
reference. A unique pattern of dots distinguishes one 
individual from another individuals . 

15 

EXAMPLE 20 

Alternative "Fingerprint" Identification Technique 

20 EST sequences and the corresponding complete cDNA 

sequences can be used to create a unique fingerprint for an 
individual. Thus pools of EST sequences can be used in 
forensics, paternity suits or the like to differentiate one 
individual from another. 

25 Entire EST sequences can be used; similarly 

oligonucleotides can be prepared from EST sequences. In this 
example, 20-mer oligonucleotides are prepared from 200 EST 
sequences using commercially available oligonucleotide 
services such as Oligos Etc., Wilsonville, OR. Patient cell 

30 samples are processed for DNA using techniques well known to 

those with skill in the art . The nucleic acid is digested 
with restriction enzymes EcoRI and Xbal . Following 
digestion, samples are applied to wells for electrophoresis. 
The procedure, as known in the art, may be modified to 

35 accommodate polyacrylamide electrophoresis, however in this 

example, samples containing 5 ug of DNA are loaded into wells 
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and separated on 0.8% agarose gels. The gels are transferred 
using Southern blotting techniques onto nitrocellulose. 

10 ng of each of the oligos are pooled and end- labeled 
with P 32 . The nitrocellulose is prehybridized with blocking 
5 solution and hybridized with the labeled probes. Following 

hybridization and washing, the nitrocellulose filter is 
exposed to X-Omat AR X-ray film. The resulting hybridization 
pattern will be unique for each individual. 

It is additionally contemplated within this example that 
10 the representative number of EST sequences can be varied for 

additional accuracy or clarity. 

EXAMPLE 21 

15 Identification of genes associated with hereditary diseases 

This example illustrates an approach useful for the 
association of EST sequences with particular phenotypic 
characteristics. In this example, a particular EST is used 

20 as a test probe to associate that EST with a particular 

phenotypic characteristic. 

An EST clone corresponding to EST01643, (SEQ ID NO 1894) 
maps to a gene rich region of chromosome 6. EST clone 
HHCMH89, from which EST01643 was derived, was mapped to 

25 chromosome 6p-21 by Dr. Julie Korenberg of UCLA/Cedar Sinai 

Hospital using FISH. A search of Mendel ian Inheritance in 
Man (supra) revealed 6p21 to be a very gene rich region 
containing several known genes and several diseases for which 
genes have not been identified. The cDNA encoded by EST 

3 0 clone HHCMH8 9 thus becomes an immediate candidate for each of 

these genetic diseases. 

Cells from patients with these diseases are isolated and 
expanded in culture. PCR primers from the EST sequences are 
used to screen genomic DNA and RNA or cDNA from the patients. 

35 ESTs that are not amplified in the patients can be positively 

associated with a particular disease by further analysis. 
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EXAMFLE 22 

Identification of a gene associated with 
Anaelman's disease 

5 

Angelman's disease (AD) is characterized by deletions 
on the long arm of chromosome 15 (15qllql3) (Williams et al. 
Am. J. Med. Genet. 32:339-345 (1989) hereby incorporated by 
reference) . The symptoms of the disease include 

10 developmental delay, seizures, inappropriate laughter and 

ataxic movements. These symptoms suggest that the disorder 
is a neurologic deficiency. This prophetic example 
illustrates how ESTs, preferably obtained from a cDNA library 
from human brain, may be used in identifying the defective 

15 gene or genes associated with Angelman's Disease. (The 

example is based on analogous work with genomic DNA, rather 
than cDNA and ESTs, in identifying the genetic defect 
associated with Angelman's Disease.) This example also 
illustrates how EST sequences may generally be used for 

20 identifying gene sequences associated with an inherited 

disease that is mapped to a chromosome location. 

ESTs are screened using techniques described in Example 
5 and Example 7 to identify those ESTs that localize to the 
long arm of chromosome 15 and preferably localize to 

25 chromosome 15 bands 15qllql3 from normal, pat ients . ESTs that 

bind to the long arm of chromosome 15 are hybridized to 
chromosome 15 from AD patients. These studies are 
preferrably performed using either fluorescence in situ 
hybridization or using somatic cell hybrids that contain 

3 0 fragments from the long arm of chromosome 15 from AD 

patients. Those chromosome 15-specific ESTs that do not map 
to chromosome 15 from AD patients are useful as markers for 
Angelman's Disease and can be incorporated into diagnostics 
for genetic screening. These ESTs are associated with 

35 chromosome deletions present in Angelman's disease. 

Identification of the gene associated with these AD negative 
ESTs and an analysis of the polypeptides encoded by the genes 
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from normal patients is essential for providing gene or other 
therapies for AD patients. 

Genetic diseases are not always accompanied by gene 
deletions. Therefore, it is also important to use the ESTs 
that bind to bands 15qllql3 from AD patients as tools to 
identify the polymorphisms present within the disease 
population. Restriction fragment length polymorphism (RFLP) 
analysis can be performed on patient cells from AD disease or 
from somatic cell hybrids created using the long arm of 
chromosome 15. For a review of RFLP techniques see Donis- 
Keller et al . (Cell 51:319-337 (1987) hereby incorporated by 
reference) . DNA is isolated from the somatic cell lines or 
from cells from AD patients. The DNA is digested with one or 
more restriction enzymes according to techniques of Donis- 
Keller et al . The resulting fragments are separated by gel 
electrophoresis, denatured, transferred to nitrocellulose and 
hybridized with the selected radio- labeled ESTs that localize 
to the region of interest. The autoradiographic pattern is 
compared both to a number of AD patients and to normal 
patients. Common patterns of EST hybridization in AD 
patients that are not present in normal patients indicates 
that the genes associated with these ESTs are candidate genes 
affected by AD. 

cDNA libraries are prepared from the somatic- cell 
hybrids from AD patients. Libraries are prepared using 
Lambda Zap II Library Kits (Stratagene, La Jolla, California) 
or other commercially available library kits. The ESTs of 
interest are used as probes to identify those bacterial 
colonies carrying genes corresponding to the EST probes. 
Positive clones are sequenced and the sequences are compared 
to homologous gene sequences derived from normal patients. 

Alterations, including deletions and substitutions, 
within gene sequences, associated with bands 15qllql3, are 
thus positively identified and associated with AD disease. 
Wagstaff et al . were able to identify deletions and 
substitutions in sequences encoding the GABA A receptor 
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protein subunit from patients with Angelman 1 s disease (Am. J. 
Hum. Genet. 49:330-337, (1991)). It is likely that other 
genes will additionally be associated with the disease. 

EXAMPLE 23 

Preparation and Use of Antisense Oligonucleotides 

Antisense RNA molecules are known to be useful for 
regulating translation within the cell. Antisense RNA 
molecules can be produced from EST sequences or from the 
corresponding gene sequences . These antisense molecules can 
be used as diagnostic probes to determine whether or not a 
particular gene is expressed in a cell. Similarly, the 
.antisense molecules can be used as a therapeutic to regulate 
gene expression once the EST is associated with a particular 
disease (see Example 22) . 

The antisense molecules are obtained from a nucleotide 
sequence by reversing the orientation of the coding region 
with regard to the promoter. Thus, the antisense RNA is 
complementary to the corresponding mRNA. For a review of 
antisense design see Green et al . , Ann. Rev. Biochem. 55:569- 
597 (1986), which is hereby incorporated by reference. The 
antisense sequences can contain modified sugar phosphate 
backbones to increase stability and make them less sensitive 
to RNase activity. Examples of the modifications are 
described by Rossi et al . , Pharmacol. Ther. 50 (2 ): 245 -254 , 
(1991) . 

Antisense molecules are introduced into cells that 
express the gene corresponding to the EST of interest in 
culture. In a preferred application of this invention, the 
polypeptide encoded by the gene is first identified, so that 
the effectiveness of antisense inhibition on translation can 
be monitored using techniques that include but are not 
limited to antibody-mediated tests such as RIAs and ELISA, 
functional assays, or radiolabelling. The antisense molecule 
is introduced into the cells by diffusion or by transfection 
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procedures known in the art. The molecules are introduced 
onto cell samples at a number of different concentrations 
preferably between lxl0" lo M to lxlO^M. Once the minimum 
concentration that can adequately control translation is 
5 identified, the optimized dose is translated into a dosage 

suitable for use in vivo. For example, an inhibiting 
concentration in culture of lxlO" 7 translates into a dose of 
approximately 0.6 mg/kg bodyweight . Levels of 

oligonucleotide approaching 100 mg/kg bodyweight or higher 

10 may be possible after testing the toxicity of the 

oligonucleotide in laboratory animals. 

The antisense can be introduced into the body as a bare 
or naked oligonucleotide, oligonucleotide encapsulated in 
lipid, oligonucleotide sequence encapsidated by viral 

15 protein, or as oligonucleotide contained in an expression 

vector such as those described in Example 25. -The antisense 
oligonucleotide is preferably introduced into the vertebrate 
by injection. It is additionally contemplated that cells 
from the vertebrate are removed, treated with the antisense 

20 oligonucleotide, and reintroduced into the vertebrate. It is 

further contemplated that the antisense oligonucleotide 
sequence is incorporated into a ribozyme sequence to enable 
the antisense to bind and cleave its target . For technical 
applications of ribozyme and antisense oligonucleotides see 

25 Rossi et al . 

EXAMPLE 24 

Preparation and use of Triple Helix Probes 

30 

Triple helix oligonucleotides are used to inhibit 
transcription from a genome. They are particularly useful 
for studying alterations in cell activity as it is associated 
with a particular gene. The EST sequences or complete 
35 sequences of the present invention or, more preferably, a 

portion of those sequences, can be used to inhibit gene 
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expression in individuals having diseases associated with a 
particular gene. Similarly, a portion of the EST or 
corresponding gene sequence can be used to study the effect 
of inhibiting transcription of a particular gene within a 
5 cell. Traditionally, homopurine sequences were considered 

the most useful. However, homopyrimidine sequences can also 
inhibit gene expression. Thus, both types of sequences from 
either the EST or from the gene corresponding to the EST are 
contemplated within the scope of this invention. 

10 Homopyrimidine oligonucleotides bind to the major groove at 

homopurine : homopyrimidine sequences. As an example, 10-mer 
to 20-mer homopyrimidine sequences from the ESTs can be used 
to inhibit expression from homopurine sequences . SEQ ID NOs 
such as 282, 888, 719, 670, 994, 240, 873 and . 761 contain 

15 homopyrimidine 15-mers. Moreover the natural (beta) anomers 

of the oligonucleotide units can be replaced with alpha" 
anomers to render the oligonucleotide more resistant to 
nucleases. Further, an intercalating agent such as ethidium 
bromide, or the like, can be attached to the 3 1 end of the 

20 alpha oligonucleotide to stabilize the triple helix. For 

information on the generation of oligonucleotides suitable 
for triple helix formation see Griffin et al . (Science 
245:967-971 (1989), which is hereby incorporated by this 
reference) . 

25 The oligonucleotides may be prepared on an 

oligonucleotide synthesizer or they may be purchased 
commercially from a company specializing in custom 
oligonucleotide synthesis. The sequences are introduced into 
cells in culture using techniques known in the art that 

30 include but are not limited to calcium phosphate 

precipitation, DEAE-Dextran, electroporation, liposome - 
mediated transfection or native uptake. Treated cells are 
monitored for altered cell function. These cell functions 
are predicted based upon the homologies of the gene, 

35 corresponding to the EST from which the oligonucleotide was 

derived, with known genes sequences that have been associated 
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with a particular function. The cell functions can also be 
predicted based on the presence of abnormal physiologies 
within cells derived from individuals with a particular 
inherited disease, particularly when the EST is associated 
5 with the disease using techniques described in Example 22 . 



EXAMPLE 25 

Gene expression from DNA Sequences Corresponding to ESTs 



10 



A gene sequence of the present invention coding for all 
or part of a human gene product is introduced into an 
expression vector using conventional technology. (Techniques 
to transfer cloned sequences into expression vectors that 

15 direct protein translation in mammalian, yeast, insect or 

bacterial expression systems are well known in the art,) 
Commercially available vectors and expression systems are 
available from a variety of suppliers including Stratagene 
(La Jolla, California) , Promega (Madison, Wisconsin) , and 

20 Invitrogen (San Diego, California) . If desired, to enhance 

expression and facilitate proper protein folding, the codon 
context and codon pairing of the sequence may be optimized 
for the particular expression organism, as explained by 
Hatfield, et al . , U.S. Patent No. 5,082,767, incorporated 

25 herein by this reference. 

The following is provided as one exemplary method to 
generate polypeptide from cloned cDNA sequences. The cDNA 
from the EST of interest is sequenced to identify the 
methionine initiation codon for the gene and the poly A 

30 sequence. If the cDNA lacks a poly A sequence, this sequence 

can" be added to the construct by, for example, splicing out 
the Poly A sequence from pSG5 (Stratagene) using Bgll and 
Sail restriction endonuclease enzymes and incorporating it 
into the mammalian expression vector pXTl (Stratagene) . pXTl 

35 contains the LTRs and a portion of the gagr gene from Moloney 

Murine Leukemia Virus. The position of the LTRs in the 
construct allow efficient stable transf ection . The vector 
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includes the Herpes Simplex Thymidine Kinase promoter and the 
selectable neomycin gene. The cDNA is obtained by PCR from 
the bacterial vector using oligonucleotide primers 
complementary to the cDNA and containing restriction 
5 endonuclease sequences for Pst I incorporated into the 

5' primer and Bglll at the 5' end of the corresponding cDNA 3' 
primer, taking care to ensure that the cDNA is positioned 
inframe with the poly A sequence. The purified fragment 
obtained from the resulting PCR reaction is digested with 

10 Pst I, blunt ended with an exonuclease, digested with Bgl II, 

purified and ligated to pXTl, now containing a poly A 
sequence and digested Bglll. 

The ligated product is transfected into mouse NIH 3T3 
cells using Lipofectin (Life Technologies, Inc., Grand 

15 Island, New York) under conditions outlined in the product 

specification. Positive transf ectants are selected after 
growing the transfected cells in 600ug/ml G418 (Sigma, St. 
Louis, Missouri) . The protein is preferrably released into 
the supernatant. However if the protein has membrane binding 

20 domains, the protein may additionally be retained within the 

cell or expression may be restricted to the cell surface. 

Since it may be necessary to purify and locate the 
transfected product, synthetic 15-mer peptides synthesized 
from the predicted cDNA sequence are injected into mice to 

25 generate antibody to the polypeptide encoded by the cDNA. 

If antibody production is not possible, the cDNA 
sequence is additionally incorporated into eukaryotic 
expression vectors and expressed as a chimeric with, for 
example, j3-globin. Antibody to j3-globin is used to purify 

3 0 the chimeric. Corresponding protease cleavage sites 

engineered between the (3-globin gene and the cDNA are then 
used to separate the two polypeptide fragments from one 
another after translation. One useful expression vector for 
generating j3-globin chimerics is pSG5 (Stratagene) . This 

35 vector encodes rabbit /J-globin. Intron II of the rabbit jS- 

globin gene facilitates splicing of the expressed transcript, 
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and the polyadenylation signal incorporated into the 
construct increases the level of expression. These 
techniques as described are well known to those skilled in 
the art of molecular biology. Standard methods are published 
in methods texts such as Davis et al . and many of the methods 
are available from the technical assistance representatives 
from Stratagene, Life Technologies, Inc., or Promega. 
Polypeptide may additionally be produced from either 
construct using in vitro translation systems such as In vitro 
Express™ Translation Kit (Stratagene) . 

Example 26 

Product ion of an Antibody to a Human Protein 

Substantially pure protein or polypeptide is isolated 
from the transfected or transformed cells as described in 
Example 25. Concentration of protein in the final 
preparation is adjusted, for example, by concentration on an 
Amicon filter device, to the level of a few micrograms/ml . 
Monoclonal or polyclonal antibody to the protein can then be 
prepared as follows: 

A. Monoclonal Antibody Production by Hybridoma Fusion 

Monoclonal antibody to epitopes of any of the peptides 
identified and isolated as described can be prepared from 
murine hybridomas according to the classical method of 
Kohler, G. and Milstein, C. , Nature 256:495 (1975) or 
derivative methods thereof. Briefly, a mouse is repetitively 
inoculated with a few micrograms of the selected protein over 
a period of a few weeks. The mouse is then sacrificed, and 
the antibody producing cells of the spleen isolated. The 
spleen cells are fused by means of polyethylene glycol with 
mouse myeloma cells, and the excess unfused cells destroyed 
by growth of the system on selective media comprising 
aminopterin (HAT media) . The successfully fused cells are 
diluted and aliquots of the dilution placed in wells of a 
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microtiter plate where growth of the culture is continued. 
Antibody -producing clones are identified by detection of 
antibody in the supernatant fluid of the wells by immunoassay 
procedures, such as Elisa, as originally described by 
5 Engvall, E. , Meth. Enzymol. 70:419 (1980), and derivative 

methods thereof. Selected positive clones can be expanded 
and their monoclonal antibody product harvested for use. 
Detailed procedures for monoclonal antibody production are 
described in Davis, L, et al. Basic Methods in Molecular 

10 Biology Elsevier, New York. Section 21-2. 

B. Polyclonal Antibody Production by Immunization 

Polyclonal antiserum containing antibodies to 
heterogenous epitopes of a single protein can be prepared by 
immunizing suitable animals with the expressed protein 

15 described above, which can be unmodified or modified to 

enhance immunogenic ity. Effective polyclonal antibody 
production is affected by many factors related both to the 
antigen and the host species. For example, small molecules 
tend to be less immunogenic than other and may require the 

20 use of carriers and adjuvant. Also, host animals vary in 

response to site of inoculations and dose, with both 
inadequate or excessive doses of antigen resulting in low 
■ titer antisera. Small doses (ng level) of antigen 
administered at multiple intradermal sites appears to be most 

25 reliable. An effective immunization protocol for rabbits can 

be found in Vaitukaitis, J. et al . J. Clin* Endocrinol. 
Metab. 33:988-991 (1971). 

Booster injections can be given at regular intervals, 
and antiserum harvested when antibody titer thereof, as 

3 0 determined semi -quantitatively, for example, by double 

immunodiffusion in agar against known concentrations of the 
antigen, begins to fall. See, for example, Ouchterlony, O. 
et al . , Chap. 19 in: Handbook of Experimental Immunology D, 
Wier (ed) Blackwell (1973) . Plateau concentration of 

3 5 antibody is usually in the range of 0.1 to 0.2 mg/ml of serum 

(about 12 fiM) . Affinity of the antisera for the antigen is 
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determined by preparing competitive binding curves, as 
described, for example, by Fisher, D., Chap. 42 in: Manual of 
Clinical Immunology, 2d Ed. (Rose and Friedman, eds . ) Amer. 
Soc. For Microbiol., Washington, D.C. (1980). 
5 Antibody preparations prepared according to either 

protocol are useful in quantitative immunoassays which 
determine concentrations of antigen-bearing substances in 
biological samples; they are also used semi-quantitatively or 
qualitatively to identify the presence of antigen in a 
10 biological sample . 

EXAMPLE 27 



15 



Identification of Tissue Types or Cell Species by Means of 
Labeled Tissue Specific Antibodies 



Identification of specific tissues is accomplished by 
the visualization of tissue specific antigens by means of 
antibody preparations according to Example 2 6 which are 
conjugated, directly or indirectly to a detectable marker. 
20 Selected labeled antibody species bind to their specific 

antigen binding partner in tissue sections, cell suspensions, 
or in extracts of soluble proteins from a tissue sample to 
provide a pattern for qualitative or semi -qualitative 
interpretation. 

25 Antisera for these procedures must have a potency 

exceeding that of the native preparation, and for that 
reason, antibodies are concentrated to a mg/ml level by 
isolation of the gamma globulin fraction, for example, by 
ion- exchange chromatography or by ammonium sulfate 

30 fractionation. Also, to provide the most specific antisera, 

unwanted antibodies, for example to common proteins, must be 
removed from the gamma globulin fraction, for example by 
means of insoluble immunoabsorbents, before the antibodies 
are labeled with the marker. Either monoclonal or 

35 heterologous antisera is suitable for either procedure. 
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A. Immunohistochemical Techniques 

Purified, high-titer antibodies, prepared as described 
above, are conjugated to a detectable marker, as described, 
for example, by Fudenberg, H., Chap. 26 in: Basic & Clinical 
Immunology, 3rd Ed. Lange, Los Altos, California (1980) or 
Rose, N. et al., Chap. 12 in: Methods in Immunodiagnosis, 2d 
Ed, John Wiley & Sons, New York (1980) . 

A fluorescent marker, either fluorescein or rhodamine, 
is preferred, but antibodies can also be labeled with an 
enzyme that supports a color producing reaction with a 
substrate, such as horseradish peroxidase. Markers can be 
added to tissue-bound antibody in a second step, as described 
below. Alternatively, the specific antitissue antibodies can 
be labeled with ferritin or other electron dense particles, 
and localization of the ferritin coupled antigen -antibody 
complexes achieved by means of an electron microscope. In 
yet another approach, the antibodies are radiolabeled, with, 
for example l25 I, and detected by overlaying the antibody 
treated preparation with photographic emulsion. 

Preparations to carry out the procedures can comprise 
monoclonal or polyclonal antibodies to a single gene copy or 
protein, identified as specific to a tissue type, for 
example, brain tissue, or antibody preparations to several 
antigenically distinct tissue specific antigens can be used 
in panels, independently or in mixtures, as required. 

Tissue sections and cell suspensions are prepared for 
immunohistochemical examination according to common 
histological techniques. Multiple cryostat sections (about 
4 ^m, unfixed) of the unknown tissue and known control, are 
mounted and each slide covered with different dilutions of 
the antibody preparation. Sections of known and unknown 
tissues should also be treated with preparations to provide 
a positive control, a negative control, for example, pre- 
immune sera, and a control for non-specific staining, for 
example, buffer. 
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Treated sections are incubated in a humid chamber for 
30 min at room temperature, rinsed, then washed in buffer for 
30-45 min. Excess fluid is blotted away, and the marker 
developed. 

5 If the tissue specific antibody was not labeled in the 

first incubation, it can be labeled at this time in a second 
antibody-antibody reaction, for example, by adding 
fluorescein- or enzyme -conjugated antibody against the 
immunoglobulin class of the antiserum-producing species, for 

10 example, fluorescein labeled antibody to mouse IgG. Such 

labeled sera are commercially available. 

The antigen found in the tissues by the above procedure 
can be quantified by measuring the intensity of color or 
fluorescence on the tissue section, and calibrating that 

15 signal using appropriate standards. 

B. Identification of Tissue Specific Soluble Proteins 

The visualization of tissue specific proteins and 
identification of unknown tissues from that procedure is 
carried out using the labeled antibody reagents and detection 

20 strategy as described for immunohistochemistry ; however the 

sample is prepared according to an electrophoretic technique 
to distribute the proteins extracted from the tissue in an 
orderly array on the basis of molecular weight for detection. 
A tissue sample is homogenized using a Virtis apparatus; 

25 cell suspensions are disrupted by Dounce homogenization or 

osmotic lysis, using detergents in either case as required to 
disrupt cell membranes, as is the practice in the art. 
Insoluble cell components such as nuclei, microsomes, and 
membrane fragments are removed by ultracentrif ugation, and 

30 the soluble protein-containing fraction concentrated if 

necessary and reserved for analysis. 

A sample of the soluble protein solution is resolved 
into individual protein species by conventional SDS 
polyacrylamide electrophoresis as described, for example, by 

35 Davis, L. et al . , Section 19-2 in: Basic Methods in Molecular 

Biology (P. Leder, ed) , Elsevier, New York (1986) , using a 
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range of amounts of polyacrylamide in a set of gels to 
resolve the entire molecular weight range of proteins to be 
detected in the sample. A size marker is run in parallel for 
purposes of estimating molecular weights of the constituent 
proteins. Sample size for analysis is a convenient volume of 
from 5-50 fil, and containing from about 1 to 100 /xg protein. 
An aliquot of each of the resolved proteins is transferred by 
blotting to a nitrocellulose filter paper, a process that 
maintains the pattern of resolution. Multiple copies are 
prepared. The procedure, known as Western Blot Analysis, is 
well described in Davis, L. et al . , (above) Section 19-3. 
One set of nitrocellulose blots is stained with Coomassie 
Blue dye to visualize the entire set . of proteins for 
comparison with the antibody bound proteins. The remaining 
nitrocellulose filters are then incubated with a solution of 
one or more specific antisera to tissue specific proteins 
prepared as described in Example 26. In this procedure, as in 
procedure A above, appropriate positive and negative sample 
and reagent controls are run. 

In either procedure A or B, a detectable label can be 
attached to the primary tissue antigen -primary antibody 
complex according to various strategies and permutations 
thereof. In a straightforward approach, the primary specific 
antibody can be labeled; alternatively, the unlabeled complex 
can be bound by a labeled secondary anti-IgG antibody. In 
other approaches, either the primary or secondary antibody is 
conjugated to a biotin molecule, which can, in a subsequent 
step, bind an avidin conjugated marker. According to yet 
another strategy, enzyme labeled or radioactive protein A, 
which has the property of binding to any IgG, is bound in a 
final step to either the primary or secondary antibody. 

The visualization of tissue specific antigen binding at 
levels above those seen in control tissues to one or more 
tissue specific antibodies, prepared from the gene sequences 
identified from EST sequences, can identify tissues of 
unknown origin, for example, forensic samples, or 
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differentiated tumor tissue that has metastasized to foreign 
bodily sites. 

The entire contents of all references cited above are 
hereby incorporated by reference. 
5 While the present invention has been described in some 

detail for purposes of clarity and understanding , one skilled 
in the art will appreciate that various changes in form and 
detail can be made without departing from the true scope of 
the invention. 

10 

VII. Correlation of EST and Clone Identifiers 

The EST sequences of the present invention are 
identified herein by SEQ ID NO, and are identified in the 
GenBank database by a different number, are identified in the 

15 inventors 1 lab (and upcoming publications) by EST number, and 

clones have been submitted to the American Type Culture 
Collection (Rockville, Maryland USA) under clone nam6s. 
Table 12 cross references those different numbers for the 
ESTs from CDNA, SEQ ID NOS 1-2409. 

20 Certain Sequence ID NOS are excluded from some claims 

based on their homology to known non-human sequences (See 
Table 2) . 
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NOTE REGARDING SEQUENCE LISTINGS: The listings of SEQ ID 
NOS: 1-2421 are in numerical order. However, an occasional 
number (for example, SEQ ID NO: 44) is not found in this 
list. In all, 9 SEQ ID NOS are not used. Nevertheless, the 
5 convention "lr-2421" is used, for example, to refer to all the 

SEQ ID NOS in the following list, while "1-315" is used, for 
example, to refer to all the listed sequences falling between 
SEQ ID NO 1 and SEQ ID NO 315. 
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SEQUENCE LISTING 

(1) GENERAL INFORMATION: 

(i) APPLICANT: Venter, J. Craig 
Adams, Mark D. 
Moreno, Ruben F, 
(ii) TITLE OF INVENTION: Sequences Characteristic of Human Gene 

Transcription Product 
(iii) NUMBER OF SEQUENCES: 2412 (1-2421, with 9 SEQ ID NOS unused.) 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Knobbe, Martens, Olson, and Bear 

(B) STREET: 620 Newport Center Dr. Sixteenth Floor 

(C) CITY: Newport Beach 

(D) STATE: CA 

(E) COUNTRY: USA 

(F) ZIP: 92660 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC - DOS /MS - DOS 

(D) SOFTWARE: Patent In Release #1.0, Version #1.25 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: 07/837,195 

(B) FILING DATE: 12 -FEB- 1992 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 07/716,831 

(B) FILING DATE: 20-JUN-1991 

(viii) ATTORNEY/ AGENT INFORMATION: 

(A) NAME: Israelsen, Ned A. 

(B) REGISTRATION NUMBER: 29,655 

(C) REFERENCE /DOCKET NUMBER: NIH004 . 004CP1 

(ix) TELECOMMUNICATION INFORMATION: 

(A) TELEPHONE: 619-235-8550 

(B) TELEFAX: 619-235-0176 

SEQ ID NO:l: (Length of Sequence = 362 Nucleotides) 

CTTCCCriTT GITCCCCTCA GTCTCCdTT TAATTGCTTC CCTCCATTTT CCTTAGCAGC ATCCTAGTTTG ATGGTCTGGG 
TTATCAGAGG AGCAAAAACA TTTAAGTGTC AAATAATGCT CATTCTCTCC CTGGGATTTC TAAACAGAAA AAATGAAGAA 
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AGAGGCAGAG AAGAGCTTCA CAAGGTCTGT GCCAGCTCTG CATCATTTCC AGCTGCTCAA CCACCATTTC TCCCATTTTA 
GGTCCCCAAA AGTAGGAGGT GGGGCCTCAC AGAGCTGCTG TGGGCTITOG GTATCAAAAG CIGCAGCCAC CATATGGGGC 
ACTCCTOGCT GGTGTACAGG GTGGGCATTO CCCAGGTCTT TT 

SEP ID NO:2: (Length of Sequence = 214 Nucleotides) 

GTlTINdTT TTTCTTAGCT TCATTTCTCT TAAAAAACAA GGAACAAGAA AACA.TTGCAC CAGCGTTCTA AGCCTCAAAC 
AAAANACAAA ACAAATCCCC CTGOGAAGAA CAATAAACTT TACATCTCTT TCGCAACAAT AACTTAAAAT CACCCAACTT 
CXMTCGCTC CAAOCACAGC ACTTACTEAG TTACAAAAAT ATTCCOTGTG CTGC 

SEP ID ND:3: (Length of Sequence = 344 Nucleotides) 

ATTAATAGGA AAGATGATTC TATAGAT3CT GGGCTATTAA CTCAGATCAG GATCAGAATC GGGACTGCCT TTACATCTGT 
GCTACCCAAA TGGGTGGTTG GATATAAGAG TAACAAAAGG ACTCAAAGGG TTAAAAAAGA AAGAAAAAAA AAAAACTCCC 
T3GTTGGGAG GGICTXAACT ATCGAGTGTT 1TTCCAAACC ATTCCTCCTC TGCTCACCTA CCCCTAGGTC ATTAAAGGAG 
ATAACTTTTA AAAAAGAAAG AATTGGCTCA AAGCTACIGT AAATTCTAGG ATXATATACC TTIATATAGG TTCATTCCCT 
GATCCCTGTA TTATCAAGGC ACAG 

SEQ ID NO:4: (Length of Sequence = 352 Nucleotides) 

GACCCGGTAA C0GAGGCX3GC AAGGAGGCCA GGTAGTCCCG GCACCTCTCA CTCTGCAGAG ACX^GCGGCT TCGIGGGAGG 
CCTGTGGGTC ACACGTAGGG GCTAGAGCCA GCCTGCATCC TCCCCACCGG GCTCCACTTG GAGATCAGCA GGAGGGCCAG 
TCTQGGACCC CTGCTCCCAC CTCTCCTCGG CCTGTKTCCT TTCT3GAAAT TAAGAAGCTG TCCTCCAGAG CCAAGAGGAG 
CAATAAGAAA CCTCGTGT3C CAGCTTCTTA AGGGTKGCAG TGGAAGACCC CA 

SBO ID ND:5: {Length of Sequence = 562 Nucleotides) 

atacccttac atataxattc acagaaaatc atatigcata tactctttct ccacatcata aaaatgggtg tigggctctc 
taggacacaa gggaagcagg ccaaatttct catattttca ggaataaact gagtgccccg aaggtdgtaat aggaaccttt 
tactaacctc atctgacttc atcctcacac cagcattitg tgtctaagga aactggccga gagiggttaa gaaatatatc 
caaagacgta tagttccaaa tggaacacgg atctttitat ttaaattcca atcatctttc cattatatca gccaatgatc 
gagcagaaag ctggtccagg caatcccaga atagatcttt ctaggcaccc gttcagict3 aggaggggga agiggccitc 
ccaaggggcc agtgagctca atxagggtta acx3ctgcttc ttagcctacc ccaggggnca ccgcacttag gttgttttct 
gcccagctit ggcaggaagc attcctcctt tcaaagatcn nagcctigcg gtcatatatc gggtgtaata gggttctttt 

TT 

SEP ID ND:6: (Length of Sequence = 359 Nucleotides) 

ACATGITCTC CCTCTTTCAA TTTTAGCAGT AATGTGATCC TCAAAAATGC ATTAATACTA GTTGAAGTAA ATAAACGGAA 
GAGCTCCAAA ATGCCTGCAT TAAATCCATT TTTCCACACT AATGCCAATC ATCCAAAGCT ATTTTCAACA AGTCAGGTAT 
TCAAAGCTAT TCACACCACT TGAAAGAGTA ATTACCATTT ACTGAAGCAC TTATCTGTCC TACACTGATG GGAGTAAATG 
CTTCTCATAG GTTATCTCAT GTACATTATG CCACTTTNAC TTAAAATGAT CACAATTNAG TGCTATAGGT TTTT3GGTTA 
ATGTTTTCCC NGGGGGAGIT CTTAAAAACA TGGCATTTC 

SEP ID NO: 7: (Length of Sequence = 218 Nucleotides) 
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AACTTGCAAC A3AAAXACEA GAAAAAGAGA AAATATCATC AAAATACAAA TAACTCTTAG AAATCA3TGC TCAAAAGAAR 
AACCTQGCAA TGCATCA1TA CGAAATGCAA AAGAMGAXAC AGTTCCTCTC TCTATATGQG CTTTCCACAT CCACAGATTC 
AAACAACTGT GGATAAAAAA GGAITTTTCA ATGCCATTTAA ACAVCAATCC AACAGTAA 



SEP ID NO: 8: (Length of Sequence « 345 Nucleotides) 

CEACAATAGA AGGCAAACEA TGTCCCTCCT TTGCTCAGAA ACnTTAATA TCTKCCTATT TCCCCAT3TA AAAGCCAATC 
CTCAACCACA GTCTAGAAGG GCTATCCAIT TCTAGCTACA CATCTCCTCA GTCACTGCCC CCAGCCCCAG TACTTGGGGA 
CTTTGCCCrr GCAGTTCOCTr CTGCCAGCAA ACTCTTCCTC CAGATCTCCA CATGACTCAC CCNNCTCCTT CAGGGGTCTT 
CTCAAATCTC ACITTACCAG AGGTCGCTIC CCTGACCATC CTGTATAAAT AGCATCACCC TACCTCCTAT CICTCTCTCT 
AATOTCTCAG GAATTOGATA TCAAG 



SEP ID NO: 9: (Length of Sequence = 189 Nucleotides) 

GTGAACAGAC TAAGGCCTTT NTGGAGGCCC AGAATAAGAT TACTGTGCCA TTTCTTGAGC AGTCTCCCAT CAGAGGTTTA 
TACAAAGAGA GAATGACTGA ACTATAT3AT TATCCCANGT ATAGTTGCCA CTTCAAGAAA GGAGAAOGCT CTTTITATIT 
TTACAATACA GGNTTTNAGA ACCACCGGG 

SEP ID ND:10: (Length of Sequence = 267 Nucleotides) 

CTCCCTTOGC CACCTGCTGG AOGCGAGGGG CTACTAOGAT GCCATGGGTG TCCTSRTTTT TTATITCTCA GACAGGACTG 
CTCT3TAINT GTCITT3GAT TCTACCTAGA TTTATATTTG TAAAATATTA CATTTGTCAT GACCAGAAGA AAXCTCATTA 
TCCTAAAATT TAGATTCTGG NGTCTATATA TX^IAAGNAAT ACTAACTACT AACTGITATA ACAWCAAAAT GTGGGNTCTA 
TATCTACARG CCNGAGCCGA CTTGTCA 

SEP ID ND:11: (Length of Sequence = 247 Nucleotides ) 

CTCATAAAGC CAGGGTCATA AAAWTGGTAG TTTCATCITA TCTACAAGRC TAAGKTCAAA ATTCCATGCA TGTGOTGRTA 
AAAGACCCAT NATGGKCCIM ACTGTACITA CTCC0CA3TT A3TAGCATTC ATTCTOGTCA QCAGCTCTAG TTCCTCTGCT 
TAGOGAATCT OGCTIXTTCrT CAAGATGTTCA TTCAAATGTC ACATTTT3TC GGAAGCCTTG CCTITTTIGA CACX3GTCTCC 
CTGCCAC 

SEP ID NO: 12: (Length of Sequence = 280 Nucleotides) 

AAGGOGAGAG GCITCTGGAG AAACCCACCC CACCAACGTC TTGATCTTGG ACTTTTAVCC TCCAGAGCTA TGAGAAAACA 
AVTTTCTCnV VATVGVGGCC ACTCAGCCK3 TGGATACTGG CAGCCCTAGC AAACTCATAC ACACATACAT TITAAACTCG 
GTTTAATCCT CTGRCCATTC ACTTATQGTT CAUiTlTlAA ATAGTCCTAG TCTTATGVCC ACTGTTAAAG TTCACCAGGA 
CAXAGGSCAT TGGGGAAAGG GGOCTCIAAC TCTTGGATTA 



SEP ID NO: 13: (Length of Sequence = 339 Nucleotides) 

VCTVTCIVCC AACTTCATTC AGATA1TGAC TCTGGTGATG GGAACATTAA ATACATTCTC TCAGGGGAAG GAGCTGGAAC 
CATTITIVTR ATTCATGACA AATCAGGGAA CATTCATGCC ACCAAGACCT TGGATCGAGA AGAGAGAGCC CAGTACACGT 
TGATGGCTCA GGCGGTGGAC AGGGACACCA ATOGGCCACT GGAGCCACOG TCGGAATTCA TTKTCAAGGK CCAGGACATT 
AATGACACTC CTCCGGAGGT TTCCTGCACG AGACCTATCA TGCCAACTGT GCCSTGTARA GGTCCAATKT TGGGTGSTCT 
AOGGTAGTGG GGAGGCCTG 



SEP ID NO: 14: (Length of Sequence = 342 Nucleotides) 
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GGGVGCAAAG TAGCAGATTC TAGTAAAGGA CCAGATGAGG CAAAAATTAA GGCACTCITC GAAAGAACAG GCXACACACT 
TGATOTGACC ACTGGACAGA GGAACTATGG AGGACCACCT CCAGATTCCG TTTATYCAGG TCAGCAGCCT TCTGTTOGCA 
CTGAGATATT TCTGGGAAAG ATCCCAAGAG ATCTAITITC AGGATGAACT TCITCCATTA TITGAGAAAG CTK3GACCTA 
TATGGGATCC TTOCTCIAAT GATGGATCCA CTCACTGCTC TCAATAGAGG TTAATCCG1T TOICA L ' ITJLT TTOIACAAAA 
GGAGCARGCT CAAGGAGGGC TG 



SEP ID NO:15: (Length of Sequence = 354 Nucleotides) 

ATCTTGATGC TGAAATTVAA GATCCACCAA TTCCAGAAAA AOCATOGAAG GTTCATGTGA AATOGATTIT GGACACTGAT 
ATTTTCAATG AAT3GATGAA TGAGGAGGAT TATRAGGT3G ATGAAAATAG GAAGCCTGTR AGTTIYOGTC AGCGGATTTC 
AACCAAGAAT GAAGAGCCAG TCAGAAGTCC AGAAAGAAGA GATAGAAAAG CATCASCTTAA TCCTOGAAAG AGGAAACATT 
CGCCTTOGCC TCCCCCTCCG ACACCAACAG AWTCACGGGA AGAAGAGTGG GAAGAAAGGC CAAGCTAGCC TTTTATGGGG 
AAGCOGCAAG AAGTCCAGAA AGAGGGWWGG TTGA 



SEP ID NO:l6: (Length of Sequence = 348 Nucleotides) 

CAGGCAAGrrT tcttccagga tgagaaatca ctggaaagig agggccagoc aacagccacc accaaccacc caacacgcga 

GCGAGACCAT CITAAAAGAG CCCCAGCCAA GCTGACCATG GGTCT3ACCC CAAACTCAAG AAATGCCCAG CCCAGCCAAA 
COCAAATTGC TAACTTGTAT TATAAGCAAG TACAATGGTC CTTACCTTAA GCCACTAAGT TITGGGATGC TTTdTTACAC 
AGCTATAGAT AAGCTGATAC AGGGAATGTC AGAWTCCATG ATGAGAGACC GAGCCTTTCA KTCTGTCAGA GGYACCITVG 
GTTQGCAAAA CITCAAAAAG AGGGACCT 



SEP ID NO: 17: (Length of Sequence = 415 Nucleotides) 

AGCAYGGGCT GGGGGGCCGG GAGTITAGGGC TGGGGCTICT TTTACGCTCT GCCCCCCACA CCCCCTCCTC TTCOGTCCTG 
ATTAAGCCCA AGGCTTGGTG GAdTAACTT TCAGCCCATC TCTAAGGGTT TCACAGACTG GATCTTTCTA AACTTTATTG 
GGTACCTGCT TCCCCTTTTC CCTGGTAGTT TTCATCTACA AAAAGTCAAA ACCIGATCGA AATAGAAATA AGATCATCAA 
ATIGGACCAT TCTCTTAGCG TTOGACTGTG CCGGCCAGAC TCGCATTCAG TACAOGCTGA GATCCAACCA CATCACACTG 
GCCTCAGCTC ACCAACTCGC CACTCAGGGC ACAAGGCCTG CCCTICT3GT CACAAGGCTT TCCTTAATCT CCTOGGTGCC 
CAGCTGAACC ACAAG 



SEP ID NO:18: (Length of Sequence = 356 Nucleotides) 

CTATCTAToT CTGTAGCTAT TTCTATACTT AACCATCTGT GTCCCAATTA AGCTAAACAT GATTCATTCT GATCCCAACC 
CCCATCGATC ATGCCAT3GA TCGCTCTAGA CTTCITCCCT TGTAACCTCC CACTCAAACA GTGAGAAACC TTTGCCCACT 
ATGTTTTGGA CTAACCTCAC TOGGAGTTTG GAGTCCCACT AGATGAATGC CAACCCATTT CTTCATTTAA AAGGACTTCT 
GGAACCATAG AGGAATGGCT GGGCTGGGTC TVGCACGTTC ATCTTGACTG AAACAATTGG CCATSAAGGC ACTTGCCAAG 
GAAACTCTAG GGGCCACAAG GGTCCTGGGT GCITGC 

SEP ID NO: 19: (Length of Sequence = 339 Nucleotides) 

CATCCTTCCA TTTTTTTTAG TTTTAAACCA CCAAACCAAT ATTTIYCCIT TAAATTITAA TCTTATAATA TAGAAATCTT 
ATGTAAATGA AATTITGTCA TGTITCAAAT AAAGAGAACT GAAGTAGAAA ATAGAAATGC CAGTAAACAA CATAATGTTT 
AATTTACAAC TTACATTAGG GGTTIT3GGGG VATGCTAATT ATATATTGAG AAXATACATT AGAACTCTTC AAAATGGGCT 
CTICTAATGA GGTCACTACT GAACATAATT GTTCCCTCTT CTGTTAAATA GAATAGGTTT AAATGACTAG TCCAAATGGA 
ATTATTGCCT TCTKCTTAA 
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SEP ID NO: 20: (Length of Sequence = 437 Nucleotides) 

AGAACAAGGG AACTCAGCAG CCCCTCCCIT CCCATCAGCT GTTCCTGAGA GATCCAATAT AGTAGTCATC GACATCATCC 
TD\TCAACAG CATCATCACT CAGACACTGG TGAAAGTCTT TCTTCACAAG GAAAAACAAA GATAAAGAAA TACATSAGCA 
TIAATCAGAA ATTTTCAAAG CTTCGATTCT AATGATA1GC ATTATCATTA GACATTCAAA TGCTATACAT CITCTGATGA 
AGCCTCCTTG ACAGCAGCTA C&CITA2TIC ACATTAGAAT GCCTAGAGAA ATCCTGACTG CCCAGCTTCG TCAIQQGACC 
TTCCCCACTC TCCTCTTQGA GGAATCAAAA GATGTGGOGG CITTCTACIT TTGCTACTGA GCTOGGCTAT ATOGCTAGGT 
(XACTTTCTA AGGGGCTTGG AAGGGTTATT CCATCT3 

SEP ID NO:21: (Length of Sequence = 385 Nucleotides) 

GTTTSArrrG cnrmTrr agagttitac atcagtgttt ttcaggaaia ttggtctitc attttcitit ctiggaatat 
TrrciAGrrr tacitigtca gagtaaattc TGGCITCACA GAATTATTIG TAGTCTCTCC aUl l' ri Uj Tl ' TAITCATGCT 
GCTATAACAA AATACCACAG ACAAGGTGGT AATAAAXAAC ACAAATTTAT TTITCCCACT TCTGGAGGCT AGGAGTTCAA 
GAAGCTGGCA AGTTCAAIGT CTGGTGAGAC CCATTCCTTC ATAGCTGGCA CXZATCTAGGG CTCCTTACAT GRCAAAGAGA 
TGGAAGGGOC AAAAAGATCG TGACCIATTG TGAGGCCTTT TTTAAAGGGC CTTVAAATCC CACTC 

SE30 ID NO:22: (Length of Sequence = 374 Nucleotides) 

ACCTTCATGG TCATGAAGGC CATGCAGTCT CTCAAGTCCC GAGGCTADGT GAAGGAACAG TTTGCCIQGA GACATITCTA 
CTGCTACCTT ACCAATGAGG GIATCCAGTA TCIXXGTGAT TACCTICATC TGCCCCCX3GA GATTCTTGCCT GCCACCCTAC 
GCCCTAGCCG TCCAGAGACT GGCAQGCCTC GGCCTAAAGG TCTGGGAGGG TCAGOGACCT GCGAGACTCA CAAGAGGGGA 
AGCTGACAAG AGATACCTAC AAGAOGGGAG TRCCTCT3CC ACCTGGTGCC GACAAGAAAG COGAGGCTIG GCTCTGGGTC 
AGCAACCGAA TTCCAGTTIA GAGGOGGATT TVGGTCGTKG ACGGTGTCAG CCAC 



SEP ID NO:23: (Length of Sequence = 322 Nucleotides) 

CAAAACCTGA TCACCACAGC TCCGTTCCTG CAGTGACACT TAACATACTC AGCATCTTCA TGAATTCT3A ATAATTTACT 
GATCGTAAAG TCTAAAAGTA TCAATTTCAG GTGAGCAGTT TTAAATCAGA AAATAGTCAA TAGTTAATCA TCACTCTTCA 
GQGTATTTCC TTCACGTCCT CTGAAGAGIT TCCCAGAACA TICTICTGAA AAGGAATGCC TCCCAACAAT GGAGAGCAAC 
AATAGCAACA GGCATCTGAA TCAGCCTGGC CTCTGAAAAC AGACCANAGA GGAGTTTATC TCITTCTTCC AGTGGAGGAA 
GG 

SEP ID NO:24: (Length of Sequence = 113 Nucleotides) 

CCTGAAATCG GACTCTTTTG GACTGACTCC AAATTCAATG GCTGGCACAG GCAGCACGGA GTCCACGTGA ATCTCCACCC 
OGTTAACAGG CGGGACGACA GCCCCITCCA GCC 

SEP 3D NO:25: (Length of Sequence = 399 Nucleotides) 

GGAAAGAATG AAGGAAAAAC AAGACAAAAT CTACTTCATG GCTGGCTCCA GCAGAAAAGA GCAGACGCTG GCCTCAGACA 
CAGACAGCAG TCTIGATGCC TCGACGGGAC CCCTTGAAGG CTGTOGATGA TAGGTTAGAA ATAGCAAACC TGTCAGCATT 
GAAGGAACTC TCACCTCCGT GGGCCTGAAA TGCTTGGGAG TTGATGGAAC CAAATAGAAA AACTCCATGT TCTCCATGTA 
AGAAACACAA TGCCTTGCCC TACTCAGACC TGATAGGATT GCCTCCTTAG A1GATAAAAT GAGGCAGAAT ATCTCTTGAA 
GAAAAAANTT GCAAGCCACA CTTCTNGAGA TTTTCTTCAA GATCCATTTC AGGGTGAGCA GTTAGACTAG GTTGAATIT 

SBO ID NO:26: (Length of Sequence = 355 Nucleotides) 
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GATTQCTATA CGGGCAACAA TOGATTGATA GCCITAATAT AGAAATAGTT CCAGCAGGCC AGATGCAGTG GCTCAATTCT 
GTTAAACCCAG TGCTCTGCAC AGCTAGGAAG GAAGATCACT TCGGCCCAGG AGTTCAAGGC TCCACTGAGC CATCATCAOG 
CCACTKCCTC CAGCCTQQGT GACAGAGTOA GGCCCTGTCT CTAAAAAATG AAATAGCTCC ATCAAGTCAA TAATTAAAAG 
TTCAACAGCC CAACAGANCA AAAATTCIAA ATGANCACAA ATTAGAAAAT GTACAAATTA AATATTAATG ACCCATAACC 
CTATAAGGGA AAGTTCAACC TCTCTAGTAT TITXT 

SEP ID NO:27: (Length of Sequence = 322 Nucleotides) 

AAAACGTGAT CACCACAGCT COGTTCCTGC AGTGACACTT AACATACTCA GCATCTTCAT GAATTCTGAA TAATTTACTC 
ATCGTAAAGT CIAAAACTAT CAATTTCAGG TGAGCAGTIT TAAATCAGAA AATAGTCAAT ACTTAATCAT GACTCITCAG 
GGTATTTCCT TCAOCTCCTC TGAAGAGTTT CCCAGAACAT TCTOSTGAAA AGGAATCCCT CCCAACAATG GAGGAGCAAC 
AATAGCAACA GGCATCTGAA TCAGCCT3GG CTCTGAAAAC AGACCAAAGA GGNGTTTITC TGCTTTCTTC CAGTGAGGAA 
GG 

SEQ IP NO:28: (Length of Sequence = 287 Nucleotides) 

TAT1T1TATT AAAGGACCAC CCT3GCTCIM CTGAGATGAA TGGATTCAAA CAGGGCAAGA GTGGATACAG M3AGATAACT 
TAGGAAGCTG GTATAGAAAT CIGGATGAGA TATGGTGGCT TQGATGATAC TAGCACTGAG TATQGGAAGT AGGIGGATTA 
CTTTACACTT TTITAGATCA GTCKKTTCTT GATGTCTTGA AGACAAATTA ATCTCATATA TAACTCTAAA CAACATATTT 
ATATITCATG TAAATAAGGA TAATGCTGAC CAAATATTAG CACCTTT 

SEQ ID NO: 29: (Length of Sequence = 282 Nucleotides) 

CAGGGCAGGG AAGCCTGGAA GCAAAGGAGG ACCTGGCTCC TGACTCTCAG AGAGGATAGG CIGGGATCCC TGGGGCAGGC 
CTCTTCCTTG GCIGGCCAAT TTAGTCTTTC AATTGTCIAA GGGCTCTCCA TTCCCTGCCC ITGCCTCXTT CTAGCCTGTT 
ATTTCTAGGC TCCTCTGAAT AAATCICAGG TITCCTACTG TCATGCCTTT AGTTCAAAAA TGAGAATCIG CCCTACAGIG 
CTQGCCTCCT TCCGGCCTCA AAGCCAGCAC CTTKCGACCC GG 

SBQ ID NO: 30: (Length of Sequence = 345 Nucleotides) 

GAAGCTCGTG AATACATTTC AAGACACAAC ATCGCACCTG 1GTCTAGCTC TATCGTACAA CATGGTACTA TGACACATAT 
AATCGGTCGC CAGATGGGGA AGGCAGCITC TCIGCAACTG AGCTGAGATC TCAAAATAGA CAATGTCAAG ATGGAATGAG 
AAGGGAAAAA CAGCATGTCT AGACAGGTAG TGACAAAAGG CTAATTAAGG ACTGAAAGAA ACCAGTGGCC AACAAGGGAA 
TCTACGGCTG ATAAAGATAA GAOGGTGAGA GAGATAAGGC TAGATIGTAT AAGGCTTGAC AGACCATAGC AAGATAAGCA 
AGGACCTCTG TCCTGTTAAC CATTT 

SEQ ID ND:3l: (Length of Sequence = 343 Nucleotides) 

ATAAAATIGG TCTGGGTACC CTAAGGTGTET TGCKTTGATA GAAAATTGAC ACCCCAAACT AAGTGTTCTA CTTAGCTTCT 
ACAATAGTTA TTCCTAGACC TTAGATTAGT CATTACATTT TTATTTAAGG TACTATGTTA CTTTCATGAC TACAAAATGA 
GGCACTOGTA CAAAACAGGA ATGAAAACAT ACATATACTC TCTICTCTIT ATCTCGTATT AATGCCAAAG ATATTGTCAG 
GGATTATTIT AAAGAAGCCC TTACTCATGA TGGCIATTTT TAAAAATGGC ACAGGACAGT AACAGGCTGA AAAGAAACAC 
CTGGTTTGAG GGGCCAAATT AAG 

SEQ ID NO:32: (Length of Sequence = 153 Nucleotides) 
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ACAGGATOCT CAGGACAAGC CACCICPGGT AAACTGACAT TTCAGANGAC CXXTGAAGGN GGGGGGTTCA CTCATCTSGA 
CATCTTGAGG AAGACTTTAC TGGCACAGGG AACTGCAAGG KCAAAGTCCC CAACTACIAG GGCTQGGQGC AGT 



SEP ID NO:33: (Length of Sequence = 257 Nucleotides) 

TCAGTCAGCT TATCGCAGGT GCAGCCAAAC ACAAAGCITC AGGACAAATT GTACAAACIT TACAATCTGG GATTTAAAIT 
TfcAAATATCA TACATAAAAA TCEACACAAA ACTGAXAAAA ATCAAGCACA GNTACCAGGA TIGAAACTEA TAATAATCCA 
TCIGIGAAAG GGAGTCITGT TTCCITTCAA GTGCmTAT TCTGCTATGG AACACTCAAA ATGGAAGNTG TAAAGCTTTG 
TGGTTAGTTT AAATIAT 

SEP ID NO:34: (Length of Sequence = 307 Nucleotides) 

CIOCCACCCA TATCTAATCC AACAAGTCCA GCTGCCTCTC TCTNAAMAAT ACCNARGATC AGGCCCCTTC TCAGCACCCC 
CACAGCTGCT GCCCCAAAGG AAGCCACGTC ATCTCTCACG GAGATIUTKC AGCAGCCACT GCCTCCTTGT CACCTTCGCC 
TCIGGTCATT CTCCCCACAT GGCCAGGGAA TGOGTCCTGT TAAAGTCTGC TAGCTCACGG TCCTTCCTAC TCAAAATGCT 
CCCYTCGCTC CCACTGCCCC CAGAGTTAAAA AGCCCAGACC TTCAAAIGAC ACAAAGGCCT ACAAOGA 

SEP ID ND:35: (Length of Sequence = 266 Nucleotides) 

TCCACAGCrCC.ATCAGATRCC TGCINGATAA TATATAAACA GTAAAAACAA CITTCACITC TTCCTATTNT AATOCTGTGC 
CATGGATCTG ATCTCTACCA TGACCCTACA TAAGGCTGGA TCGACCTCAG GCTGAGGGCC CAATGTATGT KTGGCTGTGG 
GTCTCG1TCG GACTCTGTCT GCKGACTAAG AACAOGNTTT TCAAGATTCT AAAGCTCAAT TOAAGTGGCA CATTAATRAT 
AAACTCAGAT CTGNTCAAAA GTCCGG 

SEP ID ND:36: (Length of Sequence = 388 Nucleotides) 

CAGCITTCGA AAGACTTTGA CCTCTGAACA AAAAGCCAGA AGGCTGCTTA AAGAAATAGT AAGGGTTTCA CITGCCCTGG 
ATAGTCACAA ATCEAGGACT ACTGGTTCAC 1GCCTTGGGT TACCAGGTAT CAGCICTITC ACAATCTCTC CTCTTCCCAT 

Gcrrccccrr AAAGTCCACT tgacaaatga AAAAGAAAAA AAGGCCTFGA tttatagtat tgccaaacaa cctcataaga 

ATGGGTAAAA TTACATACAC ACATACATAG AGAAGGGAGG TAATCCICTG AATCTACTTG AGCK3GATTG CATGCTCCCT 
AGGGACCACG GTGCCCAACC TGTTAATnTA TTTCTAACTT TTATAAATAT ACTCCITITT CACGGATG 

SEP ID NO:37: (Length of Sequence = 342 Nucleotides) 

GAATCTCTAC ACAAGGAAGT ACAGGATTTG GCTTTTCTAG ATCTCATATC CAAACITCGC AGTCATGAGA ACAAAAGTCT 
TGCCCAGCAG GCCTCTCTCA CAGAGCAGAG ACTIACTGTG GAAAGCTGAG AACTGCCCGA TACACQGCAT CATCCGATCT 
CTAATTTCCC CTCTGTCCTC CATCGAGOGG OTCTTCOGC TTCATTCTCT ACCATACCAC TICTGCATCC ATGTRATGTT 
CIAATACCAA TTGAAGAACC GCTGTAGCTA CCTCCCTAAT AAGGATTCCT AAACXTATAG TEAGTCTGAT CATGACITTC 
GTCAAAGGCA AGTTYTCCCAC CC 

SEP ID NO:3B: (Length of Sequence = 355 Nucleotides) 

GATGACTTGG AGAATGCCGA AGAGGAAGGC CAGGAGAATG TCGAGATCCT CCCCTCTGGG GAGOGACCGC AGCCAACCAG 
AAGCGAATCA CCACACCATA CATCACCAAG TACGAGCGAG CCOGOCTGCT GGGCACCOGA GCGCTCCAGA TTGCGATGTG 
TGCCCCTGTG ATGGTOGAGC TGGAGGGGGA GACAGATCCT CTGCTCATTC CCATGAAGGA ACTCAAGGCC CGAAAGATCC 
CCATCATCAT TCGCGJITAC CTGCCAGATG GGAGCTATGA AGACTGGGGG GGTKGACGAG CTCATCATCA CCGACTTGAG 
CTGGAGTCAT CTTTCCTSVIC CITIGCCCCA TGCCC 
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SEP ID ND:39: (Length of Sequence = 303 Nucleotides) 

GCCAAAAACA NYTCTGAACC CGTTITCGGA AATAATGGGA TTCCTTGATC ACGGGACAAC GAATCACCCT GAfl bTlTlTC 

TCCACTITAC tcagtcacat aagccaccag aggciaacca cactcacaac aaaagcaagt cccaggattc cgggggctaa 

TACCATGCTA GGCATTACTT GGGAAGTIAT GAGTTOGTAT ACATCICTGA ATTTQGTCGG AGGAGAAAAC TAACAGTAAA 
TITATCAAAG CCAGTK3CTAC GITCAGCGTT ATAAAAATTA CAAGGATCTG CTTCTCQGOG ACT 

SEP ID NO:40: (Length of Sequence = 178 Nucleotides) 

GGTCTOGGGG GCTAGAGATA CACATGCCAG TOCTATACAT TTCTCAGCAC TCTGCTGTCG ATTCACAGCA CHTCAATTCT 
TCATGOGATA TAAGCCAGTC ATCTGGCCCA AGTTATTCTG TOQGCICTGT TCTCTCCAGG AATCTGATCC AAGAAGGCCT 
GAAGGATGCA TGGCTTCT 

SEP ID NQ:41: (Length of Sequence = 322 Nucleotides) 

TCCCITTCIT TAGAAATTTA GGGCAGTCTG ATGCITCCAG AGGTCTGTAC AAACACCAGC TTTCATTCT3 CTTCGGAGTT 
TCCATGCCTC TYCCTTCTCT TOGCTTAGTG CAQGTTTCIG CTITTTATCA GTITGACT3C CTCAGACTGA KTCCAACAAC 
CCAAACTGAA CGCTCAGCTC CTCCKTITCA AAGGAGGATG AC1TOTCINA ACAACTATTT AGGTGAATTA TTKCKACACT 
TTATTAAAGC AATGGCTCTA AACAAATTCC ACTGGGGCTG ACAAAGTACA ATACAAAAGG CCTACTCTGA GGGCHX3GGG 
GT 

SEP ID NO:42: (Length of Sequence = 278 Nucleotides) 

AAACTTTGGC ATTnTATTC AGACADGTAT AAAAACAAAA CAAAAAACTT CAGTGATACA ACAGACX3TTT TCCCITAGTT 
COXATCCAA GGGGACAGAG GTCTGCAGCT GAAGCTGGAY CTlTmiTRj TCCTACCTGG AAGCTCTCIC ACTGCTGGAT 
GAGAATGGCT TCIAAAAGTG GATCITGGGG ATCXTTCTGA ATTTGCCCTC GGATAAGGAG TCAAGWTCAT TTADQGCACA 
TCTGGATTAT GGTTTACACA AAGATCTCCA CJITAITIT 

SEP ID ND:43: (Length of Sequence = 225 Nucleotides) 

AGATCAAAAG ATGAGAGAAG CTGAAACAGA ACOGCATGAG GGAAAGAGGA AACTGGAATC TCIGTGGCCC ATCTTCAGGA 
TCCACCACCA GAAAACCCCT TACATCTPCG CCTCTTTTAC AAGCGGAAAG CCAGCAGCAG GATCTCTAGG AATATTAGTA 
TTAAAGAAGG CTATGCAGCA TAAACCTGAT TTCAAAATCG TAAAAGCAAG GTTATCTGTA CTTCT 

SEP ID-NO:45: (Length of Sequence = 305 Nucleotides) 

GGATTGCCAG GAGCICTTCC AGGTTGGGGA GAGGCAGACT GGACIMTTG AAATCCAGCC TCAGGGCTCT COGCCATTCT 
TOCTGAACTG CAAGATGACC TCAGATGGAG GCTGGACAGT AATTCAGAGG CGCCACGATG GCTCAGTGGA CTTCAACCGG 
CCCTKGCTAG CCTACAAGGC GGTGCTTTTG GGGGATCCCC ACGGOGAGTT CTGGCITGGG TCTTGGAGAA AGGKGCATAG 
CATCACGGGG GGACCGGAAC AGCCGMCIGG CCCTGCAAMC TGOGGGGACT GGGATGGGCA AACGC 

SEP ID NO:46: (Length of Sequence = 264 Nucleotides) 

ATGAAATAGC ATATCTNNGC CIAATEAAAA GATTCCATTA CATTTACITT TATCATTTAT ACTGCCAAGG ATCAGTCACA 
AAAAATTCAA ATTATACATA TIMTCATGC TTIAATTTCA TAAATAAGTA AATIAAAGCA AGCCAATATG TCTCTCTTCA 
TAACATAGGG AAAAATTACT GTTTAGCATA ACAGNGTAAT AGGCAAAGTC TAGCCATACA GCAGCAGTTC ACX3GTGTTGT 
CAAGTTGGKA CAGGTTCCAT CGAT 

SEP ID NO:47: (Length of Sequence = 175 Nucleotides) 
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gatcicttoc agoctcaato tactgggaca gcaaacactc acatctgaag ttccitctgg ccaccggctt cccagtacat 
tcaogctgga agagatcatc tcaaatggtt ctcc7ctctc aggctogaga tctccagaaa tqgagtctac tcciggqgig 

GCTTCTATOG GAGOC 

SEP 3D ND:48: (Length of Sequence = 270 Nucleotides) 

GKTOTCAGA GCNAOQGGGC AGCTCAMRCC CACAGOSGCr CCTCATCCTC TCTSGIGGCA TOCTCATICC ACTCTCAICT 
GCXKOTCCT CAGG0GGG0C TCTAGCTTTC TCA3X3TACTC TAGCAATTOC TGTTTCTCCT GCTXSEAACTS CTCCTITICC 
TTCTOGAGCA CACX3CAGGGC TGACQGCAGC TGTGTCAGCT TCCGCTTACT TOCT3ACAAC TGTACCAGGC TAGAATCCTT 
TCTGCCTOGG TCAGCTTCAG TCTITGAACA 

SEP ID ND:49: (Length of Sequence = 359 Nucleotides) 

CCCTGAAGAG TGGGTGGGAC AACCAGATGG CTGTTAACCCC TTCTGGGGGA AAAGGACT3A GTTTACTT3G TAAAAXAATA 
ATOCTAATGT CAGCAGOGTG GCTGGGGGAC TCAGTATOGT CCOGGGAAAA GAGTTQGGGC ACTGAACTTC CCAGGCOGAC 
TOGCCTTCGG CTQGCAGCAG GGAGGCTGCA GGGOGCCTAC C1MCTCTGCC AOGTCCCTCC CTAGGAAACC TATCCCAGGA 
C^CCCTGCTT TGGCCTGGAX AGCAGCCXAG GGATGAGCAT TTCTTIGAAA GCAATTAGGT TA3TCACCTG CTATTAAAAC 
TATITACTGrr TAAAAAAIUT GTGACTTCAT GGARCTQGG 

SEP ID ND:50: (Length of Sequence = 271 Nucleotides) 

CCAGGAAGGA CAGGAACTGTT CCTCTJiATAC GCATAAGATC CAGTACAGGA GAGATQGGAA Q43AGKCTCC AGGATGAAGG 
GGAAAARAGG OCGCATGCCA CTCACCTGGC ATCTNCCAGA GAGGCTCAGY CINCCCACTG AGACIGGGGC ADGAGTCCGG 
TCATGACCAT GCOCTCTGAC TGTOGAACTG TLTITITACC TGACAAATAC TACACAGGEA TOGMTCGTGG CCATACTCT3 
CTATCTAAAC CCAGGAACTC3 ATTAGATTCT T 

SEP ID ND:51: (Length of Sequence = 226 Nucleotides) 

CTCCAAGCAG TAAAGACITG CAAAGCA3TG CATITTCATT AAAGCTTGCT GGGCTGAAGG GCAGGCAGAG CTCTGGTGGA 
CACIGGCAGG ACGCAGCACC CCCH3ACIGG CCCITGGCAG GCIGCACOQG GCX3CATOOGG GTGTGGGCCA GGGTCTCdTT 
AGGAAGCAGG TCGGACTCTK NCACCTGCAG KOGGTOCAGG AGKGYACCAK GCCTGGCAGG GCACTG 

SEP ID NO:52: (Length of Sequence = 408 Nucleotides) 

GGTOGGGCAA GGTCGGGGTG AAGTGCACTC CTGCTGCATC ACTGGCAGGG CAGGGTGCAC ACACACACGT GGGTCMCTGGC 
TGGGTGAGGC AAGCAAAACC TCCCTGCACA TGGCAAAGGG ATCTGGGAAG TATCCATCGG CNCCAQGGGA AGCTGCAGIT 
TOGGGAGGGA AIGGC?IQGCA CTGCK30GIG TCTGTGGGGG CCACCCCACT GGGGCTCTOC AACTGCTCAA GrTCCXxTCTG 
CCAGGTTAGA AGCTATGATG GGGGCTTCTA GGACACINGA GGCTGACCTG AAAGCAAGCT ACITTTCACA CTQGGACCCT 
GCAAGAGGCC AACAAGAITA AGGGATGCTT CAGCTCAGAC TT3GCCCTCT TCITATGGGG CAAGACCTTC CCOGCAGAGT 
TCAGATCT 

SEP ID NO:53: (Length of Sequence = 314 Nucleotides) 

TTCICTGCAG GAGGACCACA TGGCACTCCA GCAGACTGCA CA ITITI ' A AA AACIAGGTCT TCCCAGGTAG TITGAGGAGC 
ACCAGGGCAC ACTCAGGGAA QGGACATCTC ACTGTCTGAG AGCTCAOGGG AGGAAGGTGT ACTGACAACA TGGACCATGG 
TGGAGIX3ACT TTAGAQQGCT CTTCGGTNAG GAGAATCATC ATGTAACAAA GCA3TAAATC ATTIGGAGAA ATTCAGAAAA 
NTOGEAGATO TACATTCEAG CCCACTTACC AGGCCTACTA AAOGTCAATC AGATATATTT CAATIT3AAT TCGG 
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SBQ ID ND:54: (Length of Sequence = 310 Nucleotides) 

AAGCCACCGC ACCTGGCCCA TTACATTTAT AATOITATAA GGGGG1TCAG GGGTOGTCCA CTGGAGCAGT GGTTCTCAAA 
CTOCTGTATG CA3AGGAATT ACCIGAAGGG CTIGTTAAAA CACAAACIGC AGGGCCCACC CCCAGAGTTT CK3CTIGGGG 
AGGTGTGGGC TCGGCTTGAG GATCTGAATC TCTCACAAGC TCCCAGGTGA GGCT3CTGGTT CTCIGGACCC ACTTCAAAGA 
CCCAGTGAAT CAGAAGAGTC AGTGAGACTG GACAAATGAA OGCAAGACAG TCTTCAAAGG AGACCAGAGG 

SEP ID MO:55: (Length of Sequence = 252 Nucleotides) 

TTTTTTTTTT 1YCCGGGGAR GTCAAACATA CTTTTTCAAC ATAGGATKTC TGACAGGAGG CCCTTGCS^CA GGGITCCCTG 
ACCTCTGYTT CAAACCCCAC T3GAAACAGA GCAAAGTCAT CATdAAAACC CAGGACACCA GGGCAGGGGG GCTGCACAAG 
GTCGGGTAGG TCACACTGGG CCAGCACACA GTGGCCCOGC CCAGGTCCAG CTCAGCCT3G GGGAGGGTCT GAGGGTTCCA 
KGGAAGCTCA TT 

SEP ID NO:56: (Length of Sequence . « 188 Nucleotides) 

GTCAAGTCTA CCATCATTCT AGAAGGAAAA GGCATGGTGG GAATTCAGCA CCTGAACTTG TATTTACACC 
TCTGGCAAGG RAATAGCGAT TCTTCATAGT GATGCAGAGA GAGAACAGGA GGAKGAAGAA CAAATAGACA 
ATCTAGGGAG ACTCCAARGA TCCAACAG 

SEQ ID NO: 57: (Length of Sequence = 304 Nucleotides) 
AATCAGCCTG CAAGCAAAAG ATAGGAATAT TCACCTACAG TGGGCACCTC CTTGAAGAAG CTGATAGCIT TTACACAGTA 
TTAGATTGAA ATAATGGACA GAAACACA1T CTTSTCAAGA AAGGGGGAGA GAACTCTGTT TGCAAGTTTC AAAGCAAAAA 
GCAAAAGTGA AATGATTTGA GGATTTCTCT TCTAATTGGA GATGATTCTC TCGTIGTTAG AAATGGCAAA TATTGATGAT 
TCTCTGCTAT TGATTQGTGC AGGATACTTC GTATAOGAGT AAATACTTGA GACTOGTCTC ACIT 

SBQ ID NO: 58: (Length of Sequence = 261 Nucleotides) 
CCAGAAGCTT CTTCCCTTCT CICTGCTCTC AGPGGTTCCC TTCCCTGAAG 
TCTGAACATT GIGAGCTATA AGAACCCTCA TATTAATGGT TAAGGGACTG 
GCTCITTGTG GAGGACTCAG GAATCCTCAA AATCAGCTTC AGCTATGGGG 
GGCAAGCACA AAGGAAQGIG G 

SEP ID NO:59: (Length of Sequence = 470 Nucleotides) 

AATACGTATT CTGAAGCCAC TATATCTGCA TATGTATCCC AGATTIGAAC AATTAAGTAA AAAGATCGTG 
GCCAGTTTTC TCTCTCTAGA AGTGAGAGGT GACAGATAAC CAAAGGAAGA AGGCTAGAAT GGAXAGAGGA 
GTCTAGTTCC TGITCCCTCT AGTCTTATAG ACTTCATITC CAAAGTCTCT TAGCACCCCC CTTCCCCCTT 
GTTTCACATA TTTTCTAGAC AATTAGATTC TIT1CTCAAA CTCTCTOTTC CATCCGGAGA GCCTCTGATC 
TTTTTTAAAT TTACATACAT TAAGGTTCAC TCTGCTGTAA AGCTCTCT3G GTTTIAATCC TGTCTCACAG 
TGTIGGCCTT CTGCCTGGGA ATACTCTCCC AGATATTCCC • CATGACIGGC CCCTCATdT CAATCAGATC 

SEP ID NO:60: (Length of Sequence = 466 Nucleotides) 
GTGTTTCAAG GGAAGGCAAC TMCAAGTTTG TGCAGCTGAA TTTCTCTAAA CTTAAGACAG ACTCAMCTTC TCATTCAATC 
TT3GGGCAGTC GATAACCTTT CTGAATAGAC CCACTIGTTC ACGGACAGGG ATAGAGGTTT GCCITTCTTC TTTCCTTGAA 
TTIGGAGTGA GCACTAGGGA GGGGAAGTCC ATGGCTGACA TGAAGAAGGT GAAGATCTTAG TAAAAGCATC ATCCAGGTAC 
ACATTAAOGG TGCTGCAGAA TTTTCACAAT ACAACTGAGG GAGTCTCTAG TGGCAAAAGC AATTACTGAG CACAAAAGCC 



AGCCTCGGCA 
CAAACAACTG 



TCCCTCCCTT CTCATTAATT ATAGCCTCTG 
TIGGAAATGA TCTGATTTTA TTAAAAATGG 
CTT3GTUTRT GCTCCTGATA CCAAGGGTCT 



AATGATGAAA 
CAGTGCTTAA 
TGCTGAGGTT 
TCTTAAATGA 
TTTTTCCATA 
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ftmXTCAAG GGCTGA3TCC ACCTTCCCTC TCCAGQGACT TICTCAGCAA ACnTCITCA TCAGCAGTIG 
TGCTCITAGC CBbTlTl'lUS TGCAGGGGTG TTCCTCTGGT ACTAGGGCTA GGGCAGCTST TTAAAG 

SEP ID ND:6l: (Length of Sequence « 491 Nucleotides) 

GACACOCCTC CTGCCA1GAA GAATCCCACT AGCICTAAGC AGCIDXRCT GGAAOCAGAG AGOCXXTCAG GGCAGGTCGG 
GOCEAGGOCA GCCCCCCCGC AGGAAGAGTC CCCTTCTTCT GAAGCAAAGA GCAGAGGACC CAOXCACCA GCCATCGGCC 
CaOSGGATOC CAGACCTCCT CGAAGGAGCA GOCAGOCATC TCCAACAGCA GTCCCAGOCT COGACAGCCC TCCCACCAAG 
CAAGAGCTSA AGAAGGCAGG AGAGAGACAC AAGCTGGCAA AGGAGOGGCG AGAAGAGCCT GCCAACTACC TCGCGGCTAA 
GGAAGGCAGT GTGGCTGGGA AGGAGGAGAA AGGCCAAGGT GCTGOGGGAG GAAGCAAGCT CCATCGAGCG CCGCrGCCGG 
TITEAGGGAG CAAAOCTCTT AAAGOOGAGC AACGCCGTTC AAGCCITQGA GGAACGGCTA GCGGAAGAAG TITC1GGAAA 
ACAAGGGGCG T 

SEP ID NO:62: (Length of Sequence = 478 Nucleotides) • 

ATCA1TGACT ACX3CAGAGCT CAAAACAGAC CTGTTCCAGA GCCTGAGGGA ACTGGGCAAT GCATCCTCTT CTGCCTCCTC 
. AIAGAGCAAG CTCICTCTCA GGAGGAGGTC TGCX3ATTTGC TCCATOCG3A CCCTTCCAAA ACATCTTGCC TAGAGTCTAC 
MGAAAGAGG GGGAGOGCCT GGAGGTCOQG ATGAAACGTC TGGAAGOCAA CTATCCCCCG CTCO^CCIGG TCCCTCTGAT 
CGAGCGGCTG GGGACCCTCA GCAAATOGCC ATTCCTOGOG AGGGTGACCT CCTGACCAAG GAGCGGCTCT CTCTCGCKJT 
CCATCTTOGA GGTCATCCTG ACCCGATTCG GAGCTACCTT CAGGACCCAT CTGGOGGGGC CACCGCCACC AATGCGTATG 
AOSTOGATOA CTTTTTGAGT TCACTGCTGT GAGCGCAIGA GTOGTGTACT GAATCCTCTG GACAACGCTT AAffTTACA 

SEP ID NO:63: (Length of Sequence = 183 Nucleotides) 

CCTGGAAACT GGGGCTGGGC CAGGGGGCCA GGCCCAGCAT GCACOCCCAT TTTTTIT3GGG GCIX3ATCCCT GOCCCAGCIC 
TOCTGATACC OGGGGOCACA GCX7TCAGGCC GTTGQGGGTG GAGKIAGAGG TGGGAGAGCA GGGGAGAGAG CCTKAGGAGC 
CACAATTCSGG CAGACAGAAG CGG 

SEP ID NO:64: (Length of Sequence = 316 Nucleotides) 

GGATATTGCA CCTEACAGAC TEAGGGAGCC TTEACCAGAG AOGCCEAAAA CGCCCCAGGT TCAGCCATTG TGCTGAATAG 
ACTGGAAXAT AGAACCAGGG ACAGAGTATT TCATTTAACG TTCATAIATA CTIGCTAAGG AAACACTAAC AAXACTCTAA 

crrrorrAAA ggacatagta ttcaaatggg aaaxagagct caggctcaca tcatcttagt ttaatcctgg gcaactftct 

CR3A2TTCTG TAGTTCCCTG GAAAATCTGT CdTCCTACC CATAAAGTCG TACAAATGCA TTICTAACCA TTTTTG 
SEP ID ND:66: (Length of Sequence = 411 Nucleotides) 

ATCTGCTCTA GAGAGGOGAC TCCAAGCTCT CTTGCTGGCT CCCAGCTGTC GGAATCCTTT AGGCITGTTC TCAACCTACA 
OGTEAAAAAT GCTTCTTGCT GTOTTTOGGG AGGGGGAGAG GGAAACTGAG CTCTCTCITC ACCTCCTCCA ACAOCCITCA 
CTTCCTTACC CAGCCAITIT CAGTAGCTAC AGGGGTGGTC ACAGAACACT GGGOGGCACT CGGCACACAA CACAGAACCG 
GGGCAGTCCA TGCAGCTGCG GGAACACATG TCGGACCCAG GGAGCAAGGA ACACGCCACC CCGAGGAACA TCCAAACGGA 
GGAAGGATTC CCTTCAGA1T CCAAGGA1GC CACAACCCCG ACGGGCGGCT TAGGGAGGCA CQGATTATCT AAGGAAAAAG 
GCCAdCTIT G 



SEP ID NO:67: (Length of Sequence « 413 Nucleotides) 

CTGcrccTiA otrcrrrrATr tccaaagttt agaatttctt tgcttcatag tateatttta ttteactaaa teacagagta 

AGAAAAGCIT TTCATTTTAT CTGATTTTAT TCTTAGAACA AAAATATTAC GATCTTCTAT ATTTTTGTTC TTITGCCAAA 
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AAGTCTAGGC AATTTTACAT CATCITmT CCCAATCACT TTCTGATCCA ACT7HAAAAA GGAGACATAG AATACIGAAT 
AAATGAAACA GAAACTCCAA GGCCAAGAAG TOTCCATCTT GAAAGAGTCT TAGTGGCAAG ATATGTGACT GCAGACIAGA 
TCTAGACAAA CCTCAGAAAA ACCAAGCATG GGGGAAAGGA TYCCTAXTTT AATAAATGGT GCTGGGGAAA ACTGGCTAGC 
OVTATGTACT TTA 

sa p id NO:68: (Length of Sequence = 372 Nucleotides) 
U GCAOGGTTAA AAGACCAACX3 TCTCT3GNTC AAATATAAAG GCCACAOCTT TCAGACCGAA CCIACTCAAA GATCCTCTAC 
TTTCCAATAA TITCAACTGG AGAACCAAAG ACGGGAGAOG AATGAAAGCA AAGA7GCTCA AAGAACCAAA GGAAAGACCT 
GAAGGAATCC ACCIGCATAG GCCAOGCGTr CCACTCTGGG TCAAATGCTT CCAOGATGCA GAAACCTTTT TTTAAAAAAG 
TCCAAGTCTA ATTACCTACC AAGGGTAATA AAAAGCACAG CACAGGAATG ATTACAGCTG ATGGTCAAAA AACAAACCAA 
AACCATTAAA AAAACAATCA GGCAGAAAAC AGGAGTTAAA TGTTTACATA TS 

SEQ ID NO:69: (Length of Sequence = 389 Nucleotides) 

TCIAGAACCT GGACCCACCC AGCGCGTCCT TTCITATCCC CGAGTGGATC GATGGATGGA TGGATCGTAG GGATGTTAAT 
AATTTTAGTG GAACAAAGCC TGTGAAATGA TTGTACATAG TGTTAATTTA TTGTAACGAA TGGCTAGTTT TTATTCTCGT 
CAAGGCACAA AACCAGTICA TGCITAACCN TIT1T1 CCTT TCCTTTCTTT GLYITHLTIT CTCTCCTCTC ATACTTTCTC 

TTcrcrcrc? tttaattxtc ttgtgagata atattctaag aggctctaga aacatgaaat actcactagt ggatgggttt 

CCCACTTCTC CTCAATCOGT TGCATGAAAT AATTACTATG CT3CCCTAAT GCACACAAAT AGCTAAGGG 
SB p ID NO:71: (Length of Sequence = 329 Nucleotides) 

GAAAAAATOG GAGGGCAGCC ATGTATTAAT TCIACATCCA AGGAAACTGT GCCCCAGGGG TCTICTGTGT ATTTCTGAGA 
AGAGQGCT3A GAAAAGGCAC TCTGTCAACA TITCCTTCTG CCTGAAOCTG CACCTCCCAG TGCTCCTCCA TCAATTAGGA 
GAACICTCIT GAAGAATGCT GCCTCAGCTT CTSAAGAGAA GACCCCAGGA CATGCATTAA TGAGAGGAGG GGAGTCACAG 
CIGCAGAAGA ATAAAGCTCT CTGAGGGAGC CTGGG«3CCC CCACTGGAGG CCTGGAGCTT GTTGACCANN GCAGCAGGAG 
ACCCCTGCT 

SEP ID NO:72: (Length of Sequence = 418 Nucleotides) 

CIGACTIGCC TGAGGTCATT CACATGCITC AGCACCAGTT CCCATCTGTT CAGGCAAATC CAGCGGCCTA CCTGCAGCAC 
CTCTCCTTIG GTGACAACAA AGTGAAGATG GAGGTGTCTA GCTTAGGGGG AATCAAGCAT CTGCTIGACC TTCTGGACCA 
CAGAGTITIG GAACTTCAGA AGAATGCTTG TGGTGCCCTT CGAAACCTOG TTTITGGCAA GTCTACAGAT GAAAATAAAA 
TAGCAATGAA GAATCTTGGT GGGGATACCT GCCITCITGC GGCTGTIGAG AAAAATCTAT TTGATCCAGA ACTAAGGGAG 
CTTCTTACAG GACTCTTTGG AATTATCCCT CATGTCATGC CIGTAAAAAT GACATTCATT OGAGATGCTC TCTCAACCTT 
AACAAACACT GTGATTGT 

SEP ID NO:73: (Length of Sequence = 336 Nucleotides) 

CT3AATTTTT ATATCCITCA CTTAGGCTIT CATTIGACTA GACICTAAAA ATTCTGCCTT GCTTAAGTNC TAACACTGCC 
TCTCAGATTT CAGTTTTGGA CATTGCACAA CIAAGACCTT TIAAACGCAT TTNCITGCTA ACTCGGAAGA CACATAGTCT 
GCAGCAAGAC ATTCCTATAT TGAAGAAATG AGAGAAAATT TTATGCTGCA TCAGCTGGAG AGCAAGGCTC AACGGTGGTT 
GCATTAGTTC CCTCGGAAGfT ATTGAAAAAN dTTGAAATG GGAAGGAAAA TTTTTTGCAC CTAATGTTCC TGAGGTACCC 
AGAATCTCTG GGGGTT 

SEX) ID ND:74: (Length of Sequence = 402 Nucleotides) 
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CTSCTCACTA AATACAAA3T GGATGGACIA GAGAGATAGC CCCGAGGACA CTGCCAAATA AAIAACAAAT TCIGCAAGCA 
GCAGGCOGCT CTMTTAGAC CAAGGAGGAC AGTCAGTTAT TAATATCAGA. CACGTOGCAG GGITAACAGC CACT3AGGGT 
GGCTACAATC AAGAGACTCA CTTTCTGCAC CCTCAGGGAC TTCCCTICTG ATCGCCTTCTr AAAGAGGGCT GAACAGCACC 
AACTGCCCTC GCICCCTCTG GTTCCTGCTC CCCTCOGOjr GCCTK3GGTG CCCCACAACT AGGGCCCTGG GTOCCTOCCA 
TCTCCCCCIC CCTCCTACAA CCCCTCAGCC CCTTATCTGG CCAGCCATTA T3ATGCCTAT CAGTATCAGG CCAGATGAGA 
GT 

SEP ID NO: 75: (Length of Sequence « 454 Nucleotides) 

GGAOCOCGGG CCOGCGATCT GGCCCAGTTAC CIGCTCTCAG ACAGCCTCIT CX3TGTQGCTT CTACTAAATA CCGCTTGCTG 
TOTTITCATO TTGGTGGCTA AGCTCATCCA CTCTATTOTG TITOGCCCTC TTOGACTGAG TGAGAGACAG CATCTCAAAG 
AOTNR3TTIG GAA .'1'lTl'A TT TTCTACAAGT TCATTITCAT CTTTGGTCTG CTGAATGTCC AGACAGTX3GA AGAGGTGCTC 
A2CTGGIGCC TCTGCTTTGC OGGACTTCTC TITCTGCACC TGATCGTTCA GCTCTGCAAG GNTOGATTTG AATATCTTTC 
CITCTCGNOC ACCAOGGOGA TGAGCAGCCA CGGGTCGAGT CCICTCCCIG 1TIX3GTTCCC ATGCTGCITT TCCTCCTGTC 
GACITCCGGC O^nTCCTCA TTACOGGGTA CACCACGGAA TCCACACCTG GCTT 

SEP IP NO: 76: (Length of Sequence = 313 Nucleotides) 

GCTTTCMAG CTAGTTCTCT AAAACTGCDG NTTATTAAAT AATCCACCTN TTTCCCCACT TAAAACATCC CTCTEAGCAT 
A330AAA2T OMSEAGCCC TGGGTCTCIT TCTGGACTCT CCCGTCTCTC TGACCCCCTC CAGCTCACAC TGAGTGAGGT 
AAIGGK3GCG TCAGAATCCT CTGGGAATCT GGCAGOTTCA CCCCNGAGCA GTCCAOCJCX3T CAACTCATTA NCATCGITCA 
GACTGGNCTG AGTGNTCTCA CACATTCACT CTGCCAAATC C^CTITAGGA ACTCTCAAAT TCCAAACTTT CAA 

SEP ID NO:77: (Length of Sequence = 446 Nucleotides) 

CTCAGCCGTA GCCCTAAGTC GTITTTCCAA TTTAGGAAGC TCACAACGCA GATCTGCATT GTCAOGTACC AGCTGTTTGT 
GAACCTTIGT AAGCICTTCC AGGTTGTTCT CAAGAAAGGA AATCTTCTCC TTTTGGGAGT GAATCCCCCC ACTSTCITOG 
GGCTCCATTT CTGCACTITT CTTGACTCGA GTCCTGACGT CTDGAAQGAA CAGCTTCCGA AGGTT3TGGC SGGTCTGGAG 
TTCCCGGGCA ACTGTCTCCT CCAGACCCTT GAGGTCCIGC TTCTGACTGC TCAATCTCGC TCCTACAGAA ATGTCAGCTC 

crocAGcrrr ggtcctcttc tcctgcttct tcgcictitc agctttctcg tagtcaagcc tcaaggcttc tctaagctct 

AACTGGAGCT TCTGATITAA GCTCmTGA GGTCATCAAA TCGTCT 
SEP ID NO: 78: (Length of Sequence = 296 Nucleotides) 

AGCCGGTGGC GCAATGGAGA GAATGTGCCT GAGACAGAGC GCCTGGCTGG GGAGGAGGCA GCCCTGGGNG COGAGCTCTG 
TCAGGAGACC CCTCTGAATG ACAACTCATC CATOCT3CT3 CX3CAT0GCGC COGAGGAGOG GCAGAAAIAC GAGGAGGAGA 
TCCGCCGTCT CTATAAGCAG CTTNACGACA AGGATGATGA AATCAACCAA CAAAGCCAAC TCAXAGAGNA GCTCAAGCAG 
CAAA1NCTGG ACCAGGAAGA GCTGCTOGTG TNCACCCGAG GAGACAACGA GAAGGT 

SEP 3D NO: 79: (Length of Sequence = 285 Nucleotides) 

CCTTTCCroC CTGGGAACTG ATGACTCGCA GGTCGGGCIT GOGGCTGGGG GCTCCAAGCT GGGTGdCTG GGTAGCTGGG 
GGCGGAGACT TGGCAGGGAT GACCTTGTIT AGGCTGTTGC CATTGGCCAC AGGGAGGAGG CCAGGGGAAG COCGAGCACT 
GAOGfTAGCCA TTCCCAACAG GGCTGGGGCA GGCTCOGITA GCACTGTTCA QGTCACCNCC CAGCATGGCC 
CCOGCACTACGCTG GGGCAGGCCA GGAGACACAC TGTITCCTCTG TACTG 

SEP ID NO: 80: (Length of Sequence = 402 Nucleotides) 
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ATCATTTCTT GCCTGrTOATA ACCTATGCAC TCACAAAGAT GAACTCTCTC AGAGGGATGA GCAAGAGCTT CAGGAAATCC 
GAAAGTMTT CTCCTITCCr GTATTCTTTT TCAAACTGCC GAAACTGGGC TOGGAGMAA TAGACTCCTC AACCAGGAGA 
ATGGAGAGCG AAAGATCACC GCTTTATOGC CAGCTAATTG ACCTGGGCTA TCTGAGCAGC AGTCACTGGA ACTGTOGGGC 
TCCTOGCCAG GGATACTAAA GCTCAGAGCA TGTTQGTQGA ACAGACTGAA AAGCTGAGAC ACTIGAGCAC ATITTCTCAC 
CAGGTCTTAC AGACTOGCCT GGTTNGATOCA GCCAAGGCCC TSAAACCTGG TCCACTGCCA CTGCCTTGAC ATCTTTTATT 
AA 

SEP ID ND:81: (Length of Sequence = 246 Nucleotides) 

CATTTTTAAT AGAGAD3GGG TITAACCATG TTGGCCAGGC TGJCTCITGAA CTCTTGATCT CAGCTAATCC ACCCACTATG 
GCCTCCCAAA GTGCT S GGCT TACAGGTTTC AGCCTCTOIN CCCGGCCCGG CCAAAGACTG CX7IMTCTAA ACXTTIGCTGA 
GGACGTGGAN CAATCACAGC TCTCCTOTCT TTCCAGTOGG AGT1TAACAT GGCACAACCG CCTCAAAACC GTTT3GNGAT 
TTCTGT 

SEP ID NO: 82: (Length of Sequence =394 Nucleotides) 

GGGAACCCTC AGCAAAATAT AATGCTACCX3 CTATTATCAG CXTPGTTCGA GGCCCAGGGA TTTPGGGGGA GCTCACAGTIG 
TTCPGGAGGA TATTCCCTCC TTCCGTQGGG GAATTTCCTG AAACATCAGG NAAACTGACA ATGCGAGACG AACACTCTGC 
AGTCATTGTA GTAATACAGG CTTTGAACGA TGACATTCCC GAGGAAAAAA GCTTCTATGA GTTTCAGCTC ACTGCACTCA 
GTWAGGGAGG ACTTCIGAGT GAATCCAGCA GCACTNCCAA CATCAOGGTC CTGGCCAGCG ACTCTCCCTA TGGCOGATTT 
GCCTTTTNAC ATGAGGCAAC TTCGACTGTC AGAAGCACAG AGGGNTAACA TCACAATCAT CCGTTCCAGT GGAG 

SEP ID NO: 83: (Length of Sequence = 308 Nucleotides) 

ATAAGACCAT TGGCAAAGGG AGAATTCATC AACTSAAAGA TCIGAAGTAA TTTCCCAGAA TGTAATGTTA AGAAATAAGT 
TAAAAGGCAG AGCATAATCA GTCTAACATG TCTSATTGAA CTCTTATAAG GM3AGAATTA AGAMCAGGCA ATATTTTAAA 
GGRATAATGG AGAAAATGGA ATAATTGATC AAATATCTGA ATATATATAG GGAOCATATG CATATGAM3G CCGGGGGTTA 
AATAAAAOGA AATCTACTTG TACATACTTT ATGGGATTCC TGCAGCCCGG GGGGATCCAC TAGTTCTT 

SBO ID NO: 84: (Length of Sequence = 313 Nucleotides) 

CTTTAACTTA ATGGCAATTA AAACTCACTG GCAAAAAAAA TCACTAGAGA TCTCAGTCCA TTATCTTACC AAATAGTGTA 
TITTTACCAT C1TITA CCTA CACXXTTGAG TAAGCT3GAA TAGGTTAAT^G TTACTGGCAT AATAACACTT CATTGAATTC 
ATCATAGTAT TTAACATGTT AAAACTOTIT AGITGAAAAG TTCACATGCA ATTTATAATT TAAAAATATC CTACATATAT 
TTCATAAAAW TACAATAGGT CATACTARAC TTtGACTAAA ATTAAGAATG TKTITCTKTC ATAATAATGC AGG 

SEP ID NO: 85: (Length of Sequence = 303 Nucleotides) 

TGCTCCGTTT ATTGCTCTAT TCAATGACCA CGAGCGAATT ATAAAAAGAC ACCAAATGTC TCICJ1CTOCC CTGGGATAAA 
TATTTAAAGT CAGCAATAAA GTCAOGTGGC TCCAAGRTAA TACATCTTCC CAAAGACTCA TGCATGCCCT CCTGATGGGC 
TCTCAAGACA CGTAT3GWCA TGGGAACACA CGCAGAGCAA CACGCAGTAT GAACTTSTGG GAAGGCTTTA CCACAGTGAC 
ACAGTAAAAT GTCTCAOGTA GATCTGRGCT GAGTCCCCAC CCAAACCTTG AGCTCCCCIT CCA 

SEQ ID NO: 86 : (Length of Sequence = 380 Nucleotides) 

AAAACAAACC AGCITTAATA CCAATATAGT TCTCTCTTAA ATACCGTGTT TCCCAGGACA AATGCAGGGG CAGGCTCTTG 
GCAGAAAGAG TAGAAAGGAA ATCTGGAACA AAATGGAATG GATGGCCCAG GCCCAGGCTC CCK3CCTTGG GCACTAGGGA 
CTGGGCIGCC TCGGGGATGG GGGACTGACA GCAGCTCCCC CTGCTCCACT TATTCCAGAG GCGTCGGGGG CTCCCCTCCC 
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TCOCCAGGCC TOAAAG7OTT'CTt3VGGAITA CTTCTGACCT TCAGCCCTAG CAGGGCCAGG GCCTGGGCTC 
GGRTOGGOOC CTTT3CCCAA AAGGGCCITC AGCTAAGGCG TIGQGTTIGGG OGGGGAGCCC 

SEP ID NP:87: (Length of Sequence = 280 Nucleotides) 

GCCTITGCTG CTIA1TOGCA TOGATGfflGA AAGAGATGTC AGGAGCACTT CTCIGCTGAG GTGGCTGAGA GGAAGAGGAC 
TCTGCTGOCA GCCTIGOOGC ATAOCTGGCA. ATTAGCCICT GITCTTCRTC AAGCCGGTTT GAACICTCAA GCATGCTCCT 
GGTAATAAAA GGACTTCCTG AGGAGGGAAC AGAGTGNGAG AACAGGGTGT OGTITCATCCT QGTTACAQGT CTGGGAGGCA 
OSaVICTGAGC CMCTIGAGT QGCTTCTCAG GCT3ATCTSG 

SEP 3D NO: 88: (Length of Sequence = 446 Nucleotides) 

OCTGCX3TCTC TCACACCOTC TCCCAOCOGA GGCTCXXCTG AGATAGCAGA GAATTCGAAG AGCTCGCGGG GGACIGGAAA 
GAAGTCCCNG NAGGCOGCCT TCGCAGTCTA CACCCCAGCC TGCTTCCCAG CCIACAYOCA GAOCCAGCTC AGACCITOCT 
GACCACCCCA TCCCTTTCTC OGGCIGGCTG GGTCGGGGGC ATCCCTCTCT GTCGCTGGCT TCCAGAGGCA GGACAGGCCT 
CCTGGTAAGC CCGCAAAGTT GCTGAOCTCC TGACTTCGTC TGCCITXTAT TAATATCTGT ATTCCTGATA ACCGTCCTCT 
TGACTAICTG TCCCAGGTTCA TCTCCCAGGT CATGGAGAAG (XTCTGCCAC AGTCACCCTT CCCATACTTC TGGGGGGGCT 
GCICICCTCC TGGATOGTAG GAGGATATAG GTICTGTTCTG GACCAT 

SEP ID NO:89: (Length of Sequence = 384 Nucleotides) 

GTOCCTTCTG GGGACTCTRT TTCCCCATTT ATTGCIGCTG TCTCCCINAC CAGTTCCTTG CAGGATTCCC TCCTTTTAAA 
ATCCCCITAA ATCTAGCTTT GCCTTGGAGA CCGCAGTCGG T3CTGCTCCT GCOGTCTICT TCCTGCCAAG CCT3AATCAA 
TCTTTCATCT CCAACCCTCT GCCAGTTTGG CCCCTCAAAG CTIGCTGGCT CAAGACIGTW AGCCTGGCAG AGCCG02QGG 
TGAAGGGAGA AGCTCTTGGA GCAGGCAGGA TGCCACCGCT GCTTCAGCTT GCCTCCTOGC CCAGCTACCC TITCGCCCCA 
TTGGGCCCTC CJEMIGCCTCT CCAGGATTGT ATGTTTCAAG NCTTGTCCTG TGTTCCITIG TCTG 

SEQ ID NO:90: (Length of Sequence = 344 Nucleotides) 

TCAAGCTGGA AAGGGCEACT ACCTCATCCT GGAAAGGGCT ACTACCICAA GCIGGAAAGG GCTACTACCT CAAGCTGGAA 
AGGGCTACTA CCTCAAGCTG GAAAGGGCTA CTACCTCAAG CTGGAAAGAG CTACTACCTC AAGCTGGAAA GGGCTACEAC 
CTCATGCTGG AAAGGGCTAC TACCTCAAGC TGGAAAGAGC TACTACCTCA AGCTGGAAAG GGCXACEACC TCAAGCTGGA 
AAGGGCTACT ACCTCAAGCT GGAAAGAGCT ACTACCTCCA AGCTGGAAAG GGCEACTACC TCATGCTGGG AAAGGGCTAC 
TACCTCAAGC TGGACAGGGC TACT 

SEP ID NO:91: (Length of Sequence = 364 Nucleotides) 

GCCCCAGGGT GAGGGCEATG AGGGGTCAGG GGTCAGGTTC CCCAGGACCC TAGTCCITGT CCCCITCCCT GCTGCTAAAT 
AAAAGTGAAT AAATACTAAA TAAATACAAC TGGGGCOCAG GCCCTCCCTC CCTTCCCCCT G2CTCCPCTG ACCCGCAGCA 
GAGGGGGCAG TTTAGATGGA GGGCTCTCIG TCAGCCCCIT (XATCCACTA ACCCATCACT GCCTCCCAGG GCAGGAAACC 
AGGGCAGGGC CAGCCTGCGC ATTAGGGCAG AGAGGAQGGG CAGGTCTCAC GCCCACAGCC OTITCCCACT TGAGTCITAG 
CATGAGGCAG CAACAGAAGC TCTCTCITCC TCCCAGCEAA GTCC 

SEP ID NO: 92: (Length of Sequence = 218 Nucleotides) 

ATTTAATAGA AAATEAAAAT AATAAATAAT ATGAAACAGA CTGATAAOGC TGAGCTGGGC AGGCCCAGGC CACTCTAGTTA 
CAAAGTTAAG GAGGTAGGGA GGATGGTGGG GAGGAGGGGG OGGACTACCC TGCAGGAOGC GGGAGGCTGC TCAGACTCTG 
GTGATCTCAG GAAGGGCCGC ACACITTGGC ATGGACGATG CACTAAAAAA AGAGAAAG 
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SEP ID NO: 93: (Length of Sequence = 364 Nucleotides) 

GCTTTCAAGG GAACAAAGAA TCGGCCTGGC AGTCCCCTGG AGAAGGAGGT GGAGAGCATC GGGGCCCATC TTAATCCCTA 
CAGNACCCGG GAGCAGACAG CTTACTACAT CAAGGOGCTG TCCAAGGATC TGCCGAAAGC TCTQGAGCTC CT3GGTCACA 
TTCT3CAGAA CTCTAGTCT3 GAAGACTCAC AGATTGAGAA GGAAOGTGAT CTGATCCIGC GGGAGATGCA GGAGAATGAT 
GCATCTA.TCC GAGATCT3CT CTTTAACTAC CT3CATSCCA CAGCATTCCA GGGGCACACC TCTAGCCCAG GCTXTGGAGG 
GGCCCAGTCA GAATCTCAGG AAGCTCTCTC CTGCAGACTT GACC 



SEP ID NO: 94: (Length of Sequence = 423 Nucleotides) 

CTPCATACTA GAACTCTCIG CCATCTTTAT TTCTTIGTIT TCAGGAAAAT TQGAGAGAAA AGTATTTCTT TTTTAAAAAT 
GATTATTATA CTITAAGTTC TGGGATACAT GTCCAGAACG TGCACX3TTTG TTACAXAAGT AXACAOCT3C CATGGTGGTT 

tgctgcaccc atcaacccgt catctacatt aggtatttct cctaatgcta tccctcccct agccccccac cctccaacag 
gctccactgt gtcatgttcc cctcccictg tccatctgtt ctcaticttc aactcccact tatgagtgag ggacatgcag 
tcttigattt tctgttccig tcttactttc ctgagaa1ga tggcttocag attcatccat gtcctigcaa aggcatgaac 
tcatcctitt tatggctgca tag 



SEP ID NO: 95: (Length of Sequence ^ 405 Nucleotides) 

AACAGCCCCC GATCIGCATA GCCTGTGAAA GCCCACGGGG ACATCACTAA CCTTCTGCAG CCACCATCCA ATGCCATTAC 
TCINAACTGA GACITCGCCA CTCTAGCCTG QGCCTGCTGC AGGAGCTCTT CAGAAAGGCA CATGAGGACC ACGGTTTGCC 
TCAGTTTCTG CTAAAACACA AGGTCTGGAG TGCCCCTGCA AAGGGTATTG ATGGACITCC TCCCAGTCAC AGAGCATCTC 
TATTCCAAAC AATTCTCTCA GTTACGTTCA GCACTTAAGA ACGGCTAATG NCAATAGGAT CTTCAGCAAC TTTTTCACAT 
CATAGAAGGT GCAATCGCTC ACTTCGGAAC ACTACTGAGA CTGACTTCTC TTTTAAAATT GACTAGCAGA TGAAAAATTA 
AAATT 

SEP IE- NO: 96: (Length of Sequence = 173 Nucleotides) 

GAAGACAATA CTGATGCCAG CICTTTCTAA ITGIGAAATC TCTACCCAAA CCTCTGGATT AGAATCTCCA GrrTGTCTACT 
GTAAATACIG GAATTACAGC AAAGGATATG GGGACTGGGC TGCTTTTCTG TATTGTACAA GCACTATTCT AGATATTAAA 
GAAATTTAAC CGC 



SEO ID NO: 97: (Length of Sequence - 337 Nucleotides) 

ATCGCGCCCT ACAGCCTACT GCTGACTOGG CTGCAGAAAG CTCTGGGTCT GCGGCAGTAC CATCT3GCCT CAGTCCTCTG 
CCAACGGGCC AAGGTGGCGA TGAGCCANTT TCAGCCCAAC GACTACATCC ATTATGACCT GCIAGAGAAG AACATTAACA 
TTOTTOGCAA ACGACTCAAC OGGCCGCTT3A CCCTCTOGGA GAAGNTIGTG TAT3GACACC TGGATCACCC OGCCAGCCAG 
GAAATTGAGC GAGGCAAGTC GTACCTGCGG CTGCQGNOQG ACCCT3TQGC CAIGCAGGAT GCGACX3GSCC AGATTQGCCA 
TGCTCCAGTT CATCAAG 



SEO ID NO: 98: (Length of Sequence = 212 Nucleotides) 

TGAAGCCCAA GNAGTNTGTC AAGACAGAGA ATGACCACAT CAACCTGAAG GIGGCCG3GC AGGACGGCTC CCTGGTCCAG 
TTCAAGATCA AGAGGCACAC GCCGCTGAGC AAGCTGATGA AGGCCTACTG AGAGAGGCAG GGCTTKTCAA KGAGGCAGAT 
CAGAITCAGK TTCGACGGGC AGCCAATCAG TGAAACTGAC ACTCCAGCAC AG 



SEO ID NO: 99: (Length of Sequence = :. 26 Nucleotides) 
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ccttitaaxa azaaitctgc ict ctgctgt gtaceagaac ccatgcctac tgcttggggt ataatoeact aaaictacta 
aaaacaa3at cqgccgggog cggtggctca cgcctctaat tccagcactt toggaggcca aggagggogg atcaogaggt 
caggagagog agaocatcct ggctaacatc ctgaaacccc ctctctacea aaaaxaccaa aaattagcca ggogtgg7pga 

TGGAOGCOTG TACTCCCAGC TACTC 

SEP ID NO:100: (Length of Sequence = 333 Nucleotides) 

AAAATCCTCA CAGTGGTCTT CTCTOGCCQG TGAGCCIACA GCTGATCITC TCAGAGACAA ADGTTAGITr TACTGAGTCA 
CXTAGAGOX: W1X3CTBSIG CCTGAGGGTIT TGTTCXAIGG GACAGTCTCC ACAATTCCTC TGGGGAAGGG CCACAAATCC 
CACACJICTCT CCGAAGAGGG CIQGAGIAGG CGGAGTCCCC AGGAGCICTG GCATOAOCAG CCATCTCTCT CAAAACAATT 
CTXAACAAGC CTTCTGCAAG TTAAGGITCC ACATGGTAGC CGTTGGTACAG AGGCATITCT CEAGGGTGGG AGAGGCTTGT 
GCTCTACACC AQQ 

SEP ID ND:101: (Length of Sequence = 156 Nucleotides} 

CrciGACITT CCICTGGNTT TAGAGCCAAG CTCAAGGTAG TAGGOOGTAG QGNCITAITI' TATTTTCAAA CTCCCATOCT 
CAGAGCGCAG ATACATCCAG AGGCTTCTGC CAGGCTACCA CGGGGCCTTA CTGGGAACAG GTTGAGACCA GCACTT 

sa p ID ND:1Q2: (Length of Sequence = 331 Nucleotides) 

CGAAAAGGGG NNNTATQGCC ATCTTTEATC AGAAAAAGTG ACAAAAOGGG AATTTAAAAA ATGAATTTTC NNTCTGACTT 
TA3TENNAAA TACAdTTCT TTTTINNAAA ACCAATACAC T1TC1TIGAG GATGACAGTA TEAGGAAATC CAATO5NACA 
AAAAATACIA CATCTAGTCT GQGCTAGATA T ATlTATnT TGCTAACATA CATTAACTGG CACTAATTAC ACAGTAACTA 
TAAGCTAACT AACATCAAAC CACAGAACTG TAACICTGCC ACAGCTGCAT GAACTTCSGGC TTTTCTGGTT GAGCCCATTT 
TCAAAAAACT G 

SEP ID ND:103: (Length of Sequence = 316 Nucleotides) 

AGCCAdGCG OXCACCCCA TITOGGTCTN ANCTCAGCTC ACTOAACCT ACCCCTCCCA AGTTCAAGTG ATTCTCCTAC 
CTCAGCCICT TGAGTAGCTG GGATEACAGG GCTCTGCCAC CAOGCTGGGT GATTTTCCTA TITITAGTIG ACACTGCATT 
TCACCAGC?rr GGCCAGGCTG CTGTTGAACT CX^GACCTCA GCTGATCCAC CCCTCTCGGG CTCCCAAAGTT GITOGGATTA 
CAGGH7IX3AG CCACCACACC AGGCCCATAT TTTCTTTTAG ACATGCAGGC AATGTITCCTG GCTTICTCTG TEAAGA 

SEP ID NO:104: (Length of Sequence » 308 Nucleotides) 

Gnrrrccrc catctaitca gataatcatg tggtctitgt atttogctct ctitatatcc tggaxeacat itattcatit 

GCGFIATMTG AACCAGCCTT GCATCCCAGG GATCANGCCC AOTSGATCAT GCTCGATAAG CITTTPGATG TGCTGCTGGA 
TlUaTlTl GC CAGIATITEA TTGAGGA3TT TTCCATCAAT GTTCATCAAG GATATTGC2TC TAAAACTCTG CTCTATTCAG 
GAAACCCATC TCADGTGCAG AGACACACAT AGGCTCAAAA TAAAGGGATC GAGGAAGATC TACCAAGC 

SEP ID NQ:105: (Length of Sequence = 355 Nucleotides) 

GGCCTTCCTC AA2A3CTAGG CGCCACITIT TCTCXCTGTTG CCCTCACCT3 CTCACCCCTC TCTGCGCGAN ATCCCACTCT 
CTCTCTOGGT GTCCAAACTT CCICTTOTTA GGAGGACACA AGTCAGATK3 GATEAGGGCC CACCCCAATG GCCTCATTIT 
AACTTAATCA CCTCCCmT GTTTGGGCIT TTTAACTEAA TCACCTCTIT AAAGACCTEA TCTCCAACTA AGGnTCATT 
dGAGCTAXA CTGGAGGTTTA AGACTTTAAA ACAGGAATTT GGAGGGGAOG TAATTCAGCC CKTAACAATA ACAATAATGA 
CATCTTACAA CTTACTGCCA CCACCAAGCT TGCTG 
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SEP ID NO:106: (Length of Sequence = 355 Nucleotides) 

GGATGAGGTC GCOGGGATOG TQGCTGCACG CCACTGCAAG ACCAACATCG TCACAGCITC CGTGGACGCC ATTAATITTC 
ATGACAAGAT CAGAAAAGGC TGOCTCATCA CCATCTOGGG ACGCATCACC TTCAOGAGCA ATAAGTCCAT GGAGATCGAG 
GTCTK3GTCG ACX3CCGACCC TGTTGTGGAC AGCTCTCAGA AGCOTTACCG GGCCGCCAGT GCCTTCTTCA CCTACGTCTC 
GCTCAGCCAG GAAQGCAGGT OGCXGCCTCT GCCCCAGNT3 GTCCCCGAGA CCGAGGACGA GAAGAAGCGC UTTAGGAAG 
GCAAAGGGCG GTACCTGCAG ATGAAGGCGA GGGAC 

SEP ID NO: 107: (Length of Sequence = 273 Nucleotides) 

GTGTCTCTTT TAAAGAAAAC A3ACTTIATT TTGCTCTAAA TTGTGAAAAT ACCCAAAACA TTTCAXAGAA ATTGAACTCT 
GTCAACACTG TTATTTATAC TAAGATCAGG ACAGTTCCIT GAGATCATAC TbTl'l'lATTA CTAAGTTTGG CXTITCITTT 
ACAAATGTAA TGTTCATATT TATTTGAATT TTAAGATTGG TIAAATGTTA ATCAAAAGCA ATCCAATTGT TANTITTTAG 
TAGTGCCTTT TCTCTCTATG CCTTAATTTT ATT 

SEP ID NO:108: (Length of Sequence = 359 Nucleotides) 

ATnTATTTC CTTACATCGA AGAAAATGTT AAAGAGTATC TGCAGACACA TTCGGAAGAA GAGGACTGCC AGCAGGATGT 

CAGiurnrc aggaaacagg ctcaagagga cgcccacctg gatggggcig ttcctatccc tgcagcatct GGGAATGGAG 

TCGATCATCT GCAACAGATG ATCCAGGCCG TGCTAGATAA TCTGTGCTGG CAGATCTCCC TGGNTCGAAA GACCACIGCA 
CTCAAACAGC TGCAGGGCCA CATGTGGAGG GCGGCATTCA CAGCT3GGCG CATGAAAGCA GAGTTCTCTG CAGATGTAGT 
TCCAGCAGTC AGGTAAGTGG AGAGAGGCCG GGATGAAGG 

SEP ID NO:109: (Length of Sequence = 360 Nucleotides) 

TTTATNAAAG CACTTAAACT TAGCATTAAA TAACACTCTT TAAATQGTAC ACCTA3GAAG CAAGACTTAA ATATAAACCC 
AGICIAATCC TCIACACITC TGATTAATTG TGACAATCTT AAGTTGCTCA CTTCTITCCC ATTXACCAAT TCAGAGAAAG 
aXCTTTCCr GTITTCTCCT CACCAdTTG CCTTGGCATC ACACCAACCC TGCCTOGGGC TTCAGCIGCA GATCCTCCCC 
AGCCCCTCCT CCCAGCTGGG CTCACTCCAG TCCCAGCCCC AGTCTCCACC AACTGAGCAG CGTACGCAGG GTITCTGTCTG 
GCTTCCAGCA TCTACCAACX: CTTCAGAGCA ACIT 

SEO ID NO:110: (Length of Sequence = 364 Nucleotides) 

TCTCAGAGGG GCTCTGGGGG TCATTCAAGG GGGACTTCTA GCTTCTCTCT GGAACCCTTT CTCCAGAGCA AAGCCAGGTT 
TCCAAGGTCC CCACGGCAAG GCTGTTQGGT GCTQGCAGCA AGAGCTACAC AGCAGTTCTC CCAGCTGACA GCAGTCACCT 
CAGATCTCCA GCAGCAAGGG CCGCACTCTC GTCCCCACAA GGGCCITGCA GAAATOCTCC GCTCCCTGGG NCTCCCCCGG 
CAGGAGGGGC GGGGCTCCTG CCT3CAGTGA GGCCACAGCA CTAAG09GCT TCAGTCACAT GCTITICAGG TGAATCACTC 
CAAATTCAGT GAGGAGGGCC ACGACAAGGA AGTTCAGCTA GAAG 

SEP ID NO: 111: (Length of Sequence =455 Nucleotides) 

■ mrmTiT tatattitaa atggaattta ttctatcaac tccctgagag gacacaatgg gggaqgggct tcggaccaca 

GCAGGAGCCC CGACTGCCCA CCTGAGGGCA GGGAGAGCCT GACCCCATTG GCCCAGGCCC TOGCTCTCTA ACCATTAACC 
TCTTCCCCCA ACIAACACCA ATGAAAACAC CATTCCAOGT GACTGGGCT3 1U1U1TK3CC TCICTGACAT GGGGACCCCT 
GACCCTAGGG GTCTCGCCTC AGCCAGACCT GAGGGACCCA CCOGCCTAGG ATGGAGGAAG CTTTAGGCCT CCCTTITCCC 
AGCCAACGCC GGGGGCTGGG GCAGACCCIG GGAGTGGGCC TTACAGACCA GCCACAGCTA TTTCTTAGGC AATTTGACAC 
ATTTIATTAC AAAACCAGTC TACATTCATT CCTAAAAGGG TCATTTTCAG TAAAA 
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SEP ID NO:112: (Length of Sequence = 398 Nucleotides) 

CTGA3CTGAC AGGAGCTGTA GGTCAGGCAG TAATGGAACT SATOGGGAAC AGCICTAAAT ACAGMAAAG CTTTACICAC 
TOGCCCACCC ACTGCTCATC TCCTGCTGTA CTGCCCAGTT CCTAACAGAC AGCAGACAGC TACTGGTCTG TSGCCCAAGG 
GTIGGGGACC (CT3ACA33AG ACTAAACAAT TCACAATOTT TATA1TAAAC AACTTATTCC AAGTTTCCAT TITAGACTCT 
GGAACATCIG ACATCCT3AA TCCACAGCTA CTAAATSGGA AGGGAGATAA CAGACAACIT GAGGGCCGTG GAAGAQGCAC 
TOGGOGGGCA CTGCTGACGG GTCTCGGGAC AGACTTCACA TCTOCAGACT GGCACAGIGG GCTCACACCT GCCTCCCA 

SEP ID NO: 113: (Length of Sequence = 444 Nucleotides) 

ATCACT3TCA GTGTCTAACA GAAGGGTCTG TTAAGGATGC TTCTGATTTA ACCAAAAGAT TAAGCITCAG AAACAATCTA 
ACMACTCAA AGGAGCACCA AATTATCAAC CX3GOTACAAG GATCCAAAGG ACCTAAACAA CAGATCTCAA AGGGCTTGTA 
AAAACTGGAG CCAGCAACCA TTCCACTTGA AGGAATCCAT CTCAGGGAAA TCCTGGAATC CACACACAAA AGCAGCTGTG 
CAAATAATCA CTGCAGCAOG CLTJVX'AATA GTGAACAACA GAGGCAATCC AAATATCCTT CAACAGGGAA CTGAGIAAAT 
ACCAACTATG GGCATATCCA CATAAGGCTC TCTGCAGICA TTAAAAAGGA TIGCACTTAC ATGCATGTCT GCCATGGAGG 
TCTITCAGGC CAATGGTTCC ACTCGGAAGG GCAACCACCA ATTA 

SEP ID NO:114: (Length of Sequence = 472 Nucleotides) 

TOGGGCCCCA ADGGAGACCT GGGGAT3COG CTGGAGGCGG GAGOGGAAGG C3GAGGAGGAC GGCTTQQGGG AAGCAGAATA 
OGCPGCCATC AACTCCATGC TGGACCAGAT CAACTCCTGT CT3GACCACC TCGAGGAGAA GAATGACCAC CTCCAOGNCC 
GCCTCCAGGA GCIGCTGGAG TOCAACOGGC AGACACGOCT GGAGTTCCAG CAGCAGCTOG GGGAGGCCCC CAGTGATGCC 
•AGCCCCTAGG CTCCAAGAGC CCCCAACCGG GACXTAACCC TGCOTCCCTC GGGCTAAGCT CTGGOCTOGG GCACTCACCC 
CCTGGCTEAG ACAACTICTC AAGGGCITGG CCTTCAGGGG ACCCTTGTCG GTCITGCCIT GCTGGGGCCA 

CTAOCTCOGG GOCAAGCCCC TACCAACTIT GGATTGCCTT CTTGGGGGCC AA 



CCCACACCTA CTGCGGGAAG 
GTRGCTCRCA AGCTCGAGCT 
AAAAAAOGAG GCTGCTAACG 



SEP ID NO: 116: (Length of Sequence « 448 Nucleotides} 

TTTGAAAATT TAGAGGATAT TXATTTCTCA GGAAGCTGCA CAACAGCTGG CAGGCACTGC TTTCCCTGCT CTAGGGGATT 
CCTCTCTCCT TTTCCAAGAA ATCCCCTCTC TTCTTAGAAG TGCCCATGGG AGGCTGGGAT GTGAAAAGAA ACCATACACA 
ACACTCCAGA GCCTTAAAAA AATAAAGCAA CAACCTCCTC CACACGAATA CACTTACAAA ATAAATAGAC GGATAAAAGA 
GAGGCCAOGT GCCTCCCATC CCQGCTT7TAG GGCTGCTTtSG GGATAGTQGG GCTGGCTGGC TCGGTCCCAC TTCTCCCAGC 
CAGGATGATC CAAAGGCTAA A3X3GGA3GGA AGGGCCCT3G CTTTCAGAGA GAGGGTGGGG CAGGCCTCTC CTGGTACTCA 
GCAGGGAGGA CACTGGGGCA OQQGTAGGQG TCCAAGQGCC ACTTAATA 

SEP ID NO: 117: (Length of Sequence = 551 Nucleotides) 

GAGAOGGAGG CTCGCTCTGT OCXOCAGGCT GGACTGCAGT GGOGAGATCT CAGCTCACTG CAAGCTCCX3C CTCCCGGGIT 
CACGCCATTC TCCTGCCTCA GCCTCCCGAG TAGCTGGGAG CCAGCGCGCC CAGCCTAAAA AACTHTCAA GTCAATATTA 
CTACGATTTA ACATTAGAGT GTCGACATCT GATTTAATOG CTATAGCTAA AATACGTCAA ATATACGTTG TCATGTGCIT 
GAACATGATG CTAACCCTGA CAGGATGAAG GAAAGTAATA TICTITGAGT GTAGTTCAGG AGAGCAITIG TTTTCITTTC 



SEP ID NO: 115: (Length of Sequence = 293 Nucleotides) 
CTNGGQGCCA TCTCGCTSAT TTCCATCACC TTCCITCCAT TKGCTAOGGC GACA3GGTGC 
GGTOICTGCC TKCTCACTGG CATCATGAGA GCTOGCTTTA CCX30GCTCGT GGTQGC3X3TG 
CACCAAGGCT GAGAAGCAOG TGCACAACTT CATGATTGAC ACI^GCTCA CCAAGCGGGT 
HCTCAGGGA GALXjTIUGCT CATCTACAAA CATACCAGAG CTGGTGAAAG AAG 
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TACCAATTAA CCCATCATTG CTTTTAAACA ACCATCTGAA GGAGCAGAGA GGCAGGGTAG AAGACAGAAG GGGGTCTATG 
TGGGTACTAA AGATOTTTCT GTTTTGTAAT ATIGTGTGTG TGTGGGTTTA TOtflTlUClT AAGGGATCAA AACCTGGAAA 
AAATGGGATT CCAGGAATGG CTCTGTTATT TTTGCT3GGT TCCAGCITGT AATGCCIACT GCX-TiwriC A 

SEP ID N0:118: (Length of Sequence = 426 Nucleotides) 

CCCCACCCGA AAATCAAAAC TGAAGGTAGT GTCAGTGTAT A3ATQGNCTC CCTK5TGCTG AAAGTCAAAG CAGCTTCATT 
TTOGOGOCTC AAGAGCTCCA GCTCTOQGCT CTTC^CCTCT AAGCCCATOG GCACTGCCCG CCCACTGGTC TGTATAGATC 
GGAQGCTCAG GGCCTCACCC TEAGGTOAGC TGTCGCCTGC TOGGGAGCCT GTGCAGGAGG GTACAAGIAG . GAAAGTCCCA 
TCTOCATOGG AAGAAAAATG CAGCC?TCCTT GGTAGTGCGG ATGGGGTCCA GGAGACCCAG GGAGCTTGOC CAGAGGGACC 
TCAGIGGCAT TCCTGTAGGA AAGCAGCCCA GATCTTQGGG CCGIAAOQGA TCITCTOGAA CITITCACTT TCAACCACCA 
GGTCCCATTG TTAACAAGCT TCTTGA 

SEP ID NO: 119: (Length of Sequence « 434 Nucleotides) 

rrmmjn . aaAAAGGCTC AAAACITIAT TIAGTTTTCA GGGAAATATA AGATGCATGT AAACATAAAA TACAAAACAA 
AACCCAAATC TIACAGTCTA GAAGCATGCC AAGACAGAGC ATTTTCTGCA GACCAAAGAG TCCCGTCAAA GTGATAAAGG 
ACACCTGGAA ACTGGCAGGC CAAGGGGCTG GTCCCTTCCC CAAGQGCACT GCA'lTlTiOT GATGAGATTA AAAACAAACC 
AACICCACTA TIAAAAATGC TAGAAACATG GGAIAGTTIA GCACCACCAT TCATTCTGGC AAATATITGA GCACTCACAT 
CX3ACTCCACT GAGITTAATG TCCTTTCICC AGTTTCTCTC CTCAG3AGGG AAGGAGGGAA ACCIGGGOGG AAGGGGCTCC 
TCCTGACCCC ACAGGGCCAC TAGGAGCTTG GAGG 

SEP ID NO:120: (Length of Sequence = 276 Nucleotides) 

AGGAAGTCIT AGCAAATGCT AOCATCTGGA ACACTCAACT TEATTIGdT TATITATATA TTTAACAATT CIAAAGTATT 
TO CriUri GC TTTGACAAAA AAT3AAAAAT ATAGGGGCAC TGACTGACTC CTCTTTAGGA GAAAAGGGTT ATATGOACAG 
CTA3X3GAGAG TTACGCTTCC CCCTTTAACA AAGGCAAATA TTAATAAAAA AGGGCITCAT CGCTCAAAAA AGGGCTAAGA 
GCTCCAAGCA TTTATTCACA CPGTACATCG GGCCCC 

SEP ID NO: 121: (Length of Sequence = 554 Nucleotides) 

A TTT C1 T 1CC TTAATCATAT CTGATGCTGG GATGTGGGTA ACCCCAAACT GAAGGCAGCT GCTAAATCTC AAA7GCTAAA 
AAAATACIGC AATTCTGACA TCAGTCACTC AGATCAATAC ATCCTCTGGG GCTGATTTIG CTTCACAGTT AGGATGAGCC 
ATCTCTTAAG CTGCAGGCTC AAATCGGATT AACTGAACTC TATACCTGGG ATGGGCCATG GACTGAGCTG TCCATCCAGA 
AGGACCAGGC TCTCCATCCC TTCCCTGCCC TlTl'A CTCAC CACIGCACAG CAGCCCGACT GGGCCTACTG CACA1GTCTA 
GGAGAAATCA CTCTAAGAAA ACCAACAGGA ACAQGCTITA GGCAACAAGA GACGTCTCAC TGCATCTCCT CCCACGTCAG 
AACTIGAGEA CTGGGTCTTT GCAGCTCAGA GCATTCCTCC CTTCCCTITC CTGCCOGAAA GGCCTGCCTT TIXXTGAGAC 
ATATGGCACT CCATGCTGCA AGTTTCAAGC AGATGCAGCT TCTTATGGGG CTTTTTGCTC AAAGAGCITT GGTT 

SEO ID NO: 122: (Length of Sequence = 238 Nucleotides) 

CACCTAAGCA GGTAGACATC CGCAAAGTCA GATGCTTTCC AACATGACAC CTGAACATCT TCCTTTATGC AACACCCAAA 
CATCTIGGCA TCOCCACCCC AGGAACTGCG GGGAGGAGGT TATGATCCCT GGGCGCITCG GCAGAATGGA GAGCIGAGGT 

Gimrrcccc tcctagtcac ctaccaggtg tctgagcagc tgcatcctcc otsgctcaag tgqgcactgt accitttg 

SEO ID NO: 123: (Length of Sequence = 244 Nucleotides) 
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ATOC3\QGCIT TCATTTCTAG CCAACCCTCA AACACCACCA ACTACAAAGA AAATITOAAA GTCTAAXTTG TAACCTTCAG 
A3AAGTAIAA ATTAGTTTIT TCTAGGCITT CATTATnX3G CXTL'XTAIAC AATCTATCTT GfTAAAGTACA TTOCTCXAAA 
TITACATTAT CTAAAATTAA GGCIAAGCAT TATTTAAATC ANTTAATCAT ACAATATTTT ATOGCAATAT GCACAXATTT 
A33VA 



TCTAGGAIAG AGTGGTCCAT 
CTGGCACTCT GCCTCANCTG 
TCT3CTCCAG AGCTACTIGG 
CATTCTQGGG CTGAGTEAGGA 



SEp ID N0:124: (Length of Sequence = 330 Nucleotides) 
CTCAGOGTAT CATAGGCGTG CTCAOCCICC TOCOCACGCT OOCSCOO0GC AGGCAGCT3G 
GAAAGGGGGG AAGCCCGAGG GGCCOGCIGG GAAGQCTGCT GOCOOStAAA GGGCATCCCA 
O JU LTI ' I CT S CITCAGCrCA GCX3GT0GCC GCXX3CTSCTC TTCAAICACT TGTK3TCC3CT 
OGCTITQGTC TCX3ATCTCCT GCAGTGrTGGC TCCCAGGITC CAAGGAAGGC TGCCOGGIX3C 
GOGCTClTIT 



SEP ID NO:125: (Length of Sequence = 281 Nucleotides) 

CCTCTCTCCC TTCX3GTTCTC CATTTACCGA GCCACAGTAT TTCTTAAAGC TGGITSGCAG CCTGCACCCT GCTTATTCTr 
GGGAGACAC6 AGTTTGCATC CTATTACAAC CCAIAGTX'XT TGCA1AACCA TGCT3AGAGG AACCATCCTT CCCAATCCCA 
ACCTCAACCA AAGCTTAGAA AAAGTGCCAT CNTTAACCTT TCAGAATCAC TCAXAAGTEAA ATCCTATAGC AGTCTCTSCT 
AATCGAAATT TCAAICTGTG COOGCTIATT AGCTGACTTT T 



SEP ID ND:126: (Length of Sequence = 266 Nucleotides) 

CTTTTAA3GA Wl TJtfX'XCX G CTGGGATITA TAAAGGGAGA T3GACCCCT3 GNAAGATGCT TTCCIMAACC ACAACCCACA 
CATK3GGTCA OC ftl ' X TUL'XC TTCCTCCTCC TTCTGTGGGT GGCCGGAGAC CTGTAGGACC TTCCCTCCCT TTAGGGTTCT 
CTAAGGCCCC TINTCAGTCC TCAGAGTCCA ' XTLTXlllTX ' GTGCTGAGGG OCTCCAGTGG GGACCATATA CTTCTGGTCC 
TCX ' JatflTlia CTGTCGOGTC lumT 

SEP ID KO:127: (Length of Sequence = 435 Nucleotides) 

GTCTCGTITCr ATrCATTTTS TAGTTTGOGAG AAAAGGAA3G AACOCTGACT ATQGCAATTC ACCGTGACGT GTGA3AATTT 
AGintSCEAT GACTTTTCAC TCTTAGGXAA AACCTAGTTA TCCTAATTAA TAAITAGTTA T3C3ATGATAT AGTAATTTTT 
TXTXTXTITG ACTGCGTCTC ACIX7TCATTC GGGCTOGACT ACAGTQGCTG ATCACAGTTC GCTGCAGCCT CGACCTCCCT 
GGGCTCAGTG A2TCTCCTGC CTCAGCTTCC CAACTGGCTG QGGATEATOG GCATGCACCA TCAATSTCTG GCTAATGTTT 
G CJXUXXJXTXT TTTATAAAGC CAAQGGTTTT GCCCA1UNT1' CAAGACCCCG. GGGCTGCTCC 1TCAACCTCT TTGGGGCTTC 
AGGCAACTCC TCCCACCTTC GGGCCITCCC AAAGT 



SEP ID NO: 128: (Length of Sequence - 471 Nucleotides) 

ttcccttccc aaggactcga CCIGAGAACC GCCATCEACT CGGAGATCCA GAGGGAGCGG GCAGACA3TG GGGGCCTGAT 
GGCCCGGCCA GAATACAGAG AGTGGAATCC GGAGCTCATC AAGCCCAAGA AGCIGCTCAA CCCCGTGAAG GCCTCTQGGA 
(7TCACGAGGA GCTCCACCGG GAGCTGCTCA TCAACCACAG AAGGGGCCTT GCTCT3GACA GCAAGCCAGA GCTGCAGCCT 
GTCCTAGAGC ACOGOCGGOG GAACCAGCTC ATCAAGAAGA AGAAGGAGGA GCTGGAAGCC AAAGOGGCTG CACTGCCCCT 
TTGAGCAGGA GCTGCTGAGA OGGCAGCAGA GGCTGAACCA GCTGGAAAAA CC^CCAGAGA AGGAAGAGGT TCAOGCCCCC 
GAGTTTATTA AGTCAAGGGA AACCITCGGA GATITCCACA CTCACCAGCG AGAGAGAGAG CTTTAGGGCC A 

SEP ID NO:129: (Length of Sequence = 186 Nucleotides) 
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GCCTTTAACA TCCTCTGCCA ATRACTGGCC TCAAATCACC ACTQGAACCT TTTCAAAAAA TACACCATK3 GCTCTATGTA 
CTTCTACTGA TCTRAAAIAT CCACGTGTCG GCCAGGAGCA CTGGCTCATS CCTCTAATCC CAGCATCTTG GGAGAGOGAG 
GAAGGAGGAT CATTTRAGCC CAGGAG 

SEP ID NO:130: (Length of Sequence = 307 Nucleotides) 

ATAAAATACT TAGGAA3ATA CCTAACCAAG AAGGTGAAAA ACCTCTCCAA GGAAAACTAT GAAACACTCC T3AAAGAAAT 
CATAGACTAC ACAAATACAT TTCATGCTCA AGGATOGG?IA GAATGAATAT TGTCAAAATC GCCATACTGC CAAAAGGGAT 
CTWCAAA1TC AACGCTATCC CCATYAAATA CCACCATCM' TCTTTACAGG NTTCQGAAAA GGAATTCTAA AATTCATATG 
GGACCCAAGA CGGGGGCCGC ATAGCCCATG GCCX3GCTTAG C T -"\WAAGGGA CAAATCTGGG AGGCCTT 

SEP ID N0:131: (Length of Sequence = 184 iotides) 

CCAGGTTCGA TGGAGTGCAA TGGCAOGATC TOGGCTCACT Z 'ACCTOCC AGGTTCAAGC AATTATCCIG TCTCAGCCTC 
CIGAGTAGCC GGGATTACAG GCAOGTGCCA CCACACOCAG CCAATTTTTG TATTTTTAGT AGAGACGGGG TTTCAC03TG 
TTAGCCAGGA TGGTCTCAAT CTCC 

SEP ID NQ;132: (Length of Sequence « 270 Nucleotides) 

GCNGGAGGGC GTCGAGGGCC AGGAGCTATT CTACACGCCC GAAATGGCTG ACCCCAACTC AGAACimTC ©33NAGACAG 
CCAGGAGCAT TGAGAGCACC CIX3GACGACC TCTTCCGGAA TTCAGACGTC AAGAAGGATT TCOGGAGTCT CCGCTVGCGG 
GACCTQGGGC CCGGCAAATC CTTCCGNNNC ATTGTGGATG TCCACTTTAA CCCCACCACA GCCTTCAGGG CACCCGACGT 
GGCCCGQGCC CTGCTCCGGT AGATCCAGGT 

SEP ID ND:133: (Length of Sequence = 529 Nucleotides) 

CTIGCAGTAC ATAGCATIGT TATTACTGAT AGCTTTATAA ATCTCCCAAA TAACATAGAA TGTAGCCTCA AAAGGAT3GT 
CX3AGGGTTCG CAATCTTTCT TTCICCACCC AGTGGTGTGG AGCAACTCTG TCCCTTAAAG AGGGCACCAT GGAAAGAAAC 
AAAAAGGAAT CTCITTCAAA ATGCTGGAAA TTAGGCTTAG CTCACTACTT TCAGGATAAA GACAACTGCA TCTAATTAAG 
TCCACTCCAC ATTTCnTGG ACICTAAGTIA TTCTGCACCT GAAGGCTAAA TTGAACTGGC TCAGCCCTAT CTTITITGCC 
ACATCTTTAA TTACAAATCT ATTTCTTCTT CCTTTCATTT ACTTCTCTTC TCITAACTAA GAAATCTGGG AAATCAGACT 
GGCAGTTIGG TITCITTGCA TCK3GGTCIC CATEAGGCGT CTCATCCTAT GGCCCTTTIT GGAAATGTTC CCTTCCTACT 
ACACACCTGG GAGGITTCCC CAAGGCTCAA CCTITX'iCCT TCAGGTAAA 

SEQ ID NO: 134: (Length of Sequence = 437 Nucleotides) 

GACGGTGGCG ACGCCTGCAC CGGGGATGTG TCCTSCCACC AGAGGAGGTC TGCGIX3GCGG GGAGCAGAGG GGCTirGTIT 
CCCAGGIGAA GGTCCGGCTT CITCACTCTT AGAGGTGOGT GIK7IGGGT3G GGCTGCITGC TGTIGAQGTT TATCCCTGTA 
ACTGACAGCT GTCCCCCAAG CCAIGCIGGC ACTCTCTAGG TGTCGTGCCG GCCACOGCAG AGGAATCCTC TGGGCTTCIG 
TCGTTCAAGT GGGGCCCAGC GCAGAGCTCC ATGACTTGCT GAGCAGCCAG CCCITCAGCA TCTCCT3GGT TTTGGCAGCA 
GGAGGCGTCC C C I'X G TGCAA TTCAGQGGGC CCTGGGGGCT GGQGGCACTC GTAGGAAGGT AAAGGAGCCC CIGCTCAGGC 
CCTTtxTTIGC TCCCCTTTCT TGCAAGAGGG GTAGACG 

SEP ID NO: 135: (Length of Sequence - 534 Nucleotides) 

GGCATTGITC TGGTGGGTCT GTCACGCTCC CAGAAGACTG AATITATGGT AGGATCACTC GCAAGGCCTT GIGAAGGAGT 
CTTACCTAAA ACAAAAGAAA TATCAGGGAC TTTTGTTGAC TATTTACAAC TCAGTTTTAC ATTTAAATTC AGGCAGICTT 
AATATGCCAA GGTAGGGAAT (JTGCCTTTYT CAGAGTTGGC CAGGAGCTCC IGGCTGGGAC ACGGAGAGGC AGGTCT3GCG 
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TAAGGCCTCA CTOOQG GCT G TGAAGCTCTC TGATCACACA GAAGCAGCCC TGCCX3W30CT GGGTCATITG CIGTOCX3CTT 
rnCICTCTGA CX3VCAAGCAG CCCTGAACAA CX3\GTATCTG ' Id ' lVmCT CXZAGATAGTG AAAAAGQGTC TCCAGAIAAA 
COCAOCIMG TGAAATOGGC CA3TOTCTAA ACIGGGGIAC CTCACTCCAC AGCTTCEAGG TAGGCTTTCC ACITAA3CTA 
ACITGAGGCC TACAGGIACC CTCIAAAGTT ACTGGGGCTT GTCCTTGATT CTGG 

SEQ ID NO:136: (Length of Sequence =279 Nucleotides) 

CAGTTDGGAC AAAGIAGCAT AGHGACTTIN TTCCT^AOT GACTITOGGA GAACTINGCA CTTTCTCSGCA AAGTGAOGCT 

GGGcronrc aaaaaggcaa gotbgccea ggccgccatc ttaaaacait tcgaggcict agcitcctca GGATCCTTIG 

CCIGTGGICT GG1GGC0GGC AGTGCCCGGT CTAACAGCTT TTAACTCTGC ACTEAGTGCC TGAGCAOCTA TGGCT3TGAG 
AGATCCTAGA TACAGAACCC T3TCCTGTAC CACX3TQGGG 

SEP ID ND;137: (Length of Sequence = 518 Nucleotides) 

cAAA33vrrrA aiggagatct tctttcttgg tctgitaiat gtctatoogt ttctgggigg ttiaggagaa tctgtactat 

TICAGCATCT CCTCCICCAG CAGCAAAATO AAGAGGAGAA CTAAGITCTC CATITAAAAG GTTCGGA2TC CaCnTCCIT 
TCTCXAACAA TATGOGACTG GCCTCAACTT TTCX3VEACCA GCATCCATAA TGAA3T3GGTG CCCNJTGGTC ACEATCXAAC 
TGGTTGACIG AAAATdTTC ACTGAGAAGA OGGCTTAGTA ATTCTGAATC TCCTTCACAG GCGCITCGGT GGAGAGGAAA 
ATCATCTACC CACICTOGTT OTTCTCTTC TGTGACACTG CTCA1GCTTC TCTGCCAGTT riTCCIGTTT AGGGTA7TTC 
GATTTTTDGAG TAGTCIQGAG CTCCTAGACC CAAGTA2GGA TTTA3TAOCC ACTEATCEAC CCGA3TTGEA TACTGAGGAT 
OCEATOCAAC AAAGGCTGTA AATCCAGGAT CCGCCTTC 

SEP ID NO:13B; (Length of Sequence = 266 Nucleotides) 

GA3T3CAGGC AIGANOCACT GOGCOCAGTC GACTGGTAAT ATC7TIMAAAG GAAACdTTT TCTGAGCAGG TCTCAAAAGA 
GAGGTTEAAAA TACK3AGTAG ACCA3CMCTST AAACAGATOT MCTX3TTA1YC GGGCITTCAT ATTCCMTIA TAAAGCACAG 
GCAGAGCTCA GAGTAGA3TT AAYGTAACTC TGAAGGGCAC TAGGA3TTTC AGAATOCTAA ATAAGCATTG GCITCAGCTr 
AAATYCAAAT CIGCATTGGG CTTGTA 

SEP ID NO:139: (Length of Sequence = 341 Nucleotides) 

ACCTCGCICA COGCTCTGAC CAOOGACAGG CAGAGCAAAG GATCOGGGAG TIGCCTCTCC TGCCCATCTA AGGGGACCTA 
GGCAGAGAAG CAAAGGCCTC TCCTCTOCCT CCATCCATCC CGSIGTGCTG GCCCCAAOGG AACAGGAGTC CTTCAACEAT 
TGOCTOCCAG AGACOCAAIT TTAGGGACTG TAGICIGCAT CTGGATGAGC TGGGCTGEAG ATIGAAGTCT CAGAAGCAGG 
GAAGGXTGGA AGGGGTAGGG TOOCAGAGCC CATOGAGTTA TIGCTSAGAA GATATCCAGG GGACACATTT CCCAGGGGCA 
GACTAGAAGC CCTGGGCCTT G 

SEP IP NO: 140: (Length of Sequence = 234 Nucleotides) 

GTGAAGGGAG TTOCAGAATC AAATTGCIAC ATAGGCCAAA GAAAAAAGAA GGCTTTTTCA AAAAACATTA AATXCACATG 
CAGTCTCAGA GACTATITAG GCAAAGTTCA ACTTAGGAGC TTTTAGGATG TQGGANTAAA ACTTTAATKG GAGGGGAGGG 
CIUULTIXJIU GAGAAGGAAG AAGCCAGACT TCTTAGACAG TACTCTTAAC TCCEAGCCCA GCCTAGOCTG CCCT 

SEP ID NO: 141: (Length of Sequence « 354 Nucleotides) 

CAACTCAGCT TAGCAACK3C AGGAAAACIT TCirCATTTT CACTGAATTT TAAAGAGAGA ATCCICTCTC TATITCTCAG 
AGAAACTTAG GTGAAAAGTA AAAGAGAGGC AAAATCTCMT TCdTCATGA GATACnTTA TITTTATCTC TTTCTCTACT 
CA3K3TQCTTA ACTGGTGAAA TSATTCICTA GAAAZAGAIC CTTCIGATTC TCCATCTCAT TTCCTTATCG GAACTACAAC 
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AGGAGGAATC CAGCTGGAAA TGCCACTAAC OXACATCCA GCACCTGAGA GAGGAAGCCA GTCGGAGOGC CGTD3CTCGGC 
TCACTCACTC TOGGCCTGCG CAOTGGGGTT GTOG 

SEP ID NO: 142: (Length of Sequence = 373 Nucleotides) 

GTTTTTGCAA CALTIT1TIT TTAACTEATT GGCTGCAAAA TCCX^AACCA GGAXATGTCT ATCTCTGTGT GTlTA ' lXaTIT 
TOJATTTGAC CCTCOOCTCT TTCAAOCTAC CCCCTTTTAT ATCTAATOTA GAAAAAGCGA AATTGAATCT GGAAAGCAAA 
CTGTTGTATA TRCTTGOQCT AACAATCATC AAGAGAGAGC OGGGCTCTCC ACTIGITTTr GAGACAGAGT CTCACTCICT 
TGCCCAGGCT GGACTGCACT AGCATCATCT TGGCTCACT3 CAACCTCCCC CTCCCTGGGT TTAGGOGATT CTCCTCCCTC 
AGCCCTCCCA AAGTAGCTGG GATTACAGAC CCGIACCACC ACAACIGGGC TAA 

SEX) ID ND:143: (Length of Sequence = 262 Nucleotides) 

COGCACCTCG GCCAGAGG03 GCTGCAGCAG CTGCIMCCTT TTCCCT3CCG CCGCCTCTCC AGTCC CmT TTAATIACCA 
CTCCATOT3C TOGGAAOQGG CGAGAAAGAG GAGGAGGOGA GAAACTCCCA COGACCCACA GAGGGAGCAT GATTTOGGCA 
ACTTCACCTA TCATTCTGAA ATGGGACCCC AAAATTCTCG AAATCCGGAC GCIAACAGTG GAAAGGCTCT TOGAGCCACT 
TCTTACACAG GIGACTACAC TT 

SBO ID ND:144: (Length of Sequence = 384 Nucleotides) 

GGAAAAGCGG GACCCAAACA GTOCT3CTOG GGAAATITIT CCCXGTCCQC TTTGGAAGGC TGACTGQCTG ATGCAGCACA 
GGAACAAGGC TTGGADGTCA GAGGTCTCAT CTTCACTGTN ACAAAGCATA AAGGACITGG GGTTSAGCGT GTOIOTGGGC 
TCAAGTCACC ATGCAACTCC TCTCACCTCC TTCCTAAGAC CCCATCCTTC TCCCAAGTCC TCCACAAGAG CXACCTTCIT 
CAAAACAATA ACAGAAACAC ATCAAGCTTG GGCX3TCACTG AATTCAAGTT CTGATTTCTC CCGTCACCCC AGCAACAGTC 
CCCAGTTTGA TTGTGACACT TTGACCCAGC ACTTGGTTTT GAATCTTCTT TTOGGCTTCT ACCG 

SBQ ID NO: 145: (Length of Sequence = 324 Nucleotides) 

CTACATOGAA TCATAAGTKT TCCTAAAAAA GGAAGACAGA TTTGAAGACA GAGGAGGAAG GTCATGTGAT GATGGAAACA 
AGGGGAGAAA AOGCAATGT3 AICTGGCCAC GAACCAAGTA ATCAGGACAG CCTACAGAAG CTOCTCAAGG CAAGGAAACA 
GATTCTCCTC TAAAGTCCCT GGAGAGGGCC TOGCCATCCT GACACCTTGA TITIOTCCCA GCAGAAACTC ATTTTGGATT 
TCTGGCCTCC CAGAAAAGTA AGGGGCTAAT GTGCTCTTIT ATGTCAGGTT TKGGCTAATT TCITTATTCC AGCCATCGGG 
AAGG 

SBQ ID NO: 146: (Length of Sequence = 355 Nucleotides) 

TTTSCCTCCT TCX7ITCCTTA TCCAAGCAAG GGrTGTGCTGA CAAT3ACCTG ATCGGGGTTT AAOGCCGGCT CICTCTGCTC 
ACCAGACCTG GGGIX3CTGAG CTCTCACCAG CCTGGGCAGC CCAACCCACA GGAACTGCGG TTTCAXAGCT GGGTCTTCAG 
GAAGGGGTGG AGGCTTTGGG AGTGGCAGCT CCCCGCCTCC CACCACCCCA AGCCAGAGAA TOGGGCAAAC TICTATGCAT 
GGCITATCTC TAAATTACTA ATCTGCTTCG GAGCAGACTC ATCTCTACAG TATAGACTTA GAGTTATT3C TICTATGACA 
GGTGTTCCAG AAGCCCT3GG TO3CTTTAAA GTCTC 

SBQ ID NO: 147: (Length of Sequence = 337 Nucleotides) 

CAGTTTTCTC AGTTCCOCTG TCCTAGACTG GCCAGAAGAG AGGCTCTGGG GCCIX3CTCAC TCGGCCACTC TCTCCTGITT 
CTCGCCTCTT CIXTCCTTCAC TCCCGTCCAG TCTGGTTTTG AGAGCAGGGG CTGITCTACA GCACCTCAGG GAAGGGAGGA 
GAGATACCTG CTGCITCCAT TGCTOTCCC 1TCCTGGAGT CX3ATGCCTTT CTAAGGCTIG GAGCTGCICC TTGCAGGGGC 
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GGGTCAGTTT CCCAGGCCAT GCOGGGGGTG GCCATCEATG CTAGQGCTGG AAGCTGAGGC TGGCCGCCAA CT3TGGGGCT 
GGGGIGGGGG TGGCTGG 

SEP ID ND:148: (Length of Sequence = 278 Nucleotides) 

GGAATCAGAX GCTCAGGTGT CCAAGCAGGG AIAAGGACAG GCAAAATAAA TAACCCGCCC AACCCCCATC GTCACTCTGC 
TCCAACAOGA CACAAAGGTT TAAAGATCTG GGCCCAAAGA CICIGGGACC CTTCAAGCAA GTCAGGTIGGA AGAAGGTTTC 
OXACCCCCC ACCAGGCCTG TTTCTCCCAG GrTTSCCCTAG GATCGAGGCA GTTCAGACCC TOGGTCACTG ATGCTTCATA 
GGAAGATCTT TGA1ATCAAT GGCCTAAGCT CTGCTCAT 

SEP ID NO:149: (Length of Sequence = 368 Nucleotides) 

rriTirmT cttitcaaca aactttacta aataaccctc gaaaggcaat gaaosatctg acaatttaag ctctaatgat 

TTAAAGCTCA GCTAGAAGAA AGTGAGGCAT GACATATACT GTCAAOGGAG GCTGAAGGAG GCAGATTFCT GGAAATGCAA 
TGATCCCACA CA3TTGCTTC AAGGAGAAAC CIGCAGACAT . ATTTTCAGCT CTTGCTAACT AACAACTCTT TA3TTGTAAT 
CAATACATIT GGGGAAAGTC TGCTATGIAG CTAAGCTCAC TCTGACCACA GACCAACAGA TGGAAAGGAA AAAGGCACTG 
GACCAGCAAG GAAAAATACA TCCCCATCCT CAAAAGAATT TTAAGGTG 



PCT/US93/01294 



SEP XD NO:150: (Length of Sequence = 367 Nucleotides) 

TICTGAAATC GGCCTGGGTA GATAAGGAAA AGAACCTCCA AGAGGOTAAG TGATTIGCGG ATTTGCCTAA ATTATACAGA 
AGAGTCAGCA CCAGTGCCCA GGCCITCTGA TICTTAGT3C AGEAAACACT AAGCAGCATC ATTCCATTTC ACXACACTCC 
TCTCITGCTG TTCTCCTCAG CTAAGAAAGC CTACCCCTGA GTTACCCTCT TCCATCTTAG AGCCTTCCTG CTCGCICTCT 
GCCOCXXTOC GA3X3GGGACT TCTTT3GCCC TTCTCACCCA GCCCAGCCTC TGCCOGTTIT CCTTCTCCTT TCCACTGOGG 
CTGAGCTCTT TIXTrCCTTCC GAGAAGCCTT TCTTTCATCT TTCCTGG 

SEP ID ND:151: (Length of Sequence = 366 Nucleotides) 

CCCAGCGGGC CGCCTCCCTC CTCTCICCTC CAXAGGTGQG GGITGTGGGC CTTCITITTT TlTi'lCTCTT GGAGGGCAGT 

TAAAcrrcrc catitgcctc tctcttcaca cccaaatgcc aaaggacact TrrccrrrcT tttgtgggta gtigcaaaaa 

AAAAAAA3TC CTAT3GGTTA CTCCCACTIT TAAATACTTT GEAACTTAAA GGCAAAGTAG TATGTCACTG TTICTTCTCC 
CTGTAGITCA CTITTCAGCT TAAACATCTT TCCATGTCTT TATTGGTCAA AIACAGTTCC TYdnTOTA CAATCTXAAT 
CCTAATATGG ACCATTITTC CTAATGGGAT TACCGATTTT TTEAAA 

SEP ID NP:152: (Length of Sequence = 269 Nucleotides) 

GTTATTCTGG CAAGTGCTTT CAGGGCCCTC CAGGGTTTGG CTGCTCACCA TGGAGGGGGG GTTCAGGTGC 
GACCCCAGCA TCTCACAGCT TTCCCCTTCC ATCTTTCCCA GTGGCACTGT GTCTGAGCAG GTCK3CCCAG 
TCTGAGCAGG TGTTGCCCAGG TGAGGTICTA TCCACTGTGT CTGAGCAGGT GTGGCTGTTG 
TQGGGATATN TGGGCACCTG GGIGCCATT 

SEP ID NO:153: (Length of Sequence = 260 Nucleotides) 
TITCAGGATT TTATTTAAAA TTTATTGTAA TGGGCTCCGC GCAAAAGGAA GGGGTGGAGG GTGGGCTACA TGCAGGGGAC 
ACAGGAACAN GATCCACATG GCCAGGGNCA CAAdTCTTC TGTOGTGGGG AAGAGGGATG AAAAGACAAG ACCAGGGCTA 
NGAGCIGGGG TGGAAGAGGG GAGGGGNAAC ACTGGCTGCA TTCCCCNAAC CCCANGANGC ACCTATAGGC CCTGGACCCA 
TGGCTCACCC TGGGCCCTAG 



TGAATTTAGG 
GTCAGGTTGT 
CAGCTGGAAG 
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SEP ID NO: 154: (Length of Sequence = 405 Nucleotides) 

TQGAACTTGT GACTGGGGAC CCATGATGTA TGGGTCTCAC CTSACTTGAG GTGAATnTG GACTGAAGGG CCCTGAGGTC 
AGCTCCCAGG TOQGTQGTGC TGGGCCAGGC CPGGTTTTCA CAGGGGCTGA AGGATCCCAG TCCACCTGTC TCCATCTCAG 
GGCTCGGCCG GGAAGAAGCC AGCAAAGTCC OXGTGTCCC TTGCTGAGTA TIXTICTCACA GACAAGCCTC CATTAAAGCC 
ACAGCAGTGC TACCCACCAC ACACACCTTG CK3GCCOQGC CAOCACTGCT GGCITCAGCC CCTINAGCAG CCCATGGNTT 
AGCAGACCCT CAGATCTAGG TCAGTGGCCT TANCTGTOTC TATCCATGCT GTTAAACPCC CTGCCTCCAA CTGGGGCTCA 
CCAGT 



SEP ID NO:155: (Length of Sequence = : 40 Nucleotides) 

(XATGATCTT ATTTATTACA TCTACTITTT CTTTATACCT CIAAAAAAAA GTGCCTITJL'A GATTTACAGC TTGVGCTTCT 
AAAGCAAAGG TTAAAACATC ATGCCCCAAA GGAAAACAAG GTAAAAAGGA AGCTCCCATA TAAGCTCTTA AAANTTGTAT 
GTTACAAGGT TCTAAAATCT CITCAGCACT GGTTCCTIGG TAGATTCTAC GACACTGACA TGGTGCTTGG GAGGGTCATT 
TATCTGATGG TTGGAGCAGC ACCATGGGAA AGCTGCCCAG ATCGTCTACT GAAGTCCTTC GCICTGCACA GAATGGGCCC 
AAGGGCCAGN AATTCATGAG TCCX3GGGAAC TTTGGNGCTC CTTACTCAAT CTCCITACTG CTAAAOTTTC AGAGTCTCAA 



SEP ID NO: 156: (Length of Sequence = 443 Nucleotides) 

GTCCTCTCGA TIGCITCGTT GGTTGCGAAC TTTAAGAATG GCAAACTCTG ATTGGNTCCG ATTAAGACAA GCTTTCTAGT 
TTTCTTCGTG TAAACACCAA ATCCCGCCTG GGCCATGAGG TAGCAGAAGT GGGCGGCATC CAAGAGGCCC CITGAAGCCA 
GAGTGTCGCC CATGGTAGCC ATOCTCCTGG ACTCGAOGTC CATGITCTIG TTCAAGTTGG ACAAGACCAT GGCGAGGTCC 
GGCCTCCAAT CTCCCCATTT CTCGTCTCCA CAGCACGTGG ACGOGGCAGG CATCOGTCCG GACATGAGCT GGTAGACTGT 
CTTCAGAGGG TCGTTGATTK GGGAGGCTTT TTAGCAAACC TKGGTCATGA CTCGGGOGTG TGTCQQGCIG TTCCATCTTA 
CITGCAAGTA GCAGAGCCTG 7WXCCACAAG GCCATTCTTA ATT 

SEQ ID NO: 157: (Length of Sequence = 383 Nucleotides) 

ATTGGAAAGG GTTTTAAAOG GAGTOGGAAC CIGACTAGAT TTCCAAATIT TACAGCCAGG ACTACAGAAG TGCATCATTC 
TAGAATGTCT AGACCTGAGT AGCITATACA CTACAGAGCA CTTTGCITAT TTGAAAGTAA TTCAGCAACA GGTCACTTTG 
GGATATAACC TGAACLTITI' TTTGGAGTGG GCTGGGTAGA CTACAGTAGA CACAAGGGCT GGACATGCAG ATGCITAGGG 
GATTAGCGTT TTTCATAATT TGTTCTGTTT GTCAGTTCAT TCCTCTGTGT TCITACCTCT ACAAAGGTAC ATTACACATT 
TTARGTITTT TAGTGACCTT TAACCATGTT ACTCGAAGCA TTTTGGAATA TAAAGCTATT TTA 



SEP ID NO:158: (Length of Sequence = 241 Nucleotides) ' 

TGCTSTGTGG CTCAGCTGCA GOGGCASGTA AGTGGGTSTC CAGGGGAGTG GACAAGCAAT TCTCCTCTCA TTTGCAACTT 
TCTTCAGGAA CTCAGATAAA GAACACITCG ATAACGATGA TCCCTCTAGA GGGATTTCAT CTGTACCATC ACACATGGAA 
GAGGAGTTTC TAGCTCAGGA AAGGCAGCTN CTAAGCTAAA GCTTTCTTGG TCCCITOGTC CTGGCATGCC TTAAGGAGGG 
G 



SEP ID NO:159: (Length of Sequence = 224 Nucleotides) 

CTCTCAGTAA TGGCTCACTA AAGGGCCAGC AGTTTAAATT ACACAGGTTG CACTAAAAGC TGCAGCTTIG GCCAGGCAAG 
GTGGATCACG CCTATAATCC CAACACTITG GGAGGCOGAG GOGGGCAAAT CACCTGAGGT CAGGACTICA AGACCAGCCT 
GGCCAATATG GTGAAACCTA AGCCTCTACT AAAATTACAG AAATTAGCCG GTCGflGGTGG CACA 



SEP ID NO:160: (Length of Sequence = 377 Nucleotides) 



BNS0OCID:<WO 9316178A2J_> 



WO 93/16178 



PCT/US93/01294 



137 

GGAQGCTGAG GCGGGOGGAT CAOGAGGTTA GGAGATOGAG ACCATCCTGG CTAACACAGT GAAACOCTGT CTGXACTAAA. 
GATACAGAAA ACTGGCCGGG CGTGCT3GIG GGIGCCTGTA GTCCCAGCIA CTIGGGAACT CGGGAGGCIG AGGCAGGAGA 
ATGACCTGAA CCCGGGAGGC GGAGCTTGGA GTGAGCAGAG ATTCCGCCAT TGCACTCCAG CCTGGGOGAC AGAGTAAGAC 
TCTCTCCAAA AAAAAAAAAA ATAAXAATCA AAGCICTIGG ATTTATAGTT TGGTCOCCAG CLTlbTlTIG ATCTTTCCIT 
TATCCTGTTT TATIGCCATT TACCAOGTCC TTTTGGAAAC ATCCCTITCA ACTCCIG 



SBO 3D NO: 161: (Length of Sequence = 273 Nucleotides) 

GCAGCGGCGC CGGGCGAGGA GGOGGCAGGG GOGAGGAGGG GGOGGC3GGT GGCGACCCGC AGGAGGCCAA GCCCCAGGAG 
GCOGCTCTCG CGCCAGAGAA GCOGCCOGCC AGCGAOGAGA CCAAGGCCGC CGAGGAGCCC AGCAAGCTGG AGGAGAAAAA 
GGCOGAGGAG GOCGTOGCCA GCTCCGCX3CT GCTAGGCCCC CITOGCGCQG GCCCGGCGOG CCCCOGGAGC AAGGAGGCAG 
COCCOGOGGA GGAGCCCGCG GNQ3CCGCAG ACT 

SEP ID NO: 162: (Length of Sequence = 286 Nucleotides) 

TTTTGGTCAA ATAAATCAGA GTACTACAAT CATCAAACAT CTGATTCATT TAACATUIGA GCATCTA.TAC CTGCCCATTT 
CTGTGAATAT TCAGTATATA TCTCATACCT ATTCTCATGC CITCATTTAT TGIGGTTATG GCICTAGATA TGGAAAAAAC 
AGTAGCTGAG ACATTCTTAT TATGAACIAT AITATACCIT AATCAATCAG TCAGAAAATG CTEAGGAAGA AGAAATGCAT 
GATTGTTAAAT GCATGATTTC AACATGCTAC CCGGCCAACA AAGTIG 



SEP ID NO: 163: (Length of Sequence = 342 Nucleotides) 

TGCCCAAGGA AGACAGAACA TGGAGAACCG TCAAGGCAGG AACCCCACAG ACTGTCCCTT CCAGCCCACA CTCTGCCACC 
TCCTGGCCCT GTCCGAATTC TGAGCCAAGG CCTCCCQGAG GCAGAACTTG CCTGGTCCTC TCTCOCCACA CT3ACCTGAC 
TOQGGGrTGAG GGAGAAGGAG GAGAGAGCCC ATCTCTGGTC TCTOIGCCCC TGAGAACTTC CTGGTGACTG CCITIGGGAG 
CCOGCAAGTO GCCAGAGGCA GGGCTAGCTG AGTTCCIGGG AGACCCdTT TTITCCOCCA RGTTCCCCAG AGGGCAACGC 
CATCAGTAGC ACTGT3CTGTT TT 

SEP ID NO: 164: (Length of Sequence = 392 Nucleotides) 

ASTACCOGGG CCCCGCCTCC CTAAAACAGA TCTACGGACC TTAACCGACG CCAT3CTGAG GCTGATTCCA TCCCTGCRGA 
CX3TATGCAGA GCCGCTCACT GCTGCCATGG TGGAGTTCTA CACCATGTTA GGAGGAATTC ACCCAGGATA CACAACCTCA 
CI7VEATCTAT TCACCCCGTC AAATGACTAG GTGGGTGAGA GGCATCTCTG AAGCGCTGAG ACCTCTGGAG ACCCTGCCTG 
TTGAAGGCCT CCTTCGGATT TGGGCACATC AAGCTCTCCG TCTCTTCCCA GATAGACTCG TAGGGGATGA GGAGAGGCGT 
TGGGACTGAA TGAGAAGATC GACACGGTTG CTCTTGAAGG CACTTTCCCT AACCITCGGC AGAGAGGAGG GC 



SBQ ID NO: 165: (Length of Sequence = 406 Nucleotides) 

. GTTATAATTA TCTTCTTTXA TTA2TEATTG TTTATCTCTT ACTGTGTATA ATCTAGAAAT TAAACTTTAC CATAGGTATA 
TACATATTGG AAAAAGCATC TTATATACAG GGTFIGTTAC TATCTCTGGT TTCAGGCATC CACTGGGGGT CTTGGAACAT 
ATCCCITGCA GATAAGAGGG AACTGCTGTEA TCCATAGAAT AAAAACACCC CATCTTGAAG ATAGGAGGTT CTGTAAATTG 
GGATGGGGTC AGGGAATCTG AATTTEAAAA GTTTCCCATG TGATTTGATG CCCAGCCAAG GGCT3GGGAC C&CTGTCTTC 
AAATATAATG CTGAGGAAGA TACTGTCTTT GGATTTTCCT GGTAATICCG AGTGCAAATT CTCAGGCTGG AACCITATGG 
GCCITG 

SEP ID NO: 166: (Length of Sequence = 453 Nucleotides) 
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GAAAAdTIG CCATGGGTCA GTIMTA TTCG AAGTTCATTT TCCTGAATGT TIGGAAGAAA GTCTAGTGAC TCAGGATAGC 
MT I UI'A ATT TCACAGAGTT ATITITCCGT TATGAAACAC AGATIGCCTT TGAGGTCTCC TGTTTCTACT ACTCCCCCTC 
A LTITX ' A TGT GGGCCTCCTC TITCCTTTCT TTCTGGAGAA CCTTTTCCT3 TTCAATTCTC TTnAATTTT CAGCAGTTTr 
rm CTSIGT GAGTGAGGCT GTTTCCTAGC AGGGAGGTCT GGTTGCTCAT TITCAAGTTC ATCAGQGCIT CATCAGQGCT 
TCTCCACTTC AACCCTTACG CTATAGGNCC CIOTGCACCA TCTGCANTCT TCAAAATGTG CCCACTGGTT CX3TTCCCATG 
GANGGCITCT TGGTAATTTC GGCTTTIAGG GGGGGCCATG GAAGGAGCAA ATC 

SE p ID NO: 167: (Length of Sequence = 285 Nucleotides) 

TTIACICTTA AAACTGTTAC AACAGAATCA 7GGACTGACA CAGGTAATGG CTCAGCGATA AGCAAATCGA GAAGTACAGA 
AATGTCCCAC CCCAAACAGC TGCGGACTAC ACATCACACA GGGCCTCTGG TCCCGGCCTT CTCAGGTCCT CIGGAGTGGA 
GGATCCTTIG AGGGAACTCT GACCACTCCT GTTGTCTACC TAGAGAGCAC GCCACTIGGG CCACCTACCC CCAACCITTG 
GCCAAAGGAG TGAAAGGACC TCGAACCTGT CGTCAACCTC AGCAT 

SE Q ID NO: 166: (Length of Sequence = 327 Nucleotides) 

CTAGAGGGCA CTCTCTATAC CCGTCAGCTC CTGGAGCCAT TCATTCTATG CIGGGCAGAC AGGCTCTSAG AGGACATGGG 
GGACGGTCGA AAGGNTCCAA AGACGAAGCT GI MU ' ITIM C CTIGTPGGTT TTACACAGGG AATGATGAAA CATTGAAGGG 
GTTTAATAAG CTTTTCCTAA AACATTTTCC CCCTAAACAG GCIQGCACTA TGTCGAAGCT GCCCAAATTT GAGATTCATT 
TACCAGCT3C GNCTAAGTCA ACTAAACCCA NGCCTTTCCG AAAGAGACAT CGCAANTCGC TTACCCAANG TANTGTCCCG 
TTTTCAG 

SEP ID NO:169: (Length of Sequence = 346 Nucleotides) 

GGIGCIMGG AGAGCCGGCC GTCCTCCAGG GCTGAGCIQG GGAGGdTCT GCGCTTCIGG AGTCCCGGCG ATCGOGCCAG 
TTCCCCAGCA AACCCCCTCC AGAGCTGCCC CCGGATGCAC AGACAAGGAG GQGGCIT3GG AGIGACTTGA GGCICTGAOG 
GGRTCGCCCT CGCTCTGGGC AAGIGAGTCT TCTGTQGCCA AGAGGTCAGA GTCGTCCCTG AGGCTGAGTC GAACACAGAC 
CCGIX3GCCCT CATAAAATTA AACATAAAAG CACAAAAATG GGOGCAACCA GACAGCATTG GCTCTCAGAC AGGCAGGGAC 
ACGGGGGCCC CTTCGTGTTG ACCICT 

SEP ID NO:170: (Length of Sequence = 398 Nucleotides) 

TIGACCTCAA CTTACTCAGC AATGCCCTAG CTATGGAATA GAAGCATTT3 TTGCACTCTT TTTCTGAGCC AGGCCCIGTA 
GGAGGGATIG TQGATQGCAA AACCTCAGGT TCIGCCCAAA TCCTCCCCIT GGGGGCTGGA GGGTCTCTAG TTAATTGGCA 
TTCCGGIGCT TAAGGCCACT TTTQGCTAGA GGITTGGCAA GGATGGAGTG TCCAGACCTA TGATCCTCTA AGAACITTAC 
LTITI'A AAAA CAGCCACCCA AATGCTGGTG GCGTGGGGAG CAGCTQGTGG TCAAGGGACT GGGGGTGTCT GGCCATKGCC 
ACGTACCAGA GGAGACTCTG TGAGCCCTCT CCCIGCCIGA GGGACACTTA AdTTTATAG CACTACATAG GGTCAACG 

SEP ID NO: 171: (Length of Sequence = 321 Nucleotides) 

AGACAGCATC TGGCTCTGTC ACCCAGGCTG GAGTGCAGIG GCGCAATCTC GGTTCACTGC AACCTCTGCC TTCCAGGTTC 
AAGIGATTCT CCTCCCTCAG CCTCCCAAAT AGCIGGGATT ACAGGCATGT GCCACCATAC CCAGC7TAATT TTTGTATnT 
CAGCAGAGAC GGGCJTTTCAC CATGTIGGCC AGACTGCTCT CGAACTTCIG ACCTCAAATG ATCTGCCCAT CTPGGCCTCC 
AAAAGIGCTG GGATTATAGG TGTCAGCCAC TGCGCCTCGC CCTIGGGTAA ACACTTCAAA TCCAMCCAAC CATTAAAGGT 
A 

SEP IP NO: 172: (Length of Sequence = 293 Nucleotides) 
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GAAACTIAIA (JlLTlXJUL U t! CCAACCTTCT GAACACTCCA CTAGAAAAAT CTTCTGGCCT ACCTITATCA CCOCAGGAOC 
TACTAGCATT TCTEACTCTC AAAAAAAATC TTTTCTGAAA AATCAAGACA GACTGCAAAC AATCAGCAIA ATITTAXTAT 
GACARAACTT TTAAAriTTA TCCCCCTCTC TGAGAGKTCT GCXAGGACTC CTTCAGATAA GTGAAAAAGA AAKTTTrTAA 
AATTTAITCT CAAATCOGAA TTCCAATCTG TATAAAAAGG GCGATTCTCC CTC 

SEP ID NO.-173: (Length of Sequence = 282 Nucleotides) 

GCIT3CTCCC GTTOCTCAGG AAAAGGATCG ACCTTCTCTT CTTCTCAGAT GGTCCCTTCC AITCCCCTGA AACCTGCATG 
AGAGCTCCTA ACATCTTTCT CCAATCCAAT CAAGCCIAGA CTCCAAATCT CCTCCCAGCT CACCTCCATC TATCCATCTC 
ATCTCTIGGAT TTOGIGATCA GACTCTATAT TGACACTAGG ATCTCAAACC CTGCATCCAT CCTTCCTCCA GCAAGOCCIG 
CTAGCCACAT GAGGAACAAG TTTCC3CTGTC TTCATCACIT CC 



SEP ID NO:174: (Length of Sequence = 353 Nucleotides) 

CAAGAGCTGG GAGAGGTAGG GGGCAACTAC AGCICCCCAC C^GCCCCACC AGGGGGAATC GACCXXTCCC TGCCTCCIGC 
CCAAGTGGCT COCXXTCTAT TATOGGGGGG ACTTTCTGCA AACTCTGCCC CGAGGGGGTG GGGAGGGTGG AGGCTGACTS 
TGAAATCGCA GOQGTTGGGG CTGGCAGCTG T3CTACTGGG CACTGGGGGG CTTGTAGGGC TCCAGGAGGA GGGCOGAGAA 
GGTCTIGACC TTCTCTG C CC CCCGCACCTC ATGGGGTAAC AGCGGCAWIT TCACGATGTG GAAGTTCITC ATACAGGTCC 
TCCAATCTGG TCCAGATACT TGGCCTOGGT TCP 

SEP ID ND:175: (Length of Sequence = 394 Nucleotides) 

GOCCATCCCC TTCTGTACAT AATCTCTAAT ATTTATATAT ATTCATATAG AATTCTCTCT ATAATATATC TCATAGAATC 
TCTCITGGGC CTGGOGTGGG AATCIGACAT TAAGAAAACA TSCTAAGACT GGCCAGAAAA ATGGATATTT CCCAGACCT3 
GAGGATGGTG TGTOGGATOT ATAGGttGAGG TOCTGGAGAA GATAATAAAC TCATTCCCCA AGATACCCTC TTCAACACAA 
GGACAAGAAG GAAGGTCTGT GCTQGGGGAG GGGACAATGG AGGGGGAGGA GTGGAAGATT TCGATTITCA TTTAATAAAG 
TCAATTGAAA AATGAAAGTG CACCCCCCCT CCAAAAAACA GGAGATTCAT TTAGCAAGAG COGTTTCATT CACA 



SEP ID NO: 177: (Length of Sequence = 381 Nucleotides) 

ATTGGGAOGG GCCCCCCTCT GAGGOGACGG ATOGATAAGC TTGATATCGA ATTCCTTGAT NTITTCTAGT GTTATCCTTT 
TCTCCCACTC CAATAACTWT TCAXACCTKT GGTCTKAGTT TTTCCATCTA TAAAATCATG TGCTAAATAA TIAACTATCA 
TCTCTATCAT TGTCAGACTA CACAAAGCTT CCAGCCIGGG CAACAGGAAC CCIGTCTCTA AAAAAAAXAC AAACATTAGC 
CAGGTCTGGT GCTATGOGCC TGTEAITCCCA GCIACTTGGG AGGCTGAGGT GCTAGGACTA CTTOGGCTCT AGAGCTCAAG 
GCIGCAAGTC AGCTGTGATT GOGCCACTGC ACTCCAGCCT GGGCAACAGG GCAAGACCCT G 



SEP ID NO: 178: (Length of Sequence = 443 Nucleotides) 

GATTTTATTC AAACACAGGC AAGAACAATG ACCTTCAGAG CTGGGEAAAA ATAATAAGTT AAAAGCATGG TTAGAATnT 
AGACAATCAG AXAAAAAGTT TGAAGGAAGT GATTTCCCCT TCCTCTCCTA ATTGATTAAT TCAACACAGC ATAAAAATAA 

TrxTJjmxjm taaaatatcc tjxjttcccac acaaatgaac tggaggiggc cctaggattt ccttgaceat gcacaatgca 

CACAATCTAC ATCTCCCTCC TCCCO^ACTT TTAAGGCAAA AATGCTCCTG CATCTTCAGG CAGAGGCTGG GCTCATGCCA 
GCAGTCAGCT CT3CTCAAGG ACACTGGGGG TGOGTTITYCT CCACCGAAAG ATGCCIGCTT TCGGTCCACT TT3GGCGCGG 
GATCCCASTT TATTTTCTAG CCTCTGCCTC ACCACAGGGA AAA 



SEP ID NO: 179: (Length of Sequence = 325 Nucleotides) 
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TGGGGGACCA GCATTGCTCC CAGCTGAGGG CGCOCTCITC CTCACCAOGT ACOGGGTCAT CTTCACGGGG ATCCCCACGG 
ACCCCCTGGT TOGGGAGCAG GTGGTGGTCC GCTCCTTCCC GGTOGCTGCG CTGACCAAQG AGAAGCGCAT CAMCKTCCAG 
ACOCCTCTGG ACCAGCTCTT GCAQGAOGGG CTCCAGCTGC GCTCCTGCAC ATTCCAGCIG CTGAAAATGG CCTITGAOGA 
GGAGGTGQGG TCTTACAGOG COGAGCTCTT TCOCTAAGCA GCTGCATAAG CTGCGGNTAC CCGCOGGACA ATCATOGCCA 
ACTTT 

SEQ ID NO: 180: (Length of Sequence = 213 Nucleotides) 

GAGCATGCCC COGGAGTCCC CAAGATCCTG GTGGGGAACC GCCTGCACCT GGCGTTCAAG CGGCAGGTGC CCACGGAGCA 
GGCCCAGGCC TAOGCCGAGC GCCTGGNCGT GACCTnTIT TAGGTCAGCC CTCTTTGCAA TTTCAACATC ACAGAGTCCT 
TCACGGAGCT GGCCAGGTTC GTNCTCCTGC GGCATGGGAT GGACOGGCTC TTG 

SEP ID NO: 181: (Length of Sequence = 219 Nucleotides) 

AGCTITATCA CATTATACAC AAACATAGAA AACAGTGTIT CAGAAGAGAA GCAAAGGCCA TTQGCTTCAA ATATTTATGC 
AACAATCAAA ATCITCTCAG CCCTIAAATG AGCACTTGIG ACTK3TCCAA CAGIGAGATA ACTAGTCAAT GGAAGAGTTC 
AACACTAGAG CATGTATCTC AGTCTGTTCT CATATTGCTA TAAAGGGCTS CCTCAGACT 

SBO ID NO:182: (Length of Sequence = 451 Nucleotides) 

CTCTTACTCT GTTACCCAGG CIGGAATGCA CTGCTCT3AT CATAGCTCAT TGCAACCTCT GCCCTCTAGG CTCAAGTTGAT 
CCTCCCACCT CAGCCTCCCG AGTAGCTX3GG ACTACACGTA CATGCCACCA TGCCCAGCTA ATTTTIGTAT TTCTGCTAGA 
GAOGGGGTTT TGCCATGTPG ACTAGGCTGG TCTIGAACTC GTGAGCTCAA GTGATCTGCC TCCCTOGGCC TCCCAAACTG 
CIX3GGATTAC AAGOGTCACT CATCCTGCCT GGCCTAGTTT GCTCTTATTT TTTTTCCATC TTK3CAGTTT CTAGGCCACT 
GGGAACAGGC TCCAGAGCTC AGACTCCACA GCT31GAGGC TCCATCITGC ACCATCAAAA AATAAGGTGA CGAGAGTCCT 
GGGTTTCCCA GTGTCADGGC AAGAGGGGTT ACIGCTCACG GGTACACACA G 

SEQ ID NO: 183: (Length of Sequence = 444 Nucleotides) 

CCAAGTTGAC COGCCGAACC ACCGAC^GGA AGAGTCACTT CCTGAAAACT CTGAAGGATG ACCGGAATGG AGACITCTCA 
GAGAATAGAG ACTCTGACAA GCIGGAAGAT TTGGAGGACA ACAGCACACC TCAACCAAAG GAAAATGGGG AGGAAGGCTC 
TCATCAAAAT GGTCTT3CCC TCCCTGTAGT GGAAGAAGGG GAGGTTCTCT CACACTC7ICT AGAAGCAGAG CACAGGTTAT 
TGAAAGCTAT GGGTTGGCAG GAATATCCIG AAAATGATGA GAATTGCCTT CCCCTCACAG AGGATGAGCT CAAAGAGTTC 
CACATGAAGA CAGAGCAGCT GAGAAGAAAT GGCITO3GGA AGAATGGCIT CTTCCAGAGC CGGAGTTCCA GTCTGTTCTC 
CCCTTGGAGA GCACTTCCAA GCAGACTITC AGGCICAGCA COGA 

SEP ID NO:184: (Length of Sequence = 399 Nucleotides) 

GGGAGAAAGA GGAAGGAGAC ACTGCCAGGA GGAAGAAGGA AGGACTCCCT TAGCTCTCTT CATTGTCCCC TTTACTTCCT 
GCI7VTCTTCT TCTCCTCTTC TICTCTCTCT TGCCTOTATG CCTGTATITC TGGCAATATG ACAQGCCTGC CTACCCAAGA 
TCAGAACTCC AAAACCACTC . CCACCCCTGA AGGTCGGGAG GCTCITAGCA GCCCIGGCTG GCTGCCTGTIG CTCAGGTCCT 
CAGCTCCATG GGAAATAAAA ATGGCADCCT GAATCTCTAG GATTTTGTCA CTITGGAGTC ACAGCAAAGT TCTCTTCCTC 

rrcrrcccccc gtttgctgct ccttgggtta taggacatgg taaatattta ttactttcag ggaaccacta ttctattag 

SEQ ID NO:185: (Length of Sequence = 263 Nucleotides) 

CAGAGACACT GGCCCAGCTA TTTTCAGCAG GGACAGACTC GAGGCTCACT GGGGATGGCT TCAGAGGACA CTGAGGCCCC 
TCTCAGGGAG GGCAAGGCAC AGATACCCCA aattccaccc CACCTCCCAA AGGTCTCCCA GCGGGGCTCT CXIAGTCCATC 
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TCAGCAGAAG GCTCITQGGC GTCTGAQGGA QGGTCTTGGA GAACTAAGCG AAGGAGGCAA AGGCCAGGGC 
CCCTTGCAGGCA.ee AICTGCACCA CTT 

SEP ID NO: 186: (Length of Sequence = 343 Nucleotides) 

GTTCCAAXAG CTGGTITTAT TCTCAGCACA AAAQGGCCCT GTCTAAAAAC CAGAAGGATT TTCIAAAATA TCAAAATOAA 
TATTTGGCCT GGAGGTTSGA AAGTGAAGCA AGGCTGGACA TAGAAAAAAA CTGATCACTA ATATTATTFA 
GGA!TAAATGA AATAGGAACT TAGGGGCATC TCITACTTTT CIACAGGTTC TTATCTGGCT CAATOAAGAA ATTGK?nTA 
TCTTGCTGCC CTTGCATCAG GTiTlTiGCA CTAATOGAAA AAAGCCGGCC GAAAAACAAA ACCCAATCCT TTCACTCCEA 
GdTITACAT CTTOCCCTTG CAA 

SEP ID NO: 187: (Length of Sequence = 229 Nucleotides) 

GGTGCGGCTC CACCCCITCC ACCTCATCCG CATCAACAAG ATCTTGTCCT CTGCTQGGGC TGACAGGCTN CAAACAGGCA 
TGCGAGGTGC CTTTGGAAAG CCCCAGGGCA CTGTGGCCAG GGTTCACAIT GGCCAAGTTA TCATGTCCAT CCGCACCAAG 
CTGCAGAACA AGGAGCATCT GA3TCAGGCC CTGCGCAGGG CCAAGTTCAA CJTTTCCTQGC OGCCAGAAG 

SEP ID NO:188: (Length of Sequence = 284 Nucleotides) 

CCAGCAACTC AAATTCACCA CTTCGGACTC CTGCGACCGC ATCAAAGACG AATTTCAGCT ACTGCAAGCT CACTACCACA 
GCCTCAAGCT CGAWICTNAC AACTTGGCCA CTGAGAACTC AGAGATCCAG CKTCACXAXK TGATGTACTA CGAGAKGTCC 
TAOGGCTTGA CCATCGAGAT GCACAAACAG GCTGAGACCG TCAAAAGGCT GADGGGATTT OTGCCCAGCT CCTGCCCIAC 

ctttcccaag gagcaccagc agcaggtttt tgggggocat tgag 

SEP ID NO:189: (Length of Sequence = 215 Nucleotides) 

ggaaggatga gaaacagatt TCTGCTCACT tcatgggctc RCCTRGRATT GAOGATOGTR CAAACCCAAG ATTATCCTCA 
1CTAAXITAT GAAGATEAXG GAACTGCAGC GCATGACATC GGGGACACCA OGAACAGAAG TAATGCAATC CCTTCCAGAG 
AOCTCACTSA TACAACOQGT CGGGCACATC TCKCGGCCTA TGCTSCCGGT GCTGC 

SEP ID NO: 190: (Length of Sequence = 153 Nucleotides) 

TITCATATGG AAAGAGCTAG TACAATCACA TATTTGAAAG GAGAAACAAT AGCTACIGAA CCGGAGGGAA AGGGCGAGGG 
TGACTGTGCC AGCACOGGCC TGGTCAATCC AOGA3TCGGT TTCCCATCCA AGGGTAAGTT TCCCAAAATA CCG 

SEP ID NO:191: (Length of Sequence = 316 Nucleotides) 

GTATTTATAC ATTTATTTAT ATATGTATAT TIACTTCAGA NGAAACGAAC A3TT0GGGGA CAGGAAGCAA GCAGGCCOGG 
GGCTGCTICC CTCACTGCCC ACCTCAGACT CAGAGTTGGC ACATGACAAA TACCAAGCTC AGGGTGAAGA ACTGGGAGTT 
AACIX3GGAAG . TAGGGKGCGC TCTATGCACA OGCAGGCTTC TAAGGGTGCA OGCTATGGGC AGKKGGTTIG CAdGGGAGG 
CCCTA!TCTAC AGCTIGAAAG CTAGGGGTCA GATTAGCCCA GTCACIACAG GAACATACGT CAAAGTTGAG AGAAGA 

SEP ID NO:192: (Length of Sequence = 360 Nucleotides) 

CTGG-mTIG GTTAXATGCA GCITI'IGACT AGCATGTATT GTGTCTTITT CTCCTCTATG AATAATXTTA TATTTCATGC 
TACTTCITGA AAGTTTACTC TTTGATOCTC TAAGAGAACA GCCAGAT3GT TTATATGAAT AANCTTTATC TGCAGGATGG 
TGGATTGGXA AATNAGGAGA ATGITCTITG AGAXATCAAG ATTTA1CTCT GGGAACTAAA ATATATAATG CCAAATGTGTT 
TTITCTCAAT TACTAGAGAA TTCTGTIGCAA ACATATCATC TCTTCACATG CTGCACACIT TGCinTIGT TAAACAGCAG 
GXAGTAGACA GACCAATACC AGTTTCGCGT TAAGG 
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SEP XD ND:193: (Length of Sequence = 397 Nucleotides) 

GAAAAGACCA AGGAGATCGT GAAGACAGCA GAAGCCCAGA AGCAGCAACT GAAGGAGGAG CAGGGGAGGT CAGCAAGGAA 
OQGGAGAGTG GGGATCGAGA GGCTGAGGGA GACCAGAGNA CTCGAGGGTA CX ' A ' X 'IT A GAA GAGGACACCC TCTCTGAAGG 
TTCAGCTGIA GOGTCCCTGG AGGTTSACTG TGCCAAAGAG GGCAATCCTC ACTCTTCTGA GAT3GAAGAG GTAGCCCCAC 
AGCCACCTCA GCCAGAGGAG ATOGAGCCTG AGGGGCAGCC CAGTCGAGAC QGCIGTCTAT GCCCCTKTTC TCTTGGCCTG 
GGTTGGCGTG GGGCATGCGT CTAGCTTTCA CTCTOGTTCA GGTCCAACAG GGTCCZITCr GTCCCTTDGG TGCCCCC 



SEP ID NO: 194: (Length of Sequence = 225 Nucleotides) 

GATTATTGGC TITCCTTTCA TAACATGTAT TTTTAAGTAT TTACTCTCIT AATGGCCCTC GTCTCTATTT TATACATCAT 
ATCTCTTAAT TCTCTAGATG GAACACTGAA GGACAGGAAT TAAGTAAGIG ACTGGCCATG CAAGGGTTGG AAATTTTACT 
GTATCCCTTC CTCRCTAGAA GTTI7VIX3TTAA ACATTCAAGC AACCACATAT CTAACAGAGG AGTIT 



SEO TP NO: 195: (Length of Sequence = 294 Nucleotides) 

ATEACTAGAT ATTTGTATGT TAAATTATGT GQurATlCAA ATTICTGGAG AATAAGTAAT ACTGACATTA CTTTAAGGAC 
AGTGTTTCAT CAGGGCATTA TTTTAATCAA TCTTATATTT AAATGTCTGT TTCAGGAATT CATCTCAATC TTTCTITITA 
TAGAGGACCC ACAGGCATGA N1TAT1TACT CCTCOGGTGA TAGGTTCTCA CCCTGATGAA AGCGGAAGCA AATTCCAGGT 
TAGAACATTA TNCTAGTTAT GTAGGGQGGT ATAAAGTCTG TAAGTTTAAT ATTT 

SEP ID NO: 196 : (Length of Sequence = 233 Nucleotides) 

TiATrrrrcT ctaaattcta aaatagaaga ctttaatoga aaacatttag taccatcatc tcamcctgaa tcccagcaat 

ACCTCGACTT TTACACACGC AGGAAGCCTA GTAAAAGCCC CCTCAGTAGT ACACATTTCT CTATGGTCCT TCAACAGTTT 
TTCATATACA AAATTTCCTG CTATTTTTGC TITlGCAAAC AGCAATAACT TTTGGGITTC CCATATGACC ACC 



SEO ID ND-.197: (Length of Sequence = 230 Nucleotides) 

AAGATATCTA CCTGGAGTAG CTGT3CAGCC COGCCCTCIG CTTCCCCCAG CCCTCAGGCC ACTGCCAGGA CAGCTGGCTG 
CTGACAGGAT GTGGCACTGC TTGAGGAGGG GCACCTGCCA CCGCCAGAGG ACAAGGAAGT GGGGGCCGCT GGCCAGGGTA 
GGGAAGGKTC GGGCAATCGG GAGAGGCAAA TGCAGITTAT TGTAATATAT GGAATTAGAT TCATCTATGG 



SEO ID NO: 198: (Length of Sequence = 118 Nucleotides) 

TTCTCCTCGG GAAAGGGCTG TTGCTCAAGT GGCOGGTTCT TTTAAGCATC GACATTTGCA TCCAAAGGTT CAAGCAGCCG 
CCTCAGGTTC CARAGGCTTC CACCTGATGG CTGCACTT 



SEP ID NO: 199: (Length of Sequence = 268 Nucleotides) 

TAAATGATGG AGTTAAATGA TG1TGTCACT GCCTATTTAA AAAACTACTC TTCCCCVTCT CTATGAGTTC TACTTTGGTA 
AATATIAATA TTTAACCAGT TACTAAAACT AACACCACTA TITCAATTCT CTTTTGTGCA TAGTAAGTAA ATTTTCCTTT 
ACTTACTTTA TAAAAAAATA Cl'ITACATTT TATAAAGCAG GTTTTAGAAA AACGGOTTAC AAGAAAGTTT GCCTCCATTT 
CACTGCCAAT TTAAGCACAG GGGAAAAT 



SEO ID NO: 200: (Length of Sequence = 422 Nucleotides) 

CCACTGAGTT TGTGAAAAGC AACAGGGGTA NGACAGGTTC AAGGAAGGAC ACAGACAGTG CCCTGTTTTA GGTTCCAAAT 
TICITCTTTT TAATGGCTGG TGGGAGCIGA GCAATGATCT CATTTGGAAG GGGCAATGAC TTCTCAATNA TGCAGAACAT 
CTAGGCATCA TGGAGAAGGA TGTTGCATCGG TCTCTT3GGA TGAAAACTGA TGTGICTGAT AGGACTATCC CTTTGGAGCC 
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AAAGCTGGIG AAAGOCCTGC TTCTOGACAG TCOGGCTCCA ATCTCTATAC TCITTGTCTG GGATGCTGTA CTCAAATACC 
TGCIGGTCCG AATCAGGGAT GACAAGGTITG TTTOGTATTG GGGGCAAIAG CCATAGCACT CACITCGGAA ATTGTAAGCA 
GGCAOOGTGC AGHGAAuitt TA 

SEP ID NP:201: (Length of Sequence = 273 Nucleotides) 

ACTCCACGCT GATGAACCOG ACGTCCATIT CTCCAAGAAA TTCCTGAAOG TCITCATOAG TGGCCGCTCC CGCTCCTCCA 
CTGCT3AGTC CTTOGQGCTO TTCTOCTGCA TCATCAAOGG GGAGGAGCAG GAGCAGACCC AOCGGGCCAT A3TCAGGTIT 
GIGCXTOGAC AOGAAGADGA ACTITGAGCT GGAACTGGAT GACCCTCTGC XAGTGGAGTC CAGGCCOCCA GACEAdTGT 
TAOGAGGGCT ACAACATCTG CACTGGCTGC CCG 

SEP ID NP:202: (Length of Sequence = 436 Nucleotides) 

GGACTCCAAC CCCOCAGGAG GCOGAATCCT GAGCITOGCA ATOGTGGCCT GGATGGAGCT GATQGGCACA TCCCCACCGA 
GGAOCAGGTC CTGGGACTCC TGAGGAAGGTT GGTITCTTCT3 GCTGATGCTT GCACTGGCCA AGGGTTTGCA TGGAGGAGGC 
ACACCA3GGC GCTGCAGGAC CTCCTCCACG TCTCTCACCA CTGCCTCATA GCAGAACCTG AGGTGCAGCT TCTCOT3CAG 
CATGTGCriT CTCHX3CTGCC GCATGCGCOG CACCAGCTGA GGCAGCTCAG GGATTCC3CTT CCCMCCTCC ACCTOCTGCA 
CAGCTGCATA GAGCACTGCA AAGGCTCCCG TCCGGCCCAC ACCAGAGOTG CACTGCACAA TGATGGGCGT TTCCAGGGGC 
CGrlGATGCAA GGTAATTCGC GTCCACCTCC TGGGTT 

SEP ID NO:203: (Length of Sequence = 336 Nucleotides) 

CTCCATGTNT TGGGGACACT TAQ3CCAAGG OGCCX3CX3TTC TCATTAGGAG CT3GGACCAG AAGTGAAEAA GCCAGGTTCC 
TGTCCCAGGG AGCTCCATAG CAQGACTCAG AACCACACAC GGCCCTCEAG GCATTTKTGA AGCICTGTGC TTCATITTTT 
TTGCJtTTGCC TCTAC7ITIT3 CCTTTGCAGT ACCAATGCAG CXAGCCCATC TKTCCCCTCT ATGTOGAATG TTAAOGEAXAT 
TCCCACTGTT TCTGGTCTCC TTTCICTAAT CAGAGCTGCC GTGACCATTC CAGTTCAGGC ATCCT3CTGG CCTGGCTITC 
TCTGGGGCAT AGAGCT 

SEP ID ND:204: (Length of Sequence = 393 Nucleotides) 

GGAATCAGAT GCTCAGGTCT CCAAGCAGGG ATAAGGACAG GCAAAATAAA TAACCCCCCA AOXCCATCG TCACTCTGCT 
GCAACAOGAC ACAAAGGTTT AAAGATCTGG GCCCAAAGAC TCTGGGTCCC TTCAAGCAAG CTCAGGTGGA AGGAGGITTC 
CCCACCCCCC ACCAGGCCTG TTTGCCCCAG CTTGCCCEAG GATOGAGGCA GTTCAGACCC TCGGTCACTG AAGCTGATAG 
GAAGAACINC GATATCAATG GCCTAAGCCT GCTGTNTGCC CAAGGGAGCC AAGGGCAAGA GCCAAAGGGC CAAT3TAAAG 
GADCTGGACC T3GGGGGCCA GAGGAGGCAC CACAGCC3GAG GGGAGCCACG CCCTGGGCCG GCAQGGCACA TGG 

SEP ID NO:205: (Length of Sequence = 390 Nucleotides) 

GAGGAAGAGG ATGACCTGAG TGAGCTGCCA CCGCK3GAGG ACATGGGACA ACCCCQGGOG GAGGAGGCTG AGCAGCCTGG 
GGCTCTGGCC CX3AGACJTTCC TTGCTGCCAT GGAGCCOGAG CCCGCCCCAG CCCCGGCCCC AGAAGAGrTGG CTGGACATTC 
TGGGGAADGG GCTCTTGAGG AAGAAGAOGC TGCTCCCAGG GCOGCCAGGT TOGAGCOGCC CGCTCAAGGG CCAGCTGGTC 
ACOCTACATC TNCAGAOCTC GCTGGAGAAT GGCACAOGGG TGCAGGAGGA GCOGGAGCTG GTUTTCACTC TGGCTGACTG 
TNAC3CTCATC CAGGCCCTGG TTCTCAGTGT CCCACTCATG GAOGTNGGGG AGAQGGCCAT GCTCACTTCT 



SEP ID NO:206: (Length of Sequence = 172 Nucleotides) 
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CTTTACTGTG GGTGTGGGTG TCACTGTCAC TGCCACAGCC ACTNGGAGGG ACACACAGCT TTAACCCCTR TITGCTTAGG 
NGAAGGGTGG GGGCATTCAG GGTTATAAAA CTAACTATAT ACACAGAAGG TCCTAGGKAG AAAGCCACCC TCAGGACACA 
TGTCTAGGCA CA 

SEP ID NO: 207: (Length of Sequence = 215 Nucleotides) 

AAGGCAATTA GAAGATTTAT TGAATATTCG TTAAAAGTAG ATIGACAAT3 ACATTAAAGA ATAAAGTCTA ATTTATTTCG 
TGCTACTTTG TGAATGC3TC CAAGTACAAA TCATCTCACA ATACCATATA CAACATACTT TCAATCACAA CTCAAATATA 
AAATAACCTA CAAAATCACA TTGCTATAAT CAATATACAA TAATICTATT TTTAA 

SBQ ID ND:208: (Length of Sequence = 444 Nucleotides) 

GG&CTTCTCT TCTCCADGGA GAGCAfjIGTT GCACTGTATG GAATGCTAAA TCTTACCCGA AAGGGCAAGC AGGCTCCAGG 
TCGCCATGAG CTGAGTTGTG ACTTCTCGGA ACTAATTGGG TTGGCCCCTG CTGGAGGAGC TGACAACCTG ATCAATCAGG 
AGTCTGACGT TGATCTCCAG CTCAACAACA GACACATGAT GATCCGAGGA GAAAACATGT CCAAAATCCT AAAAGCACGA 
TCCATGGTCA CCAGGTGCTT TAGAGATCAC TTCTTTGATA GGGGGTACTA TGAAGITACT CXTTCCAACAT TAGT3CAAAC 
ACAAGTAGAA GGTGGGTGCC ACACTCTTCA AGCTTIGACT ATTITOGGGG AAGAGGCATT TTGACICAAT (XTCTCAGTT 
CTACTTGAGA CCITCCTCCC AGCCTGGGAG ATGTTTnTG TATT 

SBQ ID NO:209: (Length of Sequence = 338 Nucleotides) 

GCAGATCACT TGAGGTCAGG ACTTCGAGAT CAGCCTATAT ATGCAAGTAC ACACACAGGC ACTCGCACGC ATGCATCCTC 
ATCCAACACA CAT3TACACT CTACATGTAC AGCTCACATA TGCATCCATA CACATGTSCA TGCTCACCCA TACACCAGCC 
ACACACAAGT ACTCATACGC ATACAT3GCC ACACACAAAG TACACACACG TACACCATAT GCATATGTAT GCACTCATAC 
ACTCATACAT ATCT3CCCCC TCAGAGAAGT ACACAAGTCC ATGCGCATCA CACATGCATA CCTGCTCATG CATACACACG 
QGACATTTCA TACACAOG 

SEO ID NO: 210: (Length of Sequence = 371 Nucleotides) 

GAGGAACTAG AGCCTNAGGA GGCTGAAGAA GGCATCTCTG AGCAACCCTG CCCAGdTGA CACAGAGGTG CTGGAAGACT 
CCITCAGGCA AGCGTAAAAG TCAGCATCCT GCAAGGGGAC TGTAGATITA ATGATGCGTT TTCAAGGGTA CACACCAAAA 
CAATATGTCA ACTTCCCTTT GGCCIGCAGT TTGTACCAAA TCCTTAATTT TTCCIGAATG AGCAAGCITC TCITAAAAGA 
TGCTCTCTAG TCATTITCGG TCTCATQGCA GTAAGCCTCA TGTTATACTA AGQGGGAGTC TTCCACGV3T GACAATCAGG 
TI7VTIX3GAAA AACAAAACGT GGTITTGGGA TCTGTTTGGG AGACTGGGGA T 

SEQ ID NO:211: (Length of Sequence = 295 Nucleotides) 

CCTCKTCAACG TGTTGACATT ACAGGCGTGA GCACAOGCAC CCAGCCCATC TAGCATAATG TTTTGCATAG TICTCAGCAG 
ATAAATATTC AATGACAAAA CTCAGAT3GA GGAAAAAGAA CAAAATAACC TAGTTCTCAG AAAGATTTAA TGAGCAAATG 
GGAAAATGTC AAAAAGATXT ACAGACAGGG GCATCTTAGA GTCACTGGAA TCACACAGGC CITCCCTCAG CITGAGGGGC 
TGCCTGGAGG TGGGGGTGGG GCTACACCTC CTCACTGGGG AGAGACTT3C CAAAT 

SEQ ID NO: 212: (Length of Sequence = 370 Nucleotides) 

TGGCCGATAT GAGGGGGGTG GGACIGGGCC COGOGCTGCC CCCGCCGCCT CCCTATCICA TTCTCGAGGA GGGGGGGATC 
CGCGCATACT TCACGCTOGG TGCTGAGTGT CCCGGCTGGG ATTCTACCAT CGAGTCGGGG TATGGGGAGG OGCCCCOGCC 
AOGGAGAGCC TCGAAGCACT CCCCACTCCT GAGGCCTOGG GGGGGAGCCT GGAAATCGAT TTTCAGGTITG TACACTCGAG 
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CA talTl'X GGT GGAAGAGGGG GGOCCEAGAA AQCCTC7EAGC GCAATGGGGT TGGGOGCCCC AAAGGTEAAG TTIGAAOOOG 
AAGAGCAAAG GAAGAGGCGA TCATCAXAAG TQGAGGA3TA GGATTAGGAT 

SEP ID NP:213: (Length of Sequence = 302 Nucleotides) 

ATCTGTGGAA TAATCTGCGG GCTAACAGGG AIAACTCAGT ATAAGAACCA CCCAGTTGAT GXCXATIXxTG GCTTTTEAAT 
AGGAGGAGGA ATTGCACTGT ACTTGGGCIT GTATGCICTG GGGAATTTCC TCCCCANTGA TGAGAGTATG HTCAGCACA. 
GAGAOGCCCT CAGGTCTCTT GACAGACCTC AATCAAGATC CCAACCGACT TTTTATCTGC TAAAAATGGG TAGCAGCAGT 
GTATCGGAAT TTTCTCATAC AGAAGGGCAT CCCTCAAACC QGAAACCACA GAGATCCTAG GT 

SEP ID NP:214: (Length of Sequence = 354 Nucleotides) 

ATGGATGAGT GGGCACCXXX3 CACAGGGCTG CAGGGTGGAA AACGCTCGAC GGCCAGGTGG TGACTTGGGG GCAGAGAGOG 
CAGIGTNGTA GGGGAGGAGA GGTGCTGTCC CTGCTCCCTG GGAGCCAGCC TCCCTGINCT CT3GGCAGAG CAAGGCACTT 
TCrGCT G CCG GTGCTTCCAG GGCCTAAGCA GCOGCTGCAC ACTCAOCAGC GCAAGGCTCC TCIGCAGGGA ACGAGGGCIG 
CTACCCATTT CACAGATGAG GGCAAGCAAG GACTTGCCCA GGGTTGCCCA NAGCAAGTGC GTAACAGGCC CTGAGAAGAG 
NGCCAGTGAG CTCATCCTGA GTTAATTATG GGC7T 

SEP ID NO:215: (Length of Sequence = 260 Nucleotides) 

TGGTTCAAAG TCTAGGCCCT CTTNAGAGCT GGCTGA3TCA GCTIGCCAAC AGTGACATCA GGGTGAGGCT TCCTCTCTCC 
ACAGCATTAG CTGCGAATAT CCTCATGCTC ACAAGATGGC TGCCAGTGGC CGTCAGGGTG TGTGCTTCCT TCHTCACATC 
CAGTGGAAGA GTGACAGCCT GCTCCCCTEA GCTCTCIGAC ACCAN1CTGA AGCTGCCANG AACTIACTAG CAGGNCITTC 
CTCATGACCC ATTCAACAGG 

SEP 3D ND:216: (Length of Sequence = 232 Nucleotides) 

CITCGACAAG ATCTGGGATA ATTCTCTGGA TTACCTGGCA GAGACTTITK TICTCTTCCC TTACTGTCTC CCAAATAAAC 
AGTCTCICAC TCTGTTGTGA GCCACCTGAA GCTCTGATAT TTCCAACGAC TCTAGGAGGA AAAAATTAAG GGGAGAGAGG 
AAAACAAAAC CTACCAACCC CTAANATCAT TINTITA3TG TACATAACGA CCTCATTCTC CTGTATATCC GG 

SEP ID NO:218: (Length of Sequence = 219 Nucleotides) 

CTGCAACCAT CCATAGCTTT TNCCCCT3GC TGCTATOGAG TOOXXZAAAC TCCCCAGTGG GGCITATGAG GGTGGGGCAC 
TTATTANGTN CTCK3GGAAG CTCATCCIGC TCCAGAAGAT GCTGOGAAGC TGAAAGGAGC AAGGACACCG AGIGCTCAAT 
NTTCTCGCAG ATGACCAANA TGITAGCCIT GCITGAGGGC TITCTTAGNC TATGAGGCT 

SEP ID NP:219: (Length of Sequence = 390 Nucleotides) 

GATAGGIAGC AGAGACCAAG GCGCAGGCTG CTTCAGATGA GCAAGAGAAC CCAGTTCGAAC CAGATACCCC AGGTGGGCCG 
GAGGGACCCC AGACCTTCAG AGGGCT3CCC TGCTGTTCTC CACACTGCAG TCCCTCIGTA TTCCCAGAGT GGGATCGGGG 
CTTTCAGCCC ACCCTGATGC CIX3CCCTCCA GGATGGCIGG TTTAGTCTGG GTCCATGTCC CAGACCCCTC TATTCT3CTC 
CAGGACAGCA GGACITCAGG TCTTTCCTGG GGGTGGATAT AGGAGAAAAT TTCTGCCTGG CACACACCIG GGCTCCAACC 
ACTTGCCAAG TGATTCACTC TTAGGCCCAG GGGGAACACA ATGACTATCA TTACTGATGC AGACCTGGCT 



SEP ID NP:220: (Length of Sequence = 382 Nucleotides) 
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TITTTGTTTT GTITXAATAT TTTT3AXATT CICTTTGCAT TGAAATGCTA TAAATGAATC CATTTAAAAA CTGGTTAAGG 
ATTTGTTIAG CTGGTGTSAT AATAATTITT AAAGTTCCAC ATTGCCCAAG GCTTTTTTTG TCJIUITIITA TllaTICTlTC 
TACATTPGAA AAATATTCTT TGAATAACCT TCCAGTACTA TATTTCAATT TCTTTATAAA TTTAACTSCA TTTTAACTCA 
TAA1TCTACA CTATAATATA AGCCTAAGTT TTTATTCAXA AGTTTTATTG ANGITCTCAT OGGTCCCCTT CAGAAATCTT 
TTTATATTAT CCTTCAAGTT ACTTTCITAT TTATATK5TA TCTGCATTIT ATCCATIAAT GT 



SEP ID NO:221: (Length of Sequence = 314 Nucleotides) 

GACTTTGGTT TATTTAAAAA ACAAGCCAAA AAAAAAAAAA AAAAACCCCA ACTTTATATA CAAACTCAAA CIGAAACCAC 
GGWTTATGGA AAGAGGCAAG AWTTAT3GGT AACAGGGGAG AAGGCIGGGC CAGAGCCAAT ACCACATTCT GAACACAGGA 
GCCAOGGGAA AGAGGT3CTG GTTTCTTCTG GCAAGACCQG GGTGACT3GA AOGCAGTCGT CCTACTGGCA AACCCAGCCC 
AACACTGAGC TCTTTCTAGC ATOGACTCCA TTCCOCTGAT TQGOCAAGGG AGACCCTTCC CCCAGGAGGC CTGT 



SEP ID NO:222: (Length of Sequence = 342 Nucleotides) 

TTCCTTCTCT GCGGCGGCAC GTCGCNAGCA GCCTGCITOG CCOCTCCTC AACTTTCAGC TCGAGGAGAA GCAACTTK3G 
CAGTGGCOGC GGGGTOGGAA TCCCGCTTCT CCTOGGCAGC ACTAGGCTCG CAAGTCGCTG GGGTTAGCTG GGGCAAGAGT 
TTCGCCGGOG CATCAGOGCT TGCTTCGGAC TGTTTGCAAC GTGTITCCAG OGAGCPGGGA GCGGGGGTT3 TGACTGCGAG 
TOGTCTGGGG GAGGGGGACT TCmTTCIT TTCCTCTAGA GACCTOGGCT TTCAACIGGA TCAAACGTTG TCGAAAGGAT 
GIAAATAGGC AAGAGCAAAC TG 

SBQ ID NO: 223: (Length of Sequence = 376 Nucleotides) 

CTGATGGCTG CCTTGAGGGG GACCATCATG TCX3GAGAOGC ATTGGTGCAG CTCTCACCCC ACAGCCCATG CCCAGCCTCC 
TGCAGACTCA GGTCATCCAG CTGGTCGATG GCTCTTTGCA TACCTGGIGC CTTCTCCTCT OGGGCTTGGC AGGCTTCTCT 
GGGGGCTTCT CAGATGACTC TTTTCCCTTC TTCTCTGTCT TGGCTAACTC CTCGGCCAGC TCTGAACGTC CCTCCTTGGC 
TCCCTCTTCT ACCACCTCCT CCCGTTTGGC CAACITCCTC AOGGCCGTCT TGGTAGTCGC TITCAGGCTC TCCTTGCTAT 
CAGCCCGCTG TITGATrriG CTGGGCTIGA GGTTGGTAAG GCACAGCCCC AAGAAG 



SEP ID ND:224 : (Length of Sequence = 445 Nucleotides) 
GTTGATAGAC ATTGGCATTG GGGTTGCTTC CACCITITCG CICTCATGAA TAATATTGCT 
CnTGCCTGA acctaaatgt tttcatttct cttcggtatt TATCTAGAAA TCAAATTCCT 
ACCTCTTGAG GAACTGGCAG ACTTTTCCAA AGCAGCTGCA CCA'iTlTAAA TTCTAACCAG 
TTCTCTATAT CCTTGCTAAC ACTTGTTATC TGCCCTTTIG GTTAGAGACA TCCTAGTGAG 
TCGTTTTGAT GTGCATTTCC CTGATAGCTA ATTCTCTGGA TCC LTi.TJ. GC TTTTAGTSGA 
GTATGCCAAA CTAAAGCTAA AATTAAAATG ACTCIGCATG ATGGA 

SEP ID ND:225: (Length of Sequence = 403 Nucleotides) 
TCCTCTCGGG ACAGTTTCCC GGGCAGCTCC TGGCCAGCTT CX^GCCCAGA GTCCTCAAGT CCAGGGCACC TTGGGCCCAG 
CGCAGGCAGA ATCCGAGGTG GTCCTGGCTC TACCCTGGGC CTCCTACTCC CCAGCACCCC TGGAGGAGGC AGGGGCTCCC 
CGCOGCCGAG GCTCCCTGCC CTAGGOCCAC CTCTGCATGC TGCTCATGGG GCCACCCTGC CTCCIGGGCC CTCACTCTCC 
CTAGGGGAGC TGGGCCAGGC ACTAGCCTTT GCCCAGGGAG GTGGGCCTCA GGCTGCCCAG GTCCCTGCAC CCCAGCCGGG 
CTICTCTGGG GCCTCCCCCT CCTCAAGCCT ATATCCTGTC TCTCCCCACC CCAGCICTCC CITGCCAGGG GACTGGCATA 
AAA 



ATGAACACTA ATGTACAATT 
CTATGTTAAC CCTTTGTTTA 
CAGTGTTTGA GGGTTCCAAT 
TGTGAAGTTGG CATCTCACTG 
ATGAAATATC TGCTAGTCTC 
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SEP ID NP:226: (Length of Sequence = 440 Nucleotides) 

CTGOCITAAG GASK3AGATT GTIXJTICITCC TCTCTCAGGG GTGAXAACIC AGGAAGCCTC TCGGTIGGGA AGACCATCAG 
' I ' lUm ' ltJXU TTAQC5ITTCT TITCCTGTCC CTCTTCCATC CCCAAGAOTT GAOCOCA3AA AAATmTCC TCACTTQGCC 
AGGCATGGTG GCTCAOGCCT GTAATCCCAA CACTTIGGGA GGCTGAGGOG . GGTOGATCAC GAGGTCAGGA GTCTQGAGACC 
AGCCTGAOCA ACATGGTGAA AACCCCATCT CTACTAAGGA TACAAAAATT AGCQGGCTST GGTGGCACAC ACCAGTAAGT 
CCCAGCIGCT CAGGAGGCTG AGGCAGGAGA TITCCTTGAA CCTGGGAGGC AGAGGTTGCA AGITAGGCOG GGMTGOGCC 
GTX'lUrACTC CAGCCTQ3GC AAGCAGAGCA AGAGCATCIA 



SEP ID NO: 227: (Length of Sequence = 426 Nucleotides) 

GACCAAGAAG TTCOGGTTOG AGGAGCCOGT QGTTCTGCCT GACCTGGACG AOCAGACAGM CCACOQGCAG TGGACTCAGC 
AGCACCIGGA TGCOGCPGAC CT30GCATCT YIGCCATOGC CCCCACACCG CCCCAGGCTG AGGTTGAOGC CX3ACIGCATG 
GAGGTCAATC TCCGCX3GGCC TGAIQGCTTC ACCCOGCTCA TCATCGCCTC CIGCAGOGGG GGCGGCCTGG AGAQQGGCAA 
CAGOGAGGAA GAGGAGGAOG OGCOGGCCGT CATCTCC3GAC TTCATCTACC AGGGOGCCAC TTGCCACAAC CAGACAGACC 
GCAOGGGOGA GACCX3CTTTC CACCTGGCCG CCGITAdTA CGCTCTGATC COGCAAGGGC TdTCAGGCC AGOGAAGATC 
CCAACATCAG GCAACATGGG COGAAC 

SEP' ID NO:228: {Length of Sequence = 278 Nucleotides) 

CAGGACCAGG AGAAGATCCT GGAAGATCCA CTGGATCACT GGADGGGCIT TAACAACAAG GITAAAAAGG CCACTGAGAT 
TGTTTTAGAA AA.CCAACAGC AAAACACTGA CAAGCTACAT AAATACAGAT TGGACATTTT AGGGTAAATT CACTCTATTT 
CCTACTTGCT TGXAGGAAAC GGAGIAAAGT GGAAAAGCTG TCCTGATCAT ATCGCATSCA CACCAGACTG CAAAAGGNCG 
TOCACACTAT TIAACAGGAC TGTGGCAAAA TAGCTTEA 

SEQ ID NO: 229: (Length of Sequence = 425 Nucleotides) 

Tmrorrcc caagccitig tcacksactt taaatcctct cacctgcaga acagagaigg cttcaaagto gggagtgagg 

GACTGAGCGA GGACCCTGGG CIGAGACCTG TTITrCTTCC ATTTCTGCTG TGGCTTOCCA CAGCTCCCTG GTTCCACACC 

AGGCCCTGCT ctgccgcaga aaaiggaitc ccaggccaca gagctctcag gcctttgact tigcagagac caagcacccc 

AGAGGCT3TG OGACASGGCT AGTCCCK3GT GGGCQGGTCT GGGGCATCGG GGGCAGGGAG ACTKGGAGAT QGGGAGGGCG 
TTGAGAATCC GGGGGGTCCT GGAXACTK3A CAAATT3GCT CAGGTCITAG CTYTGGYTGC CCCACTGATT GTGTTGCrTG 
GCAAGGIGCA AGTYITQGGC TGTTC 

SEQ ID NO:230: (Length of Sequence = 382 Nucleotides) 

TIGGAGGATG TGCTGCCCCT CCTGCAGCAG GCOGAOGAGC TGCACAGGGG TCATCAGCAA GGCAAGOGGG AGGGCITCCA 
GCTGCTGCTC AACAACAAGC TCGTCTATGG AAGCGGGCAG GACTTTCTCT GGCGCCTGGC COGAGCCIAC AGTGACATST 
GTGAGCTCAC TGAGGAGCTG AGCCAGAAGA AGTCATATGC CCTAGATGGA AAAGAAGAAG CAGAGGCTGC TCTGGAGAAG 
GGGGATGAGA GTTCIGACTG TCACCTGTGG TAT30GGTGC TITCTGGTCA GCTGGCTGAG CATGAGAGCA TCCAGAGGCG 
CATCCAGAGT KGCTTEAGCT TCAAAGGAGC ATKTTCACAA AGCCATTKCT CTTCAGCCAG GA 



SEP ID NO: 231: (Length of Sequence = 398 Nucleotides) 

GAGGCTGGAG AATCGYTTGA ACCCAGGAGG CGGAGGTTGC AGTGAGCOGA GATGGCGCCA TTGCACICCA GCCTGGGCCA 
GAGCAAGGTT CCTTCTCAAA AAAdTGGAA ATCTGTTGGG AAGTAGGGGG AGGGCAAGGT TAAAACCIAT GCAGGTGTGT 
CAATTAGACT TGTTOCAACT TGAGAACCT3 AATTITGCAT GTAATTGAAA TCTTCCAGAA CAAGTCTGGC AGTCTCAXAA 
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GGGAGTTnT AGATCCCAAT ACATIGCAGA TAACCATATT GGTIACATIA GGGGAATGAG CATGGGAIAG GTGCCTCCCA 
GTTGGTAGGA TAGCATGAGG AGCTTTCAAA AGTAACCS CT TTAAGGGTTA TGTCCAGTAT TIGCTAAGTA ACCAAGGT 

SEP ID NO: 232: (Length of Sequence = 272 Nucleotides) 

GGGGCTGCAG ACTGAGTTAT TTTATTTOGC TATTTCCACT TTGAAGCTAC TATCATGGGC GTTTAGAGTT ATACAAATGA 
O^CTTACAAA AAATAAAAGA CCAAGACACC CAGAGTGAGA TCCATGTIGG GGACX3GGGGA GGCTOGCAGC AGGGGGGCCC 
OGGOGG¥TCA CCCCAGGGCT CC03GAGGGG CXSAOGCCTCG CTTCATCCAC COGGGAGGCC CAQGGAGCAC CAATCACAGC 
AGGGGCTCTG GCCXZAGGTGrT OQGCAGCCCA GG 

SEP ID NO:233: (Length of Sequence = 364 Nucleotides) 

ATCTTACAGT TTTA'llTl'IA AATCATTTAC ACATATTCAT ACAAAGAAAA ATAAATTTCA GGATGGAATC CTGGGGACCA 
TGGTAGTTTA AAAAAAAAAA TC7TCTCTCAT CATTAGCTAC TAAAGACANG GCAAGAGGCT TAGCAGTCAT TTCTGGGGGTT 
TAGTGTATCT CXXCATGCAG QQGACAACIG NGAAGAATCC AAGCTGCTCC CTCATCTTCC TTCGATCTAG ATGGGGGAAG 
GGGATTITCC AATGCTCTCC CCTAGAAACA TTTCAAGAAG TACAGCAAAG GCTTATGGTA ACACT3GAAC CTATTTGCTA 
GAAATCTGGC AAGATTCCAC TTTCTGAACC CAAmTCCT ATAA 

SEP ID NO: 234 : (Length of Sequence = 217 Nucleotides) 

GGCCAGGAGC CAGAGGGCCC CGGGGCCACC CCTGCCGGGG AAOGTGATGA CCAGAGTCCA GACAGTCTCC CAGAGAGGCC 
GOGGCCCGCA GACCGGAGGC TCTCTCTGOC CTNCCTGGAC GCCTOGCCAC TCCCAGGGAG GACGGCCTGC COGTCGCIGC 
AGGAGGCCAC GCGGCTCATC CAGGAGGAAT TTCCCTTCGA TQGCTACCIG GACAATG 

SEP ID NO:235: (Length of Sequence =221 Nucleotides) 

AACTTTAAAG TTAGGATTIT AAAATATITC TAACTGGCTA AATl'lTAAAG TCGTGACAAA TAATTACTTA GGTTCAGAAA 
TATACACACA CITACrCITT AGCCAGTTTC TTTCAAGGTm TTACTGTCCC ATCAGATATC TAGCCATTTK CCTTIGCAAA 
TTACATACCT TCTTAAGAGT CTATITITAA GATTATTACT TATGCITTAT GAT3ATATAG T 

SEP ID NO:236: (Length of Sequence = 221 Nucleotides) 

ATAAATGGCT TTCTCACTCC TEAGGGACAC GATTGGAAAC AATACATCCC ATGAACACAG GIGAATGTCC CTGGTTATCC 
CTGAGCTGGG CAGTTTCACA CAATCANTTT TNCTCTGAGG CCAAAGTCTG TGGITIGATC ATCTTAGCAG CTTCCAGAAC 
AGAAAGTAGG TTTACTTK7T CTCCAAANTC TNATTCTCGG TGCTCAAAGA AGAATGACCT G 

SEP ID NO:237: (Length of Sequence = 251 Nucleotides) 

GACATCTTTC TAAGATTCTC TGTGGGAAAA TGACTCTCAA TANAATCOGG GTTTCTGGGC CATIOCTCTT 
TTTCAITACA AATITCTCTT GACGCACACA ATTATGTCTG CIAATCCICT TCTTCCTAGA GAGAGAAACT 
AGTGTTGCTG CCATAAAGGG GTTTTGGGAA TCGATTGTAA AAGTCCCAGG TTCTAAATTA ACTAAATGTG 
AAOCTCTAAG T 

SEP ID NO:238: (Length of Sequence = 327 Nucleotides) 
GTTCGTGGCT GTCACAATAA TGCTGTGATA ATGCTGTGGT TTCCCAGCAG GGAGGTCGGA GCGGGGAGGG GGCTGCAGCC 
TGATGAGAGC CAGCTGAAGG AAGAGCTGCC TCTCCCTTCC TAAGCCCCIT CCCAAGGTCT GCCCCACCGC CCAAACCAAA 
GACCACTCCG AACAAACTGA GGATCTGGAT GCTCTTGCIG GGTCOGCTGT TCCGCAGAGG GAAAGAAAGG GTAGCTGCAC 
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TGACOOCACT GTCCCCATAT ACAAGGGTTK GGGGGCAAGA GCATCTGGCT ACTCCCAGCA AGGGRAAAAX GGGAGGAGCA 
GTAGAAA 

SEP ID NO:239: (Length of Sequence » 285 Nucleotides). 

Ai-jm-iMtfiT lATOfflGCTT TAAACCTATC AAAAIAGITG TAACTAAATO GATTIdTGT NCTOCCAAIA ACAATTCTCr 
GAGCEAGGAX AGATCTdTT CTGGCCATIT TACAGCTGAT GACACT3ACA TAGGGACTGA GTGGCTAGCT TAAGFTNOCAT 
GGTTACCAGG AGCAGGACCN ACOTTCCIG NCTOOCACTC TCATOCTCTT TTCCACTSAC CAGGTTCGTT GCTCCCITCG 
AAAGCACTCC CT3AGAGTTG ACTTAGAAGT TCAGGGNGAA GAGCT 

SEP ID NO:240: (Length of Sequence = 349 Nucleotides) 

TTTTGCCAT3 TTGGACAGGC TGATCTCAAA CTCCTGGCCT CAAAIRATCT GCCCAGCTTC GMCTCCCAAA GYGCTGGGAT 
TACAGAIRT3 AGCCACTGCA CCCAGCCTGA CAT3CCATAG TTICAGCATT T1XTIX3GGCA ATGATCCAAG CTGAAGGCTG 
CTCTCAGGGA TCTSAAGAAG QCTATGAGTT GGAAGAGAGG GACAGAAAGG AAGAAGACAT GTGAAGAGAG AAAAGGAAGG 
AAGCIAGCAG AGGAAT3CCC TCCAATAGAG ACTGCTGCCT GAAGCTCAGC CCCTCTT3AAG ATAGCTAGGC CAGGCTX3GCT 
TAGCTGAGGC ACTGGGTTAG ACCAGCCCT 

SEQ ID NO: 241: {Length of Sequence = 233 Nucleotides) 

GTCCAGOSCT CTGCCTTCAT C1TJTAATCG CCGGT3CGGT ACAGTTAGTIG GACAGADGGG GGATQGGACA CAGCAGGGGT 
GAAACAGGGC AGTCACAGCC GGGGCCGGGG ATCTGGAAGC GGGGGOGCTC CTCCCCCTGG AAACACCC7IN TCIGGAAGGA 
CACCCTEAGG ATCCCCTGAC CTCARGGTGC CACCCACACG GGCCIGGTGT TCTGGGAGGC CCGGCTKGAG TGA 

SEP ID ND:242: (Length of Sequence = 372 Nucleotides) 

ATAIGIACTA CATTTGGIX3G AATAOGCATC TACAATTCTT CAAAAATAGT AAAGAGCAAA ACAAACAAAA AATAGTAGAA 
GCACIGGAGA AATACACIAT GGCATAAACT AGTTAOGGGT GGGATGTCAC ATGGACCATA TCTACACTCT GIX3GCAACCT 

tctxacctga' ctccaaagga TCAGAXAATC aaacaggaaa ttatoctagg aaatcagaaa aotgaagtat gcattcatat 

CCTAAGCZATT TTATTTTAGC TCAAAATATA AAAAXAXICA TCAGTEAGCC AAGCITTTGN GATGAGAGAT Om^GCCTCC 
TCTTIGAlAG GGGGTTTCTT GGGTITCCTT GAT1TCATOT TTCAGAGTTT TT 

SEP ID NO: 243: (Length of Sequence = 256 Nucleotides) 

CTCACACATT CATACCCAAG GAAGAGGCAA ACACACTCAA GTCCAGAGTT CCCACT3GTG COGCCCAGAC CTACICTCCC 
QGGGG1GTEA TGGCTGTCCC TCGGCTTCCC CAGAGCAGCC AGGACAGCCT GCACQGNCTN CCAGACICTC GCAGGAAGGG 
GAGCTCTGCC CTGGGGAGGA AACTNACAGG CTGGGAGACA AGACTCCCAT CGCAGGGACA TGCACAGCAG CAGCCACAGC 
CCOGOGGACG GGGCAT 

SEP ID NO:244: (Length of Sequence = 220 Nucleotides) 

CAAATCGCAG TTCTCGAGAA TCGAOGAGGA ACITAAATCT GGACTCAGGG TTTCACT3CG GTCTCCGACT CCCACCACCC 
CGCCCCTCCG NCICTC'ICGC OGCCAGGNGT GACCTCCACG OGAAGGAATC TTCITCX3GAT GGCTGCACCT TGCCAANAGG 
TCTGGCACCT GGNGGACTAG GAGGCGCCTC CANACTAAGG GQGCTCANTG CGGCGTTCTT 

SEP ID NO:245: (Length of Sequence = 239 Nucleotides) 



BNSDOCID: <WO 9316178A2J_> 



WO 93/16178 



PCTYUS93/01294 



150 

TTCATGCTCA TCTTRACCTTC TTAAXAGTGC CTIGTCTGCT GGGTTTGTAG CTGTAAGACT TCTGCAAACT GGCCCTATAA 
AAATATTGAT GCIGTCCATT AAAATGAAIC TCTCTCTCTC ACTCAGTCTC TCTCTCTGTC TCTCTCTCTT TCTTCTCTCT 
CCIGCCATGT GTOTGTCTCT CTCTACTCCT CTSA l ' mijW CCTCTCICTC TATTCTGCTA CrUICICTCC TCTCCTCCG 

SEP ID N0:246: {Length of Sequence = 269 Nucleotides) 

GGITTCACCA GOSTTTAATC TCCTCTGATG TTCSACOCTCC CICIWAGTOT TCIGGGGAGG AGGGGGTOGG GOQGAGGCTC 
AGGAAAGCAG GCTCAGCTTC CAGGGTCAGG GAGITCTGGG CCCAGAGGGG CTGTCACAGT GGAT3CACCC TGCCCCCTCC 
CTOGCCAGAC CCGAGGGTAG GGCAGAGGCA CXTCCTOGNC AGCCIOTQGG CTGGACCCAC AGGGAATNGA GGGGAGGGGC 
ACCATTACCA CTGGACCCAC CAAAGACCC 

SEP ID ND:247: (Length of Sequence = 297 Nucleotides) 

CTATTCAAAG TTTACTGACC TCCCCAGCCA GGCAGGCCAA CCCITCCGAG CAGGGGAAAT CTCTATCIAG CTGCCCTCTG 
CTGGGTTGCA GCCTATGCCA TGAGAGGGTA CTGGAAGCAG GAGGGAGCCC TGGCTAGGGC AGGCCTTAAA CGCAAGGGAA 
GCT3AGCAGA GATCTGCACA CTCAACCCCA TITGATATTC TTCTCCTCCT CACTCATGGC CkGCZIGTTG GTCACTAGAC 
CGCTGCCAAT AGTCCGGTTG CCATCTOGCA GGGTGAAAAG ATGGCCTITC TCTTAAG 

SEP ID ND:246 : (Length of Sequence = 281 Nucleotides) 

ACAACAAGCA CACCAACTAT ACCATGGAGC ACATCCGCGT GGGCTGGGAG CAGCTGCTCA CXACCATTGC CCGCACCATC 
AACGAGGTGG AGAACCAGAT CXTTCACCCGC GACGCCAAGG GCATCAGCCA GGAGCAGATG CAGGAGITCC GGGOCTCCTT 
CAACCACTTC GACAAGGATC ATGGCGGGGC GCTGGGGCCC GAGGAGTTCA AGGCCTGCCT CATCAGCCIG GGCTACGACG 
TGGAGANCGA CCGGCAGGGT GAGGNOGAAG TTCAACOGCA T 

SEP ID NO:249: (Length of Sequence = 383 Nucleotides) 

AGOGCATCCA CACOGGGGAG CGGCCCTACC CCTQCTCCTA CTCTGGCAGG AGCTTCCGCT ACAAACAGAC ACTCAAGGNC 
CACCTCCGTT CAGGCCACAA TGGAGGCTGT GGGGGTGATA GTGACCCATC AGGTCAGCCA CCCAACCCAC CAGGTCCCCT 
CAXAACIGGG CTTGAAACTT CTGGCCTCGG TGTCAACACT GAAGGTCTAG AGACCAACCA GTQGTATTGG GGAAGGGAGT 
CGAGGGGGAG TTTICTAAAT CCAAATCTCT GIGQTTTCAT GCTTTCTATA TGCTCACAGC AGGGCACAAT AATCCAAGAG 
AAGGTCTGTG AGCCCCNATC CAACACCCAC AGTAATTATA ATCTIGGCAC ATCAATGGAA TIT 

SEP ID NO:250: (Length of Sequence = 397 Nucleotides) 

CTATCCTAOG TTACAACAAT AATATCATGG GAGAAATAGA AATAGCCTAG TTTGCTTCCA ATAGAAACTC 
GGGCTGTATA TAAAAATATT AAAGAGAAAC AAAACT3TAC ATTTCCTCAT TGCTCCGCTA CAGACAACCC 
CTIGTTGCAA ATATTTITCT CCTATAGCAG TAAGTACAGC ATTAGAAGGT GATTAGAGAG TCTGTTGATG 
GTATGTTTTT ATTGATJL'IUT ACTTTAGAAC ACTACAGAGT TCCTGGGACC GGGGTIGAANG GCATTTAGCT 
GTCTGGGGCT TAAATACCTT CCCACITGCA AGTCACITGC CICTNCCOGC TGCGGGAATC CIGTTNCITG 

SEP ID NP:251: (Length of Sequence = 276 Nucleotides) 
GGCCATAAAA GAAAGAGCCT GTTACCTATC CATAAACCCC CAAAAGGATC AGACGCTAGA GACAGAGAAA GCTCAGTACT 
ACCIGCCIGA TGGCAGCACC ATTGAGATTG CTCCTNCCCG ATTCCGGGNC CCTGAGTIGC TC3TCAGGNC NGATTTGATT 
GGAGAGGNGA G1NAAGGCAT CCACGAGGTC OT3GTGITOG CCATTCAGAA GTCANGACAT GGACCTGOGG CGCACGdTT 
TCTCTAACAT TGTCCTCTCA GGGAGGGNTC TACCCT 



CTTTTAACAT 
ATCTCATAAC 
AAACACAAAT 
GGGGTGGTTT 
QGTGGGA 
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SEP 3D ND:252: (Length of Sequence = 314 Nucleotides) 

CCTS\ACACT CTCTITCATT TGAClUmU GGGCTCTCOC AGTTIAAGCA AGATATTIAA GCCTEATTTC TCTTOGCATC 
OTOGA.TT0C CCAC7IAAAAA AAACTCCTGC CCTGQGCTGA CAATCAAACT TCTSGGAACT AAXA3GGAIA AGCAAGCTGG 
AAATGGAGAA GGCTATTCAC TGTCCCTCGG TCCTACICTT TTCTGQ3TGG GAACTGCTTT TOCATTAGGC CIGCTCTGCC 
CTGGAAGGGA NGAGCCTCTT GCAGAGACIA CAA3CTIT3GA T3GGT0CTTT GOCAAGITIG AAGCTAGGAA CCCA 

SEP ID NP:253: (Length of Sequence = 293 Nucleotides) 

GAACACTCTG CTCCAGCCAA GG3X3GTGAGG GCAGCTSTTC CEAAACAGQG CAAAGGCAGC AAGCCACAGT CCCACAAGCC 
TCAGCX7EAOC CGTAAACTGC CACCCAAGAA GGACATCAAG GAACAGGAGA AAGGAGAAGG GAGTCATAGT AAGGAGAGIC 
CAAAAACCAA ATCAGATCAA TCAGGGGAGG AAAAGAATOG AGATCAGGAT TCCCAGOGAG GCQGGCAGTA GAAGAAAGGA 
AACAANCACA AG7GQGTT0C ATTACAAATA GACATGAAGC CT3AAGTCCC CAG 

SEP TP N0:254: (Length of Sequence = 413 Nucleotides) 

CTnrrciTA ataiattaat atttaccaag gcaagacagt gatttatcga catttaaatt actttagctt tgttctgcig 

TICTAAAACA TTfflUlftCIG TCTGATAGAC TTTTAAAAAA CAGTCCTTTr CCAGGAIGAT TTATGATATG CAGTATTG1T 
TATAGATCCC CATGGCITAA CCTTCAAAAG TCAATTAAGT GACACAATTA AGAGAGATAT GAAXACTGGT AGAAAAAGCA 
TOEACTCTGG ATAAGTOGGG GTAAATCTAG TATTTGTTAT TCCTGTCAGT AA3BXTCTCA NTT UjIATI ' IT TTAGAAGGTT 
TAATrnTIT ATGGCTrATA AArrCATGTC ACTCTTCTGC AATCQCTACC ATCACT3GGA ATGCNGGAAT TATCCATGCT 
TTGGGGGTEA AAA 

SEP ID N0:255: (Length of Sequence = 375 Nucleotides) 

GGGTCCAGGG GAGAATCAAT ATATCTAGTA TACTTTATAT TltTmCCTTC TCTCCTTAAG ACTTACAGTC AGTGACTCTA 
CTCCTCAAAT GGAGCACCTC TCTCCAGGAG AGTAAGAAGA TCACATAAAT AGAAACTGAG CTITGGACTC TAACAGACAT 
AGGTTCAXAX TCAACTCTGC TACTTAATAT CCATATTGGT TTGAGTrATT TAACCTTGAC AATCCACACT CTAAAATCGG 
TAAATAATAA ATACCCTCCT CTCAGAAGTG TTACAAAGXT TATATCAAAT AATCT3CTTA AAAAGCTGGG TACAXAGTAG 
GAGCTTACTC AITCTITATr TTCTCCCTCA TACCGATACA TCOTTCATTC CTACTG 

SEP 3D H0:256: (Length of Sequence = 241 Nucleotides) 

CTAGAGA3X3G GCTCACIATK TIGCCCAGGC TGGTCCTGAA CTCCIGAGGT AGGAGGATCG CTTGAGCCTG GGAGACAGAG 
GTTGCACTGA GCOGAGATCA CGCCACTGCA CTCCTGCCTG GGTCACACAG TGAGACTCTG TCITAAACAA AACAAAACAA 
AAAAAGGCCA GGCGCAGGGG CTCACACCIG CTAATCCCAG CACTTTQGGA GGCCAAGCTG GGTOGATCAC CTGAGGTCAG 
G 

* 

SEP ID M0:257: (Length of Sequence = 406 Nucleotides) 

CAAGGCTGTC CTTOGCCAGA TCACTGTTAA TCATITCCCT CTGGGAOGCT CJCX3TGGATGA GGCTCTGQGG CTGGTCCGAT 
TAAGAAAACC AAGAGAGGCC GGGCACGCTG ACTCACGCCT GTAATCCGAG CACTTTGGGA GGCCGAGGTG GCGGATCATC 
AGCTCAGGAG ATTGAGACCA TCCTGGCEAA CACAGTGAAA CCCX3GTCTCT ACTAAAAATA CAAAAAAATT AGCTGGGCAT 
GGXGGCAOGC GATTGTACTC CCAGCXACTA GAGAGGCTAA GGCAGGTCAA TQGCTIGAAT CCAGGAGGTC GGGGTTTCAA 
TGAQTCOGAG ATCGTACCAC TGCACTCCAG CCTGGGGCAA CAGACTANGA CJTOGTAACC CCCAACCAAC CCNCCAACCC 
CCCGCC 

SEP ID NO: 258: (Length of Sequence = 157 Nucleotides) 
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GAAAAGAAGG AAGGAAAGAG GGGAGGGAGG GAGGAAAGGA GAGAQGGAGG GAAAGAAGGA GAAAATGCIG GAGCAAAGGA 
ATGATITCTC TAATGGCAAT GAGCTGCTTT CTGGATGAAA TACAGAATCA GAGOGAGACT CCCTCTC 



SEP ID NO: 259: (Length of Sequence = 361 Nucleotides) 

AAGCAGATAT AAATGGGACC ACTGTGAATC AAAGGGGAAA AATTCCAGGA AAAAAAAATT CCAATAGCTT CACACT3TAA 
ClGROaiTiT GGAAAAAdT AACTGAATTC AGCTGATG1T TSAAATATCT GTCTACATTT AATTAGATGT GTTCTATTTA 
CCAAGGAGGC ACAAATATGT AGTTCTCTAG ATTTCAATAC TAACITITCC ACTAAGAAAA ATAATACCAG GTCATTTCAA 
AAAGGGCAGT GATCTATAAA CACTCAAAAT GCATCITIGA ACAGGGGAGC AGAAAXAGCT AATTTAATCA AAACAAACCT 
TAAGCACTCT ACTIGGCTTC TAATAAGGCA TCCCAAGAAA A 



SEP TP NO:260 : (Length of Sequence - 349 Nucleotides) 

CAATACATUT ATACACTGTA CACTGATCAA ATAAGAGTAA TTAGCATATT TATCACCTCA TTTCTTTTGT GGIGAGAACA 
TTTAAAATCC TTTCTITTTG CTATTTPGAA ATATACAGTA CATTGCTATT AAGTATAGTC ATCTGGCICT GCAATAAAAC 
ACCAC3JACTT ACCCCTCCTC TCTGTCACTT TCTACCCICT TCACCACCCC TCCAATCCTC TAGTAACTAC CATTCTACTC 
TCTACTTCTA TGAGCCTGAC TTITTAAAAT TCCACATGTA AGTGAGATTA CATGGTATTA TTCTCTCNGT QGCTGGCTTA 
TTTCACTTTA ACATAATGTC CTCTAAATT 



SEP 3D NO: 261: (Length of Sequence = 415 Nucleotides) 

GGAAGATCAG GATCTAGGTG TCAGCGTGCA GAGCCCK3AG GCTQGGCAGG CAGGGAGCTC TGCCTGCACA ATCATGTAGC 
CATGTCTCGC CACACCAGCA CTGGGCAGCA CCTCTGGGGA GQGGGGCAGG GCAAGGACAA CTGGAGAGAC AAAGCCAGAT 
GGGGCCAOGT (XTIAGAAGT GTOTCTGCAC GCACATCTCT GICTGTGTCT GTGTAATACG CAGGGCAGAA ACACACCATC 
TAGGTCAGGC AGGACAGAAA CACATCATCT AGGCCAQGCG TGGIGGCTCA GGCCTCTAAT GCCAGCACIT AGGNAGGCCA 
AACTGGGOGG ATCACCIGAG GTCAGGAGTT OGAGACCAGC CTGGCCAAGA TTGCAAAACC TCATCTCTAC TAAAATTCTA 
AAATTAGCCA GGCGT 



SBO ID NO:262: (Length of Sequence = 382 Nucleotides) 

GGCATQGGGT CTCGCTITAA TCICTAACTG ACCTGGGTCA CPGAAACTGT TCAGGCIGAT CTTGAACTCC TAGGCTCAAG 
TCATCCTGCT GCCTIGGCCT CCCAAACTGC T3GAATTACA GGAATGACTC ACAGCACCCA GCCGGCTGTC TTTTGTTITT 
TCTTTTTTAC CCCGACAGGT NCTCAGTCAG TCGTTAGCTG GAGTGAAGTG GCGTAACACA GCTCACTGCA GCCTTCATCT 
CCTGGGCTCA AGTGATCdT CX&TITCTTC CITCCAGAGT AACTOGTACT GCAGGCCCAC GGCACCACAC ATGGCTAATT 
TTTAAATTTC GTAGAGACGA GGTCTIGCCA TGTTTGCTCA GGCTCCAGCT GTTCTATrCT TT 

SBO ID N0-.263: (Length of Sequence = 447 Nucleotides) 

TGTATCAACT CAGAATTTCC AGAGAGCTCT TCCTGGCIGA AAAGATCTCC AAGGATCATC TCOGGAATGG AAGAGCTGAG 
GCCTGTTAGC TICTGGGCTG CCCAATCCAT CCAACCCTTC GCATTGGGAT CAATCTTGAT GAGGACAAGA CCTTCAACAG 
TCTCOGGGTG GITAAGAGCA TATCTCGCCA GGATCTAGGC TCC^GCTCCA AO=lCCAACIC CAATTATTGT AGAGAAATTT 
AGGTACTGCA GGACGCAAGG GATCATGTCT GCAAGCTSGT CCAGAGATGG GTACTGATAT CCCAAAGGGA ACACAGGGGC 
TOTCTCTICC ATTCCAGGGG CATCCACATG GACCOGCACA AAGTTCTGAA TGATTTCCTG CATCTCCTCG AACTKGAACA 
CTGGCTGGAG GAAAGATTTA TAGTTGAGTC CACATCGGGT AGGTAAG 

SEP ID NO:264 : (Length of Sequence =317 Nucleotides) 
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TTITOGCrST CAACAGACAG TITATTCIAT A2ACAAACAC AATTTTGTAC ACT3CAATTA AATAGAATGG AATGAGCGCT 
CCTOCGCMT CCTCCCCGAG TGACTQGTIT GGCCGCCGGC CACTCCATCC COGAGTT3GGA CTGGACCAOG GCOCIGGNTG 
CIGCCACTGA TGTTOGNGCC TGCACCCCAC GTCCCTATGC CCGAGGCGCA ANTCTGCTCT CCOGGGGACC CCAAGNCIGG 
NGCACACGOG GGGAGGGOGG GGCCATCGAG AAQGCACTGC AGGGAGCAOC AGGCAGAGCC CTGTTGAQGC OQGCCX3G 



SEP ID NO:265: (Length of Sequence = 270 Nucleotides) 

GCAGAGCAGG TGGAACTGAT CAGGAACCAT AG1TCACAGT TCTAATCAGT AGCTTAAGAA AAAACCCTGT TTCTCTCTTC 
TQGAATCGTT AGAAGTCAGG GACTTTGCCC CGTrCTGTIT GTAGACTCTC ATAGTTGGAC TTTCTAGCAT ATATGTCTCC 
AITTCCITAT GCTGTAAAAG CAACTCCTGC AACCAAACTC CCATCAGCCC AATCCCTGAT CCCTGATOCC TTCCACCTGC 
TCTGCT3ATG AD^CCCCCAG CTTCACTTCT 



SEP ID NO: 266: (Length of Sequence = 297 Nucleotides) 

ATCAGGCGAG GCCTGOGAAG TGGCTGGCAT GCAGCAGGTG CTAATGAGTC TTGCAAAGGT GATCTCACGC AGGCAGCTTC 
COCTGGCCAG AGAAACATTG CAGAGAAGGG ATAAGTAGGG CTTACTGACT TTGACGQGTC AATCGAAGAA TGACCCAAAG 
AAGGCTTCAA GGCCAGGOCT GCAGITCTCC ACCACAAAGG CCCTCACTGA TAGCACCCAC TCCCCCACAC TCAGCTTTNG 
GGCCTAGGTC TGGGTCACCC AGCTAGAAGC CACAGGACCC T3AGG0GTCC GAGGGGT 



SEP ID NO:267: (Length of Sequence = 387 Nucleotides) 

CTICTTTTCA TCATCAGCTC GATCAGATGT CTCTCGATCT TCAGACT3GT GGTCTCCTAT AATGTCCTGT GCACGCATTC 
TTGAGCITrC CAGGATTTCT GTCIGTTCTC TCTGrTTTATC TACAGAAGAA ACTTTCTCCT TGAGTTCCTG TTCTTCGTAG 
C3GCCITGAAC TCTCTTTCCT TTCIXjGTTTA OZATCCTCCr CITTCCATCr ACCCIGTCTG TCTTCTCTGA GGTGCGAGGG 
ACEAAGAGAA CX3AGATTCTT GAGGTCGTAC AACTTGGCTC AAGAGTCTCT GXTTTITCAT TIOTNATCAT CTCCACTGTT 
CTAGGCATCA CTCTCCGGAG AATCTTCACG CCGGCGCm CGGGGGACTG TCTAGGGCTG GGACTCC 



SEP ID NO:268: (Length of Sequence = 318 Nucleotides) 

a?TGAAGGTT ACCTCITK3G AGAGAACATG GATCTGAACT TCCIGGGCAG COGCCCX3GTC CAGTITCCCr ACGTCACTCC 
TGCCCCCCAC GAGCCCGTCA AGACGCTGOG GAGCTGCTGA ACATCCGCAA AGACTCCCTG CGGCTGCTGA GCTACAAAGA 
OGATCCCGAC AGCCCCACOG AGGACGGCGA CAAGCCCOGG CTGCTCTACA GCCTOGAGTT CACCTTOGAC GCCGATCCCC 
GCGTGGCCAT CACCATCTAC TTCCAGGCAT CGGAGGAGTT CCTGAACGGC AGGGCAGTAT ACAGCCCCAA GAGCCCCT 

SEP ID NO:269: (Length of Sequence = 422 Nucleotides) 

ACATCTCTAT TCAGGTCTTT TGCCCATTTT GAAATAGCAT TGCTTGITCT TTTGCTGGAT ATTAAOCCCT TCTCAGGTGC 
ACAGTTTGCA AGTTACCTIT TCIXZATCCTA TAGGTEATCT CCTCACTCTT GATTGTTTCT GTTGCICTGC AGTAGCTTTT 
AAGITTOCT3 TAATACCAIT CTGITITCTC TCCTGCCCIT TTAAGTTTCA CTGGGTCAAA AGTTTAAAAT TTGTGAATTC 
CTAXATTTTT AGGGCAATTC TCCTGCCACT GTTGGAAITA TGCCTCAATC TATGCAGTAG AATATTAGTG TGAAATGCTT 
CTCTACCAAT GGAGATGATG CTGGATQGTC TCTATCATAA ACCOVTACCT CATCAACACA AACTGCAATT ACACAAGGGC 
TCTATATCAT GGATCTCCAT TT 

SEP ID NO: 270: (Length of Sequence = 376 Nucleotides) 

GAAGAAGAGC CCAGACCIAG GGGAGTATGA TCCACTTACC CAGGCTGACA GTGATGAGAG CGAAGAOGAT CTCGTGCITA 
ACCTGCAGAA GAATGGAGGG GTCAAAAATG GGAAGACTCC 1TTGGGAGAA GGGCCAGAAC COGACTCAGA TGCTGAGGTT 
GCAGAGGCTG CAAAGCACAT CTTTCAGAAG TCACCACGGA GGGCTACCCC TCAGAACCCC TTO3GGGCCT GGAACAGAAG 
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GCGGCCTCCT CCCTGCTGTC ATATCTGOGC ACGTCTGTCT TCX7IGCTTGA CTTPGGGGAT CTCGATGATC CTCGTCCTCC 
TCTCTGCTTT CCTGATCOCC TGTCCTCCCA GAGATCTTGA CAGAACTGGA GCOGCA 



SEP ID N0:271: (Length of Sequence = 346 Nucleotides) 

TGTTCAOGTT CXXTTTCTTT ( JiaTimT TTCCTATCTT TATCTATACT TOGACTCCTC TCCTTTTTCC TCICTTSTTC 
TTTAGCCTCA CCTTTATCCT TATCACTGTO CCCACTAAGA TTTCCACGTT GATCATCAAT TTCACGNCTA TCTCGACTCC 
TACTGCGACT GGCACGATTG GTTCGTCTAT CCCTTGAGOG ACTTCTACGA ATGCTTATCA AAAAGAATCA AGTTOGNCAC 
CAAATGHTC ATAGCAGTAG GAAATTTCTT TTAGAGACIT CTOAT3GGAA ATITGAACTG TATGTTGCTA TCAGATCAAG 
TGCAGGAGAG GTAXAAGGCT ACTQGA 



SEP ID NO:272: (Length of Sequence = 394 Nucleotides) 

CTTOITGITG TTGAGTOGGA GTCTCGCACT GTTGCCTGGG CTQGAGTGCA ATGGTCCAAT CTOGGCTCAC TCTAACCTCC 
GCCTCCCAGG TTCAAGOCAT TCTCT1GCIT CAGCCTCCTA CTAGCIGGGA TTACAGGCAC CTGCCAGCAC ACCIGGCTAA 
TTTTTTATAT TTINAGIACA GACAGGGTTT CACTATCTTG GCCAGGCTGG NCTIGAACTC CTGACCTIGT GATCTGCOCA 
CCTCAGCCTN CCAAAGTCTT TCAGAATTIT TTAAGGAAAC ACTTTTAACC CTTAAGGCTT TCITTCAAAC TCAGATCCCC 
TTACACAATT GATCAGACGT GGCAAACTTT TGCTTCAAAG Ti'lTIlaGACT GGGTTTCCAC TITAGGCTTA CTGA 



SEP ID ND:273: (Length of Sequence - 259 Nucleotides) 

CAAOCTGTAC CCAGGCTGCG AGAAOGTRAG TTTRAGGAGC CGCAGCATGA TGTTOGAGCC GGCTCTTACC AAAGGRATGC 
TGGAGGTGTT TKTGGCCCCG ACCCACCACC OGCACTGCTC GGCCGATGAC CAGTCCACCA AGGSCATCGA CATCCAGAAC 
GCTTATTTRA ATCGAGTTGG QGATTTCAGC CTCTGGGACT TCTCTCGAAA TCCTGTCTAT TICTGCT3TW ATRACTATTT 
TCCTCCAAAT AATCCCACG 

SEP ID NO:274: (Length of Sequence =348 Nucleotides) 

TCCCAGTTGT CCCGATTtTTA ACTCAAAGGG TGGAATATCA AGGTCGTTIT TTICATTCCA TGTC3CCCACT TAATCTIGCT 
TTCTTTCTrr GGCTGGGATA GAGGGCTCAA GTTATTAATT TdTCACACC TACCCTCCTT TTTTTCCCTA TCACTGAAGC 
TTTTTAGTGC ATTACTGGGG AGGAGGCTGG GGAGACATAA CCACIUCHC CATTIAATGG GGTGCACCTC TCCAATAGGC 
GTAGIATCCG GACAGAGCAC GTTTGCAGAA GGGQGACTCT TCITCCAGGT AGCTGAAAGG GGGAAGACCT GAOGTACTCT 
GGCTTAGGTr AGGACTTGCC CTCCTQGT 

SEP ID ND:275: (Length of Sequence = 396 Nucleotides) 

GTTIGGTGAA TTIGGTCTGT GATAAAATTG GAGTTCAAGA AACAAACAGG AAACTACAAG T3CCCCTTCG CCCCCAGGTC 
ACCCGAGTGG CAGGGCAGTC ACOGCTGCTC TCAGGCIGCC CAGIGTGGAC (HGOTIGTCG GAATGCTCCT CCTCCACGTC 
CCCTCGCTCC TGTGTCCCAG CC^CATGCAC CITCCCTCTA CCTCTGGGAT CCCTGCACCA GCTCTGCCCC TCTCTTCTCA 
GGGCIGCTCC TOITCQtfCCA CAGGACCTCA GCTOGAATCT TGCCTCCTCC AAGAGGCCTT CCIGACTATT CAGCTCACAG 
TCGCCACCCA GCCACAATCT GCCATCTGCT TTGQGGGATT GTCTGTTAAC TCGCAACATA CTGGCAGCCC ATAACT 



SEP ID NO: 276: (Length of Sequence = 381 Nucleotides) 

GCTCTCGGGG AGGCTGCGCA AGGGGGCGAG CCCGGGCAGC OQGOGCAACC CCCGNCCCAG CCGCACCCAC CJGCOGCCCCA 
GCAGCAGCAC AAGGAAGAGA TGGOGGCCGA GGCIGGGGAA GCCGTGGOCT CCCCCATGGA CGAQGGGTTT NTGAGCCTCG 
ACTCGCCCTC CTATGTCCTG TACAGGGACA GAGGAGAATG 'GGCTGATATA GATCCGGTGC OGCAGAATGA TGGCCCCAAT 
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CXIOCTGCTCC AGATCATTTA. TAGTGACAAA TTTTAGACSAT OTIMOKIT AC7ITCCGAGC TQGTCCIGCA GCGTTGATGA 
AAGAAGTGAA OGAGCTCTTA AGTTAACCCG GGATTGCTAT TNAGITAAAT GCAAGCCAAT T 

SEP ID ND:277: (Length of Sequence = 206 Nucleotides) 

TTAATAOGAC AGGGCTGGOG CCOGAGEAAT TCAAGCCCTT OGGAACTGTC ACOSGCIGCC AGGCCTCGGA TCCAATCCIG 
GAGGOGGGAG ATTCGGCCTN AAGACTSGCT 03AGCCGCCC AGGGGCTCCA TOGGAGACTA ACGCGGAACT YCCAGCCCTC 
CCACTGCOGT GACCTCCCCC CTK3GTOGGG CCTGCACCGG ACTACT 

SEP ID NO:27B: (Length of Sequence = 260 Nucleotides) 

ACCTGTAATC CXNGCAdTT GGGAGGCTGA GGTGGGCAGA TCACGAGGTC AGGAGAIAGA GACCATCCIG GCTAACAOGG 
TGAAACCCCA TCTCTACTAG AAAAATACAA AAAATTAGCC GGGCATGCTG GCGGGCGCCT GTAGTCCCAG CTACTCGGGA 
GGCTGAGGCA GGAGAATGGC GGGAACCOGG GAGGCGGANT TGCACTGAGC TGAGATGCGC CCGTCTCTCC AGCCTGGGCA 
ATAGAGTGGG ACTCCATCTC 

SEP ID NO:279: (Length of Sequence = 308 Nucleotides) 

GICTCTGGGC TCAGGGTTGG CCAGCTTGCA GAGGAGCAAG CTAGTAGAAA TATTGCAGGG TTCCCAAAAC CAGGTCAAGC 
AAGATGCCAT GTTCACCCCTG AGCATCCCTG TCTTCCCAGG GGICTACCTC TK3GCTGGCA AAGCCAAGGC CAGTGGOTAC 
Tlla TA TAAAT CACAUGGGTA TGTFCTTGGT TCAGIGATCT TGGAGTGATG ATCGTAACIN ATGAACAGAG AACTTTYYAG 
AACTTKGGTTC CIGTCTTCCT CCCTCAACCT AGACAAGTTT CACCCCTCCT CCTCIACCCA ACCCCATT 

SEP ID NO: 280: (Length of Sequence = 402 Nucleotides) 

ATTTTAGCAG CITTCTIGAA ATTTAAAAIA TATGICTAAG TATCTCATTT ATATCCATTT CrAGTITCIT TATACAACAG 
AATAACITCT TTTACATCAA ATITCTGAAT TTGACTAAAT TTAGAAATAA TGGAATCTCA TCCATTAAAT ATACTCATAG 
AAGGAAGGAA ATATGAAAAT TAGGATTTCA GATGTTIGAA CAXAAAAGAT AATTTTAAAC ATTCTCAGTA ATCTATTTCT 

Trxrnrrrc gagadggagt titcctctst cacccaggct ggagtgcagt ggcgoggtct tggcitactg caccctctgc 
ctcccagttc aagtcgattc tcctgcctcg ncctcctgag tagcigggct tacaggggca tgccaacatc ccggggctaa 

TT 

SEP ID ND:281: (Length of Sequence = 313 Nucleotides) 

GAGAATCCGT CTTAAAAAGA AAAAAAGAAA ATTATAGAGG GAGATCAGGT GGGACAGAGT CIGGCAGTTC ATCAGGGGGA 
CIGAGAAGCT GGCATTTGGA GGAGAGGAGG CAGTGAGCIG TCCAGTGTCC AGGCAGCCAC CCTTCCCAGC GGCCACCAIG 
AOGGICTCCT CATTGCTTEA ACCATEAGIA ATCATICAIT CATTCA1TCA TTTATCCGAC GTCAGCTGGA GGNCCTGCCC 
OKSGGGCATO CGCITAGATT TNGGAGGCCT TCCGGGATGC TTGOGCT0CA ACGGGGGAAG GCOGACTTGG GCT 

SEP ID NO:282: (Length of Sequence = 217 Nucleotides) 

TGACCTCAGT TGATCCACCC ACCTIGGCCT CCCAAAGTGC TAGTATTATG GGCGTGAACC ACCATGNCCA GCOGAAAAGC 
TTTTGAGGGG CTGACTTCAA ATCCATGTTAG GGAAGTAAAA TGGANGGAAA TTGGGGTGCA TTTTCTAAGG ACCTTTCTAA 
CANATGGCTA TAATNTAAGG GGITTAGGGT CCTTTTTITT TTTTCAGGGA TACATIT 

SEP ID NO:283 : (Length of Sequence = 327 Nucleotides) 

TAGAGAGOGC 1TEACTCCTG GTCCXATGGC CTAAAGATCT GGCTGQGCCT GACAAGGCTC AGCCTCCACT CTTAAGATGG 
GCACAGAAGG GCAAGAAGTA AGATCAOGAG TCCCAGAATT AGGACAAGCC ATGAGCCAAG GCCTGCTCTG AGGAAGGGCA 
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GCCCCCTCTC CCAGACACAG GCACCCCCAA TCTCA LTl ' XU GACAGAGCCA ACCTGGGGGG ATCCTCCOGG GCCIQQGCCT 
GTCAAGTCIG CCTGCAGGAC CCTGCCATIG TGCTCAAATC ACAACCATIT TTIGCTTCCA ACATTTTAGG GT3CITCTGC 
ACTSAGT 

SEP ID ND:284 : (Length of Sequence = 340 Nucleotides) 

CTTTOGAAAT GTAAA3TGTT ACAAACTTAC TTTAGAGCAA ATTIAGTCAT CCTTCAAAAA TTIAAATGTA TAdTATTTC 
CTAAGAATTC GTTIGGCTCA CACAATTGTG AAAAGATAGA TCTACACCAG TCTTCATTAC AACAATTATG CAACAAATCT 

ATTATGTTGCC agacattatt oggaactctg ggaatacata agtgaacaaa gcagattcct gatctcagga cctggggtca 

GGGGTCAGGA GAAGCCAAAA AACAOGCTNG AGAAATAdT TATCCACTGT GGGGGGAGTG CTACCAGCAG AGCAGGGGAT 
GC2K3ATCTGA AATCTTCTCT 

SEP ID NO:285: (Length of Sequence = 335 Nucleotides) 

GACATTCACG GAGGTGGGTT CX3ACCTCXX3G TTCCCCCACC ATGACAATGA GCTGGCACAG TOGGAGGCCT ACTTTGAAAA 
CGACTGCTGG GTCAGGTACT TCCTGCACAC AGGCCACCTG ACCATTGCAG GCTGCAAAAT CTCAAACTCA CTAAAAAACT 
TCATCACCAT TAAAGATGCC TTGAAAAAGC ACTCAGCACG GCAGTTGOGG CTGGCCITCC TGATCCACTC GTCGAAGGAC 
ACCCTGGACT ACTCCAGCAA CACCATQGAG TC^GCGCTTC AATATGAGAA GTTCITGAAT GAGTTTTTCT TTAAATGTGA 
AAGATATCCT TCGCG 

S EP ID NO:286: (Length of Sequence = 399 Nucleotides) 

GCACAATTAT TAAAAAGAGG CCACTIAAAT TCAACTCTCC ATGGATACAG TGTCICT3GC AATGTTTAAT TAGAGATTAA 
AATTGAGGAA TTGAATAATT GAGGTTGCTA ATGAATITCA AAACTCAGCA AAGCAAGGAG AGCTGAGOGT TTTTCCGACT 
TAGCTTTTCT TTCTCTAACC CTTTTCTCAT TTCCTACTAT TATCACATNT CPGGCCTTGA CTCCTGAGTT TATTACTACC 
CATAACCCTG GCCTAAGTGG AAACAAAAAA GCTGTAGCCT CTTTGCTGAG CTCCTGGAGA CATTTGGTCT ATTGGATTTA 
TGACATGTTC AGAAGCTTGC AGTTGCAGGA GGCTGACAAT GATGAAAATG AGATAT3NTG GGCCACCAOG CTTTTCTGT 

SEO ID NO: 287: (Length of Sequence = 294 Nucleotides) 

TPOCAGTTGA ATTCACCAGT GGACAAAATG AGGAAAACAG CTGAACAAGC TTTTTCTCjrA TTTACATACA AAGTCAGATC 
AGTTATGGGA CAATACTATT GAATAGATCT CAGCT1TATG CTGGAGTAAC T3GCATCIGA GCAAACTGTG TTGGCGTGGG 
GCTGGAGGGG TGAGGTPGGGC GCTAAGCTTT TTTTAAGATT TINCAGCTAC CCCTCACTAA AGGCACCGAA GCITAAAGTA 
GGACAAGCAT GGAGCCTTCC TGTGGCAGGA GAGACAACAA AGCGCIATTA TCCT 

SEP ID NO:288: (Length of Sequence = 391 Nucleotides) 

TCTACAGATG AGGAAAGCAA GCCTCAAGCA AGGGGQGCCT GATCCITTCC CKJITCCCTC TCIATTCCCT CTCTCTGGCA 
AAGCCCATTG CCTTGATTCT CTTCTCTITA CITTCATGIT GAGAACTACT TTCrrTCTGC AGTCTATITA ATTIACTGGC 
AAAATSACGT A Tl'l'lTl'l'lT CAGCAATGTT TCAGCTAGAT ATITGCITTA TGCATCTAAT GTCAATGAAG TACTCATAAG 
TTITCAAGAA ATGACTGATA TAAATCATCT GTTCCACTAC ATAGTCTAAA TATTTAGTAT TTCGTCATCT ATTTTAATAT 
GTTCAAATTC TCITAAACAA GCATAGTCA CIATCTGAAG ATAAAAATAG NCAAAGTTGC ATTATCACTT T 

SEO ID NO:289: (Length of Sequence = 198 Nucleotides) 

CTTATATTCT ACTTTATTTG GTAAAACICA GAAACTAACA ATTCACATCC TCCCACCITC TICTITCCGA AGAAGGCAGT 
TTGCAGAGAC AAAAGGGCTG TGGOGTGGGG ATCATCCACC ATCTCCAGGT TTTACACCCA GGCTACCCAT GGCTTGGCAG 
TCAGGCCTCT AGGCTGATTG CTCTCAGAGG CAATAGAA 
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SEP ID NO:290: (Length of Sequence = 353 Nucleotides) 

GCTTTTCATC TTQGGTTTAC AAAAGTCCTA CEA3TTATTT ATTTTAACIT TAATTTAAAT ATCACCTACC TTAGGTAGAA 
G'X'mXJLTlT GIXJTAATATA ATATAAAACC GACATTTCTT GGGGGCATAA TAGTAAAGAT GTEAACATIT ' ITlXjGTXCXT 
TTTGQAIGCr GTATTICTGC TTCITCIGAA ACTGATOICT GCCAAGATGG CTCATCTAAC CCAGTTTIGA CEAGGCTATT 
GATATICT3T CIGGTTAATT TATTCAACTG GCTEAAAGCT ATACATATIT (XTITTAGNTGTAA GAIATTCIAG 
ATATATTGCT CTACTGATTC AXAAXATCAC TGG 



SEQ ID NO: 291: (Length of Sequence - 163 Nucleotides) 

CCTGGTAGGC CTGCIACACA GTCTTGGAAC OTCCCTCCTG CTTGGGCITC TGCGGTGAGG CAGGGGAGTC 
AGATCTTQGT GGTGCAGTCC CAGGACCAAG CTIAAGGAGA GGAGAGCATC TGCTCTGAGA CGGATGGAAG 
GAG 

SEP ID NO:292: (Length of Sequence =397 Nucleotides) 
ACGGGAAGGT GAGTATGTNA GHCATCTNTGC CAGACAATGG TCTTTCCATG TCAATGGAGG TITCTCAGAG AGAGGTGATC 
TGGCTGGAGA AAGCITAATC TGGTGGCAAT GGACAGCTGA CTTTAAGAAG TGGGGAACGA QGGAAGGAGG CCAGTTTGAA 
AATOATAACA AGGGTCCAGA CKZACT3AIG CAGCAGTCAC CATGAGAACA GAGCAGCTGC AGGTAGAAGA TGGAGACAGA 
ACTTJGGGAGA TOTGCTGGAG GTAAGCOGQG TGGAAAGATG A1CTCAGGTT TATACCTAGA GGACACATGA TCCATTCACA 
AAGCCAGGGG NAACCTAAAG AGAAAACACT TAGAATTITN GGAGAANAGG CTAGGGCTGG GCCTTAGACA TGGGCTG 



GAGAGAGGTT 



. SEP ID NO: 293.: (Length of Sequence = 360 Nucleotides) 

GAGGTAAAAT TTACATACAG TGAAATCCAA ATCTTAAGTG TACCACTAGA TAAATTTTGA TAAATGCATT ATGCCTGGTC 
TTCACACACC. dTITCAATA TATAGAAAAT NTCCAGATAA TTTATTTIGT TGITTITrrC ACACACTAAG TTCIAGACIT 
TTCCAGCTCC GAGGGAACTA TTAGGGQGGA AAGTACITGr NATACTAAAA AAGATTTCAG GTGTGTTTGT TTTTAAGGTG 
CAGAAACACA TCGCAGATTT AAGC7TCT3CA ATCTCTGCTT TTIGTTATTG TTCCAGTTTT GATCTCAGTG ACATTACAAG 
CAAGCAGAAA CACTCAGACA TGAAATGGCC CAG 



SEP ID ND:294: (Length of Sequence = 321 Nucleotides) 

TTTTriTCAG GN1TCAACCG TTTTATTCGG AGGnTIGIT TTCTCTGAAA TACACTAGAG GCTGGGGAAG GGGACACATT 
CAdTTGCAA GATAAGGC7TT TCCCACCACT AAAGGAAAGG CATGQGGCAG GGCACACTGG GGTITGGCjrC QGTTITCCCA 
CCTCCTTCTG CTIGGCTCAC TTITCITrTC TCTCAGCAAG TACCACAGAA CACAAAGACA AGAAACAAAA CAGCAAATCA 
ACCTCCAACX5 GGGCCATOCC AAGCCTTCCC CACTCCCCCA GGCTOGGCAA GGGCTGGGAG GGQGCTGGGG CAGCTCACTC 
G 

SEP ID NO:295: (Length of Sequence = 165 Nucleotides) 

GACACACAGC GCCTCOGGCC COGCACAGGG GGCATCTCCA GAGCTGCTCT GIGTCACCAA CIGGTCTTCT 
GAGITGGAAA GGCCTTTTTG TTGATGAAAA GTIGGAAACA GTQGCACATA TCTNAGAGGG AGGAAOGAGG 
AAGCG 

SEQ ID NO: 296: (Length of Sequence = 315 Nucleotides) 
CGAAXACAGG TAGTGCCCAG CTGGTT3GGC TGGCCCAGGA AAATNCTGCT GTGTCAAA1A CTGCTX3GCCA GGATGAAGCC 
ACAGCTAAGG CTGTGTTGGA GCCCATTCAG AGCACCAGTC TAATTGGGAC TTTAACCAGG ACATCT3ACA GTGAGGTTCC 



AATTTGGAAG 
CAGCGTGGTG 
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AGATGTGGAA TCTCGTGAAG ACTTAATIAA AAATCACTAC ATGGCAAGNA TAGTGGAACT TAC3GICTCAG TTCCAGCTGG 
CTGACAGTAA GTCAGTGCAT TITEATGCCG AGTCCXSAGC ACTCTCTAAA AGACTNGCCT TGGCIGNAAA GTCTA 

SEP IP NO:297: (Length of Sequence = 244 Nucleotides) 

AGTACGGTTO NCGCTNAAGC TIGATNATOG RATTGCCAAT CINCATA.TTT CTGITAGAAT CATCTGTTTT TCTGPCTTCA 
TCTTTCTATA AGAIAGGACC AATATTCTTT ATIX3GGCTTT GATTTTATTT TGTAACTTAA ATGTATTAAG GCAATAAATC 
TAATTITCCA CINAAAACTA TCATTATAGA TTTGGTTACT ACCTACTGCT CAGCAATTIT TTTTCTTATC AAAATTCTTC 
CTGG 

SEP ID NO:298: (Length of Sequence = 152 Nucleotides) 

CCTGAACAGG TAATGAGAAA AATTTACACA CAACTGATIT TGAAAACAGA ATGGGTTGCT TACAAATTAC AGGAAATCTT 
ATAACACAAA CCAGAAGAAT TCAATGGAAG GCAATAAGGGAAAT GAAAATTATA AAAGTATCAN GA 

SEP ID NO:299: (Length of Sequence = 374 Nucleotides) 

CGATGTITTT AATGTCATCA C^CXJITGTCT CAAAATGAGT GGTGGCATCA TATCTGCGGG AAATAAAGAT CTGGCTTTCT 
CTTCCCAAGT CTTITGCTAC CAGGAGCTCA CTGATGCTAA CAAATTTCTG TTCAATT3CT TCCAAGAGCT CCAAAGCTGG 
TCTCATTTCC TTCTCAGGCT CCTTGGTTTC CACAGTTGTA CTAACTATAG CAATCTAC7IT CCCITCTGCT GOTACATTGT 
GCGCAAAGGA GATCATGCAG ACGTAGATAT CTGACTTTCG ATTCACITTG GTICT3TCGA ATAATGATCT GGCAGGAGTT 
GGCATCATTG GTGITCTTTG ATGGGGGTGG CTGAGGGATG CAAATAACCT CTIG 

SEP ID NO: 300: (Length of Sequence = 365 Nucleotides) 

QGCTCACCAA GCTCAGCAAG TACGTCTACT TCTTOGAGGC CTGCCGGCIG CTGCAGAAGA TGATTGACAT CTOCCTGGAT 
GGCTTCCIGC TGACTCCGCT GCAGAAGATC TGCAAGTACC CTCTGCAGCT GGCCGAGCIG CTCAAATACA CGCACTCCCA 
GCACAGGGAC TTCAAGGATG TIGAAGCCGC CTTGCATGCC ATGAAGAACG TGGCCCAGCT CATCAACGAG CGGAAGGGTA 
GACITSAGAA CATOGACAAG ATIGCTCAGT GGCAGAGCTC CATAGAGGAC TGGGAGGGAG AAGGATCTCT TGGTCAGGAG 
CTCAGAACTC ATCTACTCGG GGGGAGCTGA CCTCGGGTTA CACAG 

SEP ID NO: 301: (Length of Sequence = 224 Nucleotides) 

GGTATTCAAA CAAATAGCCT GAGAATTING GGGGGATCTS AAATAGAGTA CTATGCTATG TIGGCTAAAA CIGGIGTCCA 
TCACTACAGT GGCAATANTA TTGAACTGGG CACAGCATGC GGAAAATACT ACAGACTGIG CACACTGGCT ATCATTGATC 
CAGGTGACTC TGACATCATT AGAAGCATGC CAGANCAGAC TGGTGAAAAG TAAACCTTTT CACG • 

SEP ID NO:302: (Length of Sequence = 363 Nucleotides) 

AGTTTCACrC TTGTTGCCCA GGCTQGAGTG CAATOGCCTG ATCTCGGCTC ASTGCAATOC GCACCTTCCG GKTTCAAGCG 
ATTCTCCTGC CTCAGCCTCC CAAGTAGITG GGATTACAGG CATGCGCCAC CATGCCCGGC CAATTTTKTA TTTTTCGTAC 
ACACAGGGTT TCTCCATGIT GGTCAGGCTG CTCTCAAACT CCCAACCTCG CTGATCCCTC CACCTOGGCC TCTCAAACTG 
CTGGGATTAT AGGCATCAGC CACIGIGTCC GGCCAGCTCA AACAATTTTA ATGCTTCTIT CAAGNCTATT AGAAACdTT 
AAiTGcrrcr taagtttctc CCCCAACIAT GGAGGAAGCA tat 

SEQ ID NO: 303: (Length of Sequence = 253 Nucleotides) 

atccaggaas atctaccarg caaatcgaaa acaaaaaaag gcaggggitg caatccatct ctctgataaa acagacttta 

AACCAACAAR RRTCAAAAGA CACAGAGARG GCCATARCAT AATAGTAAAG CGGATCAATT CAAGAAGAAG AGCTAACTAT 
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CCTAAATOEA TATGCACCCA ATACAGGAGC AACEAGATTC AIAAAGCAAG TCCP3GAGGT GCCEACAGAG GAGGCTEAGG 
CTCCCACACA TEA 

SEP ID NO: 304: (Length of Sequence = 416 Nucleotides) 

TITnTTGAG ATGGAGTCACT OGCTCTCTIG CCOGGGCTOG AGTGCAGTIGG OGOGATCTOG GCTCAOCTGC AACCCCIGCC 
rarCACTTC AAGAGCTICT CCIGCCTCAG OCTOCCGGCT GGCTGGAATT GCAGGCACAC ACCACCATOC CCAGCIGCIT 
' I C TlVliA i iTr TEAGTGGAGA CGIGGTTICA CCATOITSGC CAQGCIGGTC TTGAGCTCCT GACCTEAAGT GATCOGCCAG 
CCTIGGCCTC OCAAACTGCT GGGATTACAG GQCTGAGCAC CCTGCCCAGG CIXJITXTITA ACTGACITTG GATTCTACTC 
CCrnCEATO CAAATTEATT TTAGAATCIG TTCCTEAACC TEAGGGGGTT GGGTEAGACA AGTITCAAGG GAGCCTCAAG 
TGKAAAITGC TEAAGG 

SEP ID ND:305: (Length of Sequence = 223 Nucleotides) 

CACACCCAGC TAATTITTCT ATTCTTAGTA GAGAGGGGGT TTCACCATCT TSGCTIGGCT GCTCAOGAAC TCCTGGCCIT 
GAGTGATCCC CXTGCCECAG CCTCCCAAAG T3CIT3GGAXT ACAGGIGTGA GTCAGOGTGC CCAGCCCAGA TTITATIGTT 
TEAATTACAA ATTTEAOGTE AACTGATTCT GCACATTEAT ATTTGCACAC TTGTGCEAGT GAG 

SEP ID NO: 306 : (Length of Sequence = 169 Nucleotides) 

GITITCCCAC ATK3GCCAGG CTGGTCTCGA ACICCCGACC WCTGAGCCA CCTGCCTTGG CCTCTCAAAG TGCTGGGATT 
ACAGGCC7IGA GCACCACGCC CX3ACCCATAG CTCTTTACAA CTGCCITGTA AAGAAAGCAT CATTTGGCAC TGTTAGEATT 
TCTCITGAA 

SEP ID ND:307: (Length of Sequence = 303 Nucleotides) 

GATTIGCTAC AGAGTATGTC AGGAAGACAA CTCAGATTGC CA3TTEAAAT AAAGTTGTAC ATGAACAAXA ATIGGAATCA 
TCAGGEAATT TTITEAAACA AAGGTTCTTC ATTTACICTT ATCATIGGAA AAAAAATEAG AAAATAAAGT AACTSCCATA 
GGCTAATTAA AAAATAAAAC CTIGGCCGGG CGOGCTGGCT TAOGCCEATA ATCCCAGCAC TTTGGGAGGC OGAGACGGGC 
AGATCACGNG GTCAGGAGAT TGAGACCATC CIGGCTAACA CGGTGAAACC CCATCTGTAC TIG 

SEP ID NO:308: (Length of Sequence = 143 Nucleotides) 

ATCEAGGAGG CTGAQGTGGG ATCGCCCCAG TACTGGAGGT CAGGGCIGCA GTCAGCCATG ATCATGCCAC TACACTCCAK 
CCIX3GGTCAC AGAGTGAGAC CCTCTSTCAA AAAACCECAG TCAATVCAAA CAXACAGEAT ATT 

SEP ID NP:309: (Length of Sequence = 199 Nucleotides) 

CCCACCCTCA TAANCCCCAC T3GGGAGTCT GGGGGCCTCT ATIGCCATGT GCCTGGAATO AIUATATGCT CATCACTITA 
TGAAGAATAA AATTTCTNTT TCCTGCCTTA AAGTEACATT CCHTCITCOG CTCAAATCCT GATCIGGTCC ATTAAAGAGT 
GTECGCAGAC AAAGTTTCTG AAAGATEAGA GAAGAATCC 

SEP ID NO: 310: (Length of Sequence = 426 Nucleotides) 

TCCCK7TACC ACCTCTTCCT GAATAOGGAG GAAAAGTTOG TTATGGACTG ATCCCTGAGG AATTCTTCCA GTITCnTAT 
CCTAAAACTG GTCTAACAGG ACCCTATCTA CTCGGAACTG GGCITATCTT GTAOGCTTEA TCCAAAGAAA TATATGTGAT 
TAGCGCAGAG ACCTTCACTG CCCTATCACT ACTAGGTCCTA ATGGTCTATG GAATEAAAAA ATATGGTTCCC TTICTTCCAG 
ACTTIGCIGA TAAACTCAAT GAGCAAAAAC TIGCCCAACT AGAAGAGGCG AAGAAGTTCT TCCATCCAAC ACATCCAGAA 
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TGCAATT3GA TAOGGAGAAG GTCACAACAG GCACIX3GTTT CCAGGAAGCG CCATJTACCG TTTETOATOG OCAAAGGGA 
GITACATIGG CTAT3GCTTT TOGAAG 

SBO ID NO: 311: (Length of Sequence = 489 Nucleotides) 

TCGACTCGGT CCTGGATCT3 GTGAGGAAGG ACTCAGAGAG CTGTGACTGT TTCCAGGGCT TCCAGCTGAC CCACTCTCK3 
GGGGGOGGCA CGGGGTCOGG GATGGGCACC CTGCTCATCA GCAAGATCCG GGAAGAGTAC CCAGACCGCA TCATGAACAC 
CTTCAGCGTC ATCCTCTCAC CCAAGGPGTC AGACAOGGTR CTGGAGCCCT ACAAOGCCAC CCTWTOGGTC CAOCAGCTGG 
TGGAAAACAC AGATGAAACC TACTGCATIG ACAACGAQGC CCTGTATGAC ATCTGCTTCC GCACCCTCAA GCTCACCACC 
CXXACCTACG GGGACCTCAA CCACCTX3GTG TCGGCCACCA TGAGCGGGGT AACACCTGCT TGOGCTIYCC GOGCCAGCTC 
AACGAGACCT QGCAAAGIGG OGGTTGACAT QSTGCCTTTC CTGGCTGAAT TTTTAATGCC CGGTTPGGGC CCTACCAGCC 
GGGGAAGCA 

SEP ID NO:313: (Length of Sequence = 302 Nucleotides) 

CTTCTCATGC CAGTCTAATC ATIGTITTTA GAAAAGGATA TACATTGACC TTCAATCTAA TAAGAAATGC AACACTTTAC 
GCTGTCCAAC TCCTAAGATT TATTTCCAAC TIXJTCAGACA CAACTAnTT GCCCAATCCA AATCAAAGGG AATCAAGGCT 
CTGAAATCCA CACAGGACAT CAACGCACAC ATAAATGAAA ACTACAGATG TGTCAGAGGC AACCAXATAC ACACAAATAA 
TCTAACTACT AAATTCCATG AACTAGCTCT OCAGGGAATA CTTTCCAAAT AACCTTCAGC AG 

SEP 3D NO: 315: (Length of Sequence =s 339 Nucleotides) 

OGOCjITATIT AAATICTGAA AAATAATGAA tattaatttg GAGCATAATA tttaaataca TGAAAAAAGC TGGCTGGGAA 
ATCTTGGCAT GA CT1T1 CCC AGATCTTAGC ACTGCTTCAA CITITGAGAG NGCACTCTGA GTCTAAGTTT ACIAGACTGA 
CATTACTAAA ATCATIGGTO CTATAGAGGC AQGAGAATAC GGGGAATAAG AAAGCCAGTT GCAAGCCAAC AATCCTAAAA 
CIXXTCCTTT TGCCATGGAC TCACGGCATA TTAAATGAGA TCATGCATTT TAAGGNATTA ACAGTCTACA CCACATCTGC 
GTSTTCCAAT AAAAGGAAG 

SEP ID NO: 316: (Length of Sequence = 430 Nucleotides) 

TAAGL TGCTG GTCCTGTTCT GGATGCTTCC ACTGGGCCCC GACCAGCTCT GGACAATGCC TGGOGCCCGT CCCCCGCCCC 
TC^TCTACAC ACACGCAAGA NTTCGGAGCT CCATGGGGAA CAGAAGCAAG ATATCCGTAA AATCAAACTC TAGGGGGTCG 
GAATGAAAAG GGAAAACTGA GGAACGGGGA GCCAAACCCA GGAAGAOGCC TCTTITCCTC CACATTCCCT CTCCTITATA 
TACTCAGCTC TTGGCICTCT CCAGTATCTA CCCACCCTCG TCTICCAAGC TCGGAGCCAC TTTTTATAAC ACAATCACAG 
TTCTCACAAAC CCCAGGAAGG TItXATCTQG NGAGAGGTIA AGTTTCGNCC TIX5TCCGGGG AATTATGACA CTCAGAATAT 
CCCCTTFGCT GTAAATQGAA GACAACCTIT 

SEP ID NO:317: (Length of Sequence = 317 Nucleotides) 

GTTAATGCTT dNATACCIA ACAAATCCTG GAGGGCAGNC AGCACCAACA CTCAGGGTCC TGGGAAAAGG TGOGTGAGAG 
ATCTGAGGCA TCTOGGGGGC AGGGGAGGGC TGGGAAGGCA GGCB3GCIWG GACCCIOGCA TCTTAACCTA ACCTIGACCC 
TCITTCCATG AGGAGAGTTC CGATGCCCTG GAAGCCTGGG AGAGTX3GGGA GAGATCCCGG AAAAGGAGAG CAGTCCTCAC 
CCAAAAACAG AAGAGTGAGG CTTCCAGGGT GCAGCAGGGG T3GGAGGIGA TCAAGCAGCG TGGGGATTGT AAGCCCG 

SEP ID NO: 318: (Length of Sequence = 407 Nucleotides) 

CTCGCCCCGC ACCITCCCOG CCTATGCCCC TCX3CTGAGAT AGGCCCTTCC CTCCTCCGGG AGCCTCCOGG GCCAOGCGAC 
CCTCAACTTC TCCAGCCGCT CCACCCACGC TTCCIGGACC . GCCTCCTGCA GGCGAGGCTC ACATCCAGCA CTGTCCCTTA 
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CACTOGCCAT GCCCCTGGCG AOCTCACTCT CCXACTCTOT AAGGGGACAA TGCAAATOCC TTTGCCTCAT AGGCTGCATG 
TCCCAGTOTT GAXAAAGTGC TGGCCACAGG CCCIGCCITC CCAGGGCTCA CAACACTCTG TOOCTGACAC ACCOCTGGGC 
TaTAGTCAIT CTNTTCATOG QGAITTGACT ATAAOCNGCA GTCAGGAATG AATITCACAN C3VTAGCTCAG TACATACACA 
CATATCT 

SEP ID NO:319: (Length of Sequence = 382 Nucleotides) 

OXCTGCACAC CTGOGGTTQG GGACAGGACA TGACIAAGCA CAGAGCTTTC TTCTTTTGAG GCCAOGCATC T3CTGCAGAG 
OGGGACCACC TGCATCCACA CAGCCCGGQ6 CACCIGCTCC TACITCTGCT TAGOCTCT3A. GCAGCITGGT GACCAGGGTC 
TCCACCAGGG GGCAGGOCAG GACOGGCTTA CAGCACTTTC TAGGGGTTCT CTGCTCQOQG GCTGQGACAC ATACAGGGCT 
TAGTAAA£?IT CATAGATCCT AGCTAGGCAG CCCCAGGCCC CAGCTGACAC CIOTCCCCKS CCTaJCCToT ACTGNCTCCC 
TGCAGCACTC CTGGGAATCT TGTACGAAGA CAAGGAGAGA CAGGACITCA TCTTCACCAT CT 



CNCTPCAQCA GGCAGCACCT 
COGGCAGATC CTGCCAGGAC 
TCICT3TAGG GGGAGGGCAA 
TGCAGGCTGG GACAGGGATC 



SEP ID N0:321: (Length of Sequence = 355 Nucleotides) 

GGTQGACTGT GCTGTTGAAC TGAGCTGAAC T3GGATCAGG AGAAGGAGAA GTGGGGATTG AGCCCCTCAC CTCCACAGAC 
TCCTCTCTGT GCCTGAAAIT CCIXXMTAA GCAGCATCGC T3TCCCCK3T AAACACCCAC ATTAAGCCAT TATTCATCTT 
ATCGCITOAG TAGGCCTTAG TCCCTCAGAT CCTTTCCTGC TGAAAGCGGA TCCTGATAGA GAGAAGGGAA GAGAGATGGA 
TCGNTCTGGG GACGGCAGGC TGGTCCAAGA CTGGGGAGGA AAGATCTCTC TCGGACTCTN GGOJAAGAAA TATTTTCTGG 
GGGAATATGG AGGCACCANA GGCAAGCTCA AGAGG 

SEP ID N0:322: (Length of Sequence = 225 Nucleotides) 

CTCTCAcrrc tcaccaggca cccacaaagc ccccaggcag crccTocrrr ccaatccant cccattatcc caatctctac 

CCCAGGATCC CCCAAACTCC TCCCACTTCA CXTTCTGCCAC AGACCCGCTC GCCCCCAAAC TTCAGCCINC CCTCATCTGC 
CCTOACCACC CACAGCCCCT CCTACCTAGC CCTCKTCGC GAOGGGCCOG CX3GGCTCCCC ACATT 



TTTCCAGTCC OGCCTGCCGG 
TAGCAACCCG GCTCGCCGCC 

crrcrccAGG cccctgcagc 



SEP ID NO: 320: (Length of Sequence = 368 Nucleotides) 
CATCCGGGGC ATGGACAGCC OCCGGGGTCN CCGCCOGCNC CCCCCTCGCC GCCT03CCTG 
GGACAGCTCC AGAGTCGGGG AAGOGCCATG CTTCCTGCGC AGAAAGGATG CGGC7ITOGGG 
TAGGGGCCTT CCCTTTCCAT CAGGAGCOTG CAAGAGAAAC AAGAAAACAT TAGAGGGGCT 
GTTGAGTCTA TCTTTCCTCT TCTAGCTACT AATTAAACAC CTCCTCTNTC CX7IGCTACTN 
AXAGCAACTC ACACT3GTCC CCTCTTCITT GTCCCCATAG TCTACTAG 



SEP ID NO: 323: (Length of Sequence = 250 Nucleotides) 
CTCTCGCTCC TGTCCGTCAC CTTGCAGATG CAGGTGACAG CCTGCCCTTC OGTITITTNTC 
ATTGGGTTCC AGCXXTCCCC ACACGCCCGG TACATCCCGC CTACACTCAC OGA3CT0GCC 
AGCATCCGCA ACCGAGCTCC COGCGCTCCA GTTCTCK3C3J GGGGAGGGAG AGGGGTCTCG 



SEP ID ND:324: (Length of Sequence = 338 Nucleotides) 

GIOTTCTTAT GOGGATAAAA TTTCTNAGGT AAGAAAACTT AGCTCTGAGC AGCCCTCCGC CTGATACTAA TALT1TACCA 
A3X3GAGAXTT TCCT1TTCIT TICIX7ITITT GAGACAGGGT CTCACTITGT TTCCCAGGCT GGAGTGCAGT GGTCCCATCA 
TGGATCACTG CAGCCTCCAT TTCCCTGGCT CAAGCCATCC TCCCACCTCA GCCTCCCGAG TAGCTGGGAC TACAAGGTGT 
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GCACCACCAC GACTGGCTAA TTTTTAATIT THNNTAGAG AOGGGGOTT OCCTATGTK3 CCCAGGCTGG CTIGAATTCC 
TGGGCTTCAA GTCATCCT 



TQQGGCTTT3 GGCGGTGGTC 
CAGAAAAGTT TCTAGCQGGT 
TTGGAAATCC TTGCCTAGTA 
TTCCAGCAAC AGGIOTCCTC 
TGQGAAGCTG CACAGGCAGC 
T 

SEP ID NO: 326: (Length of Sequence = 391 Nucleotides) 

GGCCCTCCAG TCTCCTGCAG AGAGGCACTC TTOCCAAGTG TCATIX2ATGA CGCAGCTGAA AACCAGAAAC ATlTGACITT 
CCAGCCAOGA GACTGCAGCA ATCTCCTCTT TGGACTGCAC TTAGGGAAAC CGAGGCCCAG ATAACTGACC CCTCAAAAGC 
CCCCAGGACG GCAAAATCAA AGGGGCTGAG GTGCTCTGAA CAGCCCCAGC AAATTAAACC ACCTAAdTT GCGCTACTCC 
CACTGCCCTG AAGCAGCCTG TGGTGGGAQG TOGGGCTGGA TACAGTGTTA CAAAGAGAAA CCTCAGTTGT AGCCATAGAT 
TCCTAATCAG TAACAAAATA TCCCTCTAAA CCCAGTCCTG CCITGAACCC ACAGGCTCAG GAT3GTAAAT A 



SEP 3D NO: 325: (Length of Sequence = 461 Nucleotides) 
ACTCGAGACT (XTCCAGCTG TCATGGATCC TGQGCCAGGG GATCCOOJAC TCACCCAAAG 
GGCCGGTTCA GTGCTGGAGC GTCITTTTGT CCAGCTCAGA ACCTGCTSCC GGTCCGGTCC 
GTAGTTGCCA AAATTAGGCT CTGTKACTGC TCGGCTQGOG OT3GGQGCCT CATCCCAGCC 
GCGGGAAC7TT CTAAACAGCA AAGGATACAA GGCCCCTTGA GOGCAAGTAA ATTTCCCCTC 
CAAACCAAGC AGOCTCCACG GGCTOGAGTT CTGCAGTNGG GTGTGGGGAT 

OGCTTGAGAC CCAGAGGCAG TTOGGGGGAG AGGCCTTOGG CTCAGAGGOC riTLTl'lUTf 



SEP ID NO:327: (L' *: ' ~-h of Sequence = 438 Nucleotides) 

TACTCACTGA CCCTGGC GA1TCCCAGC CGAGACGTTT C3X3CTOCATT CCGGCAGGAG CTACCITCCC GAGCCGCGCT 
TTCCTCACCT CTAGGAG? . TAGAGGGAAA TAAGACAGCC CTTCTTAGGA TQCTGGACTG GCTAGAAAGA AGCAATCCAC 
GCCAAAGGCT TAGCTCAGTT CCTAGACTTA CTAAATCCTC AATAAATGTC TGCCATTGTT ATTATTATTT ATOATCCTTC 
CAGCTGGCCT GGAAGGAGGG TTCTGGAGCC AGAAGGGACC TTGGAGAGAC CTOGGTTAAA TCTCIAGOGC CATCTITATT 
TTTAGGATGG AGTAACITGC TCAGGACCTA CATCTAACAT T3TGGAGGGG ATGOGGTTTT TAAGIAGGAA TTCITOGACT 
AGACCTCTCA GCAACCCTTT CCIOTCOGTC ACAGTGGG 



SEP ID NO:328: (Length of Sequence = 400 Nucleotides) 

TTGCCCTCTC GGCCTAGAAG TCTCCCATTA TCCTGCTCTG TCTGCTQGGA CCCACGGGGC GCTGCACAGG GAACCATCTG 
GCCCTGAACC TCAAGTCCNG NCCAGCAGGG GTCAATTCTC TCAOTCCACC CCTCCCTACC CCGAGTATCC TCTCTCCVTT 
ATAGATCATC OVTTAACTGC CAGACACTGC AGAAGGCACA TIX3ACIAATA TTAAATATTA GCCCAGGTAC CCTGCTQGGC 

TGTCcrrcrr agaaatgagg aagtqgaggg ttaactggat ttctcaaggt cgtgcagctg GTAAATGGCA gaaccaqgat 

TIGAACTCAG GTGTGCATGA CTTCAAAGGA AGACACCACT GAGGCCTCCT CI7WTGGGTC TGCNTCCCTA CCGGCCCTGG 



SEP ID NO:329: (Length of Sequence = 227 Nucleotides) 

GGCTGGGCTA AACTCCAGAC GCTGGCCACC TICATAGGCT GGAGATCACA GAACAGGACA GGAGCCATGG GGCTCCOGGG 
GOGGGTAGGG GTGGGTCATG TTCCTTGGCT TGGGGGCACT TACAAGGGTA CAGTGGGGCT TGTTGAAGGG CAAAAGTTCT 
GTAAGTOCGT CCCNACAGGC CAAAGAAACC CCAGAGCCCT CTTTCGACTG ACTACAGCCT GGAAGAG 



SEP ID NO: 330: (Length of Sequence = 401 Nucleotides) 

TGAAAATATA TCCACTGTTC AGAGGGACAA CAAAGGCAGT TAGACTGTCC TGAACGGTCC TCCCTCAGGC TGAAATCTTT 
CTAGCACTTG ATCAGTTGCA AACTGATCTT CCCTTTAATA TCTCATTITA TCATTGGGTA TCTGAAGAGG AAGTCGAATT 
GGGCTAAGAA TITAGGTTCT TGCCATAGCA TTTGGGTGGC CAGGGTAAGC CTCAGGCTGG AGGACCCTTA AAGAAAACTC 



< 
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TAAGGA3TIT AAGGAGAGTC AAACTCTACA TTCATCCAQG CAAACATCTA CTCTTCCAIT GATTAATOGN TCCACTCATC 
OCT3CAACAC AirCACTCTT TCATCCATCC ATTCATOCAT CD\TCCTNCA TCAATCCATC CATCTATCTT TCA3TCATCC 
A 

«- 

SEP ID NO:331: (Length of Sequence « 322 Nucleotides) 

CXX^ACGTTG CCCOGCCTIT GTCTCCAGCG GACIGGAAAG AACCCACCAT TGTPGAAGCAC AGAAAATTGC CCGCACTCIT 
AITCGCTAGG TICCCCGACT TCCX3CTCTOG GTTGGrTCGTT GGCTITGCCT GITACCTGTO TTCCCCACTA CCACTOGCTC 
~ CGCOGAGCCC CAAGGATGGA TOGCTATCCC CTAGCCGGCT GITCQGGAGC GCIGOGGGCA.AAGCAGACCX3 CCTTGOGCCT 

ATTATGGCjIT GACTGGCTCT CTACTCXAGA TOGGCTCICT CAdTACTAA TGGGGOGrlGT TGCCTTOGCG ACTGCAGGTT • 
IT 

SEP ID NP:332: (Length of Sequence = 441 Nucleotides) 

ggctcaagna acctgcactc ttgcacictg gottctccc aggogagct ttatcajatc atcagcagca acctggagaa 
aattgtcaac ccaaaggg1g aagaaaagcc atctatctac t3aacccggg actagaagga aaataaatga tciatatctt 
gtoixsgattc ccitctggcg tgtgtcattc attcaaaaag caittattga ctqgcaccta tctccagcct gaagatcaat 
ctgc7tgggaa ggggtgqgtg tcacaaagac aaagatgact tagatcccca ctgttaatcit gactgtgaga aagaggggat 
tcaggccctt tctcatccag tactcaatgt gccatctccc cttccctagt cacctcttat cttcacttac cttctttctt 
ctcctgcita tcigtittcc atcxaaggca aaaaggqgqg g 

SEP ID ND:333: (Length of Sequence = 354 Nucleotides) 

AGAAGOGEAG ACCGAGTAGC TTGAGCGCCT CTTCCGCTTA CCITITCCCA GCGCCAGAGG GCCTTAGGGT TGGGGTCCTC 
GCTCAGGCAC AGAGNOCOGA CACCGAGCGG CX3GCITCCCC GGGATOGAGG GACGOGCAQG CCAGAGGAGA CGAAAGGAAC 
CCGGGTCGGA CCAGATOGGA ACCACTGACC ATTGCOCATG GCGGCCCTAG TGAGTNTOGA TTENGOGGGG TTOGGGGGflT 
CQGAQGGCGA CCTCGGOGAC CCCTChCTCA CXX3CITCCTC TTTOCNCAGG CTCCTAGNAG CCAGAATGTC ACTGAATAOG 
TNGTTCGAGT TCCTAACTAA GTCCCCAGGC CCAT 

SEP ID NO:334: (Length of Sequence = 196 Nucleotides) 

CTCCCGCTCC GCACCCGCCT TTCCCGAGCA GGCTACACCT CICCCTGGOG CATCITTACT GGAAAGCCGG CAGNQGNGNG 
GGAGAAGTCA GCNCCX3TCTC OGCXSCCTCCT CGCTOTTCCT GGCT3AGOGC GGGGATGGCT CCGGAGGGAG ACACTCAGGA 
AACCACCTCC GCCCTTCCCC CATLTl'iATC CAGCGG 

SEP ID NP:335: (Length of Sequence = 261 Nucleotides) 

TCCGAGAGCT CTCTGGGGCC AACCTGCTGG CTGAGTACTA CTGGCTCANA CX3CCGCCT3C TOGGGGCCCC TGQJAATNTA 
AGTCCTCCCC OGGGCTGTGC CGCCCTCCTC CCTGANAGCC CCCTGCNTCC TGGGCACAGG GAAGCCTCCA TAGGCTAGTA 
GCATCACACT GCCAGGCCCA GAGCTTACTG GACTTCCCAA GGTCCTATGG GACTAGGGCT GAGQGTACAC ATCCTGdTT 
t TTTCCAGAAT ATAAGTTTTG G 

SEP ID NP:336: (Length of Sequence = 191 Nucleotides) 

CQGAAAAGOG CTTOGGCCAC ATCCAGCAGC AGTAGCAGCC GCAAGGNCOG GGACICGAAG GCCCACOGNA GNOGGACEAA 
GTQGTCCAAG GAGCCGCCTT CGGCCIACAA GGAACOGNCC AAGGCCTACC GGGAGGACAA GACCGAGCCT AAGGCCEACA 
GGGGGGGGCG GTCCNTCAGC CCACTGGGAG G . 
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SEP ID NO:337: (Length of Sequence = 279 Nucleotides) 

CCTTAGGGCT CCTCCTGACT OCTTCCAACT CCCAAGTCTG CAGCCCAGCT AAAGCCAGAG CAGACTNAAG GCAAGTTTTC 
AGGAAACCAG GNGGCTTGAT CCAGACICAC AATCTCXXTG CAAAAGTKTT CAGAACACAC OGCACAAAGA CACACACGNC 
TCACAAAACT TCIGAATGTK GCTCrGTCTC CACCTTCTCC ACTCACOGAA AGACCTQGGC CTGAATIGGA GOCCGCAGCC 
GTAGCTGTCC CTOTCCACCT GINGCCCTOG OQGAQGCTT 

SEP ID NO: 338: (Length of Sequence = 339 Nucleotides) 

(XMNOGTGG AGGGAGGCAA AGGGGCAGCA AGAGAGAGGG AGGAAGCCCC ACICTTITAA AACAACCAGA TCTCTICTRA 
ACTGAGAACT CGCTTATCAC CAAGGGGACG CJT3CTAGACC ATTCATCAGG GWTCCGCCTC CATGGGCCAA TCXXTTCCCA 
OCAGGCCCAC CTCCAACACT GGAAATAACC TCCCAGCAGG CCCGCCTCCA GCACTGGAAA TAATCCTTCA GCGTCAGACT 
GGAAGGGGAC TGATGGAGCC TGGWTGTTTK TCCCCGCCGA GSTCIMAOGC TGAACCCTAA TCCCCAATGC TGGAGGCGGG 
GCCIX3CTGGG AGCTGACTG 

SEQ ID NO:339: (Length of Sequence = 334 Nucleotides) 

GGCACCGGGC TGIXTTCTOGT CCAGCTAGCC TCACAGQGAG TGGCCTCTAA AACMGGCCGG CCCACNCCAT TTGGAAGCTC 
TCCCQGGTTT TCCGTGAAGT CCTCCCGGCC TCT3GTCT0C TGGATGGTCT GGACCAACAG CTIGGGGATG AGGGGAGGCT 
CGGGGGCAAG GGCAGGAGCC CGAGCCAGGC GCTGGGQGIN TGGCTGATCG AAGAGCIGCA CCACOCNCTA GCTGGCCAGG 
TCAGTATNGG CGTCCACCAG GTGCAGACAC ACATTCTTTT CCTINACAGC CTCCTTACCC TGGAGTTTAT AGCCAAACGT 
GAQGTCGATC CAAT 

SEQ ID NO:340: (Length of Sequence = 450 Nucleotides) 

GGCCCCACAA TCCCCTTCTG GCTCOGGGGA CGGGCGGGGC GGGGOGAGCG GGCGGAAATA ATITO3TCTT TGGTCGTCTC 
TCCCCCACTC CCTTCGCOGC GGGACGGOGA GACGGGAGAA GGTCCGGGAA GCGGGAAGCA GGAGCGGGAG OGCGOGGCCC 
TGGCAOGCAT AGGGCGGCGG AGAGGGCACG AGCAGGGATT GAGCACCTAC TGIOTGCCTT CACGCTITAC AAAAGGATTT 
TCCTTOGATG TTCACTACAG ttXTTGCCCG GGGCTACTGA TCCCCCATTT ACAGAGGGAC AAGCOGGATT TCQGAGAGCT 
GAAGTCACTC GCCGAAAGTC GCACCGCCAG GGTCTCOCTTG ACACCCTAAA GCAGTGTTCA GTTACCCCGG GGAGAGCGCG 
ATGAACTTGA ACCACTTGTT GGCTK3GTTC CVGCTCTTGC TCGTTTTTIT 



SEQ ID NO: 341: (Length of Sequence = 192 Nucleotides) 

TTCAAACCCT GGCGGCAOGG LT1U1CCCTC GAGGCCCQGC CCCTTCCCCT TCCGGAGAGC CCACCGCTGG GTCCTAAAGC 
CCACCGCTGG GTCCIAAAGC CCGCCQGGTN TTTACCCAGG ACGGGGCTGG GGAAACCNGG TCTTTCCTAG CTCTK3GNTT 
ACTTCCTGGA GACTTCTTAA AADGAGAGGA GA 

SEP ID NO: 342: (Length of Sequence = 229 Nucleotides) 

GTCCTAACTT TTTTAAAAAA CATAAATACC ATACAATICA TCC1TJ.TAAA GTCTGTAATT CAGTGGTTTT TGGTATATTC 
AGTGTTGCAC AGTCATCACC ACTAATTCCA GAATATTTTC ATCACNCCCA CGGCTCTATC TCCCATTICT CTCTTCCCKG 
CAGATCCTGG CAACCGCTGA TCTACTTTCT CTCTCTTACA GACITATCIG TTCTGGACAT TTCACATAA 



SEP ID NO: 343: (Length of Sequence = 229 Nucleotides) 
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TGCTOCAGGA AATTOGAGTT CNAGCTGAAG GCCTTGCNGC ACTCOGNGCA CTCGTAGGGC TTCINGCCCG TOTCQCTGCG 
TOSGIGCTOC ACCAGOGTOG TCCTTOGNCC GAAGACITCC CGGAGTCCGG GCAGCGGAAG GGCTTCAGGC 
CTCCIGCT3G TCGATCAGCT GCGAGTOCGC GCGGAAGGCC 1TNCOGCACT NCCT3CAAGC GXAGGGCIT 



SEP ID NO:344: (Length of Sequence = 227 Nucleotides ) 

TCOGCAGATC ANAJTCACCC TIGCCAGAGG TCAGGSCCCC OGGOCTTGGC GGCGGGCCAG AAGCGTGACT TGGCCTSCIG 
GAAIGCATCC OCCEAAACAT CTCTAGACTA GGGGCAGTKT COGCCAACCA TGGAGGCCCT CCATCACCAT CCCTGCAGCA 
TCACCACCNT CCAACCCCCA TGTCCCACCC TGaJGNTTCC ATACCTGTAG TAAGAGAGCA AACCATT 



SEP ID NO:345: (Length of Sequence = 249 Nucleotides) 

GGGCBATGnT GTCACAGATC TCTGCAGATT TTSCAGAGGA CATAAGTTGG CTCTGAGGWA GAACACAGAG GTTSCCIA1T 
TTITAQGCAG GAAAGAAAGC CTGCACITIT CTGTOTCTGT GTIOTCAATAA ATCTGAATAA CACCTTGAAA GGGTTAAAAA 
GCTGAGCACC MG1U1T1TC TITCCACTTT CCAGAGTAAT TEAAGCACAC NSCAAAGTTA TCTCCCTTCC TTCCCCADGA 
GCCAGCTEA 

SEP ID N0:346: (Length of Sequence = 356 Nucleotides) 

AOCXAGTCCC GCAGCCGCTG CAGCCGCTGG GTTGGCGGAA GAGCTQGAOG CCGAGCTAGA GGACGAGGCA GAGCTGGACA 
CAGTGGOGGC GEGAATTGGC CACTNCTTTC GGAGCCCGAN CTCTCCOGCA CTGGAGAGGA CTIIT11T1U GCTGGGOGGC 
TCTTOGTICC GCTCCCGCTC TGCTGCTGCT GGCGGCATTT NGCGOGGCGG TTCTTCAACC AGACCTGCAG TGGGCCGGAT 
GGGGGAGACT GGGTCAAAGG GAGCTAGGGG AGCTTNTTGC TCCACCmCC CGTGGACCCA ACTCCCGGTC CAGAATATCG 
CAATCCTITC TCACOGAGGC CITO3ACCCT TCCTCT 

SEP ID NO:347: (Length of Sequence = 155 Nucleotides) 

GCOGOGGTGC CTOGGATCCC CAGCTCGCCT CCAGACCOGC GGGATGCAGA CX^GGTTCAG TCAGGdTGA QQGCTGCTCC 
GCATAGACCA AGGTCOGGGG AAGGCACACA GTGGCCGAGG GCCCGOGOGC TTKGGCTAOG GCTGTRATGG TATCT 



SEP ID NO: 348: (Length of Sequence = 362 Nucleotides) 

AATTCCGATT TAACT3ATTG TCTCATTCTG CTCATACATT TCAAGTTTAA ATGCAAGCAT AAAATCTCTA TCAACAAATC 
TAGAGAGCAC TTGGAT1TIN AATTTTCCTO TGATCACAGT AAGGAGCATA AAAAAGAGTA TCTNCICTTA CACAAGGCCT 
G1NCTOTCIT TACATCTTCA GACTTAAATT CTCTAGAAGG TAACAGCTTT CTATTAAGGA CAGAAGCTTA CTGGTCACAA 
ACAAAAAATA ACACTCAAAT ACAATTCGGG NATTANTGAT ACTGTGTC1C TCAAAGGATA CCTGAACTAT TACANTNACT 
AAXAATTTGG GCAATGAGAT TCCCNGGTGN TTCAACTTIT TG 



SEP ID NO:349: (Length of Sequence = 342 Nucleotides) 

AArrccmT Trrrmrrr TiTrmrrr ititititit tttcaagiat cacaatgttt atigatagat acaagttaxat 

AAAATCAGGG CATCANCATG ACTTGATAAA TTAAGTAGAC TTAATTTCAA TACTATAATA GQ3GGGACCA ATTCAAATTC 
TCACCA3TTG TTTCACACCC ACAAAAACCA CTTCAAGGGC ATTAACC3SJTC TCTCAAAACT GNTCAGTTTT GTGCAAGTAA 
ACCATCTTTC TTTTAAAAAG ACTTGTGCAC TTGCCCAGGC TCAAGGTTAT TAAAATCTAG GCACATAAAG NCCATTACTA 
GAGGZEAGGAA ATACAGGCAA TT 



BNSDOCID: <WO 9316178A2J_> 



WO 93/16178 



PCT/US93/01294 



166 

SEP ID MO:350: (Length of Sequence = 384 Nucleotides) 

GATCTCTGCT AGCTSTGAGG CAGCTCTGGA ACGTCAAGAG CT3TTTGGTT TCANCCGTGA ACAAAACTGT GTTTKaAGTT 
TAGCTGACAT TAAAGAAAAA AGITCATCAC CTGACTGTTA ATGTAAACCT GGTTATTAAA ATAACTATTT AAAACAGGAG 
AAATCTGGTA AGTTGTTAGG NTTCTAAATT CCTTTTAGTC TGTTCACTCA GATATTAAAT TTCAGTAGAC AGAACCCAAA 
AAGAGATTTC ATTTCITTCT AATCACTTT3 GCTTCIOTCT NTTTTOTTAA GTAGGTAAAA ACCTTCCTK5 GTGGGCACCT 
AAGCAGGATC CAGCCAATTA GTTCATGAAC CCAGCTGOGG AOGTGAAGGC TTAAAATCTA AGGA 



SEP ID NO:351: (Length of Sequence = 305 Nucleotides) 

ATCCTGACCC TCCCCACTGC AAGCCCAGQG AGCCCCAGCC CAAGATGGCC AGCCTCAAAC TGTTOGCCAG GGCTCCTCTT 
GTGGCCATCT ACCCAGGGCT GGCTGGCCTG CCATTT3CCT CTCCCCGGAG ACAGCOGTITC TTCTGCAACC ACACCCOGTS 
CCTAGCCACA ACCCCAGGCT GCAGCTGOTC AGAAGCTCCA GGCATTTTGT TTCT3GTGAC O^CCTAAT GGGATATCGG 
TGATCACTGG TCCACCCTTC CTCTCAGGGC TTITCIGGGG GCTGCTCTIG GAAA1GAAGT CTTAA 



SEP ID NO: 352: (Length of Sequence = 270 Nucleotides) 

GAAATTACCC ATGGTCATAT CIAGCCTACA AAGAAGAGAA AATACACTGA TTCAAGTTTC ATTGTATTCC TCTCATIGAT 
ATATTTATCA ACCTTCCAAT TGAAGGAACT GTCITCTAGG CCTTTACAAA GAATCTAACC AGGGTTTAGG TATACAAGTT 
GCATAT3ATA AATCTCTCAT GITTCTATAT AAATCTGTCC ATATTCCTCT TCTGAAATCC ATIMTTTTC GGGGAAATTA 
AAATCTGATG CAAAGATCCT TATACTTTCT 

SEP ID NO:353: (Length of Sequence = 195 Nucleotides) 

CTCTGATTCC ATTTATATGA AATSNCCAGA ACAGGGAAAA CCEATTINAG ACAACAGAGA CACAAAGTOG ATCAGCAGTT 
GCCAGGGGAG GAGGAAGAOG GGAGGGGAAA TOATTCCTTC AOQGGGTGAT GACAGAATGT NCCAGAAOGT GACAGAGGTC 
GTCCCTACAC AACTTIOTGG NTCTACTAAA TGCCG 

SEP ID NO: 354: (Length of Sequence = 388 Nucleotides) 

GCCAATITTT TTATITITGT AGAGATQGAG TCTCCCAAT3 TTCCCCAGGC TGGTCTTAAA CTCCTAGGCT CAAGGGATCC 
TCCCAGCTCG GCCTCCCAAA GTGCTOGGAT GATAGGCATG AACCACCATT CCCAGCCCAT TTCCJLTl'i'lC CCTTTCCACA 
CTACCAGATA TAT3GTTGGT ACIGCAGAAA TAATTTCCCC CTGCCCTCVA CATTGATCAT TTGATGACCA AATAGTCTCC 
GTCTAGCCAC TTATTTATGA TTTGTACAAA ACATTCCGCT TTCTGAGGTA GACAGIGATA 1TCTGAAGCC ATCAGTAAGA 
GIAATTCTTC AGTNT3X3TTC AAAGT3C2JCA TTCTTTGTCT AAAGGTCAGC CTGTCAAGGA AATAGCAT 



SEP ID NO: 355: (Length of Sequence = 288 Nucleotides) 

TAAACTGAAG TATTGGGAAA GGGAACATCT CACTCTCATA GATCTGAATT TOCTATTTCT GCTCTCTGAC AAAACCCTGA 
GTTGATATGT GATCAGACAT TTACAAGGCC CTGCATTCTA CCTCGNAATG GCTATAGTGG TGTIGAGCIG CTGTGAGATG 
ATTTACTGCA ATTICTCACT TTITGAAACT GTTCCAAAAT AGTCTGCTGA CAGCCCTTCC CCTCATGAAA ACATCTCTCC 
TTTTCCACTT AAAAAAACAG TCAAAAAACA CCAAAAAAGG CCACCTCC 

SEP ID NO:356: (Length of Sequence = 401 Nucleotides) 
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GGAAA.TTAGG T I U JIT AITA ACATGTTATAG ATGGAACTGG GCTGAAAAAA AAAAGGAAAT GGGAATGGAG TOGAAGGGTT 
GGGTQGGAGA GACACITCAC AGTATICTIT TTGTITTGAC TTTGGAAATG TTACTATTTC ATAAACTTAA AAAAAFGCAA 
AAAAAAAAIA TCAAAACTAG GTAGGAAGGA GAACAAAATG AAAXATAACC AGAAAGGAAT AANCCTAACA CA3TTTGACT 
GAATGACAAA GCCAAAOCAA AAAAGAGCIA ATTTAAGTCA CTTTTAAACT TGCTGTTTAA CTACCTACAC TCAGTCTAAA 
AA0GC2JAAAT AAGGGTAAAG AAATACTQGA ACTCTAGTTA GTTGGGTCTT TTLTITACAG CAGTATC3QQG ATGGCAACCT 
6 

SEP ID ND:357: (Length of Sequence = 275 Nucleotides) 

CAGACAGTGG ATAATAAACA CCTCATTAGG AAACCGATCT CAGAATGANC TCIGGAGTAT GAAAAAGATC ATTTCTTTTT 
GTNCCIXjTAA CCTAGCATTC CTTCTAGGCT TCTOCTCCTT TAATTGAACC ACAGCTEAGC TCATCTATTC TTTTATTAAC 
ACCCTGCTCr CATCTCCATA AGATTCAGGA ATTTAGGAAA TOAGGCTGGT TIGAAGAGGG TAGAAAGCAA TAAAGGCAGN 
AAAAAATAAG NCEAAAAXCA GGGGAAGATG TATTT 

SEP ID ND:358: (Length of Sequence = 314 Nucleotides) 

CTGAAGGAAG TATGAAAACT GAGACTAATA TTATGAAGTC 'ITlTriTAAT TCTTIATCIT ATT3CCCATT TTTAACCCCT 
TCGTGTTIGA AATGGAAAAT AAATATNCTC TTCGOGATAG ATAATATCTC AATAACCAAA AGGTCGCCTT AACCAATAAT 
TGGCCCAACT TTAAATTATT ACCCTAAAGA TATATAAATT ANCTAATCTA AAATTAAATG CAArrriGCT ATGAdTAAA 
CTCTCANTAA TCCTGTATAA GNGATCCNNT TTATGCAGTC ACITAGGCAT GAAGTIGGCA ATTCATCTAA ACTT 



SBQ ID NO: 359: (Length of Sequence = 372 Nucleotides) 

CAAGAGAGAC ATAGCAGGCA TTGAAACAAT GGAAATGCCC ACATAGCAGA AGGGAGTGAG GGGATCCAAA CTACAAGAGC 
GACAAAATCA ACTGTGGATC CAGAGAOGAA AAAATGITCT GTAGTGCAAA GGTAATCTGG TGAGATGAAA AAAAAAGAAC 
CATinTAGA AAAANGGAAT A3TAGAAAXA TTGAAGTAAA TATCMAAGT CATTCTATTA CAAAGGCATT AACTCCTTCC 
TATCAATAGA ATGTACCACT TTAAAANTTT TEAGTAGGAA TATATCTTTT ATTTIATTAA CAGAAATCAN GGGACAAAGA 
GGATTTGATC CATCCAXACT TCCIACTCTT ATTGGGTTTG TCAAAATCTA GG 

SEP ID ND:360: (Length of Sequence = 395 Nucleotides) 

GCATTCTTTT GATACCCACC TAATAAAGAC AATCTCTAAA ACCAAATAAT AGGCTATGAA ATGTATTGTG AGINdTATT 
TCA3TCAAGA CAGAGCTIAC CTTTAACTCT CCAGCTGAGA CAGTTGGTTT TATCTTTCTG AAAGCACTTT GGTCAACTGT 
TTCAAGTAAA TCAAAAGATC GGTTAATCAA TTCCTTAGCG AA1TGGATTA GACACTCTCA TTTCAAA1GG CACTTTTATG 
CITACTCATT GTCTTGAATA ANCTTAAATA CITTATCCTA TCTTCCIGCT CCATTATITA TGTAATCACT GGGNCCTTAG 
TATTCTGCTT TAGNNCATAT AAAATCACTT NCAGGTATTT TCCATCAOQG ACACAGAGGC AGGCACAAAT TAACC 



if SEP 3D NO:361: (Length of Sequence = 298 Nucleotides) 

ATmTITGT GGGGAGAACA TTTAAGACCA TTTCAAICTC ATGATGAAAG CTAATGGGAG AAGGCTTTTN TNCTAGAAAA 

* ATTiwcrrrA ttttincaac titattgagg ttataattga tattaaaaaa cigtacagat ttaatgtgta cagtctaatg 

* ACTTGGGACA TATGCTTACA CCCNTGATCC TCTTACCACA GGCAAGGTAA TACACATATC OGTCACCTGC AAGAGTTTCT 
GTGTTTCCCN NTGTTTCTCA TITIGNITIT TTCAAAAATT TACTTTATAG GGTTATAG 

SBQ ID NO: 362: (Length of Sequence = 437 Nucleotides) 
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ATGCTGGAAG TCA3TTCTGC AGCTCAGGAT TiriTiTlTA AGCTACATTC AAAATATAGG TTTATTITIT CTNCAGGmT 

mrmTATA TrrrrnNcr gcacaaagga ggaggatitt ccAcrrAcrc atatcgaggc caga iii'ita aagccagcta 

AGGCAGCATC AGCTOIGOQG GATTTAAAGC CTATAGCTCA GCTCAAAAAA AAGGTCGGGT GGCGTTTCAT GTAATO3GAC 
ACGATGCCCT TCTTCCTCAA CGACTGGAAA GAGCACAAGG AGCACTTITC CITCTCCACT GCCOGCOGGA GTTCCTCGCT 
CAGCTGAGQG GAGTCCTCCT TQGGOGGGGA TGGGATGATC ACTTTCITCG GCTIOTCGCT GATCGTCCTC GAGGCTGCCA 
AGAACTTGAG GTCTAATACG CATCAATCTC OCTGGCG 



SEP ID NO:363: (Length of Sequence = 449 Nucleotides) 

TCATTTGAAG TAAGCTTTCC ATGCITCACT TAGGGTCGGA AATTTTAAAT ATCAGAGCIT T CT11CTTA G CAGCATATAG 
TTATGCAATT TATTIAAATC TCCACTGCCA ATCTITTTTT GATCGGTCTG CTTAGACCAC ACATTTAAGA TAATTATTAA 
TATGTTAGAA CCGAATATAT TTIftATCATT AGTITITATG TGTCAATTTG ACTGAATTAA GAGATGCCCA GACAGCTGGT 
TAAAACATTA TTOOTGGGTA TCTTTGfTGAG GATCTTTCCA GAAAAGGCTA GCATTTGANT CAGCAGACIG AGTAAAGAAG 
ATAAAGATAA TACTTGTCAT CTGTACAGGC ATCATCCAAT CTGCTCAGGA CCCCAATAGA ACAAAAAGGT GGAGGGAGAG 
TGAATTATGT CIACCCCCTT GAGCTTGGGA CAGCCATCTT TTCATGCCC 



SEP ID NO:364: (Length of Sequence = 282 Nucleotides) 

GACTGTGTAA ATACACTITA TTTTCCATIT TOCCQGCCTG GGOGACATGT GAACAGGCAG TCTGCAAAAT GGTGGCGGGC 
AGTGTAGGGG GCGTGTGGAG AGCCCCGTGG GTGNCTCCCC OGGTCCCCAG GCTTCGTAAC ACTGAAAAGT GGGCAGCTAG 
GAAGCGGGGA CGGAGCAGGG GTIXXXXACCC AGGAAGCGCC AGGNAGATIN CTICTAACGC TACTCTACTG GAGGCTCCGG 
GAGCACCGAG NGGGGCAGTC CCCAGGCTCA TGAGGCCOGG GG 



SEP ID ND:365: (Length of Sequence = 349 Nucleotides) 

TTCAAGCATT TCTCCTGCCT ' CAGCCTCCCA AGTAGCTGGG ATTTCAGCAC CIGCCACCAC GCCCAGCTGA TTTTTGTATT 
TTOACTCAAG ATGAGATTTT TCCCATCTTG GCCGGGCT3G TCTIGAACTC CTGACCTCAA ATCATCCXTC TCCCTCAGCC 
TCCTAAAGTG CTGGGATTAT AGGCATGAGC CAC2ACANCT GGNCITTTXN TTCIGTTTCT AACTGITCCC TTTTATTTCC 
CTATGGAGCA TCTACTGAGC CCCAGCCGAG AGTAGAAACA AACCIGCTGG CIGCTCTNAA GGCACTTATA GTCCCAGTTA 
GGGG^NGACG GGTCACTTAA CCACTTAGT 



SEP ID NO:366: (Length of Sequence = 366 Nucleotides) 

ATGCAAAGGA ACAATGGTCT TGGCAAACTC TTCTTTGAAT ATCAGAGACT GAGTCAATAA AAAAAATAGT AGAAAGGTGG 
CTTTTACTAT TGACAAAAGC CGGGGTCAAA AAAAGTAGTT TAAGTCTTAA GNCTGAATAT GCATTAAAGT ATGCAGGTAG 
CAAAGATCTA ATAAATTTCC TTAAAAAAAG AAATTAAAGT TTTATTTAGA ATCAATITTA CCNCTCATTG TAATTGACCC 
NTCTGAGNAT TACAATAAGC AAGAGGAAAT TAAGGTGTTT TGCAAGAGCT GTATTTATAT TACNGOTTTT TAAAAACCAT 
TTTCTGAATT ATCGTAATTA AAGCTCTCCC AACTCGTTTA AGTCAG 

SEP ID NO:367: (Length of Sequence = 391 Nucleotides) 

GCAAAAACAA ACAAACAAAC CTTTAAGTAC AGTAGTTCCA AAACACACTC CTAAAGITAT GAAATAATTp TGGATCATTT 
CAAGTAAAAA TTATTAAAGG AGCAATAATT AACCACAAGG GGGCATATAT ATATATNCNC CTTAGATTCC AGCAGAAAGA 
CTAGTTrTAA CTAGTAACAT GCADGITCAA CTATTCTACA TTTTCACTCA CTTAAACTTT CXTCICTCAG ATGGCT ACAA 
CTTTTTAATA TTCGAGGTOT ATTXTATATC TAAGTAAAAG GATTCCAGAA TACTCCTGCC CTGCAAAACA 
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AGAAGNCTCT NGGAAGTGTT GCICTTTAOC CTTTAGCAAA GNC2TTACAAG AGCTATTAGT TGTAA2AAXA C 
SEP ID NO:368: (Length of Sequence = 370 Nucleotides) 

ATtTOCCTTC TCCACTOGGT TCTOCTCCTC CCCA.TTTACA TCXxLTTACTT CATITTCCTC TTCATCCATT GGATPCACAT 
GTCTTCTAGG OCAAXATTCC AGGNCT3CTT GGAGTAAAAG TCCTCCTAAA TTCAATTITG GNTCIGACCC ATCAGGGCTG 
CTGAAACCAG CATCTTITGC AGAAACCCAG GCAGCAAAAC AATCACTTTC ATOCAAAGIA ATACTTAACA TCCCICTTTT 
TAAGTCTACT GAGAACCAAT TIGGCACAIA CACCATTrTA AATCTTINCr TAATTTCATC TTCAAAATCC ACTITCCCX^V 
GATCTTCAAC TTTACATGGC TTCAAIACAT CCCAAXATCN CACATTATTA 

SEP ID NO: 369: (Length of Sequence = 315 Nucleotides) 

GACAGGXATT CTTTAGAAGT UTlTlXJlTiA CTTATOTTTT NCTCTTTTAC ATCTCCTTGT GAAHTCTCT CXXATTTTGA 
ACTCTCTCCT TGITCTOGAC CAAGATOCCC TPGATCTTCT GTAGCCAAAG ACTGAGAAAA AGAGTTATTC TGAAT3ATGTT 
AGAGGITGAT AAGTCIGCTA AGAAACTOIT GGACMACTC CAAGCAGCAC TOCA1TCCAG TCTTTTGQGC TCTCTTCCTA 
CrrCGGGTITG CTGTTCCCCTG ACTGACTACG GAAGGGGTCT GGATCATGGT TTCXTCAGAT CCCACACTC3G ATCCT 

SEP ID ND:370: (Length of Sequence = 442 Nucleotides) 

AACACTTTTA CACT3CTGGC CTAAlTJLUrA GATATCCTCA AGAAGATTAT GAGTCATCCT CACTACOGGA ATCTGTTCCT 
CTATTTINTT TACCAATCGG TGGACCAITC AATCTTQGCC ATCAAAXAGC AAAXACCCTC TGCCTGTATT TCCTACTNTN 

GrnrrAACTC gagcctcagc tgaaaaggtt tatogtgctg ciattcagtt tiatcaacca tactctgagg agaatctcac 

AGAAAAGCAG AGACTTCTIT TOGGflTTAAC ATCAGCAGAT GGGAAGTCTG ATAGTTCCAA AACAATTCAT ACTAACAAAT 
GCATCTOTCT TCTTTCTCAC TQGGCNTTTT TTTGA3GGCA TTCAGGAAGT TTCTGACnT TNCTGIATCG TEAATIXXTVr 
CTCTGGGGCT CATGTCCTTC CAATTGAGGA GGATAATTCC CA 

SBQ ID NO: 371: (Length of Sequence = 441 Nucleotides) 

GAGAAAGTTCA CTCAGGGTCT A3TTCACCAT ACCCCAAACT AAAGGCCCAA ACTCCACCGG GGCCAAGTNT TTCTGGNTCA 
AACTCACCAT GTCCCCAAGA GAACTCTAAA GACTCACTAG TTCAAAGTTG CCCTGGNTCC CICTCTCTCT CTGCAGGAGT 
AAAATCTAGC ACACCACCAG GOGAGAGCIA TITIGGTCTC TCATCTCTGC AACTGAAAGG ACAATCTCAA ACITCAOCAG 
ACCACAGATC TGATACTTCA AGTCCAGAAG TCAGACAGAG TCATTCAGAA TCACCATCTC TGCAGAGCAA ATCTCAAACA 
TCACCTAAGG GAGGTCGGTC CAGGTCTTCA TCTCCAGTCA CTIAGCTTGG CATCCAGATC TCCANTAAGG NCAAGATAGA 
GGTGAGTTCT CAGCGAGTCC TATGTTGAAA TCTIGGAATT T 

SBQ ID NO:372: (Length of Sequence = 362 Nucleotides) 

GAGGTATTCTT TGTTACTGGG AGGITGAAGG GAACACAAAT TCAGTTATAA GTCCTITITG AAEACTAAGA GGGGAATAAT 
TAGGGAAGCT AAGAGGGGAA TAA2TAGGAG AAGAAAAAAA AACTTCAAAC AA3*TITCCCT CTAACA3GAT TTTACTTSCA 
TTTATAAACT GATTTnTTT TCTAAGCACT CCTTTCAIAA TGA3TAAGTG TCGGGTTACA TTAITIKAGG GTCCTCTAAT 
ATTTAAGGTC ACITAAAAAC CTCACACAOG TTAATCCCGA ACTCTGAAAA TTTCTCATCT TATCATCCCT CTGTTACTAT 
CAATTTTCCT CAOGGTACAG ATTCTTTTAT AATTACTTCA TT 

SEP ID ND:373: (Length of Sequence = 306 Nucleotides) 
. AITCTTTCTG CGTGTGTGTG TGTGICTGTG TGTCICTGTG TGTL7ITITGC TGTGGAGTTG AGTITCTITG TAAATTCTGG 
ATAXTAGTTT C7ITGTTAGAT GAATAGTTTC TGAAXATOIT CTCCCATTCA ACAGGTTGCC TCTTCATTCT GTTGATTCTT 
TCCNTTGATG TGCAAAAACT TTINACTTTA ATATAGTTCT ATTTCTTTAA TTCTGTTTTT CTTACCCA1G CTTCTGAGAT 
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CTIAGCCATA AAATCTITCC CTAGAACAAT GCCCTGGACT GTTICCCCTC AGTmCITC TOGTAG 
SEP ID NO: 374: (Length of Sequence = 278 Nucleotides) 

gggttttggt tcaggttpct acctcatiat ccaagatatt tnctttccag ccagcagaaa gaaaaaggag aagagctgcc 
accctitgta tccaggatga tctctinttc aaatccttga tttaattata tctgcatgac cctitoccga actaagctta 
tatccacagt taccqggggt tagcactggg acatcccita '1t1tangaac atgicicaga aagitgcaca aaaaacttct 

ACTACATCCC ATIGGCCAAT AdTCTTACA TGATGACA 

SBO ID NO: 375: (Length of Sequence = 321 Nucleotides) 

GCTGACAGTA TTTITTGTGG TTTCTGTAGC TCCAGCCCCT CAGAAGGGAC GCCTACAGTT GGCAGCTATG GCTGTACCCC 
TCAGTCATTG CCCAAGTTCC AGCATCCTTC CCATGAACTS CTCAAGGAAA ATCGCTTCAC ACAACAOGTC TACCATAACT 
AXCGTAGGCG CT3CCTTAAT GCTAAGAACT GTGGGGGGCA GGAGATGAGC CTCTGGGCCC GTTATTTAGA CCCAGAGTTAT 
AAGAGTCGGG GGATACX3GGG ATAGGTGACT CTTTTCTCTG ACITCAGAGC AAAAAAAAGA CATGACATTA TAGCAAGAAA 
G 

SEP ID NO: 376: (Length of Sequence = 337 Nucleotides) 

GGAAAATTTA CAGCATGACT ACATATCTTA GGAAAAAAAT ATCTAAAATC AATTAACTAA GCITCCATCT TAGGAAACTA 
AAAAAAGAAG AGCAAATTAA ATCCAAAGTA AGAAGAAGAA AATAAATAAT AAAAATTAGA GCAGAGAGAA ATGAAATTAT 
GAACAGGAAA TCAATTtTAA AAATAAATGA AACCAAAAGC TGGTTCTTTG AATCAATTAA TAAAATTGAT AAGCCTCTAG 
CCAGACTAAG AAAAAAGAGG TAGGGCACAA ATTACTAATA TCATAACTCA AAGAGGGGAC ACCCCTACAG ATCCCA7GGA 
TATTAAAAGG ATAATAA 

SEP ID ND:377: (Length of Sequence = 455 Nucleotides) 

GTTACAATTG AGAAAACATA TTCAAXAAAT CATTCTCAAT TTTNATAATC TITCAAGCCC ATTCITTCTT GATAGCCTCC 
ACATTTATAT GGTTAAGTCA TIGTIGCTGT GITTCTTACC TATCACATTA TTTTNATATC CCTTCATTTG TGGATCTTAA 
GATGflTGCAG AAGGTTCATT GCTGTACCCC AATACAGATT O^CTTCCTIT AGCTGCCTTT NCTAGCACCA ATATGCITTA 
AAAAAAAATG CGGAAACAAC AAGCACTGAC AGCQGCCAAT TCCTOGAATG TCCAGATTAA TAACTCTAGC ATGCTAAAGA 
AAGGTGTGTG TAAATAGCTG GAGATQGTAT ATGCTCCAGA GTCCAGCATA AAATTATTTC CTTTCTGAGG CATTCCCTCC 
ATTCCCCTAA CCOGGATACA TGCATTAGGA ATCTAGCAAA ACXXTTOGGG GAACC 

SEQ ID NO:378: (Length of Sequence 349 Nucleotides) 

GATGGTCACG GCTGTTTATT ACTGGACATG CTCIATGCTT ACTIGCTTGA AAACGCTCCA TTAGAAAA1N AACTCTCAAA 
ACTATATGCC CAATGCTAAT ACTGGGTATT TATTGCTAAC ACTCITTATC AGCTGCTATG ATTGITGATG GCTTTATTTN 
CINCTTCATA TTTOCTATAA ITOCTACAAT GAACATCTAT GTATAATCAG ACAAAAAAGC CAAGAAATAT CCATAACTTT 
TOCT3GTCAT TCATTCATCC CATAAATACT TCCTCAGCAC CTCCTGTAAG CCAGGCTCCG AGCCGGCTGC TGQGT3GAGT 
GCCGCACCCC AGGGAACGGT Q^GCCCTCG 

SEQ ID NO:379: (Length of Sequence = 421 Nucleotides) 

AITTTGAATC ATATTTTACT TATAGGTTTG CTGTATATAC TGATTAAACT TCTGAACCTA AAGATTCTCT ATAATTAAAC 
TAGCACAAAT ATAATCTGTC CCTTACCCAC ATTGTAAGAA TGTCIGGTGG GGGAAATCCA ATATTGACCT TCACATTCCA 
CATGGAAAAT CITTGTCCCC AGACTGCAAT TAGGGTGATT AAAAATAAGC AGCTITIGTG AGTCTCAAGT TTGTITCCCCA 
AACAAGCAGC ATCAGCAACT GGAAATTTGT CAGACATGCA AATTATCCAG TCCCACCTGA GACITCAGCC CAGATCTATG 
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GATCAAAAAT TTTGGGGCTG ACOCTCGGCA ATAIX3GGCTT TAATAAGNCC CTAGGAIQQG TTCIGA1GCA TCCTCCAAAT 
TTGNQGATCA TIGNlNCINr G 

SEP ID NO:380: (Length of Sequence = 311 Nucleotides) 

ATTTTNAGAT GGAGTCTCAC TCTGTOGCCC AGGCTSGACT GCAGIGCCAT GATCIOGGCT CACIGCAACC TOCACCTCCC 
AGGTTCAAGC AATOdTCTG CCTCAGCITC CCCAGTAGCT GGGA3TACAG GCACCIGGCT AA- TITITI'IT TTTTTTTTTr 
TTCTGAGATC AACTCTTGCT CAGXOGCCAG GNTGGACTGC AGIQGTCTGA TCCTGACTCA CTGCAGCCTC TCCCITCCX3T 
GETCAAGCGA. TCXTCCTGOC TCAGCCTCCT GACTAGCIGG GACTACAGGC ATGCACTACC ACACTTAGCT A 

SEP ID ND:3B1: (Length of Sequence = 442 Nucleotides) 

AATCICTGAA CATATATTTT NATTTATCTT AAAXACCTAA GACTGAAATT NTIGGTTCAT ATGTOGCTAT AIA1TCAACT 
TTGTAAGAAT CIACCAAAAT GATTTTCCAA CTATATCTAT AA3CTTATQG TCATCAGANC TACAT3ATAG TTAGAGTIGG 
TTAACATACT CACTGCAATC GATTGACTTT CCTCTGATTC AGCEATCCCA CTCTTAGGCG TATACCCAAG AGAAACTCAT 
AATCTCCTTC TCIGCAGCTT GTATGCTAAT GATTTEAGTA GTATTTTITG TAATAGCCAN AAGCT3GAAA CANTGAAAAC 
TTTCAGGGAA ATGATEAATG AATTAACAAA ATATTATATA TCTAIATAT3 ATCCATEAAT CAATGAAANG GANTGAAGTG 
GTATACAAGA AACACCACAG GTTAACCNTT GAAAGTATAT TA 

SEP ID NO:382: (Length of Sequence = 337 Nucleotides) 

AACAGAcrrr ggagccantc ocatotgagt ttcagtctca GAGIGACTCT gggcaagtna ctxaggcttt cigagactca 

CTTTOCTCCT TTATAAATCA GGAAGAATAA TCCATIGCTC ATIX3AGITGT TAAINAGACA TAAATGAGAT AGIGTATCTA 
AAA3GTGATT TGTTAAGTCT AATAOGNAAT AGA3X3CCTAT TIGACTGTTT CIKATACTCA GGATGGTTCT TGGGATATAT 
TTNQCCATGG AACAAAAAGC AGACXACTCA TGACCACTOG GATTTEATGT TCAGCCACAT TAGGGCTCTT ATGGCCTGAC 
CTGAAGACCT AOCATTT 

SEP ID NO:383: (Length of Sequence = 421 Nucleotides) 

CTGAAACTGA AGAAGAOCAC GACAAAQGAT OGCTCAGCCC CTOGCmTC TTAGGTTCAC AAGAAATGCG CCGGTGGGGA 
AIGAACTNTT TCATTAATAA AACCTAATIT GTCTIGATCC ATTCCACTCT ATAATAAAAC AAAAGATTTT NTAGGCAACT 
CGGAATAXAG CTOTTTGAA AGTACTOGAC ACCTTTAGAT AAGAATTAAA ACCAACCTAT CTAACTGACA TAATCTTGAT 
CIOTrAATTT GTAAATAT1G ACANTTINCT TTCTGCACAT TTIAATCTTA GTTTCCCTTT TCATITINCT GAAGGTCCCA 
AATTCCATIT AACfNCViTA CAAGTCTTTG TAAAA'ITITA AATCCATAAA GGGGGGTTGG GGGCAGGGGG ACCNGGGANG 
TAGTTTAATT 1TCGGAAAGG G 

SEP ID NO: 364: (Length of Sequence = 420 Nucleotides) 

GGACTCOGTT CCCAAGAATA AGTTTTGCTT GGGOGGAAAG TAICT3GTTC ATCGGAAAAA AAAGAAATCA ATGA3TTGTG 
GCAGTTCITC ATGTGCTlTr GGGCATTINC ATATCTTCCT TGGAGAAATA TCAATTAAGA TCCATTGCCG TATATACATA 
TAITAAAA3T ATCGCTCATC TATTATGGCT CATACCTGTA ATCCCAAIGC TTTTGGATGT TGAGGCGGGA GGNTCACCTG 
AGGITAGGAG TTOGAGACCA GCCTSACCAA CGTQGTGAAC CCTGTCTCTA CTAAAAATAC AAAAGTTAGC CAGGCATGGT 
GGCATGCACC TCEAGTCCCA GCTACCCAGG AGGCTGAGAC AGGAGGAATT GCTTGAACCC ANGAGGCAGA OTTITCCAGT 
GAGCTNAGGA TICTGCCACT 

SEP ID ND:385: (Length of Sequence = 404 Nucleotides) 
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GIGACAAATG TTAAGAAATT GTGTCTCAAG CAAAATACTT TAGAGGCCAA TGGGCCACAT GTTTTTAAIA TCAAGAGATT 
ACACACAAAA TTIOTTITCT AGCITCTTIT GAAAAATCAG AATIGGGAAG ATCTATTCAT GAGIGACTGC T3CCCCXTIT 
GCTTQGGACT OGTTPCCTTCA GGTTCATTAC ATGGTCATCA AEAACCATTT CCTTQCTOCC TCCTITICTC TIGTCTGGNC 
TCTAAGCATT TCAAITITI'A GTA3TAXAAG AAAACTTAAT ACITE3CTAT CAGTCACCAC ATACATCTGT TTCTATCICT 
ACTADGNCTT ATTAAAAGCN TTTTATCAAT AGCOTCCATT TTGGAGGGGG GGATTTCAAC TOCT3CCTOG ACTAGCAAGG 
AATT 

SEP ID NO:386: (Length of Sequence = 267 Nucleotides) 

CTCTTCJrSGA CATTTAOCTG GTATCTTTAG AGCAAACACA GAGTOGTTCC ATAAGOT3CA GTCTTTTAGT ATO3GTOGGA 
CTOTGGCATG GCGTAGAGGA GTNACACTOG CAAACTCATG GCCCAGCTCT GACCCTCCAG GCAAGTGGAC TCOGAGGACT 
ACCAGCAGAT CITCCCACAT GCCTOGGGGA GGGCTCTOGG GAGAGTCAGT GGGCAGGAGA GGGTCAGCTC TGCAGGCTCC 
AGGGCCCAGC CCCGT3CTIT CCCCTCT 

SEO ID ND:387: {Length of Sequence = 384 Nucleotides) 

ATTTTAAATC ACATTTTATT TAGGCCAGGG GACCAGGTAA CATTATTTTT AGGAGGAGAG CAAAAGCTGT TATATTACTC 
CTTCTAATIA CCTAGAAGGA AAGCATITGC TACACTGCCA TTATCA3TOG CTGCAGCAGT TCAACCIGGC TCTOGGAATC 
TCCCATIAGC TTGACAGCAT ACAGAGCACC ATATCAGGGT TACIATGGGA AGACTCTATT GTGGCATCAG AAACACAAAA 
AACACTGGAT ACACTTAGIT TCTGTTCACA GTTTCAGAAG AAAATCCCAC AGATTGGACA GGCTGCCTGC TGAAAGGCTT 
CTCACTACAC ACAGCATGOC CTGAACCCTG GGAAIGAAGT TAOCOCTATC TGTOGTGATC AGGA 

SEO ID ND:388: (Length of Sequence = 345 Nucleotides) . 

CTAAGATCAA ATGCAGGCAA AAGTGCTGAA TTTTACCAOC TOITICTAfiG TCTOGGTITA TAACTTTACC GXAAATCACC 
TAGAACACAG GCTAGCCGAA TOGGGCT3TC TGGIMGGCA ATATCCOGAG AGCTAACCT3 GQGCTGGGGC AATCTTCIGT 
GGCTGCTCCA CTTGCCTCTA ACAGGCCAGT TTAAAAOCTC CAGCTCTCAG GGCCACATTC TCCAGGACAC AGCAGGGAGC 
TCACAGTAGC TCAAGACCCG GCCCAGCCTC CATCCCCAGC CTIGGAGCTG TCAGTGCTCC CAAAGGCTGA AAGAATTCGG 
TCTTCGCTGA CTGGACAGCC CCCTT 

SEP ID NO:389: (Length of Sequence = 156 Nucleotides) 

TAACCTGCCC CAGCAGTGCA TGCAGGAAGA CTTCCTSGTC CATGAGCT3A CCAATCTGCC GCTGACAGAA GNACTGATTG 
AGOGGGAGAA TGCAGCCCAG CTCAAGAAGT GGQQQGAAAC GOGGGGGGNG CTGCAGIATC GGCCCTCACG GCGACT 

SBQ ID NO: 390: (Length of Sequence = 364 Nucleotides) 

GAGTCTCGCT CTGTCACCCA GGCTGGAGTG CAAT3GCATG ATCTCGGCTC ACTGCAACCT CCGCCTCCCG GGTTGAAGTG 
ATTCTCCTGC CTCAGCCTCC CGACTAGCTG AGATTACAGG CAOGTGCCAC CACGCCV3GC TAATITIXSIA TITTCAGTAG 
AGATGAGGIT TTGCCATCTT GGCCAGGCTG GGCTCAAACT CTTGPCCTCA GATGACCCGC CTGCCTCAGC CTCCCAAAGT 
TCTGGGATTA CAGGCATGAG CCACTGCACC CAGOCCAACA CTGGGATTCT TTTATCOGCT GGCT3GCTCT TCCGCAGTT3 
AATTGTGTGA CTTCTICCCC TATCTGAGGC CCAGITITTC TTCA 

SEQ ID NO: 391: (Length of Sequence = 325 Nucleotides) 

GAGTGTCCAG ATGATCGCAG TGATGGCCCA TCTGGAGCGG CTGCTGTAAG GACACTGGCT GCAGCAGGGG AGGCACAGOC 
AGGCCTGCGC ACTAGGCAGA GCTGGTGIGG GAGCCAGGAG CAGAIGAGAG CCCCGCCTTC TACCAAGTTC GCAGTIGCAGA 
AGGCOGCACT CCCGGGTGCT GATGCOGAGT TCAGCTCCAG ACCCTCGCAT CCCIGGGCTN TCAGGGGCCC AGGAAGCCCC 
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CCACOOCIGC AGGNTTCAAA GGGCCTGCIT CCCACTCCTT GGO LITITJUL ' TCCTOCK3GG AACCATTCTC GGGCAGAGCA 
AAGCT 

SEP ID NO: 392: (Length of Sequence = 371 Nucleotides) 

ACATCCACAC AAGIACAAGA AIACAGAAGC TTCVCVA&VC AGGA2GCACT AAGCAOCEAA TGACTAAACA AACTTCAGCA 
TATOCTCAIT GUCTCAIGG TATTAAnTG AAGA3ACTEA OCTTOSAACT AAATCTOGIT TTAGAAQAGC TGCTTGTICT 
TCAGCTOCAA C1QGTTQGGA TACAGGCTGT AAACAGTTACA GACATAAAAC TK3CTATCAT AACAGTAAAA TTCAAGCTAA 
AIAIACAA3T TOmCBOT CAGAAAACAC GATAGTITTG GrrAOCTTQC AAAOCTQGTA GGAATATCTA TOTTAITCAA 
TGTCICTATC AATCCEATTA TEAACATTAT TAQCAAAGCT AAATAAAA3T T 

SEP ID NO:393: (Length of Sequence = 404 Nucleotides) 

CCTTTTACTA GCTTCTCTGA GGTX3AAACCA CTTCTITITC AOCATCTAGC GCANTCTNTC TTTACATCAA CCATTTATTT 
CAAG7ICTACT CTGCITCAGA GTCTGAAAGA GCTA3T3CAG AATTOGCTGT TCTGGCTTTC TATGGACA3T CACAIGAAAC 
CTCTTACAAA CACTCCTCIA GAGACAACTT TQGCTQGATC CATOAACTCT GTCTCTAAAC TGATCCACTA TGTAGGGTCG 
CTATCCACTA CTGCAAIG03 CTTGGAGAGC AACAAIACTT TCITCCTGCA CTTTAXITIG GATTTCTATC AGAAGCTCTG 
TGACATATAT ATAAATNATA ACCTTCCATT AGTQGCTA3T GTTIXXTCCr GGGGATCdT CTATICTGCA CTCCTCAGCC 
TQGG 

SEP ID ND:394: (Length of Sequence = 416 Nucleotides) 

GCCACACACT GGAGAGGGAG AGCTAGAGAG TGAGACAGCA GGGGAGCTGA QGCTGAATGG CIGCTGriTAG AAGCCCTGGA 
GACAGCCTGA GGTCAGAGCC CAGCCCCACT CCTOGCTCTG TGATCITCAG CAGGGCTGTT AACTTCACTA GGACTTGGTT 
TOGGITICrC AXAGAGAA3A GCTACAGTGT GAATEAAATA TATATAGCTT GAATAAACTG CCCAGCITGT GGGTAGCTGC 
TCCCATCATC ATCACCATCA CCATCATCAC CATCACCATC ATCATCATCA TCATCATCAT CATCATCATC ATCATCATCA 
TCTCAGGCAC AGGGGdTIA AGGACAACAT GCCCAGTTTA AGGANGAACA CAACTCTCTT CATTTATAGC GNCCCTCCAT 
CACTGAGTAG ACGCIT 

SEP TP NO:395: (Length of Sequence = 315 Nucleotides) 

AGAGATCAAA TGTCTEAAAC ATTATGGAAT AQGACTGIAT GACTCACTAA CATCCAGTTAA TCMTAGGGA AAACAAACAT 
GAGTGAGGNC AACTGAAATA AITATGATAC AATTAAGGCT GGIAGGTTAC ATTICTATAG TTCTITAAAA TATGCATTAT 
TCCACATOAT CAGAAATATA AAANGANCEA GACAGATACT GGTAGAGAGA CAATTAATTT AAA1TK3TAA CATATTGCTT 
GGNGCAAGCA TTCAAGTTGA GTGCTTAATG TGTAT03GTG ACTGCACTCT GCAAATAAAT TK3GGGTTAG TAAGA 

SEP ID ND:396: {Length of Sequence = 409 Nucleotides) 

CTCCAGITCT CAOGTTAGGG TGCnTCITC CCOGGCAGAG TTTTTOGAGC TCATGAAGGT GGACTGCCTG GAAACTACTC 
TAGAAAAGTC ACTOCAAGCA AAGTITCdT CAAATCTCAA GCTCTCCATT CTCTTAGACT TCACGOGGGG CTCACGAGGC 
OGGAAGAACT CCCGCACAAT GCIGCTCCCA CTCCTGGGGA QGTTOOCAGA GCAGCTCCGA GICTCCCTCT TTCACACGCC 
GCACCTCCGT GGGCTGCTTC GGCTCCTCAT CCCTGAGCJGC TTCAAOGAGA CCATCGGCCT CTAGCACATT AAGGTCTACC 
TCTTOGACAA CAGOGTNATC TTGAGOGGTG CAAAOCK3AG TGACTCCTAC 1TO3ACCAAC CGTCAGACCG NTACGTGTTC 
CTGCAAGGA 

SEQ ID N0:397: (Length of Sequence = 414 Nucleotides) 
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ACAAGCTGTG TCACCATAGG CAAGTITSAC CTTTCTGAGC TGCCATTTTC TCATGCTAAA AGAGAGATAC TAGAGGAACC 
TGCCTCACAG GATTCTCATC GAGAATAGAG GAGATGATAC AAGTGAAGCA CTAGGCAGCA CCATACTTSG AACTAAGGGA 
AAGCCCGCAG TCAATGTTCA GTATTGTEAC ACTTGCCAGA 1TSTGAAAGA GOGCAGGCAA CCCTTGAGIT GAGCTCAACG 
CTCGAGCCAA GATCAATCAC AGAAGGATTT TGTTTTCAAA CAGCAACTAA TGACCAGAGA GAGGAAATGG CTCATGAAGC 
TCCATGGTCC CTTTCATCAA AATGAAATGT AAGGGCCT3A TTCAGGAAAA AGGGACCACG ATCAATACCA GCAGACICTT 
CCCIMGCAC TGGG 



SEP ID NO:398: (Length of Sequence = 400 Nucleotides) 

CATCAAGCTG GGAATGCCCT AAAGTGGGGG CX3TGAGGAAG AGAAGGGCTG ATACCTAGAG GCTOGGCTAT CTCTCTCCCA 
AGGAGACAAA CTATAACAAG ACCCAGCAAC TCAAGGGTTA ACACCTAGCA CAGAOCTATA CCTCCAGGNT CCTAGCTGCA 
TTTCTAATTC TCCTTCATCT ATCCTTGAGC ACIACTIGTT GITAAATATA CTTAATATCA CTCTTAGCXA ATTICCTCTA 
TCTAGATTIT TATTTATTTC TGAGGGCAAC CCAACTTCCA GGCICTIGGA AGGAAATAGA CTCCAGCCCC TAAGTGTGAT 
CAATACTTAA TTATAACAAT AATCACTAAT AATAACTTGT GCTGCTICAT TGTAACTAAA ATCTACACTT TTACATTTTT 

SEP ID NO:399: (Length of Sequence = 324 Nucleotides) 

AAATATTTAC AATTTTACAC CTTCAGGAAG GCTCCAAAAT ATAAACACTG TACCTCTCCC TAGAGAAAAA AAAATTATTC 
TTCTCTTCAA AAACAGGAAT ACATTCATTT TTTCTCACTG TCTGAATCAA GTAATTATAC AAATAAACAT CTGAAACATT 
TTCCTrnTA ATATATTTAT A3AATATATA TTIOTAACAG CTTTACAAAT AAAGGCAACG GTCCTTTTCT AA3TTTCATG 
CCTCTCAACA GAAGGGTACA TGATCCTCCC TGAATTCCAG GGNIAT1T1T TNCTCTCTAT GGTEACnTCTT ATTTCACTTT 
ACTT 



SEP ID NO: 400: (Length of Sequence = 388 Nucleotides) 

ATTAAATCTG AGTTTTGTTT GAGCATCTTT CAACATGTTAC CATATTIATG ACAATTCTCT TCCATAGGAT CTATCICTNC 
TGCAACAAGT ATTGATCTTA CTCTAAAATT TTTGACAAAT TCATTAGATT CTATGTCTCT TTTTCP3GTA GGAATTTTTG 
TCCAGGTAGC TATCTCTTGC CCTAGATTAT TCIGLTIXJIT TAGCTGCIGA TTCTTAAACT GGCCTCTAGA TITCCAGATT 
TCTTCCGGTA CAGAdTTCT CITIGCAAGT NCTTCCATCT CTAATCTTTC AGATTAATCT TCTTTTGAAA TGTCCTGCTG 

cixrmcTcrr gtatgtcttg gncccacctt caagcttccc atctagcaaa accagggttt ctaatatt 



SEQ ID NO:401: (Length of Sequence = 339 Nucleotides) 

GITIATTGCT CAAAAACAAG AATTCAGAAG CAAAGGTGGA GAGACTCHX3G GTIGGQGAGA TQGCAGGAAG GGGGCAAGGC 
CTPGTCCCAG CTCTCCCCTT TCTCCTTCTT CTGACCCTCC TGGCOGGAGT CAGGCCTAGG GCCAGGGCAT CTGGGAGGGG 
GGCACCITCG TGGCCAAGGG AACAGTAGAG CTATCGGGGG CAGTCCITGA GGGCTGCCCT GGGCAGGAGG GGCTGCAAGA 
TTTNCAGGGA GGCAGAGTTC CCCTCCCAGA ATCCAAAAGC CGGTAGGGCG GGGGGCAAGG CCCCTCGTTT GGCAACINAG 
AAGAGGCGGC 1TITGGGCG 



SEP ID NO:402: (Length of Sequence = 400 Nucleotides) 

TGTCCAGTGT ATGAGGACCT CCCAGOGAGA AATCAAAGCT TC7TATGTTTA TGAAAATAAA AAGGAAGCAT TGCAAGCTGT 
CAAGATCATC AAAGGGTCCC GATTTAAAGC TTITTCTACC AGAGAAGACG CIGAGAAATT TGCTAGAGGA ATTTCTGATT 
ATITCCCTTC TCCAAGCAAA ACGTCCITAC CACTGTCTCC TATGAAAACA GCTCCACTCT TTAGCAATGA CAGGTIGAAA 
GATGGTTICT GCTTGTCGGA ATCAGAAACA GTCAACAAAG AGCGAGCGAA CAGTTACAAA AATCCCCGCA CGCAGGACCT 
CACOGCCAAG CTTTCGGAAA AGCTGTOGAG GAAAGGGAGG AGGAGGACAN CITTTCTCAC CITATCTGGG AGCAACCCCC 
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SEP ID NO: 403: (Length of Sequence = 416 Nucleotides) 

AGTPGACTGC TCTGATATCG AGAGACCTGT TAGTCTTGTTA TAIAGTGCCC AGCCQGAAAA AGCATCTCTT GAAGGTTAQG 
GCAITTICTG AGGAGAGCTC TAGQGCTATA, TCACTCTOGA GCTATGATCT CTGATAAAGA TCATAATTCT CATCTCAGEA 

ATCncrrm gaacaaaaca ttcitcattg taagcitctc attaactgaa ggccacctga tctcagattt tggctcttag 

AATACTCITT NCICTGTCTC AATCCTCA3A TOGCTTACCT CTGAAATATA GAAXAXA.TTT CCTTGTCTAG CCTOGTAGAG 
TIGGGTTTTG T37TTCTTITT CAAACAGTAA CTRTAnTG AXTGTAAAAC TTCCAGATIT CT3AGATGCC GCCTTACCAG 
TCTTAAGGTTT GA3TTT 



SEP ID ND:404: (Length of Sequence = 368 Nucleotides) 

CCTCINACTC A1TGTGATGA GTAGGGCGGA GGGCTTCACT GCCTCANTTT CCCCAACTTT GGACCTEAAA TCCTCTCCTG 
ATCCCTCTCA GCCCAGCCAG GAAGGAGAGC TAAGACCAAG AGGGATTEAA CAGATCCAGG ACACACAGCC TTCTCCKAG 
ACCCCCCAAG TCTGAGAGAA GCAAAACACT CACCTTGAGA GCCCTCGGAC TTGGAGGT3A GGTGCAGAAC CCAGGCIGGG 
TGTCTGCTGA GGGCTGGTGG GGGTCGGIGG TSCTGQCTGG CTGGCCTOGG AATACTTTTC TTAAGCEAAG GCTGGGGCIT 
AGGGGAGGGC CAGAGGAAGG CTAAATAGTT TCCCTGGGGG GCTGCTGG 

SEP 3D NO:4Q5: (Length of Sequence = 395 Nucleotides) 

GACAGCTCCT CACTCTTACC ACAAAGCTCA AGTCAGCTTG GCCTCTCAAG TGGAGAGATA ATCGTTCTAT AGCAAGAAGT 
ACAAAGATTC TCTGCAGACA AAACCAGCTA GCCAAGGTTC CACAACATGT GTACACGTAT AAGTCTCNTG GATCAGAAGA 
AAXATCTACC CGGGAATCAG AT3TAGCCAG CCCACATACT AACAAACATC AAAGCAAGCC TAGTCAGATT GAGTCCCATT 
TGAACAATCT TTATAAAGGT TTCITCATGT TATTTACAAT TCAAAGTAAA TTTACTTTAT AAGCAGCTAG GGGAATTCTT 
TA3TEACTAA TGTCCTAACA TAAAAGTTTC ACA3AACTGG CTTCIGTCCA AACCATGGAT ACTTGAGCIT TCTGG 

SEX) ID ND:406: (Length of Sequence = 358 Nucleotides) 

GATACCITAA TCTAAATITT ATCTTAATTT TTATITTTAT TTCA1TGTCT AAA'ITl'lTAT CTAAAATTIT TNCTAGCTCT 
TTA1TACACC AAGACAGCTT CACATTT3TA TTTATATATT GTACATCTCA TGTAAGGNAT TACOGTATAT AAGCTAGTGT 
CA3AACTTAA GTAGCCACAT TCATTCAGTA TCTTITATGT T1TCTCTCTG ACTGGATCTC TGATACATTC TTTQCTCTTC 
TAGCTGCTTT TATGCAAAAG GGCATTATAT GTTIGTCAAT CAACCAGGCT TCTGTGACIG TTTAGAAGGA ATTAICTAAA 
TATATAATCC NGTGGCCIGT TTCACTTTGG CCATGTTT 



SEP ID NO:407: (Length of Sequence = 294 Nucleotides) 

CIGTGXATAT TIAGTATCTT TNATTAAGAA GACTGGTTGA TAHTTGCCIT CAGCTAATTT ATAGAAAGGA TGATCATCAA 
TGICTCTAGT TTICITCTAA GTGGCTTOTC TGTGCAGCTA CATATAAAAA TOCAACIATA CAAAIAGCTG GACAGITGAG 
TCTCAACTAT GAAAATdTT TCT3GGATCA AGATCTAAGA AGTTGCTGTG TGTATGACTG CAACCCATCA TTCTATCCCC 
TAAAAATCTG GGGTTTCTCA GCCCAAACAT TCNCACTAGT AAAGTCAAGT TTCA 

SEP ID ND:408: (Length of Sequence = 367 Nucleotides) 

GGCAAGGAAA GAGAGCITTA AA1TGAAAGG TTAATTTCCT AAGAGGAACC TGGGCTGAAT GACTGCACTG TTATACCCTC 
CAATCITTCC AGGTGGGCAT GGAACACTGC TTCTATCACT CICTGCACGG TATAAATCCA TATATCCACA AAAACACACA 
TGCATCCATC AACATATACA TGGTTTGGGA TGAGCAGCTC AATAGTITT3 AGAGGGAGTT TCINCCTTTT 'lTl'l'l CTCAT 
TATACTCTTA AATTGTIGTC AGTTATCAAA CAAACAAACA GANAAATTGT TTGGAAAAAC CITCCATAOG CCTTTTCCTA 
TCAAGTGCTT TAAAATATAG NCTAAATACA CACAGGCITC AGGCAGA 
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SEP ID NO:409: {Length of Sequence * 233 Nucleosides) 

AAGAGACAGG GNCTCATTCT CTCAACCIGG CTGGACTGCA ATGGTICTGAT CACAACTCAC TGCAGCCTTC AACTCCIGGA 
CTCAAGCANT CONCCACCC CAGCCTCCTG AGCAGTTAGG ACTACAGATG GGTGCCACCA TGCCCAGCTA ATTTCTAAAT 
TITITITA GA GACAGGCTCT TCCTATATTA CCCAGGCTCG TCTCAAACTC OCTGGGCTCA ACTGATCCTC CTT 



SEO ID NO:410: (Length of Sequence = 295 Nucleotides) 

GACAGGGGGT GGGGAATTCT ACTCCATGGT ATCTTCAGAG CTAGGATAAT GCTCCTTAT3 CAATCCCACT GCATATGACC 
ATCGCAGTAG AACAAGTTCA ATIACTACAC TGGATGQGTT AAGTCTGCIT TCCTAGCAGA AAGCACCAGG GTGGAGTCAA 
CAloITCACAT GCTAATACTT GGAAGTATIT CTAGAAGGGG GTGCTCAATA GAGGGCAGAC ATGATCCAAG NNCTTCATAC 
TAGAAAGGTG TCCTCTCTGT GCATGCACAG CTGGATGGGG GCACACAGGA GCAAG 



SEP ID NO: 411: (Length of Sequence = 304 Nucleotides) 

AATAAAAAGA CCATTAACTT AAACTGGTCT TAAATGCTTT GTAAAGCTGA GATCTAAATG GGGACAAGGC AGGTGGAGGG 
GAGGCCACTG TACATGTAAA TGCCCACAGC CCAGCATTGG GVTTCCCTCC CAAGGNCCCA GCACGAACCT C1GAGCCCAA 
GACCTTCCCT GAAAACAAGC AGATACOGAT TGNTTCATCC TATTTATGGA CATGTAGGTC TACTIGCATT TTCACINGGG 
GGAGGQGGGA AGCTGAATTA TCGTAACTTT TAATGATCTA TTCAGGCAGT AGAGCTCTTA AGGG 

SEO ID NO:412: (Length of Sequence = 250 Nucleotides) 

CAGCTGCGCA CTATCAOGCC CGGATAATTT TlTl ' lUTl ' lT TAGTTAGAGAC GGGGTTTCAA CATGCTGCTC AGGCT3GTCT 
CAACTACCGA CCTCGTGATC OGTCCACCGC GGCCTCCCAA AGTCCTGGGA TCACAGGCGT GAGCACCNCT CCTQGNCACA 
GGTNGAGACC CTTTCTATAT AAGAAAGAGA AAAATGTCTC TNANTCACAA GAGAATSCTA ACAACGGGGG AAAGCACAGA 
CACAAACCTG 

SEO ID NO:413: (Length of Sequence = 337 Nucleotides) 

CTACTGGGAC AAGGGAAGGC AATCACAAAC AACTGCCCTC AGGAAGAACT CAGTCCCTGA CICTACTSTC TCITCGGGGG 
AACCAATGCC ACCOJCCTCC ATCCCCCAGA CGGGOGAGGG GCX3CACCCT TAAAGCAGGC CATTGGGCCT TCOGGGCTCC 
AGGGCCAGCC CACCCCX2TTC CCGCTGGTGG ATCTTCTGGT GCTGCAGGAG GTCCTGCTTC TCGACAAAGC TCTTNTCACA 
CTCAGTGCAG CTCTAGGGCC GNTCACCCGT NTGGATGCGC TGGTNCCGNA CCAAGTCAGA TCGCTGACTG AAGCTCTTGC 
CACAACTAAC CACAGAT 

SEP ID NO:414: (Length of Sequence = 304 Nucleotides) 

GGTTTAAGAA CTGCGTITIG GNGCCCAATC TTTGCTGAAA AATATTTITC GGTCATCITT GAAAAAAATC CITTTCAAGG 
CAGACAGCAT TTTAATGCTT 'l Ul Ul bT l'lT TCCCTCTTTG TCAGCTCTGN CACCAGCCTG AAAGATTTAA AAAINCAAAT 
TAATGGAGGN TTATTICTCC 1OTACTCAGG TCACATTTCT GGGTTTTAAT GAAGNGACAG ATGCTGCTCA TATACAGGAT 
TTAGCTGCAG TTTCTTTQGA ACTTCCAGAT ATTCTGAATT CACTCCACTT CTGCACTCTA AATC 

SEO ID NO: 415: (Length of Sequence = 315 Nucleotides) 

CGTICTGGAG TGGCTCTCTT TGGAXAGAAG GAGTGAGGAA CTGGGGGAGG AAGGCCTGGG GGATCCCCTG GQGGGGCTAC 
TTCCTGGGCC GGGNATGGAC ACCTGQ5AGC TGCTGCGNTT GTTGGGGTCC TGGCAGGGGT CTGGTICTGGC CCTCACCACT 
CTGNTCAOCT GCTCCTTCCV NACACTGCCT GGAGAACTTC CCTGTINATCC AGCAdTTCA AAGTTCGQIA GCCINCTGCC 
CATCCATCCT GTCAOGTOGG GCTAGGAGGG GNCAAGCCGA AGAGCCACCC ANGNCACANT TCCToIGCCT GCCTT 
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SEP ID ND;416: (Length of Sequence = 343 Nucleotides) 

GI3OTTCAAG ' lWXTJ!ft!ITr GCTITCICTG GTCTCAAATT TGGGGTCTCC TAGAGCCCAG CCCCAGGCAG AATCCGGCAT 
ATCCITCTCC GCCTGGGGGG CCOGQGACAC AGGAGTTTCA GAAAAGGCAC TGGCAAAAGT NCTAGGGCGG GGGTCAGGGA 
GAAGCCACAC TGAGCCTGGA GGGACOGGGC CCTOCITOGG OGGCAGAAAA CACACTCACC TTTNGCAGGG AAGQGinTT 
NCCEAGAAAG AAATTTAAGA CAAGA3MAA ACCIGAGATO TTAGAGGAGC CCCCAGAACC AAGCOGCTGC TNCCCTQGGC 
AANCAGAGAG TGAACTOQGC TTT 

rfs q TP ND!417: (Length of Sequence = 202 Nucleotides) 

rai TI l'lC lO TGAAAAGGGG GAAAATAAAA GGAAIAAAAT AAAAAOGGCA CAGTTGACAC ACAAAAAAAA ACCAATCATG 
GGGAGGACGG GAGCTGGAGA ACTAAATOGG GGAGGGGNTC CCMTACAGC AGCAGGATCC AGTOACCCGG GATCCTCACA 

TcnrrccciN acgtcggcgg tgtagcccct tcxtcccaag gt 

SEP ID ND:418: (Length of Sequence = 299 Nucleotides) 

CAOCACTTOG CTGCAGAGCT CTC1TCAGGA TCATAGGCCA CTGCCAGAGT CTTGGAGAGA GGGAGAGATG GAGAGGAAGG 
GAGTGAGCTT CGCTGGTCTG ATTTCTGGCT CAAOGAOGCA GGAACCTCAG GTTCAAAAGC AGCTGACAAG AGCCCAGAGA 
(XCTCTTCIT GGCCTCQGGC AGAGCCTTCT GCTGGCCCGA CACCCAGGCA NGGAGGGAAG GCCCTGAAAT CCCGTnTIN 
TOGCAAGA3T NGTTTCCAAG AGGAGAXAAT GGCTCAA3TT TCTCTTCCCA ACTIGATCA 

SEP ID ND:419: (Length of Sequence = 223 Nucleotides) 

ATTGTR3GGA AGCTAACA3T THXEMGCT TTTNATTITN CCCAAAACTA TTEATCTATT GATITATTTG GNTCTGACTC 
AGGCGACCTA CTGTAAGACG ATAXTACTIT AATCATCTTC ACATCACTAT TEAIGGAAIA GCCACAGGTG CCTCATCCTT 
TACTAGGACT TAATIATACA TTTOCTGGCC GACTAAACAT NTCCGAATCG TATCIATCTA TTT 

SEP ID NO:420: . (Length of Sequence = 406 Nucleotides) 

TTEAAATATT AAGITAAGTA TATAACITGC CCTATGCCAT ATTGCTTTAA TCAGGQGACT GAGCATCACA TTTAGATTTG 
ATCAGTITCG GAAAAGTTCT CAAACATCCA GACCCAT3GA CCTEAAGAAT TACTGCAGAA ATCTCCTTCA ATATAGTCAT 
AGGGAGCATT AATGCTTTTG TGCTACTAAA CATATITITG AGCTTAGATA CAAATCCTTC TTCTCCTGAA CTGATAGGGT 
AGGAATTOTT TAGGTGCTTC AAATCCAGAT CTTTCAGGGG TIGCCACCTA AACTCATCIT TATGACTAAC TCTAGATAAT 
AAIftCACnT GGflATCTTCC AAAGTGCTTA TCTAGGCATG GAAAAGTTCA C7TAA1TATCA TGAGGNCCT3 TnTTAGGIT 
AGCTCC 

SEP ID ND:421: (Length of Sequence = 281 Nucleotides) 

OTCCAGATTA CIX3ACITCTA CACAATGGAC CATATGTOCT CTCCAAAATA CACCEACATT ACACTGTCTG GAACANGAAC 
CIGGGCTITC CAAAAAAGAA TTTATGATTA AAATGTAACC CCCCCCAAAA AAAAATGAAG CTTAGAATTA AAGGTAGCCT 
TTTACCXaGA TTGTTCACCA GNTTGTAAAA TTCTAATATO GGTCATTAAC TGTTCACAAA TAATTCATAT TTGGNCITAT 
GGITTAAGGG CTCCAGATTG AAAAGCTGCT CIGAACTTCT G 

SEP ID ND:422: (Length of Sequence « 220 Nucleotides) 

' mUX ' AaTiT TAATAGAGAC GGGGTTITCC CATGTTGGCC AGGCTGGTIT TGAACTCCTG ACTTCAGGTC ATCTGCCTGC 
CTOGCTCTOC CAAACTGCTG GGATEACAGG CTTTAGCACT GTNACTGTCT GCCTGGCTGG CTGGCTGGCT GGcrrivriT 
cmt » imTi . TCTNTCTCTC TCTCTCTCTC TCTTCCTTTC TITCTTCCTT CCITCCTTCC 
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SEP ID NO:423: (Length of Sequence = 391 Nucleotides) 

CICTCTCTTA TCT3QGCAAG CTTTAGACAT ACTAGCTTGG TTCGAAACT3 ATATIAAAAG CCTAAAACAT CTAACITOJC 
TTATCAGGTT ACTATCATGG GGAACTAAAG ATTCCTGGTT TTTTGTATCT NCCAXAACTA TALT1TACTA AGCCCTGATA 
TACGGTGTTA ATITTCCTNC ACTGAAGGAA ACATCAAGAT ATATTTATCT GCACACATAC ATATATATCT ATATATAAOG 
TATATTCAAA CA3GCACTCA GAGGAAGTTA GGGAGAGAAG TTTCTAGCTA AACATGATCT T3TGAAA3TC TTCCATATGT 
GGAAAACTOG TCAGTTCATC TCACATAGAG CAATACCATA CATATATACA CACAGGCTGC TATGGTATAC A 



SEP ID NO:424: (Length of Sequence = 379 Nucleotides) 

TGGGGAGOCT GAGGCATCAG AATCGCTTGA GCCCTGGNGG TOGAGGTTGC ACT3AGCTGA GAOXCGTCA CTGAACTCCA 
GCCTOGCTGA CAGAGCAAGA CTCTGTOTCA AAAAAACAAA CAAACANACA AACAAAAAAG CCTATTATAA AACAATAGGA 
AATCCTGAAG TCTAGTCCAC CAAGACATAC TGAATTTCAA ACTAAATAAA TTAAAATTAT CATOTACATT CCACTACATC 
TCAAAACAGG AAAANCCATA CTATEATACT TGATATCAAA TCANGATTAC ATACANCAGT AATACAGAGN AAACATCAAG 
CTGCTTATAT TTATTTGGGN ATAAGGNCAN CAQQGGCCAA TGATTTTCAC TCCAGATCT 

SEP ID NO: 425: (Length of Sequence = 448 Nucleotides) 

TCCACAGGGC GGCCTGGGCT CIGGAGATOG GOGCT3GGCC CAD3GGACGC AGATGGGGCC AOGCTCTGCC CGTGGCTGGC 
CCAOSITCCT ggtctgcact gotgcctcct ccccagcacc CCT3QGGCAC AGAGGGCAGG GTCACAGCTG GGAAGAGGTG 
GGGGGTAGAA ACCAAGGCTG GCAGAAGTOT AGCCGGGCTC CCTGATAAAT GCK3GAGGAC CCCAGGGCAC CTGCACTTAC 
TGTfcCCCTCT CTGAGAGCAT TTGTATGATC TCATCTCTCA GCTCTONGAG GCTGGAGCTC CCAGAAAACC AAGGTATGGG 
TAAGATTCAG TCTCTGGGTG AGTACCCAGT TOCTGGCITC TAGATGGCGC CTITITCCCT CTGTCTCCTC AAATGATTGG 
ATCAGGCCAG GGTGCTCTCT TGGAGTCCIT TCTGTAAGGG CAACTGAT 

SEP ID NO:426: (Length of Sequence = 417 Nucleotides) 

GCCTGGNTCA TCGCTCTCCT TTCCTCCTTG TCAGAGTCAG TGACACIGAC ATTAAGGTCA TOGAATATCA ACCAGGTCCT 
GAGGACCTTG GTGTtJTTTCC TCCTCTCCTA CTCTCCAGAC CCCAGCCTCT TCATTCCTGA GCITCCTCIG GCACCCCTTC 
CTTGGGGCCA AGCCAAGTAA GAAATCAGCA GGCCCAAGGT GCTGCTTCGG AGGOOGGGGC AGIGCCAGGG GCAGTCCTCA 
TACCATCCTC CCACTGGCTT CCCTCCTGCC TO2TCTTAGC CGCCACACAT ATCTCAGCTG TCGAATCOGA TTAGGOTTTC 
TarcCACTGA GCCAGACAAG GAGGCCACTN GGCAGGGGAG AGAGAGACAA GGAOGCCAAG CAGGGATIGG CAGAAGGAAG 
GTGGAGACAT GGCTCAA 

SEQ ID ND:427: (Length of Sequence = 317 Nucleotides) 

AACCCTGTCT CTACTAAAAA TACAAAAAAT TAGCTGGGGG TGGTOGTGGG CGCCICTAGT CCCAGCTACT CGGGAGGCIG 
AGGCAGGAGA ATCGTCTGAA CCCAGGAGGC GGANTIGCAG TGAGCCGAGA TAGTGCCTCT GCACTCCAGC CTGGGTTGACA 
GAGCGAGACT CX3GTCTCAAA AAAAAGGGCT GAXAATGATA AACACTGAGC ACTCCGGTCC TTTTTCTrAC CnTTTCCITT 
TTTCCTTCCT CTCCACCCCA CAACTTCTGC TTTITAACCA AGGTCTCTCT GCTTGATGGA AATICACATG CTAGTCT 

SEQ ID NO: 428 : (Length of Sequence = 296 Nucleotides) 

GTAATTACAG TATnNCAOG TAGAGACGGG TTTCTCCATG TltSCTCAGGC TGGTCTCGAA CTCCTGACCT OGGCTGATCC 
GCCTGCCTOG GCGTCCCAAA CTACTGGGAT TACAGCTATG AGCCACCCTG CCCAGCCGGT TTTTTTTETT TTTTITGTAT 
AGCAATGGAA GAATGGCCTC CTACACAOGN TAGAGTGGAA AGTTCCCAGGC ACCAAGGNTT CCCACCCTAG AAGCAAGCTC 
AGGGCTTICT CTTCATCCTT CCAGGGAGAG CACTGAGAGA TGATGGGGGG TTGGCA 
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SEP ID NO:429: (Length of Sequence = 422 Nucleotides) 

GAGGCTTGGA. GACAGGAGAC AGTGGGGTGG GAAATCCAAA TCTCAACTGC TlTlWlMCflG TCTCCTGCTC COGACTGOCC 
CANAGCCCAT GCAGAOCCTC TGCTCTCTAT GAIATCCTGT TCAGCCCTCA ACTTICTCTA CX3\TCCCTGC AACIGGGGTT 
CACTCTGAGC CAAACCAGTIT TGCTTCTICT TTTCTAAAAG CAQGCAGCCC TTCAGGACTG TOTCATTCAA GGCA3TTCCC 
ArarciNTTC TCCaCTOVTA TCOTTCCCA AACTGCdTr CCTCATITCT CCGTCTCCAG GGAGAGGGAC TOCAGGCmC 
CACAGNCAAA AATGGTGGTC TTCAGTCC17V OGTAAQJCAA NCTCTGTCAG TCTGTAAGGA CINAQGCTTG CTCACAAGGG 
GACACACAGA NCTGGATGCC AG 

SEP ID NO:430: (Length of Sequence =» 332 Nucleotides) 

OGOGATCAGC ACCCGGGACA GCX3CCACCGC CCAOGIGCAG QGGNTGQGGT COQGGOQGGG CINGOGCCTC GGOGTCTCCC 
GGNAGTNTCC CXJTCCAGCCG TCGAGCAGGG TGCTTCANTN TNTCTGCAGA AAAGACTCTA. GGA0CCCX3CC ACCAIGTTCC 
CGGAGCCCCC AACOCOGGGG CCTCCATOGC CCGANAD3CC TCXXCTCTCC AGTCXSCAXCA GCCACGGCCC ACTGCCCCCC 
TGQGCCCTGG NCACCATCGT GCTGGTCTNA GGCCTCCTNA TCTTCAGCTG CICTTTCTGT CTCTACQGGA AGAGCTGTOG 
GAGGOGGACA GG 

• SEP ID NO:431: (Length of Sequence = 413 Nucleotides) 
rorCATEATT TAAGATGGGG GACATCCAAG CACCTGGAAC AAAAAGGACA CTAAGAATCG GAGAAGAA3A CACAAAGGGA 
GGEACTACAG GGCCAA1AAC AGAT1TJLTUG AATTTTTCAA ATTTCTCTTT GAAGTAATTT TACACTCAGT AAATCGAAGT 
GGAAAAGAGG AAXAGAAGAG CAXITCATTO MTlTm 1 TCICTICTAC TTACACATCT CATGACCICA, TGTTCCCAGA 
ACTTAACACT TAGITGGGrTT CTACTAGAIA TTITCGCJITG AAAAGATCTT TCCTGTTITG CATTTTOrTC TGTTTTGTIG 
GCTAGCCTGT GAATCTAGCA TTOTAC3CTGA GAAACTGCAT TTCAGATIGA AAGCAACTGG GITTTCGAAA TGAACITCAA 
TAACATATCC CAG 

SEP ID NO:432: (Length of Sequence = 292 Nucleotides) 

TTCACCCTGT TAGCCAGGAC GGTCTCGATC TCXTTGACCTT CTGATCTGCC CACCTCGGCC TCCCAAAGTG CT3CTATTAC 
AGGCGTGAGC ACCGCGCCCG GCCACCATTC ACTAATTTTC AAGAAA1CTG GAAGTGTTCT ATATTTNCIT CXTACTCCAT 
AGCTCCAACA T IVJITOGCTA TTATGAATIT GGCTATTAAG TCATGCCAAC AATATTIAAT GAAAAAAAGA TATAGCAGIA 
TAGTTGAAGG AGGAAGCTCA AAGAAAAOGG TCCATCNCTG AGGAAAAGGC CC 

SEP ID NO:433 : (Length of Sequence = 335 Nucleotides) 

Tirrrrrcrc agcagaggat tttatigctg gtcacctctg gcacaggtta gaggagcoga agtgcictot tigiggtiggg 

GGGGGGACCA CAAACCCCGG CCCTGCCCTC TTGCTTACAT AGGCTTCCOG CCTAGAAGCG CANCATCAAC A1GC0GCEAC 
GGATCCGGIT GTACTCTGGG AGCTGCTCAA TGGGGCCAXA TCCAGCCACT GCTGGGGCAC TGCTCATAGA TCTACTTNGA 
GCAGATCTCA CGTTACCACAC TGGCATCCAC CTCCGCAAAT CCGGCTTTCC CATTCAGCCA GGGGGC3SIATC CGGGNGGGCC 
ATAGGTCAGG AGGCT 

SEP ID NO: 434: (Length of Sequence = 390 Nucleotides) 

GTTGCTGACT GCTGATT3GA GATGACGICT ACCCATCCTC TAGACAGTCT GTGCTTTTCC TGTCTTTGGA GCTTCCAGTT 
CCACCCCCAT CAGTrnTIT CIGACCACTC CATCTTGCCT TATTICTCTC TCTTTCCnT 1GACTCGAAG AGTACTCATC 
TTTTCEAACA TCITITCATA AACTGTTTCG ATTTCACITA TA1TGATTIT NAAOGTTATAA TGTGCIGCTG TTCXA3TTCC 
TCAGTTAGAT CAGAAGGCCC CEAAAGACAG GGCTCCAITG GTGTTAAACT GCCATCTTCA AGGTCTGGGA CTTGATTTCN 
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crmriNAC ctkcacaaca aggcactcct cttgcaccca gtcggaattt cagtgcctgt ggctcaaagt 

SEP ID NO:435: (Length of Sequence = 427 Nucleotides) 

TCACTAAACA GTAGATTTAT TTTA1GIAGA TTICTTTITC TAIAAAAATA TATTTATCTG TTCACAGGAA AAAAC7ITGAG 
TTQGTATGIG GGGGTCACTT TCAGATACAT AATTAGSTAA AGGTITCCIT ATGAAGTTAG AAGGCATCTT AGCTTTTATC 
AXTITCAAAT TITTCTTCAT AAAAAAGAAC ACCCTGTGAC AAAGATAAGG TAACTCAGAT TATTATTAGC ACTTTAGAGT 
TCAGAGACTT TCAAATAAAA AGGTTAAGCA ACCTGCCTAA TGTITATCTA CAAAATCAGT GCTGGAGCCA GGAAGAGAAT 
'XTQGATTTTC CCAACCCTIG GACAGTTCTC TAGGGACTCA TGCCCACCAA CCATTCTTGA GACTATATAC AATCAATTAC 
ATIAAAATGA TATTGACAGT AGACTAG 

SBO ID NO:436: (Length of Sequence = 249 Nucleotides) 

TCAAATAACC AGGAGGGQGA CAGAAGATGA TGGCAAGGCA GACTGGGCAG TCTTTIOTAG ACACAGAACA AAGAATCAGA 
ATTTCAAAAA AGANGAAAAA CAAATCINCG CAGCTGCAAC TTTAAAGTAT CACCTTTATA GATGGCAGGG ATTTCCATTA 
TGCAAATGGA ATCTAAGATT TCAATCTGNA ATCTTAGAAT GCAGTXTTAC CACTTGCAGT CTNGTATITC TGGTCGCCAT 
GTGGTGAGT 

SEP ID NO:437: (Length of Sequence = 404 Nucleotides) 

CTCATTCACC CTAATCCCTC TITCACCTTC ACAGAACTTT CACACTCCAA TOTACITSCr GTTIGTAGAT GCTCCTATAA 
ACAGAAAGCT CTGGGAGACA GGTCTCTTGT TATTCTTCCT CTCTCTCAXA TCTCTQGGCC TATCACAAGT AOTCAAAGCA 
TAGAAGTTCA ATAAATATCT GTTCAATCTA AGAAATGATC AGTCATTCTC AAGCTGCAGT GGOCTCAGGA TAACCTAGAC 
AGCCTCTTAG CACQGNTCAC T34NNCCCAC CCCCACAGTT TCAGCTCTGG TCTGGC2TO3G GGCCCAATAA TCTGTATTCC 
TAAAAGTCCC CAAGCAATCC TOCHGCTGTT CCTCCAGGGA CCATGCTTAA AGAACCACCC GGAATAGGAC TQGTGGACAA 
AAGG 

SEP ID ND:438: (Length of Sequence = 337 Nucleotides) 

CTGCAACTEA TACCTTCCAT TTACTAAAGT CCCAGTATCT CTCAAACTAG TTTTCATTCC TCACAGCCAT GTITATCAGCT 
AAATATCACT AACTTTCCCT TTCAAAGGTG AAATAAACTG AGACTCTOGA AGATTAACIT GCCCAAGGTC ACCTAGCTOG 
XTAGGAGGCA CAGGTGGGAC TTGAACCCAG TICTTTCrGA ATTCAAAACC TCCAAAATCT CTGTCACATC AAGCTGCTTC 
AATCAGATCC TAGAAAATCA GGACAGTGAG CAAGCIT3GAG ATAANGGAAG ATATCGAGGA ACAOGGGAAG TCTGATCCTC 
ACACACATAC CCTGCAG 

SEP ID NO:439: (Length of Sequence = 380 Nucleotides) 

CATO3TCTAT GAAGGTAGCC ATTTKJTACA TCTTACCTIG TTAAAAACAA AAGAGCAGCA ACATGTCTAG AGTGGTGTCT 
ATAGATAGAA CACTGCTGrlT ATGTTTAAGG AAAATTGGGG OGGGGGCAGA AAAGATCAAT ATCACTAGTT AGAAGACTAT 
TAAGGAGAAC TTTCTACATG AATTATQGAT CTAAGAATTA GAAAAAAAAA GATCATCATG TTCAGAATIT TAGCTTTTTT 
ACAATTGTAG TGGAAAAGAA AACTCCTAGA GTTAATGAATC AATGGTATCC TACAAAAAGA GAGGTGCCAA AAATACCATG 
AAATATTATA TTAAAAAATT CACACGNATA GGTAGTTATA ATATGTAAAG GCCAGACITC 

SEP ID NP:440: (Length of Sequence = 335 Nucleotides) 

CCCTGAGdT TTATTGACCA GflGGACICTG A LT1T1 GATG TAATTTTATT TTTGAGAGAG GGICITGCTC TGTCACCCAG 
GCTGGACTGC AATGGGCTGA TCTTGGCTCA CTGCAAOCTC CX3CCTCACGG GCTCCAGIGA TICTCCTGCC TCAGCCTCCC 
GAGTAGCTGG GACTACAGGT GCACACCACC TTGGCIGGCT AGTITATCTA ATTTTTTGTA TCTCTCTGGA GACAGGCJTTT 
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CACCATCTTG COCAGGCTGG TCTCAAACTC CTGAACTCAG CTGATCTACC CGCC1TCCAA AGtACTOGGA TTACAGGCAT 
GAGCCACCAT AATAA 

SEO ID NO: 441: (Length of Sequence = 356 Nucleotides) 

ACTAATTOTG TITCTGCTTC AAOCTGCA3T TCCAGAGGTC CCTGTTGGTC TCEAA3TGGT TCTGGCAIGT TTAXAGGTAT 
TACAAAAOCA AGTCTEATTT TGCATTTCAC AGGATTEAAG ATGAA33VAAG TGATOIGGTT GTGCTAQGTT AGACTTGTAC 
AAATTATACT AIGCTGGOGT (XCAQGCCTA CAACCIGACC TCHGOCCTCA OGCOCATOGT CAaSCGCTCC 

CGGT3CTTCA AOGAGGAGCC CCTGACGCPG GCX3GGCI1TC AGCAGGGNCC CX3GCCAACCT CAGTGAOCTG GTGCAGCTCA 
TCnTCTGGG TGGGACTCCC AATCCCCTIT OCCTTT 

SEP ID NO; 442: (Length of Sequence = 371 Nucleotides) 

GATGATTTIG TATCTTTTTC TA1TIATTGA GATAATCAAA TGATITTTCT CCTTCGTTCT ATTGATCTGA TGTTTATTGA 
TCATCJITTAT TGATTCGCAX ATGGTCAGCC ATCCTTCTAT TCCTQGTATA AATCCCACCT GATCAIGGEA TATNATCT1T 
TINATCIGCT ATTGGATTTG CTTTGCCACT ATTTTCrlTGA GAAimTTC ATCTG1CTCT ATTACGGATA TTGGCCTCTA 

mTrrrmu ctctgitctt am'mT gaxatcagga taatoceagc titceagaat gaginaggga ggagtctatct 

ACTCTTCAAT TTTCGGGAAC ACTIGCAGAA ClfcTXKlttlU TITEAGAACA G 
SEP ID NO:443: (length of Sequence = 329 Nucleotides) 

TGAACTGCCT ITATmTJLN ATITCCCATC CAGAAACCCC AGTCTGATGG TGGAAGCAGC ATOAAAACAA CATCTCCCCA 
GGCCTCGCAG TAGAGGCGAA GGGAACAGAG CTGCCCATCT GCCTGTNTCT AAAGACGCCA CCCICAGGTT GATGTCACCT 
CTGGGAGACC GGCTCCACCT ACAGACAOCA GGTGATOCTC CACCAGGCCC CAAGCTCCAG CCTGCTGAGT GOCCAAGACA 
CAGGCTCAIT AAATAGCTTC GTEACAAAAAC CCAAGGCTGT CCCTCCAGCT GCTAAAAAAT TOGGCAATTT CTACITGGAG 
GICIGCTGT 

SEO ID KO:444: (Length of Sequence = 358 Nucleotides) 

' lTlTlTm ' A AGTACAIAGG TClTiAlTiA AACACIGATT TTmTITAA A3ATAXACAC ACAAAACTTA GTTCAGCAAG 
GCTTCATSAT ATACACCAAT TCCAAAAEAA AACAATCAAA TQCTCCAGCT CTAGAATGCC AGATTCCTTT TATCATCIGC 
GAGGAAAAGA GAAGCAQGAT GAGGAAGAGT GAGGGAAGGC GGGGACAGGC TCTGCCCAGA NGAGCTGCCG CCTCCTGGCA 
CAGCAAAOGC TCCAGGCCTG GGCCCICTTC ATATCTQGAG TOGGAGGGAG ACTCCCATOG GCOGCTTTGG GACTGAAAGG 
.CCCAAGGCTG TCACCAGGTC CCGGAAGAGA GGGAGGCA 

SEO 3D NO: 445: (Length of Sequence = 302 Nucleotides) 

TCAGAAOGGT GAGAAATAAA V VQCttSV l U V TTAXAAAGEA ACCTGTTTAT GTmiTlTlT TATAGAAGCC TGATCAGAAT 
AAGACAATAT TGGATAGAAT ATTCAGGAAT GTICITCCCTC CAATGTTGGC CCCCCTGTAC TGAGOCTAA TCEACACTCA 
CCEAAAAAAT TAXAAAATCA TAATAAAACT GAAAAACTCA AACTCTCAAT TGCATCCCAG CACAAATATC ACAOTIX2TIT 
A3TEAAAAAA TTATGTCAAG GCCCEAAAAA GCTAAAATCC NCAGOTCIGC TAATATITCT CT 



SEO ID WD: 446: (Length of Sequence = 367 Nucleotides) 

ATATA3ATAT ATACACACAC ACACATACAT ACATACATAC ATATACATAA OXTGTTTGG CTAAGGCCEA TTGACAGAAG 
CCAGATATCT GGGTGGAAGT TAGAAGA3X3G GCAAGGAATT CTEATCTCAG AGTTTCAACA CTGOGACAAT CTGGAGAGAA 
CTCTCCTGGG AAAATGCAGA TCCCCAATAA CTTCCAAAAG AATCAGGGAA CTTGGAGXAT TTTIGAGATT TACAGTGTCT 
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TTACTTCAGT AAAACAAGCC ACAGCAACAT TATGCTCTGC AGAGTCTTCT GTTCACCTTT GGGATGGAAA AGAGCTGCTT 
CTCCTAGGQtf GGCAACTAAG GCCCAGGACC AAAACTCCCA TCTCCTA 



SEX) ID 130:447: (Length of Sequence = 295 Nucleotides) 

CIGCAAACCC TTCAGCATTT AGCXAAAGTT ATTICACAAT TCAATGCITG TCTIGCACTG TCCT3CTCAT TTAAAAACTG 

GI7VTCTCTTC AATAGCAAAT agtatcaxaa cagaccacta aatttggagg gaaagtggtt tctattgcag ATGGATCTAA 

TTAAAATTGG TGTAAATCAC AGGCxCACAGA ATTCTTATCT GGTAAGAATT CTGACimT TTTTAAAGAA GAAAAAATAT 
ATCCAGATCT CTATCCACAT GCTATITAAA TGCTCAGOJC AAAAAGAAGC CACTA 



SEP ID NO:448: (Length of Sequence = 233 Nucleotides) 

CAGAATCAGC CCAAATOCCC ATCAATCAAC TCTGCAIAAA GAAACIGTGA TA3ATATATA TCATAGAAGT TCAAACAGAA 
AAAATACAAA AAACITAGCA GAGGATTGTA TCCTTTGCOG TGACCATGCC ATLTlUi'AAT CCCCAGAAAA 

AAACTGGAAA ACAGAATAAA TATAATTINC TGATTAMCT TAIGTAACAT AAATOGAATA TATATATATA TAT 



SEX) ID N0:449: (Length of Sequence = 341 Nucleotides) 

AcrrcciTcc tcaggctcct gtaccaatct tcaaticact tgggatgtcc tagtctaaaa catttattk: attcgaaagg 

AAAAATATCA ATTTCTATCT AAATTCGAGT AAGATTCAAT TCAGATCTCT TTATTTACAA AACATAAGTT TGTTATTIAT 
CTGTGTTTAA TTTGATCCNG GAACATTACA TCTAAAGAAC ATTCCATCTA AAGAACCAGG CAACTTGGCC AGGCATGCTG 
GCTCACACCT C3TCAACCCCA GCACTTT1GG GAGGGCCAAG GCAGCTGAAT TGGTTGAGAC CAQGNGGITC AAGACCCAGC 
CTGGGGCAAA TATIGGCGAA A 



SEX) ID ND:450: (Length of Sequence = 313 Nucleotides) 

TTITITITIT GACACACTTT CCAGTCCTGG AAACCTTTAG CTAATCTTTA GCASTCCITC AATGCTGGGA ATGC3CAACA 
GATCACCATA GflATTAATAC TCTCTGTAAT TTEATCACTA GAATGGTTAA TTTCCATATC ATAGTAGAGC TGTTGCAGAT 
ATTTTGAAAT CCCATTATAC TCACTGCCAC TTCAAGATTA C1GTAGTTGT TAGAACAGCT GCTAGATCTT ATTACTTAAT 
AAATTAATAA AGTGTGAATA TAACTATATA ACCAITITKA AAATGTTTCT TGGATAACTT TCAATATAAT TGG 



SEQ ID NO: 451: (Length of Sequence = 351 Nucleotides) 
GGGCQGGCTC CIGGGCACCC ACCCAGCTCA TTOGCCGAGC GGCTCCCCTC CPGGGGTTGA 
CAGCCTCAGC CATCTCTTCC CCAAdTGAT CTCCCACTGC TAGTTACAAA CAAATCGCCC 
GCTCffiffTCCC CACTCCOGOG GGGCATCATT TCATTCTTTC CTAGCCTGTA AGGTTTCTCC 
TAATATGAAT TTCCIAATAT GTGACTTAAG GCTTTTCTCT TGCTCdTTT AAAATTTTCT 
AATTCGGCTA TAATGTATGT TGGAGAGGAC C 

SEX) ID NO: 452: (Length of Sequence = 363 Nucleotides) 

r 

GACAAGGGAG AATTCTTGCT TIACCTATCG ACTGGCTTAA GCCCTCTGGC ATCCGAGGAA TGTCTCAAAT GTGTCTGTGT 
TTCTCTITAC ATTCCTIATT CTACCTCATT CTTCAATTCA CTTTTCTAAA TTCCACCTAA CATTTAATTA TTTTAAATTT 
CTCOCTCATG AAGTTATTTT AAGACACIGG AATAAGTGCA GdTKJTTTA TAACAGCATA GGATTATAAA CAACCTAAAG 
AGrTCAGCAGT GACATTCATG GCACATGCAT ACAATGGAAT AT1ULUTAGC TGTTAAAATA ATAANGAAGA TCCIGCTCTG 
TGTATTTGAT ATGGGAAGGC CCCCCAAGGT CTACAGTTAA GGG 



CTGTCCIGGG CCTGAGTdG 
GGCIT3TGCA AACCTCCIGG 
TGAAAAATCT ATTGTIAGTC 
Cl'lTlCTCIT TGACITTGAC 
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SEP ID NO:453: (Length of Sequence = 382 Nucleotides) 

ATOAGGGAAA AGATOGTGOC ATTGAAGA3A TTATCACACT GCTGAAGACT GriNCCCITIA CIX3CT0GCAC C3GCCAAGCCT 
GGCICTOGGT TTTOCTGCGA ACCItTITCTC ACTGAGGAAT AOCAXTACTA. AACTATTACT CmCTCACC TGATCCTCTT 
AAAAGATCTT AGAAACCAAC CATACAGACG AGCCGATCCG GTCAGGAGAA GOCTCAGGOG GOGCTTTGAT GATCAGAACT 
TGOGITCTGT TAATGGTGCC GAAATAACAA T3TCAACCTG AGACTQGCCT GCAATCAAIA CAQQGGICTG OSTOTTCAQG 
AGGTTTTCTG TTGCGCTCAC CCATCATCGC GGGCCTOCCC A3TO3GGOCA ACTITTCCTG QG 

SEP ID NO:454: (Length of Sequence = 391 Nucleotides) 

OGICIGCCTG CTGTGACTGG CTGGAGAAAT AACTTAGGGA GAATCTAGAT ATGGTPGAAX TCTCATTGCT GCTCAAAATT 
TGTITICTTTG T3ACAACAAC AACAACAACA ACAACAACAA CAACAACAAC AACAGCTGAA ATTATCTTGA AAXACAAAAG 
AACGTCTGTT GCTCCTGAGA CTGAAAAAAG GAATCCTEAA CAGCTTCAGC TTGCACCAAG AGGA Ll'l'lTlT TTTATCAGCT 

TCccrravEA agagaggatc gaggattitc gaagagacag aacctgggag aaatitcact gagctgccac tcactqctit 

AACCTACTTC CACAGAAGGA ACCTA3TATT GTIOTATTTG GGAATTCAGT AAAICT3GGC CATGTAAAQG G 
SEP ID NO:4S5: (Length of Sequence = 282 Nucleotides) 

TTCAGTACTC ATTTGAGGAC TGCAGTCA3A GAITTAAAGT GTAATCAGTC AACTCACTGG AATTACTTTC TCXATTAATC 
TTAAATPGCT' TCAGGACTGT TIX^GCCTAA GCCAGEAGCT GGCTTTAACC AAA3TIGAAG ATTTTNCTAG GAGAGTTTCG 
CACGAGGAGA GAGGGGCAAA GGOGTOEAAG GCACTGTTTA TAACAGTCGC CCATGGAATT GATCATGGGT AAAGAGAAAA 
CAAGGACATC OGAGGAGCTG ATAAATAGAN CAAAACAAAG CA 

SEP ID N0:456: (Length of Sequence = 340 Nucleotides) 

CTAACITATG TTTGAGATCT TCAATGAAAT TAGITACIAA UOTTOGCIT TATTCTTCTC AAAAGATITA ACATGAEAAT 
TCTGACCTAA TCCAAAAAAA AAAAATTCAT GGGCCACIGT TTTGCAIXxEA AIATCTAAGA NCTCACCTTG ATCTTAAACT 

CCAACCCITG gctgaaacag cttaatgatc atitoingit atttatttct aiaaatagtt TGAAGTTGGC CAGGCCTGGT 

GGOGTCTCGC TGTGTCTCCC AGGGTTGGAG TTCX3GIGGOG CAAATCTCGG dTCACTGCA AGdTCGGCC TCCCCGGGGT 
TCACACCATT CTTCCTGCCT 

SBO ID N0:457: (Length of Sequence = 338 Nucleotides) 

ATGAAAAAGT CTCCAGAGAT TATCAGTOGG OGGATGACAT TTGCCCTC7TG TTGCXATTCT TTGACA3TCA TGAGATTTGC 
CTACAAGGTA CAGCCTOGGA ACTGGCTTCT GTT1GCATCC CACGCAACAA ATGAAGTAGC CC&GCTG&TC CAGGGAGGGC 
GGCTTATCAA ACACGAGATG ACTAAAACGG CATCTGCATA ACAATGGAAA AGGAAGAACA AGGTCTTGAA GGGACAGCAT 
TGCCAGCTGC TGCIGACTCA CAGATTTCAT TATAAATAGC CTCCCEAAGG AAAATACACT GAAIGCTATT TTITACINAA 
CCATTCTATT TTTATAGG 

SBO ID ND:458: (Length of Sequence = 370 Nucleotides) 

(JI'mUTO GGAGCTGAAC CAAAGAATGT GCACCCTCTT TCTCTACTGC TCTGGTCTCT GCTTATnTT CTATTTCTGC 
TITCOTOCA TCTTCTCTGA TCACAAGGCA TTCTTAAGGT TTTCTAGCAC GACTTGOGGA CATCCAGACT CGTGGGGGGC 
CXACCCATGG CTCGGTEAAGC CAGCAGCCCA GGGCACTGGC ACTACCATCA GGCACIGCAT TAAXTGCTGC ATACAGCTGT 
TACCOGACGG OGCACACAAG CAGCAGCTCA ACTGCCAAGG GGGCCCCCAT CAGGGTCACC AGGOCTGCCC CAOGTTGCAA 
AGGAGGAAAA ACAAAATTCC TCGTTTCCGT CTGGGACAGT AAAGCAGATG 
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SEQ ID NO:459 : (Length of Sequence = 339 Nucleotides) 

ATTTICCTAG AACTGAAATC ATCTAOGGTT CTCAGAGCTA AACTTCCAAA GCTACACTCA GCAATTCTTC ATCAGAGCCC 
AAGGGAGAGG GGCCAGGGTA AAAGAGAOGA GACTGTAGAG AGGCATAGAG AGACCACTAG GAAGAGGGTG GGAGAGGGCA 

awn ac TCTGrrccrcr cagtgggtta caaatcagat ctoctgacaa cacigagggg gccaggtcag ggtatctoga 

TSAGAAATCA CACTGGAAGG AACATCAAAG CCGGAGCTAC AAAAAGAAAG TCATCAAGCC CCAAATAGAA GGGGGAGCCT 
CCCAGTCCAC CTCAGAAAT 

SEP 3D NO: 460: (Length of Sequence = 380 Nucleotides) 

GAGCTTTTGC ACTGCAAAAG GAACAGTCAG CAGAATAAAC AGACACTTAG AAGTAC7TTCC CTATGTAGAG ACACACTCAA 
GTCAAAGGGA ACCAGGCTCT ACCACTTCAA ATAAGGAGTA TCAAGGAACT TGTGGACAGC TTTTAAAACT ACCACTCGCA 
ACTAGGTCTT GAGGTGGATA AATGAAGAAA TTIGGGGAAT CTCACACIGG AGATGTCTGA TCTAGCTAAA TGANCTGAGA 
TTCATTAGGT GTGAAATAAT GAAGTGTATA TATAGTITCTG CATATACATG CCTGGGGAAG CTATAATA1T CAGAGGCATA 
CTATCACTCA ATTTCTATCT GCTGTGGGCC TCAGACAGTA CAGGGGCAGfT GTTPGCATTG 

SEP ID ND:46l : (Length of Sequence = 317 Nucleotides) 

GTCATTAAGA AGCdTTATT GGCTTATATT CAATTTGACC TCCCACCAAA TTAAGCGGGA AAAAACAAAA AAATAAGAAA 
TCCCAGTAAA AGAGCCCCTC AAGATTTCAT AAACTACAAA CTAAAGCTGC TAGTTAATAA GGAAATCGCA GAATTTTCAG 
AGCTGTATAA TACAAAAATT CCTGTAATIT AAGCAGATCT TITCCTCACT GATGACAAAT CTTCCAACAC AAT3TGAAGT 
TATGCTACIT GGGATATTTG TAGGCAAAAC CATTITrnT TTGTACAAAA ACAAAAGCAA GGGACCNTGG AAAAAAA 

SEP ID NO:462 : (Length of Sequence = 261 Nucleotides) 

AAAAAGGCCA TAAATCCTIN CCCTCCTGGA GCTTACCTTC TAATAAGGAG AGACAGAGGG TNAGAAACAA ACAAACAAAA 
ATATGTOACT TAACACAGAG TCITGGAGGG TGTCAGCTGC TATGGGAGAA ACGTGGAGCA TCTCAAGG^G AGAGCAGGCA 
AGAGGGCATT CTGGAAAGGC CTAGGANGAT GGTGACATTT TACCTTCATA TCCACCAACC CCCAGCACAA AGCATTTTCC 
AGAGGNAGNC AGAGGAGGGC A 

SEP ID NO:463 : (Length of Sequence = 387 Nucleotides) 

ATACAAGTAC ATCCAGGAGC TATGGAGAAA GAAGCACTCT GATGTCATGC GCTTTCTTCT GAGGGTCCGC TGCTGGCAGT 
ACCGCCAGCT CTCTGCTCTC CACAGGGCTC CCCGCCCCAC CCGGCCTGAT AAAGCGCGCC GACTGGGCIA CAAGGCCAAG 
CAAGGTTACG TTATATATAG GATTQCTGTT CGCCGTGCTG GCCGAAAACG CCCAGITCCT AAGGGTGCAA CTTACGGCAA 
GCCTCTCCAT CATQGTCTIA ACCAGCTAAA GITTGCTCGA ZGCCTTCA&T CCXJTTGCAGA GGAGOGAGCT GGACGtfCACT 
GrGGGGCTCT TGAGACTCCT GAATTCTTAC TOGGCTTTGG TGAAGATITC AGATACAAAT TTTTTGA 

SEP ID NO:464: (Length of Sequence = 397 Nucleotides) 

GTTAGCCGTG GGCTGTGGGC GTOGCCTGAA OGTACCAGGT ATTGTGGCTC CATTGGCTGA GGATGCTTCT CCAGCGAAGG 
AGGCAGGGAG CCGGGGAAGT GGGGrlQGQGT CGCGACACCG ACAGCAGCTG CCAGACCAGC CATGCTGOGC TCAGCTCCCT 
CAGGCTCTCA CTCTTAATCA TCATGTCACT ATCTCTGGGG CCTGTCACTC ACCATCAACG ACGICTCCCC CAAGCTGCAG 
AGGACGCAAA TCCAGCTCTC CAAGAGGCTC TGTTCGCCCT CTCCACATGG GCTTNAGGCT CAAGGGTTGG GGGCACGTTC 
GGACCGNCCT TCCTGNCICT TINGAAGAAG ATCCTCCAAN GTNCCOGGCT TCAGCTTCTT CCGGGCCTCT TITGGCA 
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GAGGACA2TT ATTCCTITTC OVAATCITAC AGTAAAACCA GCTQGAAGAG AATCGTTTTA GCAGTTAGAA AAAAAAAAAA 
ACTACAAATC TGGGGTTIGG CCATXAAAAG TTATTTACAA CACTGGGAGA AAAAAAGNCA AGAAGTTGTT TCACATTACA 
GAOCTCCCCC CACCCCAAAG CCTAATACIT GCTTACCAAG TCAAAAAAGA GACACAGTTG ATTCACAGGC TGGAGGTITC 
AACTTGAGIA AGACATTTAT AAAAACCIAG AOGGGGCAGT GTCmJCCCA GCCCAGCTGC CACTTAGGCC AGCACAAGGG 

SEP ID NP:466: (Lengt±i of Sequence = 352 Nucleotides) 

CATTCTATIT CCCl'lL'l'lCA AATTAA3TAC CEACCAAAAA ATGGAAAAGA ATITTACAIG CACTTTAAAA TAGTAAAATC 
GAAAGTGAAT TTTTAAAATA TAT3CA3TAA AAGTTTACTT TAATITCCAG TQGGACTTCC TTTATGAAAT TTTCCATAAC 
CICrrCCTGG AGTATTACAA GATCTCCAAC ATCTCATAAA CTAATTCTGA TA3TAGTGGA ACCATAAGCA AATGTTATATT 
TTTAGTGGAA ATAGATTAT3 AATGAAAGCC AAGCACCITA CTTTAAAGCC AAAATATCAG ATTTTCCATT AAAAACCATT 
GGTCCAIAAT AGGGAGGGGG GnTITEAAT TT 

SEP ID NO:467: (Length of Sequence = 352 Nucleotides) 

TGAAAGGCAA AAAATAAATA AATAAAAATA AATACCATTT GCAGAGACAG AGAAACCATC AGAAGAAGAC AAGCAAGGTT 
GTCTIGAATTA CTACGCCTAG AATTTAGAAT AACTACTATG ATTAAAACGA AAAAGGCTCT AATCGATAAA ATAGATAGCT 
CCTTAATAACA GAXAGTAATA ACATATGGGT AATGTGAGCA GAGAGAIX3GA AATCTTAGAN CAACAACAGC AACAAOGNCA 
AAGCCxTEAQG GATCAAAAAC ACTGTAACAA AAATTAAGAN TCCCTTITAT GGGCTTNTTA ATAGNCTNGG ATACAGGTAA 
CTAAAGAATC CCTGTGCTIT AAGGAGCCAT CA 

SEP ID ND:468: {liength of Sequence = 336 Nucleotides) 

TGACATCTGC ATCTTACATT ATTAAATGCA AAGGAATATC AAAGACTCCT CTGCXAGAAC CATTTTTATT CATAAAGTCA 
C1ATTATCAIIT . GTAGAAGTCT TCTAAAAATG CTACCTGAAA TGAATTATGT CCGTICTTCCC ATCTCGCTTA CAAAATTCTT 
GAGGAAGCAT CTGCCTOCTA GCTCTTTATC TTTCTATTTC CTACTACAGG GACAATCTAT ATGGAAAGAT AAATGTCTGT 
AGGIGTATAA ATTCTCAATA AATATTIGCT GAATTAGATT GTACAGTTGT TATCTTTTAA GNTTAACTCA TCCTCAGCTA 
CATTTTATTA TTGQGC 

SEP ID NO:469: (Length of Sequence = 156 Nucleotides) 

GACCGATGTA GAATTCTGTC TGGAGACGTT CTCCCCTTCA ATTCAATGGG AAGOTTCITT TCIGGCATCA NCTCTCCGAT 
GTCTAATCAG CTCTGAGCAC CATCCATAAG CTTTNNCACA TTCTTTANAT ATAAAAGGTT TCTCTCCACT GTGAAT 

SEP ID ND:470: (Length of Sequence = 350 Nucleotides) 

TTCTCAIGTC TGAATTTCAC ACGCACAAGT CTGAAATGTG AAGGITTCTT AATCTTGGTT TTATGGTTCG TCTAAGATTT 
TTGGGAAATG AAGGGCTCIT CATTAGGATA AAAT3GTCTT AACTTCCCAG AGAAGAATTT CCTGACAACG TGGCTGAAGT 
TAGATACAAA TGTEAATATA GAAGAOTGCT TTTATTTGAA TTTCTAGCAA ATGGT1TICA ACTACTTTAA ATATGACCNA 
CTIGAAAGTA TTATTCCINT TTTAAAACTA CITITNATGT ATAGATCTAA GJTCTGCTTG AAGCTAGTAG GTIAAAGTGT 
TTGAGAAATA AAGGCAAGAT TNTINCOTTA 

SEP ID NO: 471: (Length of Sequence = 270 Nucleotides) 

GGAGCAGGGC TGGGAGTCAG TGGGAGATTG GGACTCCAAG TCTGGACATG TTACATATCC TATGTCTATT ACAGATCTGA 
GTATAAAICT GAAGTGGAGT TTTACCACGT GATTCTGAAG TTCAGAGAAG AGGTACAGGT TAGAGATAAA GATTTNGGAG 
TCACAAATAT AAAGATGTAT GACTTNATGA GATTACCAAG GAAGTGGAGA TEAATAGCAA AAAGAAAAGT TTCAAGCTTC 
AAGCCCCGAA GCATTCTAAT GTTTACAGCT 
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SEP ID 1S1Q!473: (Length of Sequence - 345 Nucleotides) 

TITATTXTTAG TTCAAATACA TAAACTGAAC ATTCAAACAT CTTAAAA3TA AACTTTAGCA ACAAAGTTTA ACATTCAAAC 
AGGAGTATAG TTTACAAGAA ACACCCAGAA AGGTAATTTG TTCTCTAATC CAGAATATTG ATAAAGATCA CTTAATGGTG 
AATAAAATAT GTITAACCAG TGGTTCTATT CTGGCCAACA TGTTAGTTAT GACOGTGGIT CCATACCTGA GAAGAAATTA 
CTACATAAAT CTTCTC7ITAG GCTAAACAAC ANGACTOGGT CTATAATTCA GAGGGCTTAA TCAAAGCACG TAAGGGTACC 
AAAATAAAAC TAATCTGATC TTTAG 

SEP ID NO:474: (Length of Sequence = 433 Nucleotides) 

CAGAATTAGA GCICTACCCC AAGGGGGAAT TCTGTCCTAG GAGACAGTGA GTNCIAAGTA CACTCT3GAC AAGCACCAGA 
CACAGAAGCT GCCTCAGTTT GTGCTCCCCC TGCAAAGCAG AGCCTGAGAC AAGGATTTGG GTACAAGGAG TTTCACTCAA 
TATTATATTT CCAAGATGCA CCCATGCTTT ATATGGCTAT AGTGCATCCA nTTACTGCT TTATACTITC CATTAGCTGA 
CTATATTACT ATATATTTAT AATTCCTAGG TCTTTITCIT CTCITATITC TTAATAATTA TAAACTCCAA GCCCATTGTG 
GTAGATTGCT ATTTCTCAGA GATATTTTCT GCTCCTTCCT GGGGGACAAT AATACTOTTC TCCCATCAAT GGCAGATCTN 
GGGCTTGTMA CATTTTCTGG TCAATGGAAT GAG 

. SEP ID NO:475: (Length of Sequence = 427 Nucleotides) 
GATATGGTTT GTGTCCCCAC CCAAATCTCA TCTAGAACTG TAGTTTCCAT AATCCCCACG TOGTGGANGG GACCTGGTGG 
GAGCTAATCG AACCATGGGG GTGGTTACCT CCATCCTGTC CTIATCATGG TGAGTTCTCA TGAGATCTGA TGGHTTATA 
AGGGACmT CCCCCCTTTG CTCTGCACTT TTCCATGCTG CCACCACGTG AAGAAGGATG TGTTIGdTC TCCTTCCACC 
ATGATTTAAG TTITCINAGG CCTCTCCAGC CATGCTGAAC TCTGACTCAA TTAAACCTCT TTCCTTTAAA AATTACCCAG 
TCCCAGGNAT CTCTTCATTA GCAACCTCAG AGCAGATEAG NCACAATTCC ACAACTIGGA GAATOGGIGT TCAAGTTTCA 
CICTGGCCIT NAACAACCCA AAATTTA 

SEP ID NO: 476: (Length of Sequence = 351 Nucleotides) 

CGCCGCTAGG GCGGCNGGGG GTCGGGACGC CGGGCTAGGG GCX3CGTCATG TGGCCGCTCA CGGTCCCGCC GNCGCIGCTG 

crocTGcrcrr gcicaggcct ggccggacag actctcttcc agaacccaga agagggctgg cagctgtaca cctcagccca 

GGCCCCINAC GGGAAATCCA TCINCACGGC OmiATCCCA GCGCAGAGTA CCT3CTCT0G AGATGGCAGG AGTOGGGAGC 
TGCGGCAACT NATGGAGAAG GINCAGAACG TCTCCCAGTC CATCGAGCTC CTINAGTINC GGACGTATCG CGACCTCCAG 
TATGTACGCG GCATGGAGAC CCTCATTCGG A 

SEP ID NO:477: (Length of Sequence = 333 Nucleotides) 

GGTCTCACTC CGTCATCCAA GCTGGAGTGC AGTGGTGCAA TCCTCAACTC ACIGCAACCT CCGCTCCCGG TTIGAGTGAT 
TCTCATGCCT CAGCCTCCCG AGTAGCTGGG ATTACAGGCA TGAGCCACTG TCCCCAGCTG GGATATAGAA TCTAAGAGTT 
GAXICTGGAA AACACGTGAA TCTATTGCGC GCATTTNTCA TTTAGCAAGA TGGCAGCAGT CCAGCTGTTC TTTGCAGCIG 
GAGATCAACT TTTAAAAATC CCCTTCACAC TTAATGTACT GACCGAGACA GAAGTACCTG AAAAACAGCT NTGCATGGCA 
GGCCCGGCAA TAG 

SEP ID NO:478: (Length of Sequence = 458 Nucleotides) 

ACATGCTAAA ATAAGGTAAT ATGAAATAAT CTAAAAAAAA AAAAACTGCA GAACCAAGAC CTCTCTGATA ATCCTATTTA 
AAAAAATAGC TACAATTCTA GTTAGAATCT TTCCCTTATG AGAAAGCATT TTCTGCATAA CTTTTAATCT ACTGACCITT 
TCCAAGCTTG CTGAGCTGGC CTTTGTCTCA ACTCACTTGG GACACCCTTC CCTGTGCCTC ACCAGGGCCC ACCCCAAGTC 
CCAOTTCTC TAGGGGGTCT CTCGGGACCC CTTCAATCCC TTTNCIGATT TGTGCTGCCT TTAGCAGNCG GAATGGGCTG 
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GCAGACCACC CTACA3NCTC CTCTGTGTCG GGACACTGTC AGGWTCTCCT CCCTGCATTA GNCICTGCIG AGITTOCEAC 
CATCTCNCCA GGA1GGNGTC CATAGTTCGGG GCAINAAGGA CTCAQGATGG GCCCAGTC 

SEP 3D NO:479: (Length of Sequence = 360 Nucleotides) 

GCATCCTATC TOCTiTAAGA AAAACACTTC TTCAAAATCC TACACTATCA AAAACTOICT TCAGGAA3TG 'ITimTItB I 
<XX3?ITGR3Cr AGIGAGGCIG AGTTCTTAAA TCTITCACCC CCAAGTTAAA AATK3GAGCA ACAAAACAAA ACTCCAGCAA 
GGCATAAAm AGA33VTTAAA GTGCATATAT ACAAIACCAG AAAAGTTTAG ATTGGGAACA GCAAAAA3TT CTAGTGCAAA 
MCTCCmT GCCAGCAAAG CTCCCTCVCT GGAATCAAAG GGCTACAGTA AAACTTAAAA TTOGAACAQG NTTAAGCAAT 
GTCTCTdTT AGTCACAAGT NAAXA3ATCT GCATGCACCC 

SEX) ID NO:480: (Length of Sequence = 322 Nucleotides) 

GAAATTAAGT CTAAGCAAAA AGAAAAAIAA AATCACGAGT TACTGGGTGC AGCACACCAA CATGGCACAT CTATACATAT 
GTAACAAACC TCCCCATCAT GCACATOTAC CCTAAAACTT AAAGTATAAT AAAAAAAAAA AAANTGAAAA GCTTCAGCCA 
GAGCTCACAA TGCTCACAAC TCATTGACCA AAACTATCTC ATACCOTIOT TAGAGCANGG NGCAGGAAAG CAAAACCATT 
CTTCITACTG TTCACTC3GNA TACAAGTTCC ATGAGGGGAT GCAATTTNIN TCITCGNGAC TCCTG1CTCC TCAGGGTATA 
GG 

SBO ID NO:481: (Length of Sequence = 369 Nucleotides) 

CCTGGGCAAA GCATTGATCT GCTAGCCTTG CTCCAGAAGC CTGTTCCTCA CAGTCAAGCC TCAGAAGCCA ACTCCTTTGA 
AACITCCCAA CAGCAGGGCT TTGGCCAAGC CCTTCTTTCTC ACAAATTCGC AACACAACAA TCAGATOGCA CCAGGGACTG 
GCAGCTCCAC TGOOCTCAAC TCCTGTTCTC CTCAGAGCCT GTCATCCGTC CITCGCTCAG GA3TIGGAGA GCTTCCACCA 
CCAAAAATCG CAAACATCAC CAGCTCCCAG ATTTTGGACC ACTTGAAAGC TCCGAGTTTG GGNCAGITIT ANC^CCfiNCC 
CAAGTACACA GCAGAATAGG TACAAGTCAA CCCTACAACT ACTACITCT . 
SEP ID NO:482: (Length of Sequence = 255 Nucleotides) 

GAGAGAATCT CX3CTCTGTCG CCCAGGCTGG AGTGCAGTGG OGCAATCCCG GCTCACTGCA ACCTCCGCCT CCCGGGTTCA 
AGTGATSdN CTGCCTOGGC CTCCCCACTA GTTGGGAITA CGGGUGCACA CCACCGCACC CGGCIGATTT ' ITlUimTn ' 
TCGTAGAGAT GGAGTTTCAC CATGGCTGGG CTCGTCITCA ACTCCTGATC TCAGGTGATC TGCOCGCCTC AGGCTACCAG 
AGTNCTGGGG TTACA 

SEX) ID NO: 483:. (Length of Sequence = 353 Nucleotides) 

CTGGATAATC AGGGCCATCT GCTTEAACAG GATGTAAAGG GGAAGCTCAT GATTAAACAT GGGAAATATG CAGCAAATT3 
CAAGACCTGA GCTTAACOGC ATAATTAGAA CATAATTTTN CACTrCITCC AGAGCATCAG CCAAGCAAAG GACTGAGAAA 
TCTGCAACCC AATICTCCTA AAAAGAAACT TAGGCTTCAC ATTICTGACA TAATTTCTIT TAAAATGAAT ATAAAATTTT 
AITTCTOATA TTTGTAGAGC AIAGGATGAT TGAAATCCAG TH/nUlTlT ATCTGACCTC CATATCTAAT AIGGCTACTG 
COGTTACEAC TCTACAGAAC GCGCAAXAAG TCA 

SEP ID N0;484: (Length of Sequence = 371 Nucleotides) 

GACCCAGAAA ATGGAGCTAG CTACATTTCT CACACTTACT GTCATAATTA CATGTTTATA TTCTATTAGT TGTTAASTATT 
TTTCACCEAT CCTCTCATTA GAATGTTATA CCTATAGAGC AGATACCATT CCAGTTITAA TITTTTGCCC CGACTCCTAG 
TAACTACGTG ACCEATTACA GGGAACTTAA AACAAACAAA AAGTCTGCTG AGTCTGGGAT GTTITAAGGA TCGAAGGAAC 
ATOITGCTCC AATTTGCCTT CACAGAGGGT XACCTCTGCT TTTCTACCGA AICTGGAAIT GCTCCCATGT GGATTTINAA 
GGAATTCCAG TCIACCCTCA GGGGAAGGNC CACATGTAAT GCCAGAGGTC T 
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SEP ID NO:485: (Length of Sequence = 376 Nucleotides) 

GCTCOGACGC TC7IX?TCAAGC TCTGCACOGG CCATGAGTAT GCAGCCAAGA TCATCAACAC CAAGAAGCIG TCAGCCAGAG 
ATCACCAGAA GCTGGAGAGA GAGGCTOGGN TCTGCOGCCT TCTGAAGCAT TCCAACATCG TCOCTCTCCA OGACAGCATC 
TCCGAGGAGG GCTTCCACIA CCTGCTCITC GATCTGGTCA CTGGTGGGGA GCTCTITGAA GACATICTGG CGAGAGAGTA 
CTACAGCGAG GCTGATGCCA GTCACTGTAT CCAGCAGATC CTGGGAGGCC CTICTCCATT CTAACCAAAT GGQGGTOC3TC 
CACAGAGACC TCAAGCCGGA GAACCTGCTT CTWGCCAGCA AAfflNCAAAG GGGCIT 
SEP ID NO:466: (Length of Sequence = 396 Nucleotides) 

TTCATATTPG TGTCTAATTC CAGCIACITT GAAAGCTAAG GCAAGGGGAT TACTCIATTA ATAAATTCTC ATGCTGTTAA 
TAAAGACATA ACCAAGACTC GATAATTCAT AATCAAAAAG CTTAATGGCC TCACAGTTTC ACATGGCT3G GGAGGTCTCA 
CAATTATTGG AGCAAACAAG AGACTITCTT CAGGGGAATC TCCACTTATA AAACCATCAG ATCACGTCAG ACITTTTTCC 
TATCATOAGA ACAGCATGGG AAAATCCCAC CCCCATGATT CAATTACCTC CCACAGGGTC CCTCCCAGGG ACATCTGGAG 
ATTATTACAA TTCAAGATGA GATTTGGTTG GQGACAGAGA GGCCAAACCA TATCAATTAC TTAAGGCTAG GGGTTT 



SEP ID ND:487: (Length of Sequence = 375 Nucleotides) 

TGATTAAAAT AATAGAGTTT AGEAATATGG ATGAATATAA GATAAATATT TAAAAAGCAG TTCTATTTTT ATAGCCCAGC 
AAGATAAACT TCAAATATCT ATTTITTATA AAGATGGATT TACAATAACA TGAAAAATTA AAATGGACCT TGAAATAATA 
AAGACATCTA AACCCTTTTA TGANGACA3A mTITAANG CATTTTTAAA AATOLTITIT CATTGACAAA TAATTATCCN 
TATTIOTGGG GTACACAGTA ATGTTTCAAT ACATATAATA AATAGTGATC AGATCAGAAT AATCAGCTTA TCCATCATTT 
CAAACACTTA TCATTTCTNT GTCTTAGGGG CCATTCAACA TCCTGCTTCT GGCTA 



SEQ ID ND:488: (Length of Sequence = 323 Nucleotides) 

CACT3CATTA ATGATTGGNT TAACAGTATA TAAACAAGGG CCATGGTTTT TTTTACTAAA CTAGGTCTGA AAGATCAATA 
TAAATACTAA TGGGGGCAQG GAGGAGTGTT TIATACCCCA AACTCCAATA TTCCAGCTCT GTCTCCTCTC CTATTATTAT 
AATITGTAAA AATCTTAACG ACGCAGTGAT TCGAGTTTTC GIAACITCAA TGATCICTTA GAGGACAATG CATCITCGTT 
TCAAGAATTT GCTCTATCCG AAGGCCGGAA AAGTACTCGA CCAOGATGAT TAAATACATA AAAGGATGGG TGATTCCTTA 
CCG 

SEQ ID NO:489: (Length of Sequence = 326 Nucleotides) 

TTACCTTITTA CTOTGATCAT AATCTCCCAC CICTCTAAGA GGTITATTTAT TCCTTATITA GAGGGCCTCT 
GCCTGGAATT ATTATATGCT CATCACTTTA TGAAGAATAA AATITGTCTT TCCTGCTTTA AAGTTACATT 
CTCAAATCCT GATCTGGTCC ATTAAAGAGT GTTCGCAGAC AAAGTTTCTG AAAGATTAGA GAAGAATCCC 
GCCCCAACAC TGAACTACAG ACAAACACTA TTTTATITAA ATAAGGNGAC AGdTTCrAA AAGTATACAT 
AAAATA 

SEQ ID ND:490: (Length of Sequence = 186 Nucleotides) 

ctcagatcca tcaagatctg aaactcgcaa gtttggtgca gagaaggtac atgggtitcc 
ccttitctgc aattattitc titgccacat actagccagc aaaccaggca ccittgccag 

ACTTAATATT TTAATTTGAA CTCTCC 



ATTGCCATGT 
OTITCTTCCG 
CCCCAAGATT 
TCCTCTAATA 



TTCITTTCTC ATCTGTATTC 
AGCCATTAAG CTACAAAAAT 



SEP ID NQ:49l: (Length of Sequence = 347 Nucleotides) 
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CCTGTACTTG TOCTCCXTCA TTCACTTAAT TATCATACTT GCCTGGCATC 1TCCAGGTTT CTGATOCTOT TACCCCACTA 
TAGACCAAGT GCAGACAGAA TTTCATTTCT GCnTATTAA GGCACAGTCT TGAGAAACCC ATIGGCTTCA CACACAATTA 
AXTAATT1NT GGCAACAAGC TACTATA1TG GCTPGCATGT CACTTTCACC TCTCTGGGCA TEAGTTINCT CTAATA1TEA 

& TAAAAGAAQG ACATGACTCT CTAAGGTTCC TTGCAGTAAT TATCCAGTITC TATTCTAAXA GATGCTTAAG CATAAAACCC 

* AnTTAATAC TGTCCCAAGG ATOCAGG 



SEP ID NO: 492: (Length of Sequence = 320 Nucleotides) 

GAATITOGNT CCAAAGTTTG GACA3TGCAT TTCATIAATA CX3TCCCTIAA GTTEATITIA ATCTGTATTT TCCTCCTCCC 
TITICTGITC TTICTAATCT CT3TITGCTG TTGTTITCGG TEAAAGAAAC C ALHjTITi.Tr TCGTCCTGTG AGTGGCTCCT 
CTTCAGAATT ITACTGATTT CATCTCCTGG TATCA3TTAG CATCTTGCTC TGTCCGCCGT ACTACTTTAA ACEAGAOGTT 
AGATCTAGAG ATCTCATCTA CTTOGGTAGG AdlTCTCAA GAATACTTGT AAGTAGCTAT TTAGGTACCA GGGGNCACAT 



SEP ID NO:493: (Length of Sequence = 339 Nucleotides) 

TCCCAAGTCT GCTGGAACAT TATCAGATGG CTTAGGGAAG ACGATGGACA ATCGGCATCA CTCAGAGCGG GAGTACATCA 
GGTACCATGC AGCCACAAGT GCTGAACACC TTGTAGCCXX3 CATCCATOGC CTGGCTCATG CTATCA3TGG TGGACIGACC 
ACTGITATAA CTTOGACACT GGAAGGTOIG AAAACAGAAG GGGGICTCAG CX3GTTTCATA TCTGGCCTTG GAAAAGGGCT 
TCTTGGCACr CTAAOCAAGC CANIQGCAGG CGCCCTGGAT TITCCATCAG AAACAQJCCA GGCGCTGAGA GACACAGNCA 
CACTTCAGCG GCCCCAGGN 

SEP ID NO:494: (Length of Sequence = 366 Nucleotides) 

GTAGGCCTTT GGAAAGTAAT TAGGAITAGA TAAAATCATC AGGCTGGGGC CACCATAATC GQGCTGGTTGG LT1TATAAGA 
GGAAGAGAGA CCTGAGCTGA CAOGCATGTN CTTNCCCTCT TGCTATCTGG TGCCCTCAGC CATCjTTAGGG CACAGCAAGA 
AGGCCCTCAC CAGATATTGG GGTGCTCTTN GACCTCCCAC CCTCCAGAAC TCTAAGAAAT AGATTTTTTT ATAHATTACC 
CAGTCTATGA TATTCTOTTA CGOJAACAQtf AAACAGACTA AGACAAGCTT CTTAAACAAA TTGANAATAG AGTTTEAAGA 
TOCAGACTTT CATTGCCTTT AACAGGGGCC AAGAATATCT ATTTCA 

SEO ID NO: 495: (Length of Sequence = 384 Nucleotides) 

OGAGGAAGGC AAGAAGCGCA GGGGGTGGCC CX3CNTGGCCT CGGTCGCCTC OGCTCCTGCT CGCAGCCCCT GIGCTCAGAG 
CTGGAXACAA GA3TCAAGAC CCITCTOTTG CTTOINACCC GCTCCAGCTT GGAGCCACAG ACACCCACCG CCACCCCGGC 
TGGGTCTGCN TCC7TITCCTG TGCCTITCCC TCCAGAATGC GGCCTCAGAC CTAGAAGCTC AACCCCCCTA TGAGGGCCAC 
CTCCIGGGGT AGCTCCTGAC CINCGACCIT ATGTCCAAAT TTCACACCCA TGGTTITTCA THGACCCGG CCCCITCTCG 
CTCATAATCA CAACNAGCIT CdTTGAGAG GGATCAGAGN CCAAITGCAC AAGGAGGAGC OGCT 



SEO ID NO:496 : (Length of Sequence = 342 Nucleotides) 

TACCTEACTA AATGCAATIT TCGAACAGGC CCCCATCTTC AACTGCTATA GCATCTTCCA CACCCTGTAG CCTTCAAACA 
s TCACCTGTTA AAATACTGCC CATTCCATCT CATGTATATC TGCCCATTTA TGGGAGCAGT GAGTGGAACC CTGACAGTGA 

CGGAdTEAA GCTGTACTTC AAAAATGTOG AGAGGGACCC GCATTTTATC CTTGATGTTC CCCITGGACT GATCAGCAGA 
GTGGAGAAGA TTCTa^GCAC AGAGCCATGG AGACAATTCC TGTGGTATAG AGATAGTGTG CAAGGATATG AGGAACTTGC 
GGCTTGCITA TAAAACAGGA AG 
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GATTTATTAA CTATCCCCGA AAATATAAAC ACAAACCAGT AAAAAACAAA ACCGTAAAAC GTCAGGCCTG GAGCTGCAAT 
AAGACAGAGA CAGGAGCAGC TCACACGTCG CCTAGGTGGG GAGGAOGAGG CCATAAATAC TGCAGGAGGG CGGCAAGGGA 
GCCCTAGGGC GAGGGGAAAG CAGGGPGTCG GCAGCGAGAT GQtfTCCNGGG GTTTAGACAC TGCIGGCTTC GGNCCCGGCC 
GGCACCANGA CTCTCACTTC CAGCIGCGAG CAG 



SEP ID NO: 498 : (Length of Sequence = 319 Nucleotides) 

ATTCCCAAAA ATAGAGTCTG GACCTCTTAC CGCTACAAAT TCCAGGTTCT CAGGTACAGC CTCAGAGTAT GCAGATATAA 
TACACCACAG ATGATTCTCT CCCTTTTTTG 'ITlTmTlT ITiTmTiT TXTTGAGACA GAATCTCATT CICTCACCCA 
GC2W3GACTG CAGTGGGCTG ATCTOGGCTC ANTACTTCTC CCGCCTCCNG GNTTCAAGCA ATTCICCTGC CINAGCCTCC 
OGAGTAGCTG GOTCTACAGG NGCACACCAC CATGCCCATC CAATTTTIGG ATXTTAAGTA TACTTGGGGT TTCACCATT 

SEP ID NO:499: (Length of Sequence = 408 Nucleotides) 

GAGAAATACC TAATCTGAAT GACGACTTGA TGGGTGCAGC ACACCAACAT GGCACATCTA TACCTATGTA ACAAACCIGC 
ACATTGTGAC ATGTACTCTA GAACTTAAAG TATAATAATA AAAAAAGAGA ACCTTTAAAA AAAAATAGAC TGCCAGATAG 
ACTAATAAAT AAAAAAGAGA GGTTGAAATA ATCATAAATG ACTAAGGGGA TGTTACCCCA CAGAACTACA AAAAACAAAC 
AAAAAAACCT CAGAGACTAC TAAAACACTC CTATGCACAC AAACTAGAAA ACCTAGAAGA AATGGGTAAA TTTCTGGAAA 
CATACANCCA CCGAAGATIG AACCAGGGAG AGATTAAAGC CCTGAACAGA CTAATAATGG NCTTTCAAAA ATTCAATCAG 
TAATAAAA 

SEP ID NO: 500: (Length of Sequence = 474 Nucleotides) 

ITMTm 1 TTCACTGITA CICTTTTTNA TCTTTGATTG ATAAAAATGA AAATGOCAAA ATGAGGGTTA GCTTAATTTA 
AAGTATAAGC CTAG3TAGCA GCiTl'lNCTA ATCACTCCTG TCXATTTAAA AAATAATCCT CATAGGAGTA TAAACAGAGG 
AAGGAGAAAT GGAGGATGGG CTTAAGAGAA AGAGTATTTC ACAAATGTCT GCATAGCAAA TTCAATTCAT CTACCIACTA 
GCTCCTTCCG TCTTAACXTA CAGGTCTTCT CCCCTCCAAA AAAAAGCATC TITTAGGAAG AAACCACCTT AACACTACCT 
TTAGANGATT GAACTTCCAG GGATAGGTTG TTTGAGAGAA TCACCAAAAG CCAT1TITAA ATGAATTTCT AAATTACGGC 
TITCTCATrC CTTATAATAG TGTAGCAGCC ACCTTCCCTC TACTATCGAA CTTTTAACCA ATAATCCAAG TCCT 

SEQ ID NO: 501: (Length of Sequence = 378 Nucleotides) 

GTGGTGGCGG GOGCCTGACC TCGTGATCOG CCOGCCTCAG CCTCCCAAAG TGTIGGGATT ACAGGCGTGA GCACCGCACC 
CQGCCCTTGT GTACATTTTT ATAAGAGAAT TTTTITAGCr AGGAGTTCAG AATTTTTAAA GTACCATTTG AATGATCTTA 
ATFTENCTTT CATGACAACA CATTCCAAAA TGAATCATGC TTATCTACTA AGAGGGAAAA TGTATTTAAG NTAAGGCTGA 
GAGACTTAAG TTATAGGTGA CCTTAGAGAC CTAAGGTGAG AGACTTGACA CATGGAAGGA CTAACATTAG GGTCTACCTC 
TACCTCAATT TAGTTAGOGA TTTACTACAA TTTCAGAGCT AACAAAAGTA AAAATAAA 



SBO ID NO: 502 : (Length of Sequence = 448 Nucleotides) 

TTTTOGAGAT GGAGTCITCC TCTGTTGCCC AGGCTGGAGT TCAATGGCAC AAACTCGGCT CACTGCAACC TCCX30CTCCC 
AGGTTCAAGC AATHTCCTS CCTCAGCCTC CCGAGTAGCT GGAATTACAG GCACAOGCCA CCATGCCCAG CTAATTTTIG 
TATTITAGTA GAGACGGGGG TTTCACCATG TTQGCCAGGC TGGTCTCAAA CTCCTGAACT CAGGTGATCC ACTCCCTOGG 
CCTCCCAAAG GGTIGGGATT GCAGGCCTGA GCACCAOGNC CAGCCATGAT CCTTAAACTT CTTTTAAGAG CTATAATAAC 
TGGAAATCAT GATGCTCTTT AAGGAATACC AATTGGATGT ATTATTGATG TATTTAATTC CATCCATATG NAGTAGAAAC 
AGinTCATT AGCAGAAGGC AATTATATTA TAGCTACACA ATATAAAG 
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SEP ID NP:503: (Length of Sequence = 446 Nucleotides) 

CTACACTACC CATCTCCATT TTCAGAGAGC TCCGATOGAA ATITCTATGA ACTAA3TCTC CTGCACAIAC TITGCTACAA 
CTGGGCTACT GGAGCCACCT TCCITCGITC AATCAAACAG CATTTATTCA GCTTATTTAA TGAACACTAT CCAAGA1ACT 
TGGGGGACAG AAATCAAAAG ATGGGGAGAC CICTCAAACA TATGG7EACEA TGTCTATCCA AAAXAACATT GGAATOEAGA 

rrcacAGias aaggcagggc aggcatggaa gaattctgag aatgactgtcg acagctccta cctcimcag ctcitcaagc 

TCCIGCTCGA AGCGGTCACT CAGCAAATCT ACTAGCTGGC TCCGQGCAAA AGTCOGCCCG GCTGGAQGAA ACTGAATTCC 
GGGATCTACA GAGCAGGTAG AGGGCATGCG GCCCAGCCCT CAAGCA 

SEP ID NP:504: (Length of Sequence = 248 Nucleotides) 

TIGCTCrrCT TTTCTACCAT GGGAACGTCC TTCTCAGGGG ATTTINAGGT CTCX3CTC3TTT CICTGTTTCT NAAIAGGCAG 
TTTCTOGCTG TOGGCTAAGG GCITATCCAG GNCAAIATCC AGAGCCCTGT AGGGGTCGTT GGGCTCTTTG TCATCCTCJGT 
OGCTGGGCAG AGCAITCTCA GGCATCTCCT CTGTNAGGAT GTCCACCTGC TQGGCAAGGG O^TGTCCTC GTCGCTCTCC 
CTGGGCAA 

SEP ID NO: 505: (Length of Sequence = 367 Nucleotides) 

GCIATGTTGC CCAGGCTGTT CTCAAACCCT TGAGCTCAAG CAGTCCTCTC ACCTCTCTCC CAAAGTNCTG GGATIACAGG 
CA3GAGCGAC TCTNCTGQGC TTACTAAATT TTAAAAGATT TGTGTTCAAC CATCTGCTGA TCATGGAGCA GCAGAGAAAT 
TXA3TGACAG ATTTTCTAGG GTCATCACTG ATCACAATCT GNTGCCAGAA CAAGCCIGTA ATGCTGATGA AACATCACTG 
TTCTGGCAIT ATO3CTCCAG AAAGATACTG ACTACAGCTG ATGCAAAGGC CCCTGTAGGC AGTAAGGATG CCAAGGACAG 
AATAACIGTT CTGGAAIGTG CTAAXAATGC AGCAGGCATT CAATAAG 

SEP ID NO:506: (Length of Sequence = 419 Nucleotides) 

ACACCTGGTG ACITTAGCTA TGCCTATCAA AAGCCTGAGG AAACAACCAG GTCCCCAGAT GAAGAAGATT ATGACTATCA 
CTCITATGAG AAGACCACCC GGACCTCAGA TGTGGCTGGC TATEACTATG AGAAGATAGA GAGAACCACA AAATCTCCAA 
CTGACACTGG CTACTCCIAT GAGACCATTG GGAAAACTAC CAAGACCCCT GAAGATGGTG ACTATTCCTA TGAAATTATT 
GAGAAGACCA CACGGACCCC TGAAGAGGCT GGGTACTCAT ATCACATAAG TGAAAAGACC ACCAGCCCCC CCGAAGTCAG 
TGGTTACAGC XATGAAAAGA CTGAGAGCTC TAGAAGGCTT CTGGGATGAC ATCAGCAATG GCTATGGATG GACTCTAAGG 
ATGGTTGGCC ACACAACTT 

SEP ID NO:507: (Length of Sequence = 417 Nucleotides) 

GAAAACTATT TTACITAAAA AATATTCTAT TACTTCAATG TCATGTCTGT TGAAQGAGGA ACTCAACATG CITATITN CC 
TTTGG1TCCA AGAAAAACCC AAGTCTAACC AAATGTATGC CACAAGGAAC TGCCAACTGG GTEAAAGCTr GGTAITITCC 
TGGTTATCAC CCTATTTCCT GCTCTAGGAC CTGGGG'lTi'A ATAGAGACAT TTACAXAAAA AAGCTATTTG GTTAAAACAA 
GAAATATCCA TGCNCTTCCT TAOCACCTTC CTGGGAAAGA ACTGCTTTTr ITNLTlTLTr TCTGTPGAATC TTGTITCAAGA 
CATCCTGTAG TTIAGATATA TGGGCTGCTT dTlTiTACC . CTCAAGCTTT TAGCTGACAC TTATAAAGCT GAGCATATCA 
TTCIATAAAA TGGAAGA 

SEP ID NO:508: (Length of Sequence = 308 Nucleotides) 

CTGTTTAGAA AAAAAAGTGC AGCTCACICT CAGCACTCAT TGAATTTTGC ATAAACATCC TTTITGAGGC TGAAGCAAAT 
CTGACTGATT TTCAATGTGA AAATAAAATA TAAAANCTGT TTITAGAGTT ATTEATTAAC AGAACTAACA TCAGAATTAT 
TTGAATCACC AGAATAATCA ATTCTGGAAA AATCAGATTC ATCAGATTAA TdTTGGCCA ACAACTGTTC AAGAACAAT3 
1TAACATCTG CATGGCAATG CTACATTINC TAGGATTIGA CAXTTTCAGC AATTGAGGAA TTACTATA 
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SEP ID NO: 509: (Length of Sequence = 370 Nucleotides) 

TTTTTCAGAC GGACTTTCAC TCTTGTTCCC CAGGCTGGAG T3CAATOGCA TGATCTCGGC TCACCGCAAC CTCOGCCTCC 
OGGGTTCAAG OGATTCTCCT GCCTCAGCCT CCCAAGTAGC TGGGATTACA GGGACGOGCC ACCACGCCTG GCIGATTTTO 
TATTTTEAGT AGACACGGGT TITCACCATG TTGGTCAGGC TGGTCTCAAA CTCCCGACCT CAAGTACTCT GCCTSCCTCA 
ACCTCCCAAA GTGCTGGGAT TACAGGCCTG AGCACITCCG CCTQGCCGTS ACTGATTITT TITCATCTAG AATTCTCAAC 
ACGAGAGATC ACAAGTCGAG CAdTTQAAA GACCCTOGCT TCTGTGCAOG 

SEP ID NO: 510: (Length of Sequence = 446 Nucleotides) , 

TCTTTCCTCT TACTTTCCIT CCTTCCCTCC TTTCATATGA GAGACTCTAT ATGGAAAAGG AAGCIGAAGT GGCCTGCACA 
CGATATAGAA AAGCCATATT AdTTCCTAA GACTGGTAAT CCGGCAATAC CTAATGCAGC ACATGGCTAG AGACTCCACA 
TTTGCCCAAC TICTCTGCTC ATCATTTGCC ACICTTCTGT AAATTTCCCA CTCCCCTCAC AGAAAGCACA TGGCACCATT 
TAAAATCGCT GCTCACICTC TAAGGGAGGT CTCACAGGCT GCTACTGAGC CCTCTCCCAA TAGTCAAGTT CTCCACAAAT 
GGGGAGACTT CTCCCAGGAG GAGGGGAGGC CTGGAGATCG GCATCCAGTG GGCAATGTCA GCTGCCCTCC AGGTTCTTGC 
TTGCCCTTTT TCCGCCCTGG GTCAGTATAC AAGCTTTOGG GGGACA 

SEP ID NO; 511: (Length of Sequence = 354 Nucleotides) 

AATACCAAAC TGAACAAACC TGTCTCTTTC TGGTTAAAAC AAAAAAAAAA AAACAAAAAC AAACAAACAA AAAAAATCAC 
ACAGTTTAAT AAAGANGCAA CTTCTTOCTT TTAGGNGCAA GGACTACCAA TCTAATTCCT ATCXATTGAG CCCCCAAAAG 
CTCCCTTCAG AGTCTTTCTT CTCTTTATCA ACAGAAAAGT CTAGAATGAN TATTCACAGT TTTCTAAGAA AAOCAGAAAG 
e XTXTA AGCA GCATTAGCTG CaJCATATTTC TCT "TCCTAT AGTTACCATA GATCAGTACA GCITTACACT AGGGGGCTGG 
GAGTTCAGAC TCACAGCAGA GACTNCTGGG GTAG 

SEP ID NO-.512: (Length of Sequence « 374 Nucleotides) 

CATCTATATT ACAAAAAAGT TCCTGTACCA AAGTTCTTAT TAGACTTTAT TTITCTTTTT TTAATITTTA AAATTTTTTT 
' lUXTlTXA TT TITATITI ' IT AAATTTNCTC TCCTCCTGCT GACTGTCATC TGATXCTCTC AGITICTQGA CCAAACAAAC 
ACACTAATAA ' ITITA AATCT GAAACAGTCA TTUTCCCTTT NGGCTCATGT ATGTACAGGG TGATCAGAAG T3GTACCTCT 
TAGCAAAAGT GTCAOGATGC TGCACCTCTA CCGAAACTGA TACCCAOGAA CTACGGAATC TAAACAGACT ACACCCIGTA 
ACTCCGTATT ACICTCCACA ATGGGGATCT CCAAAGACAA AAGAGGTATG GAAA 

SEP ID NO: 513 : (Length of Sequence = 463 Nucleotides) 

ATCAGCAGAT TTINCTCTGG TGAATGTCTA ATCACTGTGA TITCCATAGG CTATACTTAC CiTlTGGGGG CTACITGCCA 
ACTATGTTITG GTCAGTATCC TTGCAAACAA CAGACTGACA GATTCTAAAA ATGACITTGC AGGCCAGTAC TAAGAAAGAC 
ACCAAGGTTC ATGGGCTTGC AAATAAAAAG TCCATAACIT CCCTGCCCTA dTCACCAAG TGAAATOGAG TTCCTCACAC 
TTCTGCACAC AGCTCTTTCA GGATCTICCC TTCCCTTCAA GGCTGTCTGA TCITCAGTTT AATTTGATTG TATTTGTATA 
AACTGCTGAG TGTTGAGTCC TCAAAGAAAT TTACTTTCAG TCTAANGCCC CCTTGGGACA AGAAAGTGGC AACCAGGCAA 
ATCATTCATT ACTTATITCT TTGAGTATCA CnTGTGATT CTCCCAGGGC TCTATTACAC ATA 

SEP ID NO: 514: (Length of Sequence - 396 Nucleotides) 

CCAACCCAGA AAACGTTTCC TGGCTCTCTA CTAACAGTAA AATCTCCTGA GCCCAAATTT TCTGCTCTAA CATGGGTCCC 
ACGGACCTAT CAGTOTXTC TGGGCTGCTG ACCTGCTGGG TCCTGAGCAG GGTCnTCCC TAAGCATCAC TOK3GGTITG 
GAGACAGCTG TAATGTGTGC AGCTGTTCAGC AGAAACTACA ATGCCACTGG GCTACATATC TCCATATCAT CCACCACCAT 
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TTCCCACIGT AAAACCAAAG GCTGCAACTG TGAACAAATC TQGACTTCCT CAAAGGACAA ATGAGGAGAC TGAAGGCTAC 
ATITCCTCCT TTGAGAACCC ATEAGAGACT GTCTACAGTT ATACAACAGG TTTCTGCAAG ACCCTCTGGG TAACIT 

^ SEP ID NO:515: (Length of Sequence = 416 Nucleotides) 

* ACAAAACAAA AAGTAGTAGC ATCTCTGTGA GAGCTACACA GTTAGAAAAA TGAHTCCACA CAOGAGTAAA GAGAITEACC 

AGGAAGAGTC TAVfrmvia AAAGITCATA CAACTAGTAG AAAAATACIT GTCAG1GGTA AATAGAGCAG AACTAGAAAA 
AGCAGTTAAT CTA3TAGATC AGATCAGAGT GTAAGGCAGG TATATCAGGC CAAAGCTGAT AAGACAGAGC AGAAATAAAG 
TA3TG1TAAT TCATCCATTT NCTGACTCAT TTATTTATAC ATIGA1ACIG TCACTTAIAA ATCAAATCTT ACAGGTCAGG 
TTCTCIGCTA AGCTCAGGGG NTAIAAAANG AAAEANCTCA CTCCACTOGC CCTCACGGGG GCCCACCAGT ATAACIQGCT 
AGAIAGITCT AXAAAG 

SEP ID NO:516: (Length of Sequence = 368 Nucleotides) 

CCCATGGAGC TOGAGAACAT OGTAGCGAAC AOGGTGCEAC TCAAGGCCOG GGAAGGTGGC GGTGGAAATC GCAAAGGCAA 
AAGCAAGAAA TCGCGGCAGA TGCTCCAGTT CCXTCACATC AGCCAGIGCG AAGAGCTGCG GCJX&GCCTC GAGCGTGACT 
ATCACAGCCT GTGGGAGOGG CANCCATTGG GCGCX7IGCTG TTCCGAGAGT TClTsTI G CCAC GAGGCCX3GAG CTNAGCOGCT 
GCCTCGCCTT CCTGGATCGG GIGGCCGAGT ATCAAGIGAC CCOGGATNAC AAGCGGAAGG CATGTGGGGG GCANTAACCG 
CAfiAATTTTC TNAGNCACAN GGCTCCTGAC CTCATCCCTG AGGTTCCC 

SEP ID NO: 517: (Length of Sequence = 393 Nucleotides) 

CXXAGCGCCT GGAGAGCCAG CCCTGCAGGG TGGGCTGGGC GAGCCAAACT GCX3TTCCIGG TGCAGGGCTT OGGGTCTCCC 
TAACAGACCT TAIACGCTGA COGGCGGCCG CCATGGCAGT CTCTCTTTCC TCAGACATCC AGGGACGACC ACATTCGTCC 
AACAGCGGTC GCTCCACCAA TCCIGGGAGA AGCGAATCGT TTTCTCCGCG TCCCCTCTCA GCOGCTCATC GTGCCCAGAG 
AGGAATTTCA GTGGCAGCAT TCCGGCIGTC ACC2TCACCGA AATINCCAGG CCACTCCAAG TCAGAAGGGA CX^CCAGGAA 
AAGTTCAGGAA GAGAACCACC ATCAAGCTCC CAGGCTCITT TTTTGIGACA AGGACITAGA GGGCTTTGGG TCT 

SEP ID ND:518: (length of Sequence = 465 Nucleotides) 

CCTTCTCTGC AGATAGAAGA GCCAGAA3GG GAAAAGGGAA GATCCATCAA CCTCTCTGAG CTCATTGATG TTTACAGTGA 
TGCTGTTGAA CTACTCCAGA TGGTCAAGGC ACCAGATTCC AACTGCAGCA ACCTTCTGAT TACAACCAGA CAAAGCCTTG 
TMCIXJCI'IXJS GGGGCAAAAT CTGACACCTT ACTGGGCATT GAGACITCAA GGCCTGOGCA GCAGCCTACT CCTGGATATT 
TCACTGATGA TCAGACATTA GACTTCCTTC TGCAGATACA GGATCGAGIT GGGATCAAAA AGATCATGGT TGTGGATGGT 
GACTCTGGGC TCCATTGTTT GGACTTACCG TGCTCCGTIG TCACATGAAA GAAAACGGCC AGCCACCTCA GCAGTTACTT 
TCAGACCAGA AGTOTGTCTT TCCTCTTCIG GGGCCGAAGG CTIGTCAGGT TGCATCTTCC CAATT 

SEP ID NO:519: (Length of Sequence = 382 Nucleotides) 

GGCCGTCGGT AACAGAAAAC TCAGTGCATA CITTGCTGTT GITAGGriTCT CAAXATAGTC TTTCTGTAGG ATGGATAGCA 
TGTTIGAGAG GTTGCCAAACA AGAACTITIG GGCTTAGTAG 'lUimurifcT GGAGGGTATT ACAGGACTGT CTAATTATAG 
GACTCTAACT TGACATGGCT TGGCACCCAC TTGCAGCTAG TCGCTACAGG GTACAAAAGA TGTTAGAGAA AAGCTCTACA 
GAITAOGEAC TTCTGTGTCT TCGTATGCTC AACACICTCC ' I ' mUlX CTC CATGAAAGAT GAAGGAAGCA AATTTATGTA 
TCTNCTTTCT TTCACCTTCT TTAATCCTCT GATACTTTTT AGATTGCATC ATTTTACTAG GC 

SEP ID NO: 520: (Length of Sequence = 304 Nucleotides) 
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CCAAGACTGC TGATCTCTAA ACAAGCATCA AAACCOGAAG CTCATTAACA TCAGAGTGAG CTTCAATAAG GTGANCACTA 
CAATGATGTA CAATTACATC CTAATANTTC ANTGCCCAAG AGCCCTUTAG AACTATTGCA AGGCCCAGC3J TTATCACAGT 
ATGCAAATGC ACTAGGAAAA TCATTACCTA TTTAGTCCCC TTIATTTIGG TGGGTTTAAC ATGAGAAGAG TAATCCATGC 
TACAAGAOGA GATTTCATIT TACAGCTGTA GTAGCCAAGT G~\TAAAAGC TTGANTCTGT CCCA 



SEP ID NO:521: (Length of Sequence = 360 Nucleotides) 

TIGAGACGGA GCTTTCCCIG TCACCCATGC TGGAGT3CAG TGGCGCTATC TCAGCTCACT ACAACCTCCA CCTCCCAGGT 
. CCAAGTCATT CTCCOGCCTC AGCCTCCCAA GCAGCTQGGA TTACAGGCGT GAGTCACCIG CCTCAGCCTC CCACAGTGCT 
GGGATTACAG GTGTGAGCCA CTGCGCCAGG CCICCCAAGG TGTTGGGATT ACAGGCGTGA GCACOGCTCC GGGCCTCCCA 
CACTGCTAGG ATTACAGCTG TCAGCTGCTG CACCIGGCAA TTTTTTGATA TTAGGTCCCC TGAAGTCCAA AAAGAGATAT 
ATGGCTTATT TGGTATAATG AAATCATACA GGAAGGCATT 

SEP ID NO: 522: (Length of Sequence = 287 Nucleotides) 

TTGAGGAACT TCTCITGCTG GTCAGGAAAT TCINTTGAGT TCTCTAGGAA TTTTTATAGC TTCTTTIGCA TTCAGTTCTA 
TCAACAAGCC AGCAGCAACT CAAAGGGAAG CCIXXTNCTG GCATATCAAT CACACAGGCA CATAGGATCA TATAGCATAT 
AGGATCAGTC CCAAGAAGAA CTATNGGGTN GGGGAGAGGT TTTTCTTCCA CITCTPGGGN TTCACTGACT TTGAGATCGA 

ccrcrrmT cx^ntggaca aaatgtcatc acaccaacat cttattg 
SEP TP NO: 523 : (Length of Sequence = 318 Nucleotides) 

CCTTCTCTCT ACTAAAAATA CAAAAATCAG CCGGGCATGG TCTCAOGTGT CTGTMATCCC AGCTACTCGG GAGGCTGAGG 
CAGAAAAATT GCTTGAACCT GGGAGGCAGA GGTTGCAGAC AGCTGAGATC ACTCCATTGC ACTCCAGCCT GGGCAACAAG 
AGCAAAACTT TGTCTACAAG TCCTCCTACG CTGACAGGTC CTCACTCACC TGAATCnTT ACGCCAGCAG OTICTCTTCA 
CXGAOGTOCT TCTNCATCCC GGAAATAGGA CCITCCCTTG CCANCGGGCA GIGCTGGCIG CATGCAGTCG TTACTTIT 



SEP ID NO: 524: (Length of Sequence = 238 Nucleotides) 

ATCTCATTGG AGCCAGGGTT CCAGTTCTCA TGCAAGTCGG CCACAGGAGC CACGGAACCG CAGTAGGATT TCTACTGTTA 
TACAGCCCTT GAGGCAGAAT GCAGCAGAAG TTGTGGACCT TACCCTTGAT GAAGATGGTA AATTGAAGTA CTAACAGTAG 
AAAATTATGA AAGGAGTTTG ATAAAAGGAA ATCTCTTAAT ATGCTAGAAA CTCCTCCTGC TTACTGGTAA TATATTAT 



SEP ID NO: 525: (Length of Sequence = 168 Nucleotides) 

CCAA1GAGTG TGGACCCTAA ATITAAACAG CTAAAGCTAT AGTCIAAGGA CAGTCTCAAA TAAATACCTT TCAATTGTCA 
TATGGTGCCC AGGAGOTTCr TCTGGAAAGG GITTCKTGGV AGTGAAAGAT GTAATANCTC TITITIOTT 1TAACCCTAA 
GCCTSTCC 



SEQ ID NO: 526 : (Length of Sequence = 387 Nucleotides) 

GGAGGTCACA CGGTCAAACA GACACAGTIA TATACAACAG GGCAGCTTTT TAAAAAGAGTT TCCTCTCAGA CGCATTTTTC 
CTGCTCCCTA AAAAGCCGAG GAAGATACIG GNTCCACAGA AAGAAAAGGC AATGCCGTAA CATGAGGCCC TCATGGCCGC 
ACQCTCCAGG GGAAGGGCTG TTAAAAACAC AAGTATTCIT CTGAAATACT TCGATCTGAG CATTAAGGCA GGTCTCCAGG 
AGATCCGTCC TGGGGACKX5 GACAGCAACG CIACOGGCTC CGAGAGGACA GTTAAATGTC GCCTCCCGGC AAGAGGGGCG 
GAGAGATCAG ACAAGGAGTT GITCCTGAGT TOAAACCTGC TACAACAGCA AACTCCAATA AACTCAA 

SEP ID NO: 527: (Length of Sequence = 336 Nucleotides) 
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TTTGCAGTTT TACATTCCCC TAGTACATCC CTGCTEACTC GGGAGCACAA AGCTTOGTTG TAAGAAATTG TGATTCGGAA 
GTAGAGAAAA GCAAGGAAGT CCAACCTCAG GAGICTCTCT CTTACTAAGA GGAGACTGAG ATCCAGGGTC TGGGAGATGA 
TCTGAAGGTC TATGGCTGGG GAGT3CCACA. GGAAGAAGGG TK7TGGTCGG AGTEAAAGGA QGAXATATCT ATATOCIGGG 
AGATGAGCTG AATTCAGAAC ACATCGAATG GGAACAAITC TOXXSVTACT GCGTTTAAGC CAAATEAGGC TOGCATCXXT 
CACCACGGCC AACTAA 

SEP 3D NO: 528: (Length of Sequence = 482 Nucleotides) 

TTTTACTCVA GCCTGAGGAG GGGGCCTCCT AAGGAAAGTC ATGCTQGGTA AACTCTGCGA TGTTACAGAG CACAITGAGT 
CTGTCGTCAT CGTGGTTCIT CTA.TCTTCAC TGTCACCTGT ATOCTGTTAC ACAXACTCAG TTCCTAATTG TAAGCTCAAT 
TTTGGTAITA GCAAAAGCAT CTGTCAGTIT TTCCTCAATT ACTCACACCT CTTCTTCCCr AAA1AAAACA AAGAAACAAA 
GAAAACAAGT GTGGTOICAT TACAOGTCTC GGGAGTTCCT OTTCACTGAC TTEATAIAXA TANAANAAAG AATGCACATO 
CGGGCCACGT TCACAGA3AG ACAGATTCAC COGAAATTGA GGAATGAGGG GCCITAAAGG CTGCOGANAA NCAAAATGGG 
CTGGAAATTA GCAANCGTTG TTTTCCGGTC AATTOCCAAT TOTGCACTGG CTGCGTTCAG ACAAGNCCAT CTTCCAATIT 
CC 

SEX) ID NO:529: (Length of Sequence = 412 Nucleotides) 

CTCTCAGACA GTAXCCTCCT CGAAGCAGGA ATCCTAGTAA ATCTCATCTG CGGCATGCGA TTCCTACTGC AGAGAGGGGA 
CCTQGCTEAT TAGAAAGTCC TTCAATATTT AACTICACTG CAGATCGAIT AATTAATOCT GTCCGGAGTC CACAAACAAG 
GCAAGCAGGT CAAACTAGAA CACGGATTCA AAACCCTTCA GCA3ATCCCA AGAGAGAGGC TGGGCCIGGG CGTC7IGGAGC 
CAGGCAGTCT CGAATCCTCT CCTGGTTTAG GGAGGGGAAG GAAGAATTCC TTTQGCTACC GGAAGAAAAG GGAGGAGAAG 
TTTACAAGCA GCCAGACACA GTOTNCAAC GNCACCAAAG CCTCOCTCGC CAAGdTTCG AGCTGGGGGC TTTTCCAGCT 
TTCCCTCCAT XA 

SEP ID NO:530: (Length of Sequence = 301 Nucleotides) 

ACTTTTTAAT AATAGTCATT TAAACTGGGT GAGATAAXAT CTCATIGTGG TTTXNATTIG CATTTCTCTG ATCCTIACTG 
GTCTTGAGCA TTTCTNCATA TAACTNCTGG CXZATITCTAT GTLT1T1T1T Tl'l'l'lTlTIT ■1T1T1T1TLSA GATCGAGTCT 
CACTTICTCA CCCAGGCT3G ACTGCAGTGG CGCAATCTIG GCITACIGCA ACCTCCACIT TCTGGGITCA ACTGATTCTC 
CIGCCTCAGC CTCCCAACTA GCTGGGATTA. CAGGNGCCCA CCACCACGCC CAGCIAAITT T 

SEP 3D NO: 531: (Length of Sequence = 312 Nucleotides) 

CAGATCAGAC CAGGCCITGA CAGTGGGGGC AAGTCCIACC AACXTTCCACA GCACATCCAG CAGGNCAACT GTGGCTCAGC 
AGCTGCCAAA TGGAGCCCAT GGGCAGAAGA TGCCCACAGC GTTCCAGATG TGTEXalGCTCT GAGAGATAAA AGGACACAGA 
ACAAGATOAC TCTGCAAATA GCCAAGTQGT GGCAGAAGTT CTCCATITCC AAGAGATCAT CXACTCAATA ATTTGACGAT 
ACTAGITCGC CAACATGCTC AGAGAAAACA OTCTTATCCA CATCTGGAGC CTCA1TCTCT CTCAGGATCA TT 

SEP ID ND:532: (Length of Sequence = 313 Nucleotides) 

GCACAACTCT CGACCTTTGG GAGCAGCCAG GGAGGAGTCA CTCTCCCAGC CCCCTGGCCT AGGCACAAAG GGGTGGGAGA 
GACAGCTGGG CCAATATGGT CTATTACOGC CTGAAACCCC GCCGAACCAC CCTIAACTCT GCX7ITCAGGC ATATCCCCCC 
AOGTCCATGT CCAGGAGCCC CCCTACTGTC CIGGTCATCT CTGGCCOGGG GAATAATOGA GGAGATGCTC TG&TCTGTGC 
TCGACACCTC AAACTCnTG TGAGTAICTG GGGAGGGGCT GTGGGGGAGG AGGGOGTNAG GGCTCTGGGA TCT 

SEP 3D NO: 533: (Length of Sequence = 378 Nucleotides) 
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CTAATTCCAT CT3GCTGACT GGGTAACAGA TTTGAAGGGT ATCACAGACC TTCATCITCT AGCTCATCGC AGTCTATTCT 
TTCITGCTTG TCTCTGTCTC CCGTTGTATT GCCATCCTCA AGGGCAAAGA CT3CATCTIT GTATTCCCAG CTCCTAGGCC 
TGAGTCAGGC ACATACTAGG AATTCAGAAA GTATCTTTIG GATGTAACAT TCCTC LTXT1 ' TCCTGGACAA AATGGOdTT 
TCTCCGCTGC ATTGTCCTTT CGATAGAGGA GGGGTTGGGG CAGGATTCIN AGATGACTOT CTTTGAATCT TCAGTTAGCT 
AAGACAAGGA TACGTOITIT CCATGCTGCA AATCTAAAGG GTTCTAGTGA GGTOCTTC 

SEP ID NO:534: (Length of Sequence = 374 Nucleotides) 

Vrmi-mT GTCCAAGGIT TATCAAATTA ATTGATTTIG GGGGGCAAGA TAAAAATTTT NATTTGA1TA ACTITCTCTA 
TIGGITITIG ITTTCAATrT CATTTATTTC TTCTITTATC TTTATAATGT NCTTACATCT GCITGGTTPG GGCTGGGCAC 
AGGGGCTCAT GCCTGTAATC CCAGTACTTT GGGAGGCCAA GCTGGGCAGA TCACTTGAGA CCAGGAGTTT GAGACCAGCC 
TOGCCAACAT GGCGAAACCC CGTCTCTGCT AGAAATATAG AAATTGGCCA GCTCTGGTGG CCAGCACCTG TGATCCTAGC 
TACTCGAGAG GCTGAGGCAG GAGAATGGCG TCAACCCGGG AGGGCAGAGC TTX3C 



SEP ID NO:535: (Length of Sequence = 433 Nucleotides) 

TGCOGACTGA TTCCAAGTCC CCAGGAGGGC TGTGAATGCT AATAGATATT TGGGGITTAT CTACATCGAT AAATCAGAAT 
TGTTAACATT ATTTATAAAG ATAATACTTA CATAATTTTN AAATTCACAA AGATIGTTTG GCTTAATGAT TTCTAAATGT 
ATGCAATATA ACATTAGGCG GCTTTIATTA ATTCTATTTA TGTAATGGAA AAGCTCAATT CAGCAAAAAA CAGATCTGAT 
GGGATITGGT TATTCTCTAC CTGATCAGAA CAAAGCCTTA CTITACATTC CTGACTACOG ATTGGCTGAG GGATTGTCTA 
ATAGAATGGA GCnTCITTT GAGCGGTATC CATGTGTACA AAATTGGGCT GCTTTACCTG TGACCCACGG ATTGCTGGAG 
GAGCTK1- AA ATGTAGTCAG CQTTITCTTT TGG 



SEP ID NO:536: (Length of Sequence = 438 Nucleotides) 

GATGAATTAA GAGGGAAATT TATAAAGTAA AATCTTTAGC GCTCTTGATC AAAGAGTTCC AGGCCGGGCG TGGTGGCTCA 
. TGCCTGTAAT CCCAGCACIT TGGGAGGCTG AGGTGGGCAG ATCACGAGGT CAGGAGATCA AGACCATCCT AACACGGTCA 
AACCCC^TCT CTACXAAAAA TACAAAAAAT TAGCCGGGCA TGCTGGCAGG TGCCPGTAGT CCCAGCTATT TGGGAGGCTG 
AGGCAGAAGA GGAATICCTG CAGCCCGGGG GATCCACTAG TTCTAGAGCG GCCGCCACCG CGCTTGGAGC TCCAGCTTIT 
TTCITCCCIT TACTGAGGGT TAATTTCGAG CITGGOGTAA ATCATGGGTC ATAGCTGTTT TCCTGTCTGA AATTGTTATC 
CGNTCACAAT TCCACACAAC ATACGAGCCG GAAAGCAT 



SEX? ID NO: 537: (Length of Sequence = 316 Nucleotides) 

TAGTAGGACT AAAGCCCCGT TTTGGTCACA CICTCACCTA GCTGAGAACC TGACCAAAAA TGTGGAATTA TTAAACAAAA 
T3ATGGGAAG QZAATGTNCT GAAACTGAGC TCTTGCACTA GGCCCCCACA GACCAAATTA AAATGGAGTC ACTAGTGCTA 
AATGCTTTGG AGTCAAACAG AAATGTTAAA GAAGATAGAT CCCAAAACAG AGCACTGTTT TATTTITCTC CAGAAAACAG 
GAGATTCCAG CATAATAAGA AAGTCTCCTC TGTTIGTAACC CTTACAAAAA ACTAACCIGA AGTAACCATT TlTlTi' 

SEP ID NO:538: (Length of Sequence = 303 Nucleotides) 

ATCITCATGG GCGTCCTAAC TGTAACAAAA ACCCCACAAT TTGAACAGAA GAACAGAAGT ATCIGGTTAC AGAAGTGCAT 
TCATACATTT CACAAATGTT TCAGTATCCT CITCTCCCCG ACCCCAGCAT GAGCTTTAAT TGGATCTATT TATTCTTTCA 
CCAGCATGCC CATGAAGGNG CTAAGGAAAA CATTTACCAA GTCICTTTCA AAATCTGTCC TTGGCATATC AAACITTTTC 
TCTTCCTTTT TCATGC1T1T TTTTAAAAAA AAAAACAGGA GAAAGOGAAT AGAGAGGAAA GAG 

SEP ID NO:539: (Length of Sequence = 362 Nucleotides) 
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CATOTCATAG TGGOCTOCTC TCCEAACACA GCACAATTCA QGGCATATTT TCATCATGCT OTVTCACTCG AXIACAACAC 
AICTCTICAT TAAACTCTTG GGAAAGAGGC TPCAACTTIN CICTGTTGAG AAAACTTCAC AGGICTGTAA AGTTIGATCA 
GIAT3TATAA TA3MTINAT TACATATATT TOATTTINAT TTTTCATnT TITCCAXACA TAGCAGGICT AIIMACTTAT 
GGGTITATATC AGATATTCTG AIAAAGGCAT GCAAICTGTA AXAATCACAT CAGGGTAAAT GCAGTATCTA TCCATCACCC 
CAAGQCTITA TOTTTTCTCT IT^CATACACT CCAATTACAC TC 

SEP ID ND!540: (Length of Sequence = 416 Nucleotides) 

CACCAGGGAG AACCAATACA ACAGAAAAAA AGCAGAGAAC AGCI W XUlUr CCTCCCAGGT CEACCAAAGA TAGTCATCCA 
AACATCAACA GATCAGAAGG CTGTTTITCA AGAAGGTGAA AGTCACAGAN TAITCAATGA ATCTCAACAC ATCAAGATAC 
TGAGACACCA GIAGTTCAGC AATAAGTOGA GAGAAAACTA AGCAAATGAG AAACTEAGGA ACAA3TAIGC AGCAAAGAAC 
AACIX3GATAA GCTGAAAAGT GTITAAAGAT GCTGCCGTAA ACACTAAGXA TCACAATCAA ATTCTGA3TT GEAAAAAXAG 
AQGEA3X3GGA AGGGTACANG TATOTTTGTG GGGCAAAATG GIGAGGAGAG CTTAAACCCT CITCTTCCTT AATGAGGAAT 
TAAATAATCC CATXAA 

SEP ID NO:541: (Length of Sequence = 341 Nucleotides) 

GAAAracrrc caggcxtitcg aaaggccatc ctitogacac atgtaaaaag cTOivritriT ggcocxtptat TCCCACTGAC 

CCGrTCTGAGT GATCACCCAG GAGCGCGGOG GCAGCAAGCA GAGCTCACCG GATTTGQGAC AAGGATTTTA AAGGCAGCTA 
■CAAAGCTGAG CTCTA3TIX3C IGMGATACT CTCTGITCAG CIGTTTAAAA TCACICTCTG ACTCACCATO GTAATTTTNC 
ACAAATEAAA AACACATTTT GGGTIGTCCA ACAGTGGTTC TCATCTITCC AGGCAGGCAG ATIATTrTAA TGCTGITTAT 
ACAGGGAATT GGGACTCTCG G 

SEP ID NO:542: (Length of Sequence = 334 Nucleotides) 

nuniimC CTACCTTAAC CAATACCTCC TGGAAAAAAG AGGTATTQGT ATAAAAAXAA ACCATACCCA AACAJTCCCA 
CAACA2GACC TTAATAAGCT GCTGCACACT AGATIATGGC AGAGGAAAGA AAATTGACIT TAGAAITAGA GAAAdTBGG 
TTCAAATCTC AGCTCTGTCA IGCTTTGGTT GACCTTCAGT AACTCCCATT TNCTTCATCT GTAAAATOGG AATAACATCT 
ACTCCACAGC ATCATTAGAA AGATTAAAXA GTOGCTGGGC A3GCTGGCTC ATGNCTGTAA TCCCAGCACT TTIGGGGAGG 
CTGAGCTGGG GOGG 

SEP ID NO: 543 : (Length of Sequence - 350 Nucleotides) 

ATTTGTTIGC AAXIGACAAC ACCTCA2TAA TIGTAAGCCC ACTGACACTG CTIGCTGITT CAACTCACTT TTAAATTACA 
CACCTGCTAC TTAATCTTAA AAGCAAAATT AAACA1T3GA CIGGTTTACA TTTCAAGCTA CAAXATGGAA CCATTCTATT 
TOGAGGAATG AGTTTAAXAT GCATIGTAAA ATAAAATTAG GGGGTACITT GCATTCACAG CX3GCTTATGT AATTAGGTTC 
AGTCAACTGT AATGTTTCAG GTTAATGTCT TCCATOGATG TATGCIGTGrT AAATAGIGAA CTTACATATC CCITAATACA 
TCTGAATTAT TACATAAATC CTTAATATTA 

SEP ID NO:544: (Length of Sequence = 328 Nucleotides) 

GGGAGACGAG AACTCTTGAG ATCCGGGGTC ACCTGTNAGT CGCTGGACCC AAGGGGGAAG OGTCTTGATT CCTGGAGGAA 
ATCTCCGAAG TGATGTCTAA CCCTGTGTTGT CGCCTGCACT TCGGCOGCAA CTGCCTTPGG TTCAGTCCCC TGTTCCTGTA 
GGAGGCGGGG ATCATGTAAC AGTCGAGCAC ATCGCTCCCG GCITGGACGC CTTTNACCTT TAAGTGTTCC TCATTTAGTT 
TOGCTTIGGG TCTACCAAGA ATTCEAGTCA GTTAACTAGC TTTTTAAGCC AGGTTCCTGA ATTIGGXAGG CATCGACACT 
CCCAGTAG 
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SEP ID NO:545: (Length of Sequence = 342 Nucleotides) 

GGG CXATXA C CTCTGGGCAC TGQGAAAACT GGGAGACGGG ACAAGGGCTG ACCAATTTIT CACTGTATCC CCTTTTCGAA 
CTGTTAAACT ' X ' m ' l ' XTl ' XT TTTITIGAGA CAGOTTCTCA CTCTGTTGCC CTGCTGGAGT GCAATGGTGA GATCGTAACT 
CACTAAAGCC TCAACTTCCT CGGCTCAAGC AATCCTCTCA CCTCAGCCTC CTGAGAAGCT GGGACTACAA GTOTGTGCCA 
CCATACCTGG NTAATIOTTA AAGTTTnGT AAAGATGGGG GTIT1CCGAT CTCTGCCCAAG CTAGTCTCAA ACTNCXX3GGC 
TCAAGTGATT TCCCCACCIT GG 

SEP ID NO:546: (Length of Sequence - 280 Nucleotides) 

CTCGTAATCC CAGCATTTTG GGAGGCTTGA GGOGGGAGGN TCCCTTCAGC OGAGGAGTTC GAGATCAGCC TATSCAACAC 
ACTGAGACCC CTATNTCIAT TTNATTTAAA AAAAAAAAAA AAAGGGGGTC AOGTTTACTG CCACCATCCC AGGCAGAAAG 
ATGAAGCCTA GAGCCTCTCA Cl t ^ CX'XU-' X ' A GTGGGTCITG GGTTGTAATT TGCTGTCTIG GCTATATTIT TTCGCAGAAA 
GCATCTGGCA TCAGGCACTG GITCTCAAAG TCGGGCCCCC 

SEP ID NO: 547: (Length of Sequence = 298 Nucleotides) 

CTAAAGAGTT TCACATAGTG GCTCAGTOCA GCCTTGTGGG GATCTIGCCG GGGCCTGGGG CCGCTGGTCC GGGGCCTAGG 
GGGATGCCTN ACCAACAGAG GCTCINCAGG CTCTGAAGAT AAGCTGAGGG CAACAGTGGA CAGAGGGGGC TGAACTTGCC 
TCAAGGAGGC TCTTATTCAA GAGCAAGTCT TGCTGGCITC TNCIGAGGCT GGGGACCACG TG3CCCTTTG GCCAGCCAGG 
ACCAGCAGCN CTNACCACCT GCTGAGQGGC AGHTGGGTC AGGGGGGNCA CATAGAGG 

SEP ID NO: 548: (Length of Sequence = 311 K- : ^otides) 

GAGACAGGGC TCTTICCTGC ACTACACIGG TCATCTGACC AUCITTCTQC AATGCTAAGA AGGTATTCTT TGACCAAACA 
GCAGTCCAGA TACAAGTTTA AAAGGGGCCC TGTTTATGTA GGAACAACAC TGAGGTGGTG CGTAGCAGGT ACAAGAOGCC 
CAAATATTTC CAGTTTATCT TACGGCIGGA CTCCTATTCT CCCACACTGT TTCCTAAAGA AGGTCCACAT TATTTTQGNT 
ACIAGCCTAG TTTAAGTGGA GA3ACTCTGG GCAACTTNAA AGAAATGACA TCAGGCACAC AGGCTGAGCT T 

SEP ID NO:549: (Length of Sequence = 387 Nucleotides) 

riTATTTTGG TGTAAAGACA GGAAGCTGGA AAATACACTG TATXTAAAAT TTNCTTGGTT CCCCCTCACA TTGTGGAAAC 
cccxnccccc CAGAGCTAAT CTGITCAAAC TCAAATACTT AAAAATTACA GCAGCCAAAC AAAAGCATGG GGGAAAAAAA 
AACAAAAACA AAAACCAGAT GGAGAAGGTA GCCTQGGCCA GIACTCTCAC TTGGTGIGGA CGACTGAGGT GCTGAACAGG 

AGcrrcTGrrr TCTGrrnrrr tcttttctit ccrccmcv cttcagagag gggatcinga actagctggg tgtgtccagt 

TTCATGAAGG CIGCTTCAAT AGCTTGGCTG AAGGAATTIT GAAAACTNGG CACAGGAACA CGGGTIT 
SEP ID NO: 550 : (Length of Sequence = 377 Nucleotides) 

CACCCCCAAC TCTTCACCAA GTAGGGGCCC T3GCITGCAA TTGCAGAAGA GCITTCCCAT CCCTGGCTGA GCATACCTAC 
TCGTAGTGGC TCCGTGATTC CCTGGGGAGG GGCTCCCAGA GGTAACCAAC CAACCCTGTG CTACTGCTAT GACCACAGTT 
CK3CTTCTCC TGCCCTCAAA CTGGGGAAGA AACAAAGAGC CTGAGGGCTT TACTCACGCT TCTAGCACTA OGCAGTCACC 
ATATAAAGAG GAGCCCAGTC TCTCTTCCTT GTGAACCCTT GACCCCCAAC TCTTCACCAA CTGGGGCCCC CAGCTTGGGC 
CAGCAGCACA C7TGGCCCCAA CCCCTAGGCT GAACATTCCA GTAGCAGCTG CTCCGCG 

SEP ID NO: 551: (Length of Sequence = 320 Nucleotides) 

GAGTTTNTGG TGAGCCGAGA TCACGCCATT GCACTCCAGC CTGAGCAATC AGAACGGTCC GGCTCCTCTT GCTCAGGAAG 
CAGCTCTGGA TGACCITCAT GATGAAATTT GCAGCCTCGC GCTCAGTCAT GITGGGGCTA AACCICTGCC TGGAGGAGAG 
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GCTGTCTCAG GGCXGCCATC GGCAGGGC06 TCCTGGCTCC CTGGCTCAGT GGGAGGAGGG TCTTCCATCG GGACGGACTT 
CAGCIGAGAG CCATCCCCTC GGAAATGTAC C7ITTGGGCTC CACAICTT3G AAGATGGGGT GCKJTGAAGG CCACACC 

SEP ID NO:552: (Length of Sequence = 334 Nucleotides) 

ACAAACIGAC AAGAGAAAAC AAAGAATTCT TTGGTGATCT GGAGACGCTG ATGGGGCCTC TGACCCAGCA CAGCAGCATC 
ACCAATCTK3 TCCGCTACGT TCGCCAAGGA CTCHOTTGGC TGCGCATCGA TGCCCACTTG TTGTACT3GG TGTTCTCAGA 
TCICTAGCAT CAOGACCCAT CACTCIACCT CTACCAGCGC ACTGATOCTC ACTGGTGGAA CTCCACTCAC TGGGGAACGT 
TCl Cl'l'lU ST TA3X3TTIGriT TTTATGCTTC ' m ' lUl'ilA TC TGTAAAAAAC AGAAGTCAIT GTAAGTTGAC ACTACAACIT 
AAGGGCACTG TACG 

SEP ID MP: 553: (Length of Sequence = 371 Nucleotides) 

GAAAAGGGGA AAAATCACAA TK IVIXJI ' I CT AGACAATATT GGTTTAGATT TTTTAAAGAT CEAAAA1TCA ATEATGGAAA 
GCCAGCAGCC TCATCCAGTT ACTGTGACTA AAGCAAXICT CAGACCATCT CIAGTCAACC CCTIATGQCT TTrGCAATOT 
GTCHS^OCCA ATTTTGGATC AGGAGGGGTC AAACAGAAAT ACAGCAATCT GATTAANCTG CTCCTTIGCA AACAAIATGA 
AAAGGTTTGT NCTTTCAAAG TAGAXTCTAA CAAATCGTCT GCTCACTGTG GGGTAGCAAA Q3GAGAAAAG CAAATCTTTC 
TMTAGTCTC AAGCAAGTCT TCAGATTTAC ACACAATCTA ATGGAGGCAT C 

SEP ID NO:554: (Length of Sequence = 331 Nucleotides) 

TTATGACTTT TTTCAA3AAG GCIATT3TAT CAGCCICTNC TCTQGCTGCT AATAACGACA TACCCAAGAC TGGCTAATTT 
AEAAAGGAAA GAGGTTTTAI GGACTCACAG TTCCACATGG C7TGGGGAGGT CTCACAATCA TGGCGGGAGG CAAAGGAGAA 
GCAGAGTCAC ATCTTACATC GCAGIAGGCA AGAAGAGCAT CTGCAGGGGA ACTCCCCTIT ATAAAACCAT CAGA3CTACT 
GAGATITATr CACTATCAAT GAGAGGCAGC ATGGGAAAAA CCIGCCCCTC ATOATTCAAT TACTTCCCAT TAGGTCCCTN 
CCACAATACA T 

SEP 3D NO:555_:_ (Length of Sequence = 305 Nucleotides) 

GdGGGACTA CAGGCGCCCG CCACCACGCC CGGCTAATTT mU i mTlT TACTAGAGAT GGGGITrCAC CATGTITGGCC 
AGGATCGTCT CGMTTCCK5 ACCTCATCAT CTGCCCGCCT OGACCTCCCA AAGTGCTGGG ATTACAGGCG TGAGCACOGC 
GCCCAGOCCA ACACATCCTA TTTTCTGTCA TTTTCATITA GTCTTCTOGT TGCTGTGTGA TGCTCTCAGG CTTIATTrAC 
ATITCrcGGA TTACTAACAG ACTTGAACAT TICAGCACAC T1TJ.TAGGTT ATTGAATAAC CCCTA 

SEP ID NO: 556 z_ (Length of Sequence = 318 Nucleotides) 

CTlTmU ST GAITNCEAAG CTCTGTTTIN CTIATCCTAT AXATATATCT GGirGCTnT NAirTTAGGA nTTAAGGTT 
ATCCCTAATA AATTITCAGA TGTGITCCAT AGCIAGCCTG TTGAGATCTT TTNATATCAA AAGITAATAT CIGTGGATTT 
NTAATCATTC TTTCEACATA TTTAACAAAG TCATTAGCAA AATATTGAAC AAAACCTOIT ATTCATATCC TIAGAXACAG 
AACATCAATA TCCTGAGATA CAGTACATCA TCAAAATGTG CTCCCCAAAT GSIGCAGCAAT TAGCATCATC TGGGAGCT 

SEP ID NO: 557: (Length of Sequence = 349 Nucleotides) 

GGAAGCAATC TGCITdTCT TAACAGAGAT ACTGCACTAT TCICTATOTA TACTCACTIG ATGGCATOGT ACATGTCCTC 
CAGGATGTCT TGCTCAAAGT CCITCCCTCC ATTCACACCT TTCAGATTTT TGCGAAACTC CTAGAGACAG GCCAGTAAGT 
TITlTCCCCr TCICTCAACA CIGAAGCCCC ACCTAAGGAA CTCITGGGTT TTCAGEAAAT AGGACITAGG AAAAGCTAAG 
CGAAAAAACC CAOTCCCCA CCCCAGTCCC TITTCTAGGT TTGGGCCAGC CCTTCCTTGA TTCCCTTGGA CAGAACCCCA 
TCCATCATGC CCACTGGAAT CCTATGTCC 
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SBQ, ID NO:558: (Length of Sequence = 279 Nucleotides) 

GGGCCAGGCG CTGTGGCTCA CGCCKJIAAT CCTAGCACTT TGGGAGGCCA AGGTGQGCAG ATCACCTGAG ATCAGQAGTT 
CAAGACCAGC CTGGCCATGT TGAAACCCCA 'I f m a L VW TAATACAAAA ATTAGCTGQG CGTGG7GGTC TCCGCCTATA 
ATCCCAGCTG CTTCGGAGGC TGAGACAGGA GAACCTCTTG AAOCCGGGAG GCAGAGGTTN CAGTCAGCCA AGACTGCACC 
ACTGCATTCC AGCCTGGGCG ACAGAGTGAA ACTG1X3TCT 

SEP. ID N0:559: (Length of Sequence » 278 Nucleotides) 

GAGAAAGCCA AGAGCCATCT GGAGCTGCOG CT3GAGGAGA AO3TCAAC03 CCGCNTCCTC GAGGAGGGCA GCGTCGAGGC 
GCGCACCATC GAGGACGCCA TTGCAGTGCT CAGCGTCGCG GAGGAGGCGG CGGACCGGCA CCCAGAAAGA CGCAT3CGGG 
CAGCCTTCAC AGOCITINAG GAAGCCCAGC TGCCGCGGCT CAAACAAGAG AACCCCAACA TGOGGCTNTC GCAGCTGAAA 
CAGCTCTTCA AGAAGGAGTC GCTCOGCTCT CCTGACAA 

SB? id NO: 560: (Length of Sequence = 304 Nucleotides) 

CAAATGTTAT TGGAAGTIAT CTAGAAGGCT CAGTAACCAG AACTTOCTTT CATTCTGCTT TTCTTITTCT ' ITlTmTlT 
CTTCTGAGAC AGTCTGGCTC TGTCTOCCAG GCIGGAGTGC AATGGTOTAA TCTCAGCTCA TTSCAACCTC TCCTCCCCGG 

gtitcigcaa ttctcctscc tcagcctccc gagtagcggg ateacaggca cgtcccacca cacctogcta ATTrnnTr 

TITITTTrTT TTGTATTnT AGTAGAGCCG GGGTTTTCAC CATGTIGGCC AGGCTAGTTT CAAA 
SB? id NO:5gi: (Length of Sequence = 323 Nucleotides) 

GATGGTAAAC ATAAACCCAA ATATATCICT AATTACATTA AGTGCAACTG AACCAAAACA GITCAGATAA AAGACAGTAC 
CTATTTCATA GCATTATGAC TATCATSAGG TAAZATATGT AGAGATTAGA GTACACATGT CAIATTAGGA GGTOTOCAAT 
AAATGAIACT TTATTCTGAA GATTAACATA ATTCATACTT AAAAQGATCA AGAACTAGAA TATTAAAAAA NTAGAATOIG 
AATGTTTCTG CAAGTITIGA TAAGAACAAG CCCATAAATT AATCTCTAAT TTGCTACATT TAGGGAATAT GQGTAATGAC 
TAC 

SB? id NO: 562: (Length of Sequence = 214 Nucleotides) 

TCTAATNAGG CCCTGCGTGC TGTGTCATOC CATGGCGGAA GAAGGAAGGG CAAGAGTGGG T3AGATTGTN AGCACGAGAG 
AAGGCIGAAC TTCATATTTT AACAACCCAC TTTCATGATT A1NATAATCT TCGCATTIAT TITTTTCGGT CTCTTCATGT 
NCTCTAACTT TTCTCTGGGN TTTTGGTCTT T l l UCTllTll ' AUTTTTAGAA GCTC 

SBQ ID NO: 563 : (Length of Sequence = 358 Nucleotides) 

" u ' mtfl GAGAAACAGA AGCTGAATAT CCP3ATTIQA TTTGCCACAC AGGCGTTCAA TGGCTTAGCA GTGCTAAAGA 
TTTATTTTTA il l rri'lGGG CTCTGGGCIG ACATTGGAAA TTTOICTGAA TGAGAAAAAC CATCCTCAAC CACTGTTTTT 
TAACACTGAG TAACTTTGGA AATTAACTTT TGCCACAGAC TTGAAAATGT TTCTTAATGA ATTTCACCTG AAATTACAAG 
GTACAACAAC ATAATATGGT AAATTCATTT CAATAAAAAC TAAAACTtAA GATTGTCAAG CTCCTTTATA TACTTNCTGT 
GCTATGAGAA GTCAAAACAG CGCTGTATTG CCAAATCC 

SEP id NO: 564:, (Length of Sequence = 405 Nucleotides) 

ATGXACTGTC TOTITCATAC ACATGTCTCC TTEAGTCTTA AAATCTGGCT CATCGGGTAA ACACTATTAT AATCTCCATC 
CTCCAGATGA GGAAAGTCAG ACTTAGAGGT TAAGTACATT TTAGGATAAA GTAGGGTATT TCGATAAATG TTTCAAATGT 
GTrrCTOCTC *ICTSAGGACT ACACTCCCAG GCIGCTGGGG ATACAAAATA CCCnTCTTT ACCATAGGAG CACTTGGGTA 
GAATATTTGC AGAAACAATA AACTGGCTGA TATTTAAAGT TCTCTTCAGC TCT3ACATTC TATAATTTCA TIGACCCTCT 
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TIGCATTTAA TTATOTDGAT TTTCCTTICT ACCCCTTGCT TAGCTAAAAA TATACCCCIT CTNTGTCCAT GGACAGGAGG 
ATGGG 

SEP ID NO: 565: (Length of Sequence = 196 Nucleotides) 

CATCCACATC AGGCAAAGGC AAAGCAGGAC CTGAACITOC CACCCCAAGC CCTACATCCA TGCAAGOCAG ACCAGACIGG 
CTCAGAGGCT AGAAGGGNGC TCACAGGNTT GCCTGGGGAA GCCTOGGCCC. AAAACCTGGC CCTNGCTCCA GCCCAGAGNA 
CCCACCTGGG CATNAGACIT GCGGCAGCGT AGGGGT 

SEP ID NO:566: (Length of Sequence = 275 Nucleotides) 

TT3GAAAAAA GAGAAAAAAA AASTCTGOT CATTCAOGAA TGTTGCCAAA GGAGGCAAGT TTTCAACTGA AAACAAAACA 
TAAAGGTCTA TGTGGATGCA GCCAAATGTT TCTCCATTTA GAAAATCATC ATAAAAGGTG GCAGCAdTT ' I ' lVmLTlXJl ' 
TAACEATATT ACTIATAACT GGCTGCACCA ACATTTCATC TCAATTTITG GAGTGTTTCT TCTGATCAAT CCTAAAAGCA 
ACACAATCAT TTTAGAGGTT GCAGACTACA ACAGC 

SEP ID NO: 567: (Length of Sequence = 349 Nucleotides) 

CGCTCGTNTG TCCCACACAA ATGTTTAAGA AGTCACTGCA ATGTACTCCC CGGCTCTGAT GAAAAGAAGC. CCCTGGCACA 
AAAGATTCCA GTCCCCCTCA AGAGGCTCCC TTCCTCCTGT GGGCTCTCCT AGAAAACCAG CGGGACGGCC TCCCTGCTGA 
TAOX3TCTAT AACCTTAGGG GGNCCTGGGG CAGGCAAACT CATCTOGGTG ATGGCTGTAG ATGCTAACAC TGGCCAATTC 
AATGCCACAC CTACIGGTTA CCCTTTGAGG GCATTTCTCC AGACAGAAGC CCCITGAAGC CTAGCTAGGG CAGGATCAGA 
GATACAACCC GTCTTICTCT OGAAGGGCT 

, SEP ID ND:568: (Length of Sequence = 368 Nucleotides) 
CIGCTAACTT CCCGAITGC3T 1TTCCCCGCC TCANCCCTTT CCCAGGGCTA TICTCCTCCC ACCTGCTGCC AGGCCTTTCC 
CIGGCCATCC TCTGTEAAAT GTCATCGOGC CCCTACIX3TT ATGTTCTCCA CAGCACTTGA ACADGAGCCA ACATGCCTTT 
TCACTTCAAG GTTEATTCTT CTKTTPSjTTT TCCGAGAGTC TGCTTCCCTA GTCTCCATCT CCCCTCCTOG AATGCCTCIT 
GAGAGCCAGT GCTTGTATTT TGGTCCTNGT GCTATGGGCC TGGCACATAG TAGGCAGTCA GCAGATATTT ATGGAACAAA 
CAAATGAATT TGTCTCACTA TACITCATTG TTCATAGTTC ATTCATAG 

SEO ID ND:569: (Length of Sequence = 328 Nucleotides) 

TGTCACTTAA TGCACAGCTG GGGCTCAGGA CACAGCTTTG CACACCCEAA GTNCTCAATA AATGCTAGCT CAGGGCAGAG 
CTITGCATAC CCTAAGTACT CAATAAATGC TAGCTCAGGG CAGAGCTTTG CATACCCTAA GTACTCAATA AATGCTAGCT 
CAGGGCAGAG CTITGCATAC CCTAAGTGCT CAATAAATGC TAGCTCAGGG CAGAGCTTTG CATACCCTAA GTGCTCAATA 
AATGCTAGCT CAGGGCAGAG CTITGCATAC CCTAAGTACT CAATAAATGC TAGCTCAGNG ACAGAGCTTT GCATACCCTA 
AGGTGCTC 

SBQ ID NO:570: (Length of Sequence = 313 Nucleotides) 

CCCEAAAAGG CAGACTCTCT TCITACCTCC ACACAACCAC GCTAGCTCTA TAGCAGTGGT TCITAACCAG ATTGAAATGG 
CTGAAATGAC AGACATATAT TTCAGAACCT GGATGGGAAG AAAGCTCAAT GAGATAGAGG AGAAGGTTGA AACGCATCCA 
AGTAAAGCAG TAAAATGATC CAAGAGTTGA AAGATGACTT AGCCATTITA AGAAAGAACC AAACAGAACT TCTGGAAATA 
AAAAAAAATC ACTACAGGAA TTTCATAATG CAATTGGAAG CATAAATAAC AAAATAAACC AATCTGAGGG AAA 

SEO ID ND:571: {Length of Sequence = 338 Nucleotides) 
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AGGAAAGCAG GGGTCTCAAT TCIGTAOGAA AGAGGAGGGT GTITI'ACTTC CTGGAATIAT AGAGGCCAGA GCTCTCTCTT 
TTTCAATTTA TTGGGAAQGT TTATTCTAAT ATGGACTTAG AAATAAATAA CTIATTAAAG TGAAGGTTCA CCTGGAGCCT 
TAGGCTGGCT GCTAAGTCTG AGTCTGGGCT GTIGAAGGGA CTGTOCIGTT CTNCK3GGTC TCTGTAGGAG TTTGAAGGAG 
AAGACTGGCC CCAAAGGGTC TTTGAACAQG TTAGATGTGC CCATIGGTTA GAACTTACTT GGATAGGGAG AAGGGNTCTA 
GGGCGTATCC ACAAACTT 

SEP ID NO: 572: (Length of Sequence = 375 Nucleotides) 

CDOTTCCAG AAGTGACAGC ACAAGTCTGA GTTGCTGTTT GGTCTGGTGA CCTCAGACAC ACTAATTTCA 
AAGAGTAAAA ATFINCTGGT TACAGGOGAG TCATACTCTT GCAAGTAGTT AGCAAAGGGA GGCCCAAATT 
TTGATOGGGA ACTTGCCACT AAGAGAAGGC AGAGAGGTCC CTACTGGGTA TAITINLTGC CAAGCCACTT 
AGGAACCACA GAAAGAGAGA CATCATGACC NGGAGAAAAA TGTGACIAGA CATGCTAACC TCCAGGTOTT 
1TGAGTCTGC TCTAATIGGC AGCAGAAATC CAAAATTCGT ATGGGTAGAC CACAA 

SEO ID NO: 573: (Length of Sequence = 396 Nucleotides) 

GAATCCCCAA AGGAGAGGAG CTAACCTATG ACTATCAGTT TGATJ.T1NAG GAOGATCAGC ACAAGATOCC 
GGAGCCTGGA ATTGTCGGAA ATGGATGAAC TAAGAAGCTT TGAGGCTACC AGGCAGGGGA GTCCCCCTAC 
TTCCCTGAAA GNAATNGAGG GGGAAGAGAG CTAGCAGCCA GAGCCAGGAC CCAGGGITGG GGCTGCOGGC 
CCCCTGGAGC AGGAGGCTGG GGCAGAGGGC CCTAGGCCAA GCCOVCCCIG GGCACCAGGG ACAATCCTCT 
CGGCCCTCAG GCTGGCATCT CTGCCCCCAG CTTCCAGGAG GGGCCAGACA GAAGCAGCCA TTTQGCATCT 

SEO ID NO: 574: (Length of Sequence = 373 Nucleotides) 
CTAAACAGAT TTAACTCCCT CCCAGCAATC CAGATTAAIT TAATATGCTT TCITAAOGGC ATTCOGCATT TOTCATTAAA 
GCAAATCAAC GTCCATCCCT CTCTGATAAA TTAGGGCAAA AAAATTCATA TCTTTAGGGC AXAGQGAAGG AGGAGT1XJ1T 
GGGTGTTAAA AAAAAGAACA AAAAAAAGTA CCGCAAATGG CGTTTCAAAG TCTAGACATC TTCATCATCA ACACAAACAT 
TCCTCTTCAC AAAGGGACCT CAACTAACCT TAGGCTGGAG GACCCACCTG CX3TATGTTIT TOTTCTCATT CITICITTAC 
CTTCCCTCCA GGCGACCCAA CCCACATTCA GIGGCCCAAG TCACGTGGGG TTT 

SEO ID NO: 575: (Length of Sequence = 431 Nucleotides) 

GCCCCCATTA CCTTCTTTGC TGCIACCACA ACAAGGTATA TTAGCCCTTG AAATTAAAGA TGTTCCTCTC CCAGTTGIGC 
TTGTCTTCAC CTAAATGCAT ACAGTCATAT TCCAAAAGAC TATATATTAG TGATATCTAT ATAGTTCACC CTTCATATAC 
A3GAGCTCCC GTGTGTGGAG TGAACTAATT GCAGATATAA AATATTTGGG AAAAAATTTC ATGTGTACIG AACATGTATA 
GACTiTITIN CITGITATCA TTTCCTAAAT AATACAGAAT AATAACCACT GTTTACATAG CATTTACATT GTGITAGGTA 
TTATAAA'EAA TCTX7TACATA ATTTAAACTG TACAGGAGAA TATGGCATAA GNCATA1CTG GATACCACAC CATTTTATAT 
CAAGTACTIG AGGCCTCTGC AGATtCTGGT G 

SEO ID NO: 576: (Length of Sequence = 410 Nucleotides) 

gatgcaaaca gccccaagga gggaggtgga aaggccaagg ggcttcccct ccigcaagcg cx3cctgtaaa caagtccccg 
toqg ut1t1u ggaggtgcgc ccacatctaa gacictgogc cctgcactcc ctctggatgg citgccgaat ttggtcitcg 
ctgatcacca attctggaag ggtggagaga cagttggctg gacagcigcc tgattcggcc atgacccttc aogggigtct 
gt3ggccaac accaaaogcc agcctgctct gctggcaggg citctaccig cacagtccct agggctggaa gagcaaatgg 
ggaccciggc tocogctcct tnccagggcc ttggtcaatg acatcaccac tttcttagga cagogtcttg gggagctacc 
ggaactttcg 



ATTGAAAGCT 
CTCAAGGITG 
GCCAAAGAAG 
TATATATGAC 



CTCCCACTGT 
CCACAANCTC 
TGACCOGGAG 
TCCCCACCAC 
CAGGTT 
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SEP ID NO: 577: (Length of Sequence = 405 Nucleotides) 

GAAIGAAAAT GGCATATTIG AACAIAAACT TAGGGCAGAT TTTTACTACT TTTGAAAAAA TGTIGGAAAA TATTTCTCTA 
TGAAADGTAA AACAACTTTT AAnnTTCT AGAAGTTGAG AGGATTCTAT TTTGCAAAGC TGTATTATCA AGCTAAAGAA 
TAIGATCTIG CTAAAAAGTA ACTACAAACT GTAACATGTA TTCTTTTTTr AAAATCAATC CXHTINCTCA TTCNCITCTT 
TGAAAIAGGT AAAAATATGT CCTTAGTACT TCTTCCTAAG roiMTCIGG AATAAGGGAT TTATCACTCA GACT3ATGCT 
AAGGACCAGC CTAGA3TCCA TO3AGATTGA AACOGTAATT AGTGTTTTCr GCATCCTGCT GCTTB^EACC AAGGGCAAGA 
AATIG 



SEP ID NO:578: (Length of Sequence = 406 Nucleotides) 

CGCEACAGGG GGGGCCTGAG GCACTGCAGA AACTGGGCCT GAGCCTCGAG GATGACGGTG CTGCAGGAAC CCGTCCAGGC 
TGCTAIATGG CAAGCACTAA ACCACTAPGC TTACOGAGAT GCGGTCTTCC TOGCAGAAOG OCTTEATOCA GAAGTACACT 
CAGAAGAAGC CVIXaTlTXA CTGGCAACCT GTEATTACCG CTCAQGAAAG GCATATAAAG CATATAGACT CTTGAAAGGA 
CACAGTTCTA CTACACOGCA ATCCAAAIAC CTGdTCCAA AATOITCICT TGATCTCAGC AAGCTTGCAG AAGGGGAACA 
AATC1TATCT GGTGGAGTGT TTAATAAGCA GAAAAGCCAT GATGAXATTG TTACIGAC7IT TGGTGATTCA GCTTCCITEA 

crcrrr 

SEP ID NO: 579: (Length of Sequence = 374 Nucleotides) 

CTGGGCCTGC TOT3GACTCC ACATTCCTAA AIATTATCCT GCAGTAAATA TTAATCTTGA GAACTAGGTC ATATGGTTTG 
GCICTGGCCC ACTCAAATCT CATCTTGAAT TCTAGTTCCC ATAATCCCCA CATATCATGG GAGTAACCTG ATGGGAGGAA 
ACTGAATCAT AGGGCAGITA TTTCEATOCT GTCCTCATAA TAGTGAGTIT TCACTATATC TGCDGGnTTT ATAAGQGGCT 
TTCCQCCCIN CCTITGCrCT GCATTTCTCT TTCCGGCCAT TATGAGAGGA AGGACAT3TT TGCTTCCCCT TCTGCCATGA 
'VlXSVANJl'l'V CCTGAGGCCT CTTGAGOCAT GCTGAACTOT GGAAXTTAAX TAAA 

SEP ID NO: 580: (Length of Sequence = 396 Nucleotides) 

CAGAATAAAC ATTTACTATT AGGAGAGTCA AATCATITAT TTTCACATGA AAGAGATEAA GTAAAGCAGA ATCTTTGATG 
GTCTCCICTG AATTCITCGC AGTGATTGAG AAA3TTCTGA AAACCACTTC CAAATCAA3T ATAATATTAA GTAAACITIG 
GCTTTAGGAG TAAGAGAGAG AAGGTCTOCG TCCATCTTGG GAAAGAATAG ATATOCCCAC AATAA3TAGT CTATEACTTG 
TTTGAAAAGG GTGATTTCCT CCTTCATITCA AAGTATTAAG CAAATAAGGA CATATTGAGT ATGTAATTCA TGGAAAANTA 
AGNAAdTCT TACACTA3X3A TTCCTAAAGG AITATGGATG CCATTATCCA TITIGGAGTr GGTAITGAAG CTTATC 

SEP ID ND:581: (Length of Sequence = 449 Nucleotides) 

CTGCTCOGTG GCTGTTTCAA AGACT3GGCG AAAGGCTGTC OGGAGGGCAG ACCAGGTGCC TTGCOGCAGA GAAAACACCA 
NAGTCTCCTG TTCGCTCATA AAGAAGITIT TCGGATCGGA GAGAATCCAG ACCATCITCG GGCAGCCANG OXTTGCCIT 
CATCTTTACA GAGGTAGCAC AATTGATTCC AACACAAAAC TCCTTCCCCT TTTTAAAATC ATTTCTGTTC TAATGCCATA 
GATCAAAGGC CTCAGAAACC AITCTGTCTT TCCTCTTTGA AGCAATGACA AGCALTITAC TITCAOGCTG GTTITIGTIT 
TTOCTTATTG CTGTGGAACC TCTTTIGGAG GACGTTAAAG GCXTTCITTTA CriXJlTlTlT TAAGAGTCTG TGATCTCTGT 
TTTGTAGGAT TCITCACAGT GCTCTAATAC AGACGGCAAT GCAATAGCC 



SEP ID NO: 582: (Length of Sequence *= 261 Nucleotides) 

CCAGCAGCTC GTACTTGCAG TCGCAGGCTC CCGGACAGGG CCGCGTCAGT GTGCTGAGCT TGGTGGCGGG CACIGGCTTG 
GACAGTGGCA TGACCOGAGG GAAGTGGCGG CGOGAGGGCC TCAGGGGGCT GAGCAOGTCC TTGCAGAGGG GOGGGAAOGG 



WO 93/16178 



PCT/ US93/0 1294 



204 

CTCTGCIQ3 TAGTGGCCAA ANACCTCGAA AACAATCGGC TNGCTCTTGA TGTACAGGTC GCGTTTATTT TCAT3GATTT 
AIACACACTG GAAAAGCCTC T 

SEP ID NO:583 : (Length of Sequence = 399 Nucleotides) 
CCCAGGCCAC CATTTAAAGC AGCCATTCCT GCCAAAGAGC CAACATTGAG GCCAGCCGTT 
GGCTCCAACT GAGGCTATGG GGTTGACAGA ATTACIGCIG CTAGAGCTAG CTGAGGACCC 
GGGGACTGCT GGATGTAGTG AGAGCATTOG TACCACTTGG TGTCITCTGA NNTGCACTAG 
AAATTCTCTA ACIGCATTGC A1TCAACCCT CCCATTGGGT GGAGGCIGCT CAGGGTCJITG 
CTGCTGAAGG AGTGCTAAAT ACTK3GCTCC AAGAGTATTT AGACCAGCAA GCTTTCCCCA 

SEP ID NO:584: (Length of Sequence = 441 Nucleotides) 
GntsnnTA AGGATTAAAT GAGATATTAC atctaatgtg ctcatcccag tgcccagcac 

TAGGAGGCAT AATTCTCCTC TTTCAATACT AGATAACCCT TTTAATGGAT ATTCTACAAT 

GAGGAGCCTA ggcaatctat TCCAAAATTA aatctaagga aggtacatga ctaagggatg 

CTAGAGCTCC AAATTTCCTA AAAAGCTTGA GCTTCimA CICTGGCCAC GCCTATAAT3 
AACAGTCCCT CCCCTCICTA AGCTCTGCTG GGGAGTAGAG ACATCAGCAG GCIGCTTCTG 
TOGACTCTCA TCCCATPCCC TCTTTCCTAC TACCCATTCA G 

SEP ID NO: 585: (Length of Sequence = 326 Nucleotides) 
GAAATGCAGG TTCAGCTATT TOCTGCITGC AGACTCCAGT TAACAAAAGT GAGTNCTjGT ATAAAGAAAG TNATTTTTTT 
TTTITAAATT ATTCCAAAGC TAGCTGAGGG GAACAAGTAC AGGCTTCCIG CCTAGGG3TA TCACTTTGCT TTTGGAGCAG 
GAACTAAGCA CTTTTAAAGG GGGCTCAACA TGAATGGCAC ATGGGCTCGG GGGAAGTAAG CAAGTCCAGC ATCTACATGT 
TAGTTTGGTA CCTTATCTAC TAGCJIAGTCA AGGTGCTGAC TGCCTGINTC TTTGTGGGGC ATCTGTACTT TGGGCJITCTA 
AATTGG 

SEP ID NO:586: (Length of Sequence = 431 Nucleotides) 
GAACGAAGGA AAAGCATCAA AACX7TACAGA GAAATTNTTC AAGAAAAAGA GOGGAGAGAG 
TAAGANCGCT CX3GTCCCAGG AGGAGGCAGA GGGGAICCTT CAACACTACA TTGAGAGGTT 
TQGAACGCTT GGAGATGCCA AAAATTCTGG AAAGAAGCCA TTCAACAGAG CCAAATTTAT 
AATCCCATGA AATACCTGOG GCAACAGTCA CTCCCTCCAC CCAAATTCAC TGCCACTCTT 
CAGTOTTCTG GGATACCAGC ATCTCAAGCA GGCAAGTGGG GTCINCAAGC AAAACTTCTC 
TATGCITGAC ANCCCAGGCC TT7VCTTCCCA G 

SBO ID NO:587: (Length of Sequence = 338 Nucleotides) 
CTCAAGCAAT TCTCCCACCT CAGCCTCCCA AATAGCTGGG ATCACTGGCA CAAACCACCA TGCCCAGCTA ATITTGTATT 
TTTTGTAGAG ACAGGGTITC ACCATCTOGC CCAGGCTQGT CTCAACCTCC TGGGCTCAAG CAATCCTCCT GCCTOGGCCT 
CCCAAAGTGC TCGGA1TACA GATCTGAGCC ACCGCATCGA GCCCCACACC CTCATTTATA CCAATTACCT GCCCAGTAAC 
TCTGGACTTT TCCTTCCTCA CCCCIGCTCT GATCTGGAAG GAGAGGGATT ATGTl'ATAGC TTCTCAGCAC AGTCCCAAAG 
TTCAATATTT CTGCGGGC 

SEP ID NO: 588: (Length of Sequence = 277 Nucleotides) 



GCTCCAGCTA ATCTCTGCAG 
TGAACTAGTC AGCACGCIGA 
CIGCAGCAGC TAGTIGCAGCN 
AGGTTCCCAG AGGAGGCAGT 
CACAGATGCT GCGCTGATT 



ACAAGAAATG TTCAATAAAA 
TATGAATCTA AGGTGCTTTG 
GAGTAGGCCC TGGACCAACA 
GGAATAAATC ItXHTCITCA 
TGNTTAGCTC CTCCCCATCT 



AGAGAGCTGC ATGAAGCATA 
CACCATCAGT GAGGCTGTTC 
CCTCCTTCCT GAATCACCCC 
GAAACCACCA TTGCTOGTGC 
ACTTCCCAAA AGCAAGTGCC 
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AAGAACATTT AAGTAGTTCA TACAAAGAAA TATAAA3TGT NCITAAAIAT ATCAAAAXAT ACCCACCTCA TTCA3ACTAA 
AAGAAAIAAA AAACTGTGCT CTGATGACAT TITTCATCTA TGAGATITAC AAAOHCTAA AAAXIGAGAA TATACATTTC 
CTATTGCCTT TGGATGGCAA TITCGCACTA ACTATCAAAA GTCAIAAAIAT CTAIACCXTr T3AQGTCTCA ATCrCATnT 
AAAGAATTTA TTCTTCAGCT A3CTACATAC AICTAGG 

SEP ID NO:5B9: {Length of Sequence = 353 Nucleotides) 

CTMOGAAXT ATAAGAATCT GAA3T3AGAG CTAAAAXATC TGGGTTCEAG GCCXACTCTG CCAOMTIT mTATITCCA 
AATAXIAGAG CTGAACEAGA, TGAGCTCAAA GGCTCTAACC AACTCCAAAA CCIACAA1TC AATGGCTGAC TGAIAIACAT 
TGIATACTCT 1TAAAAACAA TTAAAATCAA AGANGNTAAT AAATCTtTTCA TGTAXTAIAC AACTATIATA CAGGTOTGIG 
TOTAXATATA TATATNTNIN CACAGAGAGG AAAGACATCT ATACAXAGNC AIAACCATCA AATCACTCAG AATTTCCATC 
AGACACTTTN CATTTCCCAG GItXATCAGA TGG - 7 

SEP ID NO: 590: (Length of Sequence = 364 Nucleotides) 

CTCAXATACA TAAAAAGTGA TAAGAATCCG AAAAGAGAGC CAGGGGAAIT AAATGCCAGT TGGGGCCAAC GGGGCCCTGA 
.TCACGGAAGA GGGOGCCCCC AGCTCTCAAT CTTCACACAA TCCCTGCACC CAGGGTCACA GAGCATGCGC AGGTCCTTCC 
CX3CCCACTTC CGGGGCAACT GCCAACCACC GCGCAGGCTG AGCCCCAGGC AGGAAGCAGC CCACTTQGTG GGGITGGGGT 
AZGACTCCTT CCTCGOGGGG GCTCGGTOGG TCCTGAGTAT TCTTTGGCCG GATITOCTGA TCCGTCTGCT CCAGGTGAGC 
TO3GGAACGC CCCAGGAAAA GGCCCANAAG GGCCTTTGCC A3GG 



SEP ID KO:59l: (Iiength of Sequence = 311 Nucleotides) 

GAAAGGGGAA TAGGGAGITA ACGTJTAATC AATAGAGTTT GGGAAGATOA AAAOGTPCIA GAGATGAGTG GTGCTGATGC 
CACAXAACAA TCTGAGGCTA. CTTAAIACCA CTGAACTCTA TCTTTAAAAT GGCAAAAAGG GTAAAITTTA TCITA.TCTAT 
OTTITAOCAG AATnTTTTT TTAAAGCTIA CIGGATCGGG ACCAAGCGIG GTGGCTCACA (X1GTAATCC CAGCACTTIG 
GGAGGCCNAG GCGGGOTGGT CACTTGAGGT CAGGAGTTCG AGACCAGCCT AGCCAACATG 1TCAAACCCC G 

SEP ID MO: 592: (Length of Sequence = 358 Nucleotides) 

OTnTGcnrr ctacccatca tcctcctctc aaaggaacca ggggtccttg GGGATTTGGC TGATGCCAGG GGATGGAGAG 

TGTCAGTTGG NTCTGAAGGG GAGGCTCGCA GCATGTOIGT GGCAGCTCAG ACAGACCCAA GAGCCAGCTT GGIGGGGCAT 
CCXTGGCTAC CCEGGGGACA. CAGIGAGOGC OGAACTAAAT AACAICAGGA ATGGNTCACA ACGCAATGAG TAAGGGGAAT 
CTGAGTCTAT AGGGAIACAG ACCCAGAGGT AAATNGCCAT GGCCACCCAC TTTCCTACAG GAGAA2CTGA CTAGTTGAGC 
CTAGGAACAT GGGAACAAAT GGEAGAGGTC GCTGACAT 



SEP ID NO: 593: (Length of Sequence = 354 Nucleotides) 

GACAGACTGA AGGAATAIAT GCAGCTTAAT TTAACAJTIT TTGAAATITT ATATTGCAGA AGTTGTACAT ATTINCIGTT 
CTGAAATEAG AAAGANTTGA CAGGCAAGGA GGCT3GTCTA CAAAGCACTC CATAGATCCA CCATACTGAG ACAATCCTTA 
ATGCTTOGAT GGATTTAITT ATTTNAXACT TTCTASGCAT ATGCATCXAT TCTA3AAATA COCVTGCATG GTTAAATAGA 
AAJGCTTCTC CITGCTGTTC TGTTTATCCA TITATIGTIG TGAACTAAAT CCCCAAAGAG GTAGGITTGC TTITGCCTGA 

GGACTcrrrr gceacatact ggctctacat aatg 



SEP 3D NO: 594: (Length of Sequence « 319 Nucleotides) 
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GAACATGGCC GTGAACTGCT CGGAGATGOG CTIGAACAGC TCCTGGATGG CCGTGCTGTT CCCGATGAAG GTOGAGGACA 
TCTTGAGGCC GOGGGGOGGG ATCTCACACA CGGCCACCTT CACGTTGTTG GGGATCCACT CCAOGAACTA GCTBC TC 1TC 
TTGCTCTGGA TGGCCAGCAT CT3CTCGTCC ACCTCCTTCA TGGACATGCG GCCCCGGAAC AOGGTGGCCA CCCTCAACTA 
GCGGCCGTGG CGCGGGTCGC AGGOGGCCAT CATCTTCTTC GCATCGAACA TCIGCTTGGG TGAGCTCGGG CACGGTCAA 



SEP ID NO: 595: (Length of Sequence = 370 Nucleotides) 

GAAGAATANA AAGAAAAATC CAAAATCAAG AGTATIATAC AAGACAACIA CTCAATAGTC TTCAAACTGT CAAGCTCATG 
AAAAATTGAG GAAGCATCCC AGACTGAAGG GGACTAAAGA AAAGTGACAA CTAAATGTAA TCGGTGATTC TGGATTAGAT 
CCTQGAAITG AAAAAGAACA TTCATGGAAC AACTGACAAA TTTGAATAAG GTCTCTAGAT CAGTAACACT ATTGCATCAG 
TGTTAATCTC CTOGTTTAGA TCATCTCCTA ATGGAAATGT TTTGTACTAT TTCTICTQGA CTCTTAAGGA ATGTGGGTOG 
AGGACAOGGA TGAGACCTAC TPGCATCGAC AACAAGGCGT TCTACGGACA 



SEO ID NO:596: (Length of Sequence = 335 Nucleotides) 

CCACAGAGCC CCAACTCCCC CCACAGGAGC CAGCTCCCCC TOGAAGGCCT GGAGCAGCOG GCCTGTGACA CCTGAAGCOG 
CC^GCTCGCC ACAGGGGCCA GGGAGCTGGA GATGGCCTCC AGCGTCAGTG CCAAGACTGA GCGGGCCCTC CAGTCTTGTC 
CAAGGAAATC TAGAATCACT TTGTAGATAT GGAGATGAAG AAGACAAATC TTTATIATAA TATTCATCAG TTTTATGCCG 
CATTCTTCGT GGCAGTAGAC CACATCTC7IT OGTCTGCACA GCICTGAGGC GATGCTGTTC CATCTGCACA TGAAGGACCC 
CCCATACAAG CCTOT 



SEO ID NO: 597: (Length of Sequence = 336 Nucleotides) 

CTCCTGAACA TCACAAACTT GGTl'lLTACC TACCACACGA CTAGCCAAAA GAAAAGAAGC ACTAATAGAG AAAGGGCTGT 
CTCACACCAG ACAGAGGACC TCTGCTCTCA ATTAGATCCA GTATCATGAC CTAACTITAA GTGTGGAAAA GAGTTCAGAT 
CTCTGAGACA CTCTGAAGAA ATGGATGGCT CATCTAACAT CTCTGATCCC TCACTCCCCA ACCCTGGACG TXTTITCATTT 
ACAACATTCA TAGGAGTTAA CTTAGCACTG TTGCAAGTTA AGGTTNCAAA CCAAATTATT TAATCAGTGT CCCCCCAATA 
AAATCACTTA TCCCATTITA TTGCTAGTIT AGTTCT 

SEO ID NO: 598: (Length of Sequence = 402 Nucleotides) 

ACCACTACAC AATATATCTA TGTAACAAAA CTGCATTCTT ACCCCTTAAA TTCATACAAA TAAAAAAAAT TAAAAAATAA 
ATAAAGTAGG ACAATOCCCC AGATAAATAA ATTAATAAAT AAATAAATAA ATAAATAAAT AAATAACTTT AGCTCITGCC 
TTCTCCTACA CATAAGTTAA TGTCTGATGG GGTTACTGCT TATGCTTCTG TAAACTATAA TCAGATCTAC TCTTCCACCC 
AAACTTAGAT GOGACTTINC CTATACTGGA ATCTTPGCTA CCTCTATATA AACTGTGGAA CTCAAAATGC TGCATTQGGA 
GCAGTCTGAT AGGNTCCCTC CTAAAGGGCT ACTCIGAGGG GCTCTAGGGG CITCAGTCTA CAGGCCCCCA GGGAGGACTG 
CT 



SEP ID NO: 599: (Length of Sequence = 369 Nucleotides) 

CTCAACAAAG TTTGGATTTT NTCCACGATG ACTCCTK3GG TGAATTTITA ATCAAGTTAT TTCAACCATT TTNCTCATAT 
ATTTCGTCCA TCCCTATTCT GGTATTCACT GAATACATGG GAGAGGfTATG TOATTCTCAG CTCCCACAGC CCATAAGTCG 
GGGAACCAGG ACTTCATTCC CCTCIQCTCT AACTCAGACT GTGAGCTCAT TGAGGGCAAG ACTGATGAAT TCITCCTCTT 
CCTATCACTG CTGCCAAGCA CAGTAGTTGG CATAAAGAAG TTACTCAATA AAGAGGGGGT GAATTTAATG AAAGACAGAG 
GAAGGNGGGA CCTGGGGGAA GAGGTGGGCA TAAAGTCAAG GTACAAACA 



SEO ID NO:600: (Length of Sequence = 342 Nucleotides) 
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CX3G0CTCCIG GGITCAAGCA ATICTCCTGC CTCAGCCTCC CGACTAGCTS GGACTACAQG OGTOOGCTCC ACCACCAOGC 
CCXSGCTAAiT TTTCIATriT NAGTAAAGAT GGGGTTTCTC CATCTTQGCC AGGCTGGTCT TGAACTCCIG ACCTCAGCTC 
ATCCGCCOGC CTOGGCCTCC CAAAGTGCTG QGATTACAGG CGTGAGCACN OGCACCOGGC CAGCTGCITC TATTTEAATC 
TGAAdTGGA AACACCTTCC TACTTTAAGG CACAGGATCA GGGTAAGAAC CCACATOIAC GAGCTAACAG AGCTGCACTT 
CAAATTTACT TAAGTTAATT AA 

SEP ID ND:601: (Length of Sequence = 319 Nucleotides) 

AGTACTA3TC TGCCATAAAA AAAAGAATCA GATCCTATCA CTIGCAACAT CTIGGATGGA ACIQGAGGTC ATIMtjmA 
GrTGAAAHAAG TCAGGCACAG AAAGAAAAAC TITGCATATT CTCACTCATT TCTGAGAACT GAAAATTAAA ACAATTGANC 
TCACGGAAAT AGAGAGIATA ATGA3X3GTTT CCAGAGACTG GGAAAGGTAT TGGGTQGGGG GCAGGGAATC GGGAAGGTIA 
ATAAGTCACAA TGCAATGAAT ACGATCUNGT ATTTTACAGC ACAAAAGGGT GGCTAIGCTC AACAATAATT TATAGTACA 

SEP TP NO:6Q2: (Length of Sequence = 334 Nucleotides) 

CACCCACAGA CTGCCAACT3 GGACAACITT OT3GCTTTTG AAAGGCTCCT TCTTCAGAGC ATTGGGGAGT CAGCAATGTC 
CGTTCTGITA AATCAGCTGC TGCCCATGAT TAAGCXTCTA ACCCAGAGAA CCAAOGAGGA CTACAGCCCT GAGGAACTTCC 
TGATCCTTCT CATATATATT TA1NCTCTCA CTGGAGAGCT CAOGCTAGAC AAAGACCTGT GT3AAGCAGA AGAAAAAGTC 
AAGAAAGCAT TGGCTCAGGT CTTCTGTGAG GAATCTGGAT 7CTCACCTTT GCTGCAAAAA ATTACGGACT GGGGACTCTT 
CAATTAATCT GACA 

SEP ID NO:603: (Length of Sequence = 410 Nucleotides) 

TITCACCATG TEAGCCAGGA TGGTCTCGAT CTTCTGACCT TOIX3ATCOGC CTGCCTCGGC CTCCCAAAGT GCTIT7IATTA 
CAGGCCTGAG CANCOGCGCC CAGCCAGGAT TATTATITIT TAAATCAGAG ACACTGACTA CCTtfXTAAAG GGACTTAAAT 
TATGCAA3TG GAATGAAACT AAAGT3AATT GAACATTTAG TTTCACTTAG ATTITAITIT TOCTGCCAAC TCTCAIATGA 
GAGTTIGAGA GGGAGCCCAG ATTAGACTTA GAGAAAAAXA AATAAATTAC ATTTTATCTG CACACATCAA TTCTAGAGTG 
AGTTAAATTT ACCACAGOGG GGCATATATA TGTATATATA TGAXACCNT3 TTTTTAIATA GCTCCNTAIA GTITI'AAAAG 
CAdTIGTAC 

SEP ID NO: 604: (Length of Sequence = 399 Nucleotides) 

TCTCTAAGCA AAAAGAAAAT GATGAAAGAA GCAAACTTGG AGCATCAGAA AGGAAGAAAG AACATGATAA AATGAAAATA 
TGAGCTCCTA TTATGAACAT CGI7VTTACCA TTCA1TCTGA AACTXAATCG TATAITIATA TATAAGCATC CTTCAGAGAT 
GCTCTGGGTT CAGTTTCAGN CCACTACAAT AAAGTGAATA TAGCAATAAA GCAACTCATA TGAATlTm' GGTTTCTCAG 
T3CATATAAA ATTAANCITC ATGCTATACT GIAGTCATTT AAGCASGCAA TAGCAITATO TCTAAAAANT GTACATACCT 
TTATITAAAA AOGCTTTTAT TGCTTAAAAN AGGCTAAATG GCCCATCTCA GCCATCGGCT TITITCCTGG CAGAGGGGG 

SEP ID ND:605: (Length of Sequence = 372 Nucleotides) 

ATGCCTEAGA AATCCTACCA CCTCCCAGAA ATGATAGTTA TGGAAATTAA CATGGCATGT CAGATATCCT TCGCTGATCC 
CTTGCTTTAG TTCTCAGAAA TAAGGCTTTA AAAGACTGGC ATGTTTCAGG ATTGCTGTCA GGAAATGATA ATTTAAAATA 
CCCAAGAGTA CACTAAGAAT TATGGAAGCA TCTGTGAAAC TAATAAGCCA GIGGACATAC TGATTTITAC CAATGTCTCT 
ACAIACTA1A TTAAAAAACT TCCTACAAAG TATICTCCCA ATTCAGTTCA TCTGAGGATG TGAAAACACT ACAGTCTACC 
' TEAAAACATC ACATTCACAA COCTGACAGA CTGAAATAAA ATGAAATTAG GG 

SEP ID N0:606: (Length of Sequence = 399 Nucleotides) 
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TCCCTTCCIT TCITCAATTC GAGACAGCAG TATCATTACT GTTCTATAGG TTATAATTAA ATCTAAGTAG TTCTTItnTA 
AATCAAAGTT TACAGTAATA TCAAAGAAGA CTTGGCAAAC GTCAATAGTA TTCAGCAATT CACAAACATG GTCCTTAAAT 
TCCATAACAT CTACAAATGT GAAGTAATAT AATGCCAGAT TTTNCAGAAT CTCTGATTTT CCTTTCTGrTA CTIX3TSCAAG 
CTGTTGATTG TTGTTGCGGG TTTCTACAGC AGGGAATTIT CTSACIATGA ATTTCACAGC AGATTCCAGG mTTTCTCGA 
TAAGATAGGA TGGNTTTGCC NTGGGC2TCTC CACATCCCNT TCTPGATCTT GTAGAGGCGG GTGAGCATGC OGACGGCCC 



SEP ID NO:607: (Length of Sequence = 412 Nucleotides) 

CT3TACCCIT ATAAAGAGTG AAAGCCCTGC CCCCITCTCC TATAGAACCC CTAGCAAGGA GACTGGAAGA NTCAAAAACA 
ATCCACCCAA AAAATGGCCT GCAGGGACAC AGTCCCAGAG AAAGAGACTA TCTACAACAA. GGTACAGTAA GTAAGACCTG 
OXACACACA GGACTTCCAA TCGACTTCTT AGTGCTTACT CCTACAGATG AACAGATCAA CCAGGGCCAC CAGATGCTCC 
AGGAAAGACA GGAGTCCAAA AAGAAAA1TC GCTAAGTTT3 AATATATTTT GAGCAAATTT TCAGTTCTCT TGAAGTATTG 
GGGGGACATT CAACAGT3AG TAGTAGTITA GGGGGAACAG CTGGCACCTC TGGCACTOGC CTCAGAGCTC AANCCAGCGT 
NTAGCHTGCT IT 



SEP ID NO: 608: {Length of Sequence = 419 Nucleotides) 

ATGAAGGCAG CTGAACTCTC CATCAACTTT CTGCCTCCCC AACGTAATAT GGAAGTCGTT CTGGCTGTAG GACCCCAGCT 
GATTGGAATT GGAAAGCACA GTGCAGCTGC AGAGCTCTAT CTGAATC7TGG ACCTTGTCAA GGAAGCAATC GATGCTTTCA 
TCGAGGGTGA GGAGTGGAAC AAGGCGAAGG TTCTAGCTAA GGAGTTAGAT CCCAGGTATC AAGACTATGT GGACCAGCAT 
TATAAAGAGT TCCTCAAGAA TCAGGGCAAA CTGGACTCGC TCGTGGGTGT GGATGTGATA GCTGCTTIGG ACCTGTATGT 
GGAGCAGGGC CAGTGGGGAC AACTGCATTG AAACAGCTAC CAAGCAGAAC TACAAGATTC TGCACAAGTA TGTGGdTTG 
17VTGCAACTC ACTTGATCC 



SEO ID NO:609: (Length of Sequence = 337 Nucleotides) 

GGTGGAAGTT GIACTGAGCC GAGATCATGC CACTGCACTC CAGGTTGGGTT GACAGAGAGA GGCTCCATCT CATAAAAAAA 
GAAAAGAAAA AGCATTTCTG AAAGGAATAA AAAACAAATT GATAACATCC CCTAATCTCT AGTTGTTGGG ATGTAGTATC 
CTTCATITGA TCAGGAAATC ATATGATTGT CCTTAAATTA TTAAG7ITGGC AGAATFTCTG TGGITTCATA ATGATGCTTG 
TAAGATGATA TTNTAATGGA AATGTTTTAG ACTATATCIN TTCTNGTITT TOCIGCTGTN TTTGTGTAAG GCTTAAANCT 
ACCCCdTTA AAAACAG 



5EQ ID NO: 610: (Length of Sequence = 441 Nucleotides) 

TAAGCCAGAG ACATFTCACT GTATTAATCT TGATACTAAT TACTAAGGCT ITTCICTGGA CATTAAATTT GATCTGTTTA 
ATTCCAAATA CAATAAAACT CGTGA3TTAT GCTTAATGTT TCTGCTAGGC TGATGACATT TTGAAAATGG CACTTATAGC 
CT3GTTTGTC TTGGTTACAA CTTITGTGGC TCCAGATGCT AAAAAAAATC TAATTCACTA AGTAAATAAT GCAGCTAAGC 
GTGOCTCTCT CGCITCCGAA AAGTTTTTTC lACTCCTTTT TCTCCCTGGA GAGGCCCTGC TGCACACTGA IGCTGATCTA 
AGGAAATGCC TTrGCTTCIT TGCCACIGAG CAATCTTAGA ATCACTAGGA GGGCAGGGCT ATCCCACTGG TCACTCTGTC 
CCAGCATATC TACCATGAAG TCAGCAGGGA CTACAAACTC C 

SEO ID NO: 611: (Length of Sequence = 344 Nucleotides) 

TTTGGTACAG TAATTAGGTT TGGTTGATTC GGTTATGGGG GTATACACGC ACATGCAAAC ACACACAGGG TGTTGCGTGTG 
TCTTATAAGG GGCATATACA CATGCACACA TATACACATA TCTTATATAG GATGTGTGTA TATGTGTGTA TATATATAGG 
GTCTGTATGT ATCCTATATA TCTCCATATA CATGTATATG TNGTATATAT ACATGTATAT GTACACATCT GTGCATATOT 
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GTOTATATAT GTATA33VTCC CACATCTCCA ATITOCCTAT AOGTIAIATAC ACACATAIAT GTTAXAXAGG 
GTGTACAGAT ATAGGAXATC TGTG 

SEP ID ND:612: (Length of Sequence = 384 Nucleotides) 

TGAIGAOCAT AAGCCCATCC TTTICAIAGA TGTTEAAGGG TTAAATCAGG TAA1GCATGT OGAGK3CTCA GCCAACTGAG 
ATTCAGGAAG CGCTCAATAG ATCCTGGCTG TCATTAXTAA CTGACTAAGT AATCCTTTTC CCACAGAAGC AGTAGAAGGC 
TGACGATCTO TCTGAAAAGG ATGGAXACAA TTCCCTGGGC CACAAATAAA GCTTTTITTG UimriXaTIU TICTTTAAAT 
GAACTCAAAT GACTITGAGA GATTCAIATA TEATITrACA ATACTTCTTA ATGCTAGTTT AAAAAGTTCA ACA1TCTCAT 
TCTACTCCAC TTCOCTATGA GATAAGTATA TGAGGGNGCT TAAITCCOOS NTAAACTAAG CAAG 

SEP ID N0:613: (Length of Sequence = 342 Nucleotides) 

TArrTAirrr tctgggtctc gacttoctax gtoggcitxt tggctgacac tccctiaagg gitcagittg acaattctna 

GACTTGTCCr GCAGTTGGAG GCCACCAGAG GTATCTAAGC TCCCT3CTTC CTATTTNATA ATCCTCCAGC CCCAGCAGGT 
CCACTCCTGG TTCCTGTGTC TTTGGCCCGG GCACAATCCC CACTCCTTTG CTAGACGTCC TTTCTGCCAT CT3GCTTXGG 
GCCTAGAGCT TCITGATAAT TGCAGCTTCT GGCACTGGAA ATATCGCTGA ATGAGCGTCT AAAOCCCTQG GTNGGGGOTC 
TNAANTOCNN GGGTITTTAA AA 

SEP ID NO: 614: (Length of Sequence = 393 Nucleotides) 

CACTGOTATT AACAATAGCC AGGAGCTGGA AGCCACCTAA ATGTCCATCA ACAGATCGAT GGATAAATGA AATCTGGTCT 
ATACATACAA TGGAATATTA ITCAGCTITA AAAAAGGAGC AAATCCTGCC ATCTGCTACA ACCTGGATCA ACCTT3AGGA 
TCrmUCTA ACTGACATAA GCCAGTCACA AAAAGACAAA OGCTGCATGA TTCCATITAT ATCAGGAATC TAAAGTAGTC 
AAACTCTTAG AAACTAGAAT ACTGGTTAGC AQQQGTTAGG GGGAGGGGAA AAAGAAAAGT TACTGTTTAA TGGCTATAGA 
GXTTCAGATA TGCAATAOGN NAA3TTCTGG GGGATCCTIT TGCACCACCA ATGTGCACCG TATAATTCCA CTT 

SEP ID ND:615: (Length of Sequence = 310 Nucleotides) 

A3TAXATACA TTCCTTTACT GATITITIAA AATICTCTCA ATATCTTCAG TGAACTCITA ACAATCTGGG GAACTCTTTT 
CCTCAATTAC CACTTCAGCA ACGTTCATAC GAAATCAAGG CTTCCCTTCA TCTCACTGIC AGQJTCAACT ITAACTOGAA 
GCTTTCTGTr TGTCTCIAAC ATCTTCAGAG TGAGCTTTAG GGATCCCTGA AGGATGGACA GTACAAGCAA GCAGCTACIT 
CCATG&2ACA GTGGGAAGAT AAAAAGGCCC ATTCACTCCA GCCCTSACCT CTAAATCCAG CTTCCCCTCC 

SEP ID ND:616: (Length of Sequence = 266 Nucleotides) 

GAGATGGACT CTCGCTCIAT CACCCAGGCT GGAGTTCAGT GGCACGATCT CGACTCACTG CAAGCNCCGC CCCCCAGGTT 
CACGCCAITO TCCTGCCTCA NCCTCTOGAG CAGCTGGGAC TACTGGTGCC CACCACCACT CCCAGCTAAT TITITNTATT 
TTTGCTAGAG ACGGGG1TTC A03GTGTTAG CCAGGATGCT CTOGATCTCC TGACCTOGTG ATOCACCCJGC NTCX3GGCTCC 
CAAACTGCTG GGATTACGAG CCTAAG 

SEP ID ND:617: (Length of Sequence = 376 Nucleotides) 

AXAATAATCA AAAGTGAAGG CTGGGGCTGC TGGCCACCTC CCATTTCriT GCCTGGGTGG TGGTCACCAC GGCGCCCITC 
TCTCCITTCC ATTGGTTACT GAGGACCATT GCCCTCATGG GCCCAGGCCA CAGGCACCCA CCTGTNAGCC TCACCTGCCA 
CCTCTCTCCA TGTTGGCriN TTGCCCCTGG GGCTGGCCTG GGCATGGGGG AGCTTA3NTC CCOGACCAGG GGCTTGGCCA 
TCTNTCCTTC ACAANCCCCA CTCCCCGOGG ACTGAGCCTC OVCTCTCTGC TCGGCTSAGG GCTCTGTGGT NGCCCAGGAG 
CCCTCCCAGC CACGTGCCAG CCCATCCCAT CATCAGCACT TCGTTTTAAG CTTCAA* 
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SEP ID NO:618: {Length of Sequence = 352 Nucleotides) 

GCCCATCCTG GCTAACAOGG TGAACCCCX7T CTCTACIAAA AATACAAAAA ATTAGCCAGG CGTGGTGGCG GGTGCCTCTA 
GTCCCAGCTA CITGGGAGGC TGAGGCAGGA GAATGGCATG AACCOGGGAG CTGGAGCTIG CAATGAGCCA AGACTGOGCC 
ACTGCACTCC AGCATGGGCG ACGGAGCAAG ACTCTCTCTC AAAAAAATAA TAATAATAAT AAAATAAAAA CTTTGTTAGT 
ATTAGCAGAT ACATAITACT AGCTACCCCC CATCCTCAAT GAAGTTGTTGG GNTACTCINA AAAACTGTCC AATCTTACAG 
GTCTCACTTC CTCTGGAACT GCAAATTCIT TT 



SEP ID NO: 619: (Length of Sequence = 359 Nucleotides) 

AAAAAAAAOG ACCCCCACAA GGGGGAAGGC CCCAAGTGGG CXXCTGCCTC TOtINCTCTC TGGCTCCAGA GATGTCTGCA 
TAGGCCTCAG CTTCTCACTG GCCTVATCTCC TCTTCATGGG CACCAGCCAC TGCTAAACAT CdTCCCTCA CTTCITGTGT 
AAGCTTGCTC CCCTGAGCCA CAGGTIGCAC ATCTAAACCT CAGCTCCAGG GAAAGGAAGA ACCAATGGAA GTGCCAGAGT 
CCTGGQGCAA GCCAGAGCAT CACCTCTCAG CAAACCTCTG CTOGGCACTC TAAGCAAGCA CAGGACAAGN CCCAGAGTTT 
AGTCTCTCCA GTATCCAGCA TGGNGACAGC ACATCCATT . 



SEQ ID NO: 620: (Length of Sequence = 447 Nucleotides) 

CTCTCTCAGC ACAGCCTGGG GAGGGGGTCA TTCITCTCCT CGTCCATCAG GGATCTCAGA GGCTCAGAGA CTCCAAGCTG 
CTTGCCCAAG TCACACAGCT AGTGAAGACC AGAGCAGTIT CATCTGGTPG TGACTCTAAG CTCACT3CTC TCTCCACTAC 
CCCACACCAG CCTTGGTGCC ACCAAAAGfTG CTCCCCAAAA GGAAGGAGAA TGGCAGCCTC CACATCTOGG GTTCAAGTGA 
TTATCCTGCC TCAGCCTCCA ACTAGCTGGG ATPGCAGCTG TGCACCACCA TGCCTGGGAT AATTTTTTGT ATTinTAAG 
TAGGACACGG TTTCACCATG TTTGGCCAGG CTGGTCTTGG AACTTCTTGA GCTGTAAATG ATCTTNCCCC ACCTINTGCC 
TTCCCAAGTG CITGGGATTT ACAAGGITIT AAGCCACCCG AATCCAT 



SEQ ID NO: 621: (Length of Sequence = 237 Nucleotides) 

CAATACCCCT GOOTCCTGGG GCAGGTGTTC TOGGATCCTG GACAGGAGGG TCAGGTCGAT TTTAACCCAG AGAGACCTGA 
TCTCATCACT GTCCTTTAGA GGGGAGAGAA GTTCCTNCOG GCCAAAGGGG ACCACTCTGT AGAACTGCTC CTCCAGCTCC 
TTGGCGATGT CACINGTGGT CCIX3GCGTTN ATGGAGCCTA CAGGGGCCCT AGGACCACTG CCCCCNTTGG CAGOGGC 



SEP ID NO: 622 : (Length of . Sequence = 247 Nucleotides) 

AGAAGGTCAA TAATAACAAA CTTCITCAAG GTAAAGCAGG ATGTTGGAAA CCATTGCAAG GAAGCTAAAA ACCTTGAAAA 
AAGATTAGAA GAATGGCTAA CTAGAATAAA CAGTCTAGAG AAGACCTTAA ATGACCTGAT GGAGCTGAAA ACCATGGCAC 
GAGAACTACG TGATGCATGC ACAAGCTTCA ATAGACAATT CGATCAACTG GAAGAAAGGG TATCAGTGAT TGAAGATCAA 
ATAAATG 



SEQ. ID NO: 623 : (Length of Sequence = 315 Nucleotides) 

AATTTAGGTT TGTTITA1TT AAGTTIAATG TTAATTCCAT GCTGTCTTTC AGTAAGANCA ATACAGATTC TGTATCTGTG 
GCTCCAGTCA GATATCCAGT ACTACAAATN AGCTTCAAGT TACACATACT GANCAAAAGA GGTTGAGCGA GOGAAGGAGG 
GGAGGAGTGA GGGGAAGGAG CTAGGGGGAG GGGGAAGGAG AAGAAACAAA AGANTTGAAC AGGCATGCAG GCITITCCAT 
ACCACCTTCA ACGCTAACCT GdTCAGrTGG GAGACTAAAG TAGGCAAGAN TGAGCAGCCA CGGATTGTTG AACTG 



SEQ ID NO: 624: (Length of Sequence = 375 Nucleotides) 

CCATCTTGGC CAGGTCTCGA ACTCCTGGCA TCAGCTGATC OGCCCGTTTC AGCCTCCCAA AGTGCTGGGA TTACAGGCTT 
GAGCCACCAG GCCTGGCCCG TTACTATTGT TATTTTTAAA TGCATTACTA AAAAAAAAAA AAATTTTAAT TGCTAGAACA 
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TEftAATATCA AIACCCACAT TAAXAAAAGC TA3TIGGGAG CCTTAA3AAT TATCAATCGT GTAAAGGGCT CCTGAGACCA 
AAAAGTCTGA CTICACCAGG TGTTTGAACA CEACAGATCC CATCTK3CCC ATGAAGCTTC CCTAGACATC CCCACCCCAC 
OGTGCTCCNT TCTGCATCCT ACAAIAGCAT CCACTQGTAA GGGCCACTTA TTTTA 

SBO ID NO:625: (Length of Sequence = 305 Nucleotides) 

GTTCCTAGAT TACTCAAATT TAGTEACTCIT CCATCTTITC TIGTTGCTAT TCTTITAAAA TCACAAGAAG TCCATAACTT 
AAGTAGGAAT TTGTATAATC TAACITATTC TGAGTATA3T TCCITACCAG CTCATAAAGA ACTATCTAAA CTPGAATGCA 
TATTITINAC ATAAAAATAG CAAAAAAAAA AAAANCAAAA AAAAAACAGT ACTGGCCXAA TACTAG1NGA NTTACAGAAT 
ANGGGTAAAT ANTACATGNN CATCCTTACA GACTGAGCAT AAACAATACA TOGTAATAAT ATTTA 

SBO ID NO.-626: (Length of Sequence = 300 Nucleotides) 

AGCAATCACA TAAGGAAGGC ACCTOGAGTC TAGTTAACACT GTGACTdTG CGGTCTCITA GAGGTACTTG CTGGTCTT3G 
ATAAGATCIG GAAGAATTCT TTGGATITCC AGACATAGGC TOTCTSJCTC TTCCCITACr TTCTCCCAAA CAAATGGCAT 
CTCTCTCTCT CTCTCTCTGT GCTGAGCTGC CEAGAACTGT GGCTGGGATC ACACAAGCAC CCTTNTGGCC A3TGCCCTTG 
GGACTGTGCT AGGTCAGACC TGAAGTCAGC ACAGCAOTGG GTCTCACCCA ACACCTOTGG 

SEP ID NO:627: (Length of Sequence = 369 Nucleotides) 

GAAAAAGAGA GAGGAGAQQG ACTCAGGAGT GCTTIGGAAC TGGAGCTTTG CTITCCACTG ACAACATCCA TATCINCT3C 
TAATGCCAAC ATGCTCCCAA GTOTCTTACT GGGTCCCACA AAGTIGATCC AGCCCAGAAG AGTTGCAGGG ACAGTCAAGA 
AAGCAGAGCT GCTGCCCACA TCCCCATCAC TCCCrTTCCC AACITCCCAG CCTTGCCCCA AAAGCAGCAG CTCAGGACAA 
OCTGAGATAC TACTGINATG GGTCCCOGGG AGGAGGACAG CAGGACTCTC AACTCCAGAG GAGGGGGAAT ATCGCTAAAA 
CAGAGAGATC GCAAGGAGAC AAGCTGTNCC CAGACAGAGG GAT3GGAGG 

SBOID NO:628: (Length of Sequence = 310 Nucleotides) 
• TrmTmT TGAGACAAGA CTCTCACTCT ATCACCCAGG CTGGACTGCA GTPGACATAAT CATGGCTCAA TGCAGCCTCG 
ACCTCTCAGA CTCAAGTGAT CCTCCCACCT CAACATCCCA ACTAGCTGGG ACTACAGGAG AGCCACCATG CCCAGCTACT 
TTTINACTIT TCTGCAGAGA TGGTOnTCT CCATGTTGCC CAGGTCGGTC TCGGAACTCC GGGGCTCCAG CGATCCTCCT 
GCCTCACTCT CCCAGACTGC TGGACCCACA GGCATGAGCC ACCACACTCA GCCXXAAAAT CCATCATTTT 

SEP ID NO:629: (Length of Sequence = 443 Nucleotides) 

CGCAGAGCAG AGGGTGGAAA GGCAAAGACT ACAAGTGAGC GAGCe XTlTi ' TGTCATGGCG TIGATCTGTT TACAAGGGGA 
CTGCXTAAAC ACTITCCAIT AGCCCCCACT TCCCAACACT GITGCAGTGT TGCAGTTAAG TTTCCAACAC ATGAATGCTG 
GGGGACACAT TTAAATTAGA GCAGTGATGA TCAGAAAGTT ATTXTITGGGA AAGGAGGTTC TATITTAACT TAAGTAGdT 
GAAAAAGCTC TTCAAGGAGX TGATACAAGA ACTGAGATTT GAATTAGAGG ACCGACTAAA CTGAAGAATC TGOGGGCAAA 
GTCCCAGGCA GAGGGAAGAG CAGGAAATGA TTCATCAGEA GACTK3CTCT CCCATTCTCG GCAAGGGCTA TTTCACATTT 

TcrrccAcrc tcttcctcag cacatctcca ccrcoGrnT crc 

SEO ID NO: 630: (Length of Sequence = 263 Nucleotides) 

TGGATCTGCT GAAAAGCGAA CACTTATAGA CTGCEACTQG GAACGTAACT NAGTACAACC TCTATOGAAA ACTGTATGGA 

GArrrriTAA agaactaaaa ctatatctac catttgatcc agcaatccca CTGCIGGCTA TCTACTCAAA GGAAAATAAG 
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TCATTACATC AAAAACACAC CTCCACACAT ATOTTTATTG CAACACAATT CACAATTGTA AAGATAIX3GA ACCAACCTAA 
GTCCCCATCA ACCCAATGTA GGG 

SEP ID NO: 631: (Length of Sequence » 221 Nucleotides) 

AATTCTOACA TATCACTAAT TCITXTIATA ATTIGTGCTT TINATGAAAC ATTCCTATCC ATTTATTAGG AAAAACTGAA 
TTTCCCAACA GCTGAACTGA AAAGNTATTT TAACTATIAT ACATAATCAA GATCCTGCCT CTACGGAATT AGCTAAACCT 
AAAAATCTTT GCATTAATGN" ATAAATTCTT CC^SCATTCC TTGOGCCTGW TCTGGAQGTC G 

SEP ID NO:632: (Length of Sequence = 344 Nucleotides) 

TCTGATGGAG ACAAATACTT CAGTATIGGG ACCCATQGGA GGTOCTCTCA CCCTTACCAC AGGACTAAAT CCAAGCITGC 
CAACTTCTCA ATCTTTCTNC CCTTCTGCTA GCAAAGGATT GCTACCCATG TOTCATCACC AGCACITACA TTCCTTCCCT 
GCAGCIACTC AAAGTAGTTT CCCACCAAAC ATCAGGAATC CTCCTTCAGG CCTGCTTATT GGGCTTCAGC CTCCTCOGGN 
TCCCCAACIT TTGGriTCAG AATCCAGCCA GAGGACAGAC CICACTACCA CAGTAGCCAC TCCATCCTCT GGACTCAAGA 
AAAGACCCAT ATCTCGTCTA CAGA 

SEP ID NO:633: (Length of Sequence = 378 Nucleotides) 

GGTCAGACCT GAAGCCGGCA CAGCGCTGTG ACTGCCCAAG ACCCCCACIG TAACAACAAC CCAGCTGCCA CCTATTTCAC 
TCAAGGCCCC AGQGCTCTCC AATTAGCAQG TAGTGAAGCC AGCCAQGCTT CIOTCCTTCC CTTCAGTCCA GTAAGCTCCC 
CTGGTCCCTA GATGCATTCA AAGGTCCICT CTGACAGCCA CGGCTCTCAG TCATAAACCT TATAAATCTA CCTGGNGTTC 
TGTTCTACCA TCGCTGAGCT GGCACTGAAT CCACCCGGCA AATCCCTTCC CACIOTCCCC TCCCCTCTTN CCCAGGCAGG 
CTAGTCTGTT NCCACCIACG ACGTCATCAC AGTCTCATGC GGGATTACTG CCAGCTTC 

SEQ ID NO: 634: (Length of Sequence = 2£- : Nucleotides) 

ATGAGTGGTC TACCACAQtfT TAAGTAACGG GTCATATT. 3 GACTATCACA CATCTCAGTC TTGTAGAAAT TAGGNACAGC 
AATEAGGAGT CATGCACATA TANGAGATGT AATCCCACCC TTTGACTATA GCCTACTCTT G1OTTTTACA GAAAAGACTG 
TGGNGGAAGA AAACCCTTTA CCCTOTTNTT CAGGGAGAAA OTtfACANCAC TCANCTGCCT GGCACTGAAA ATNTGGCATC 
CAGTCCACIT TACCATCAGT CTTCAAGGAA ACCATCIUTG GTAAGC 

SEP ID NO:635: (Length of Sequence = 226 Nucleotides) 

TTGGGATGAT GCTTTTATTA AACGGAAGCG TCCAAAAAGG TCTGAGTCAA TGGTGGAGAG GGCACTCAGC CCICTGGCAT 
TTCAGGGCTC CCCACCGATA GIKATOGGCA CT3CTOACR5 CAATGTCATA GAGATAGATG ATACCCTCGA CGACTCOGAT 
GAAGGATGTG ATCCTGGTGG AGTCTCAGGA CCCTCCACTT CCATCCTGGG NGTCCCCCTC CCCTCA 

SEP ID NO-.636: (Length of Sequence = 367 Nucleotides) 

AACGCAATAA AAAGACAAAT. TCCAAAATGG GCAAAAGATC TCAATAAACA TTTCTCCAAA GATATGCAAA CAGCCAATAA 
ATACATCAAA AGATGGCCAA CATCATTCAT TATGCA3TGC AGAAATOTAA GTCAAAACCA CAATGACATA CCACGTTGCT 
CCCACTAGGN TAGCTACAAT CAACAAAATG GACAGCAAAA AGITjITGCTG AGGAGTAGAG AAATCTCAAC CCTCATGTAT 
TGCTAATGGA AACACAAAAT GATGGAGCTA CCATGAAAAA CTGCTTATCA GTTTGACCTC GGGAAGTTAA ACACAGAAGT 
ACCACATGAT CCAGCAATTC CACTCCTAGG TATATACCCC AAGGACT 

SEP ID NQ:637: (Length of Sequence = 384 Nucleotides) 
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TTCAIAAAAA TTTTACTTAA AATCTGTAAC GCTAGATATT GACTATCCIT AGTTCAGTCA CTGAGGTTTA AACACAATQG 
TAAGTCITOA ACTCTGCTAI TTACAGAGCA TTGAATCTCT ACCAATITGC AAIAGAAAGC CTTCACTATG CAAGAAGTTT 
GCRIQGGrTAT TAAGAACACA GCCTAAAIAA GGCAITIGAT CTAATCTGCA GGAAGAATTT TCITCCCCAA AACAGAATTA 
TAAAAGCITA CTTTAAACAG GAGGCAGAAT AATTCTTTTA GGAAACCMT TCATTCTGTT TCTACEAACC TATACCATCT 
GAGGAATTCT AGGGAGGAXA AIAAAANTCT 0G1CTATTCC ACAGCAAACT TACATACCCT AAAG 

SEP ID NDr638: (Length of Sequence = 409 Nucleotides) 

GAAAxrrnc atcagcictt GTrrccrcrc attctttitg acctictaga titatcctit tttcttaatt tattctcact 

TAATCGGATT TCAGGAGCAT ATTGACTAAG TTTTCATITr TACATGTATA CTGGGGACTA TGACATAGAC ATCTCTCTAC 
TTAGATATTA CTGATOTAAG TCTACTTIGA ATCAAATCAA CAGATCTTTA AAAAGTATTG TOCCCAATIG ITITA ATCAT 

ircrraccrar gactiggggt ggigcigooc atcaccaact caggaoggct attcgaaaat acctgggnna aattctaaca 

' .; A3CTCTGGGA AAACACT3CA GGATATTTTA ATTGGGCAGA GGGCTCAAGG GGATGGATTA ACCA3TGOGG AAATGTGAGG 
GAOGGGTCC 

SEQ ID NO:639: (Length of Sequence = 197 Nucleotides) 

GGITCIACTC ACGGCTCAAG AGCATGGCTC AGGAGGAGAT CCGCAGAGAG ATGGACAAGA TNATOGAGGA CCTGGAGCTC 
. TOCAACAAAC GGCACTCACT GGTGCAGACA TTCTOGGGTG GCATGAAGCG CAACTSTACC GTCGCCATOG CCTTOGTGGG 
CGGCTCTOGC GCCATCATCC TGGAOGAGCC CACGGCG 

SEP ID NO: 640: (Length of Sequence = 398 Nucleotides) 

GAGAAGGAGT TTCGCTCITG TCACCCAGGC TGGAGTCCAA TGCTGOGGGC TCGGCTCACT GCAACCTCTG CCTCCCCCGG 
GTTCAAQGGA TTCTCCTGCC TCAGCCTCCT GAGGAGCTGG GATTACAGGC AlXOSCCACA CAOOCAGCTA AITTTCEAIT 
TCCAGTAGAG ATGGGCTTTC ACCATCITGG CCAGGCTGCT TTIGAACTCC TGACCTCAGT TGATCTGCCT GCCTCGGCCT 
CCCAAACTGC TGGGATTACA GGCGOGAGCC ATTGGCACAC AGCCTTATCT GCATTTTCAA ACGGGCCACT ATOGATGGCT 
TTTACACTXA TACTNGAAAG GTCATCCTTT TOAAAAAANG AACCTTTAAA ACCATXAACT ATATATAAAA ACTATA3T 

SEP ID ND:641: (Length of Sequence = 402 Nucleotides) 

ATAATTTTNA GCAAAATCAT ACAAAACTOT NTTAACCAAG TAGAAGATTC CTAGTTACAG TGGAATCCTC AGGGAGTACA 
GGGCQGCCAC CACTGGAGGG AGCTGAGGCC CTQGAAAAGG ACTCTGATTC TNTGCAA3TC TCTCTCTGCT TITNTTCCCA 
GCCXXXJTTAC AACCGAGTTC AOCTGGGGGG COGCAGTGCA GCCOCAGOGG TGGCAGCTCT TCGACTCTGT CCGTTTAGrTA 
TGTTTCCCCC AOGAGOGTCG CTGGCTGAGT GGCCTGGAGA GCTCCCGCTG TEAACATTTC GATCCTAGAC OGGGGGGACG 
TGTCACTAGG TAAAGGCCAT TGGGTAACCA GAGTAGATCA GGCCATGGCA TTIGTCTGGC CCCTTTCACA GCAATTAAGG 
GG 

SEP 3D NO:642: (Length of Sequence = 395 Nucleotides) 

CTTCAATGAT GCAASTCGAT TAGCICTGTC TTACAAACAG AACTCCCAGG ACTTCATGGA TGAGA3TTIT CAGGAGCTCG 
AGAACTTCAG CTIGGAGCAG GAAGAGGAGG ACGTGCCAGA CCAGGAACAG AGCAGCAGCA TCGAGACCCC ATCAGAGGAG 
GOGGOCTCTC CCCACAGCTG AGGGGCTCGG GCTAGGGGTG GGTGGAGCCC TTTEAAAATA COTTCXXTr CAACAACTCT 
CCAGCTCTGA ATGGAGAAAC TCTCIAGGNC ATCCCCTCTT CTACCTCCTG CAACCCACCC ATCCEATTAG GCTNCCACAT 
TCTAGGGCCC GTGATACAGG GGATGAGGGT CAGCAACCAG CAAAACTCTN GGACITGTTG GGAAGAATTT TCCCC 

SEP ID NO:643: (Length of Sequence « 325 Nucleotides) 
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GCTATCTTAA AGCCTTTCAG GGATTICAAT AGACACATTT CT1TAGCTGA AATCTATTCT CTCAGAAACT TACCGAAACT 
TCTTAATAAT CTNCAAATTC TAAGAAAGAT ATCATGGCTA CACAGCACCA GGNAGAGCAC ATTATTTCTC TTCACAATTC 
CXTTGCAXAG CATCAT3GCT TCCTAAGGGC TTTTAAGTTT ATTGCTTCAA CTGATTCTCA TAAAATCTCT GAGATCCTAT 
CTCGAAAGTA TTATTATCCC CAGTTTGCAG ATAAGGCAAC TGAGGTCIAG ACTTGCTAAA AAATCACACA ACCAGGTAAG 
TOGGC 

SEP ID NO:644: (Length of Sequence = 373 Nucleotides) 

CTTCACATCA GCAGCOGGAC GAGGTGACTG AAAATCCAAA ACAGAAAATT GCAGCAGAAA GCAGTCAAAA TGTTGATTGT 
CCAGAGAATC CTAAAATGAA GITGGATGGA AAACTTCACC AAGAAGGCAA TGATCTAAAA ACAGCAGCT3 AGGAGCTACT 
AGCTGCTAGA GACACATTAG ATTTTGAGGA TCTCACAGTT CAATCATCAG GCCCGAGGGC TGGTGGTCAA GAATTAGATG 
AAGGTGTIGC AAAAGATAAT GCTAAAATAG ATGCTGCCAC TTTAAAGCAA TCCINGAAGG ANCCAGAGGA GCGAAGGATG 
CAGATCACIG CACCCGTACC CCAAAAATTG GAAACTCCCC TCACAGGCCA TTT 

SEP ID NO:645: (Length of Sequence = 310 Nucleotides) 

rmTiTrrr aagactcaag gtaatgaaaa ctatgagtag aatagtaagg octgacaggg gacaaataag tagatataaa 

ACTATGCTGC AATATTTTAG TTATTAAAGC TGGGAAATAT GCAAATGTAA GTACTGCTTG GAACCAGAGA AGGTTCTATA 
TITAGCTGTT CTTCTGTAGC TAAATCTGAC AAATTGAAAA ATATCATATT CTCTGCTCTA GGTACATTIT ATGTATATTT 
TGACAGCATA TCAAATATAT GANACATTAG GTTAAATAAA TTAAAATCCA GTCGGATAAA CTATATGGGG 

SEQ ID NO:646 : (Length of Sequence = 362 Nucleotides) 

CTIGGGATTC CTAGATCAGT GTTITAGACA GGAATGCCAA GGCAGAAAAG AATCACATAT CCAGGACCAC ATAAAANCTG 
GACTCTATGT CATAACAAAT TINCTCCIGT GCTTAGAAGT TITATGGCIT TGGATTITAC ATTGATGTTT GCAGTCCATT 
1TGAGTTACT TTTTGTATCT GATATGAAAT ATACCCAAGT NCATTXAAAA AATAAGATTA TACAGTTGTT TATGGAATGC 
ATTTATGTAC ACQ3GTAATC TCTTTTGATT TTGTGTXJTAT G3TAAAACAT CTTTATTATA GTATIOTGTA AGAGTAGGTT 
AATATTGACC TTGGGCATTT TIAAACCAAG GGGGGAATIT CC 

SEP ID NO: 647: (Length of Sequence = 226 Nucleotides) 

TTITCGCGTC AGATCTCTAA GTITA ' XTI GC TCAATGTACG ACAGCTACAT AATGNCTTAC AITCATCATA TTCCATCACT 
GAGGAAACIG CTAAAGATCG TCOGTOICTG AAATAATTCC TTAGAGAAAC ACGGAGCTGG AAAAATAATC ACTGATTAGA 
CCTTAAAAAT AGTTCACTGC ATAACATGNC AAAAAGCACA AAGGCTCATT CAGAGAACAT ATTTGT 

SEP ID NO: 648 : (Length of Sequence = 198 Nucleotides) 

AACTAAAAAG TTAAAACTTT TACAAAACAA CAAGITTTCC TTAAATTATG ATl'lUiTATT ATAAAANCTA GTAAGAAAAA 
ATTCCACCAC ATGAAAGCAT TTNCTAAAAT TCATACCCCC GTACCTATTT 1TAANTACAG TTGGTAAATT GATTAAGCTC 
TATTTNCATT TTGANTGATC ATCGGTTTTA TTTTATTT 

SEP ID NO-.649: (Length of Sequence = 337 Nucleotides) 

ACATCTGCAG CCATATATGA GGTCCCTCAT GAGACTTAGC AACAAGGTGT GTTTTAAToT GACAGTCTGT CTGATCTGTC 
CCCAGCACAT TGGGACCAGT ACACAGTCIT ATTTGTACAT CTGCIGAGTA ACATIGACTG TCTGGGTAAC TAAAGCCCTC 
AGTAATTATT TTACITAATG TTTTCAAGCT TAATTCTGAT CTTGTACTTG CATGATTTAT TATTCCTTGT GCTAAATTCT 
TCAATGTTCT TGCCTTGATT GATCTGTCAT TATCTATCAC TTAACTAAAA TANTAAATNC CTTTAATTAA GTCATGGTTA 
AATGAGGGAC TTTGTTT 
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SEP 3D NO: 650: (Length of Sequence = 286 Nucleotides) 

GGGTTGAAAG GAAAGGIGAC AGGAAAGAJG TCTTTAGCAT CCATCAGCAG CTCGGGASU3 TL'I T KXr i XJr CTC3GTAAAOG 
CA3CTGAGAA GA3TAGGAAA AAAAAIAAAC AGAGCATCAG TTCITTGAAT CEAAAAGACT TIOTTCTACT AAAATITCTA 
OCCTCAAATT CTCAACTAAT GAAGANTGIT 'mcmiUlT TEAAACTCAC TTCMTTTCC CAATTAACTA TTAICAAAAA 
AGTTAGTGCA TTCEAAAAIA AGNTAA3AAA GGNTAACACA TTATCC 

SEP ID NO:65l: (Length of Sequence = 360 Nucleotides) 

GKEAATGTAA A1T1T1GCTT CTGGGCTTCT CATCAGGATT GCAATTTTNA GATITAGTTT GCTAAITCTT TQGCCTITGA 
AAAATTATAT ACACTTGGTT TGTTITCCTT TTCITAACTC AAAACAAGGA AAXAAAATCA CMTTX3CTTT CCAAGAAAAG 
ATAATGITTA AGTGGTTGTT TAGTCTTTTG TCTCTTTGQG GCTGGGAGGG GCTCTCTGGA ATACACAAAC ACACACACAC 
AAACACACAC AGTCEATATA TAANCTTA2T GGAGCCATCA CTATAnTTA AGGAAAATCN AAATAATCIA TEGAAGCTTT 
AAAATTAGGA ATTTTTGAIT TAAGCTAAGG AGCCTATTIT 

SEP ID ND:652: (Length of Sequence = 353 Nucleotides) 

GTCCTQGGNN CCTGTAATCC CAGCTACTPG GGAGGCIGAG GCAGGAGAAT OGCITCANCC CTGGAGGCAG AGCTTOCAGT 
GAGO0GAGAT CGAACCACTS CBCTCCAGCC TAGCTGACAA GAGOGAAACT TJX3C0GGCAT TIACACTCTC AAAAGATITA 
ACGCAAITAC AATCAAAAAA CACTTCTCAT ATATAACACT TTITCACATG GAAATAAATT GGTGGTTTAA GGTETEACAAT 
TCCTITGAAT AAAATTTCAG TTAlTAGrlTA CAAAATOCTA AGACAGATTG AGGICTCAAA GAAAGANdT TGAGGAAAAT 
TTATGGTTTT AAAGGGACTT TCACCAAATA TGA 

SEP ID ND:653: (Length of Sequence « 224 Nucleotides) 

AAGACAGGGA NTAdTTATT CAAAACCCAT CACAGAAA3G GACAGCTTOG GTCTSEAACA AAGCAITCAT GTITTAC^GC 
A3AGCTCAGT AATKTCATAT GAGAGCAXAC ACTGCEACAT ACAAATEAAC TC2TTCAGACC ACAACTTTTC AATGTTTAAA 
ACAGNATAAG CTTCCCTOXA AAAGCAGCAC CTTTICTGAC GNTTEAACTr TACTAITCCT CTCC 

SEP ID NO:654: (Length of Sequence = 353 Nucleotides) 

CTCAACTCEA TTTTCCATAT GAATEAXEAG ATITGCTGCT CTCTICTGAA GTAACTTGAT AOGATAGAXG TGTAGTATCA 
ATTCTCTCCA CATCGTTCIG CCCTTGGCAG AACTGCAOCT ACCTGAAATG GTTCCCTAAX TTITITCEAG TATTACEATC 
CAACAC7TTCC TCTCA3AATC ACTAGTGTAX TGTATAATTG TEAAGTCfTCC TTTATTCATA "EATTTAAATT AAAAGAAXAC 
TCTGGTAGGA TTTTGAGGGC CAATACTGTA TITCCACTGT TTGAGGTATT AGGAGGGCTA TTEACTGATA CCTGTAGTGC 
CTTCCCATTC TGGTTTATCA TGCACCTCTA AAT 

SEP ID NO:655: (Length of Sequence = 365 Nucleotides) 

GAAACINACT TCACATTTCT CCAGGGAGGG ATGCTTTGGA AAAACTGCTC ACTGAGATGA AGCACAGATC TGLT1TANAX 

cccmrcxA cxtittttaaa gacataagct AronnGAc actggagtat ataigaggct tgctaaogtt taggttgaaa 

GAGCTGCICT TGTCCACAGC TTATTTATIT NCCACCCATT TTDGTCTCCT GGTCTCATCC ACJTTACATTT CCTGGGA3AT 
GTTITrGGAG GTTGCTCAGA TCACGGCACT AGACTCCCTT TCGGTTTCTC CTCCCTCCTC TCTCIATTTG GCCECGCCCT 
TGACAAACAT TCCCCACATT CACAACCAGG CCXTTQGCTA AATCT 

SEP ID ND:656: (Length of Sequence = 372 Nucleotides) 

GTCATCAGTC T3AGACCAGC CTCGCCATCA TGGCAAAACC CTAICTCTAC TAAAAATACA AAAGITAGCT GGGTGTGGTC 
GOCTGCACCT GCATTCTCAG CGACTTGGGA TGCTGAGGCA GAAGAATOGC TTAAACCTGG GAGGCAGAGG TTCCAGTGAG 



BNSDOCIO: <WO 9316178A2 I > 



WO 93/16178 



PCT/US93/01294 



216 

CCGAGATOGC TCCACTGCAC TCCAGTCIGG GTGACAGAGT GAGACCTIGT CTCCAAAATA AAAGAAATTT ACTGCAAAGG 
GATOTIGCAT TTCAGCTGAA TGTATCTAGC CTTPCAGAGG COQGGCIATT TATTAGATGT ATTTTATAAC TGAGGGTICT 
AGGTAAACAC AAGCCAAACA GATCX3VCCAG AAGCCTAGAG CTGTQGACTC TT 

SEP ID NO:657: (Length of Sequence = 334 Nucleotides) 

GOTICTQGAA AAAAAAACCT CCAGATAAGA TTOTGCCTGC TTCATTTTCT TCTGAGGCTG CCCAGACAAA GGTTACTTTC 
CTGAITOGGG ATTCTATSTC ACCIGATTCA GATACTGAGC 1TCGAAGTCA GGCTCTQGTC GATCAGATTA OCAGACATCA 
CACCAAACCA TTGAAQGAAG AAAGAGQGGC TATIGATCAG CATCAAGAAA CTAAACAAAC AAOCAAGGAC CAATCTGGAG 
AGTCTGATAC ACAGAACATC GTTTCTGAAG AGCCCTGTGA ACTTCCCTGT TGGAATCATT CAGACCCAGA AAGCATGAGC 
TTATTCGACG GATA 

SEQ ID NO: 658: (Length of Sequence = 286 Nucleotides) 

ACAAACCAAC TGCATTTCTT TCTGGATATT GTIGAACAAA AATAGCATTC AGTTTACCOtf CTAGTGCTAA CAGAAGNGNC 
TCAAGCTGTT CTCCCATCAT GGQJGCAGCC CTTAACAGAG GGCTGCACAA ATCTGCACTG CTCCTCTCGG GAAGGCINCA 
AAGCACTTTT TTCCCAAGAA GGGATCCICT TCANGTCTGT TAGGGGAAGC ACACXX2JCTN TCCCTOGGCA CAGATGAACT 
GCCCTTCAAG GCAATCATCA TLTITITICT AATAGGGAAG CTTTGG 

SEP ID ND:659: (Length of Sequence = 321 Nucleotides) 

GGTCTTTAIA TGTITCCGAG ACAGGACIGA AACTCCCTGC -^TCAAGTCA TTTTCCTAAG TAGCIGGGAC TATAGGCTGT 
TTCTTTTTTT AAAGGAAGGA TTETATCTIT ATCATGAAGG AAAAXAA ATTTGGCTAA CTTAAAGAGTT TATITATCAG 
GAGACACTAT TAAAAAAAGG CAAATCAGAA ATTTQGAGAA • ATTTTTA ATACTGATAA TAAGACAGAA TICTACCCIG 
TAACCATAAA TA1CTAGAAT TICIAOCATA TCAATAAGCT . AGTITCT GTTCCTCCAC ATCCTCTIGC ACGCTTGGGT 
A 

SEQ ID ND:660: (Length of Sequence = 302 Nucleotides) 
TTOSTTAAGG ACATAATCTT TTTGACTGGG GATCATGTTT GGCIGATGTA AATAITAATG 
AAAGTAACAC TGTAATIAGT ACTAGAATTT ATTTCATATT AAAATGIGTC ATGACCTAAT 
AACAATTTTC AGACTGCACC CTCATTGATG CTACTCACAG AGACCTGGAT GTGCTCTTAC 
TO0GTX3GCCT ATTATGATGA TGAAGTIGAT AAAGTAAACC AGTATCAACG NCTAACTCTA 

SEQ ID NO:661: (Length of Sequence = 249 Nucleotides) 
AAAAAAAAAA ACTCTCAAGG GTCTAACTIT ACCCATCATA AAATAATTIT GGIGCAAGGG TAGTGGCACA T1T11A TTTAT 
TT3GGATACC ATCCAGATGC AACCTAGCCC CATTCriTAT GCAAAGTAGA TTATCCGTGC ATTTCITCTG C AITUNTA CT 
GAAXCCTTAC TGGGOJCAAC TCAITCCATT TGGCAACAAT CTTTAATGGN CAGGCAATAT AIAACATPGC TCAACTCTCT 
TAGCACTAA 

SEQ 3D NQ:662: (Length of Sequence = 340 Nucleotides) 

rrrrrrrriu GCAGCCITGT AAGGAGAACT TCACCATTTC CCAGCACATC CCTATCICTG CGCCTATTTT AATGCACCTC 
TCTGAAACAG AGACCTTTTT GITCACAACC ATAACTAAAG CTGGAAAGTC AGTC7ITCAGG CAAGGCGAGG GAGGAAAACA 
TCCCAITAGA ATTTTITCAG GAAAGACTTA TGGNAAAAAA TATCTCTCTC CCACCTCCIT TTATCCCCAT GAGACACAGT 
TTCCCACTCT AATCAGGGTA ATATCCATTT NTAAGTOTCTG ATATCTGATA C A ' nTA 'l Ul G ATGGCAAAGA TAAGTCIGTC 
TTCCATGCAG GGXACTAGAG 



CCAAAATAGG AGCTAGGATG 
TI'ITATOGCT T3GCTCAAGC 
TGCTTTCTAA CTCTGCCTAC 
GG 
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SEP ID NO: 663 : (Length of Sequence = 325 Nucleotides) 

CACAACAATT CTATGAAATT AGCTGGQGAG ATACTCTCCT TATTTTTCAC AGCTGAAGAA ACCAAAGCTT TCGGAACTTT 
GfTCACTTCTC TGAGATCACA GCTGCTGATA GAAGGAGCTG GGACACGCGC TPQGGTIGAC TQGCTTCTGG TnTOCTTCT 

crsGcrrcrm gtcciggaag aagccctctc titcccttct ctitcctcag tagcatciga crcrrrrcAT aagcaaacag 

CTGTAXAAAC AAAGCCCCCA TTTTQCTCAA GCACAGQGIG AA3X7IGAXAT TTOITCCCAC AACCITATTC TNGACTCAAC 
AGCOG 



SEP ID NO:664: (Length of Sequence = 300 Nucleotides) 

TTGCTGAGAG AGATOATCTT TCATOGCTGA 7STCTCTGGA AGAGATTGGA TAGGACOCAA GCACAGAGCA AGAAATTGGC 
T1TAGGCAAG TCAGATTTCT CTTAXACTAG TTAQGACTAA AGAGAAATGG ATOATACAGA TGCAGCTATG TTCCTAGGAG 
GGAAGK3GAG GGAATTTCTG TCTGATGGCT TTAGTAATGT AGGCAGCAAG GTCAACIACT GACACTGAGA GGAGAAAITC 
GGGGAGGCTG CTCACAGTTT GAAGTEAAIAG GTCATGGGGA QGCAGATGTT TGTGGCTGGA 
SEP ID NO:665: (Length of Sequence = 327 Nucleotides) 

CAAATAAGAA OCCAGAGAGA GGGAGAGATT CACAGACAAT AGCITAAAAA GTCTAGAAAT TATAGACCGA ITGAGCTCAG 
CAAGAAACAA ATTAITCAAT A3ATCCCCTG AGGGCXAGAG CCAGACITTC CCCTATGATT CCAAAATTAC TTCGCAGTTT 
CA3TAGGGTG AAAGGCAGTG CAGTCTCATC AGfTTCAGAAA CTAAAGGTTG TTCCITAAAA TITAGAXAGA CTTGACAACC 
ACTTAGGATC GCATTTTGGC A3TCICTCCC TGCTCATCAA AGAAGTTGCT CAAATITCTC GGNTAGAGGA ATGAGGAGCA 
AGAACTA 



SEP ID NO: 666 : (Length of Sequence = 319 Nucleotides) 
■ ATTCCCAAGG AGAGGCTGAG ACAGAGAGGC TTTGAGCICT TCCTCAGCCC CCTACCCTAA CTCXXTCCCT ACTGTPSATC 
AGGCTGGTCT CTAACTCTOG ACCTCAGGTG ATATCTCT3C CTCAGOCTCC CAAAGTGCTG GGAITACAGG TCTGAGGCAC 
CATGCCTGGC CTGGGTCTTA TdTAAQGTC TTTCTGITGC TCTTCCATCT GCATGAATAC ATITOCTTCA TTTACTTAGG 
TCTCAGCTTA AATCATACCT CCTCTTCTTT CCXACTGCCA TTATCTTCCC TTGTCACTCC ATACTCAGAT TTCATTGCA 

SEP ID NO:667: (Length of Sequence = 288 Nucleotides) 

GGTOGCAGGC TGdTGCANT NCAAC3GCCAG 03GTTTCCTG ATGGGTCAGG GTGGGGAGGC TGCACACCAC ACAAGGTCAC 
CCIACTCTAC CTTCTACCCA CCCIACCACA GOCCTGAGCT CACCACTCCC CCAGGGCATG GGACICTTGA TAATTCCAAG 
TCCATGAAAC CCTACAATTA TTGCAGTGOG TATCANTCCT TCTATCAAAG TACITCCCCT GACTGTGCCA GCCCTCAGTT 
TGAAGCTCCC TTAAGTCCTC CCCCAATTAA CTATAATCGG GAXAITIT 

SEP ID NO: 668: (Length of Sequence = 212 Nucleotides) 

TCOTTTCTJT TTCITATCTA TCTNCITCAC CATCTCTCIT OGGGGCCTGG AACATAGTAG ATCCTCAATA AATA3TGATT 
GAATGAATCA ATCAATAAAT CITTCTTACAC CICTCATCCT TCAAACAGGG AAAGGCTAGA TTATTTAGAA GTCTTCTCGG 
GGAXAAXAAT NAGCTCACTG GAAGCCCICT AGITCTCACT OGAG1TTCTC CC 



SEP ID NO: 669: (Length of Sequence = 281 Nucleotides) 

ATCTTTTCAA CCCTATCAAX AAGATCTTAT GAAAGATIQG TICTCTTGTT TACAAGTAGT ATAGAATCTT TTTTGATCIT 
TGACTCTCTG CTCCCIATCT CATCAATGTIT CTTGCTATTA ATATCIGTCC TTTAACACTG GATCTTGGGA TCTTACTAAT 
GTTTCCTGAIA ATAGGATTTT CAGCAAAACT TCCATATCCC TTGAAGATAT GCTAG'I'ITAT ATTACTATAT CGATAACAGT 
TTPGOCTGTG GAGATTTGAC TAGITTIAGG TGTTIGGAAG C 
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SEP ID NO:670: (Length of Sequence = 234 Nucleotides) 

AATAAAGTTG GGATATTTGA TTCTTTTCIT TTCTGATCTT TATGCTGACT GCAGTATCAG ATACCATTTC ATTGTTTAAA 
AATCITCCIT TTITTT1TTT TTITITITIG CATTITCCrC TTTTGTCATT GTTTCAAAGT CAAGTCGATG GCCNCAAAAT 
TCCAGAQGCT AAGCAATCCA GAAGTTTCAT CIACTGGCAG CTAGITITAT TTCTIAAAAA XACATTAAAT TAGG 

SEP ID NO:67l: (Length of Sequence = 252 Nucleotides) 

CCTGAAATGT AAATTGTTTT TAATATATTT AAGAGCACAC AGAACTCTTG ATTIATAAAA AAATAAATAT ATAACATCAC 
AAATTTACTG ATCATCCTGG QGCTCTGAGG TCAAACTCTT TAAATGATCA GTGAAAACAT AAAACATCCA TCATCTCTTA 
ACACACACAG GGGCATATTC CAGITCEAAA AAACAANTTC CTTCAAGGCT CAQSACGTAC AAAANTCAGT NTTINTCGCA 
GAAAGCACAT CC 

SEP ID NO: 672: (Length of Sequence = 366 Nucleotides) 

CCATCCAACT ACTTACTCAA TCCTCTTGAA ATCTGCCTIT TGTAATGTAA CTGATAGGCC AGOGTITTCr TTCACICTQG 
GAAATAAAGG CTACTTGGTT GCTTTAGGGA GGGCAACAAT GTCAGCIGCA TAAGCAGCAA GAATATTATA TTTNATTACT 
ACTCCACCCT TAATAAAGAG AGAAACCTTA GGAAATGGAA AGAGGTGTCT GTTITATATT TCCITTGCIT TTCAACCATT 
GTTTAGACAC TCTCCCTTCT AGTGCTTGGA GAACCTTCAT GGAAACTCTG TTCAGGTTCT TGACTCTCAG CGACANATOT 
GGAGGTCTTT GTCCTCITAG CTCTCTAGGC CTGAGAATCA CATACA 

SEP ID NO: 673: (Length of Sequence = 349 Nucleotides) 

CCTCCCATCT TGGCCTCCCA AAGT3TTAGG 7-.TTACAGG0G TGAGCANCCA CACCCTGCCT GGTTCTGTAC TCTTITAAAT 

actaagtttt taatgttaaa igcig lti ' it agatacacto taaaaataca cctatcaatc AGrrrmrrA ttaaaaacat 

TGCAA1TGTA CTAGNCTITA AATACTAAGC AATAATTCAG GCTTCAATCT TGGI'ITATAG TTTTCTCATT TCTITCATIT 
AATACCTCTG TAAAATGAAG CAGTTACTTC CATTTTCCTG AGCTGAGATA ACTGCCCTGC ACAAATGTTA TAGOTCCACT 
AAGTGAGGAC TCGAGCTCTC GATCCTAAT 

SEP ID NO: 674: (Length of Sequence = 256 Nucleotides) 

GCACTTTGGG AGGCOGAGGC AOTGOTTCA CCTGAGGTTA GGAGITTGAG ACCAGCCTGG CCAACAGGGT GAAACCNGTIN 
TTCGTCTAAA AATACAAAAN TTAGCCGGGC GTGGINCTGC ATGCCToTAG TCCCAGCTAC TCAGQJGGCT GAGGCAGGAG 
AATCACTTGA ACCCGAGGIG GGGCAGGNGG AGGTTGCAGT AAGCCAAGAT CGCGCCATTG CACTCTAGCC TAGCTGACAG 
AGTCAGACTC CATCTC 

SEP ID NO: 675: (Length of Sequence = 292 Nucleotides) 

GAAGTCATTT TAGACTCTCA ATTTTAAATT AATTTTGAAT CACTAATATT TTCACAGTTT ATTAATATAT TTANTTCCTA 
TTTAAATTTO AGATTATnT TATTACCATG TACTGAATTT TTACATCCTG NTACCdTTC CTTCTCCATG TCAGTATCAT 
GTTCTCTAAT TATCTTGCCA AATTTIGAAA CTACACACAA AAAGCATACT TGCATTATTT ATAATANANT NGCATTCAGT 
GGCTlTiTAA AAAANTOTTT GATTCAAAAC TTTAACATAC TGATAAGTAA GA 

SEP ID NO: 676: (Length of Sequence = 392 Nucleotides) 

ATCAAAGATT GCAAACATTT ATTTTGATCC TGGACTACAG TGIGGGGATC ATTGCTATGT TGGCTIGCCT TINCTATCCA 
AATCTGAACC CAAAGTGCAG CCIGGTGTAG CCATGCAGGA AGATATCTGG GATCCIGACT GGGATTIGCA TCAAAGCCTG 
TTCAAGGGAT GGACAGGAAT AAAGGAAAAT NCAGGTCATA GATTGAGTGC TATATTTGAN GTAAATACAG ACCTTCAAAA 
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AAAIAIAAIA TCAAAAATCA CTGCIGAGCT CINCK3GCCT TCCAXACITA GCTCACCCCG GCACITGAAA TITCCACTIA 
CTAATACAAA CTGCTCCTCA GGAAGGANGA GATTAC1T1A GNAAATCCIT GCAGGATCTT (XTOICTA3G CT 

SEP ID N0:677: (Length of Sequence = 333 Nucleotides) 

OGGATCCTAA ITIAAAGATA TACAGGAAGN GAAAACTAGG AGTEAAGTIG GATGTTGTEA GAAGTTGGAT (7TEACTATTA 
CdTCAGGAA CAGATCCCCA TCGCATCTCA CAGGCCITAA TOVTATACCT GGCTTTCTTA TTGTCTCCAC TTEATCATCA 
GGACAAGGTC TTCCTITCAT GGGAGGAACT TCTCCATTGA AAXAAATGTC TCCCATOTCA GCAC0C3TTTG TNCCCTGACT 
TTIAAXATAA TGGACCATAT ATTAAACA3N ATIAAACATA TNTTTAAA3N TCGTGTCACT AGGtAGATCC CCCAtaiCATC 

CTAcrrcccr cac 

SEP ID NO: 678: (Length, of Sequence = 359 Nucleotides) 

AAGGAGACAA AGAGTAGATA TGCTATCITG GGGACAAATG GCACATCAAA GCAGATCTGG TGCTTCITIG GXAAATGCTT 
TGATAACCAA TCCCTAGGAG A1AAAGTTAA ' ItatTlUmT 'JLTITITITIT TTAANCGAAG GTCCCTTACr GGTCCTGCTT 
CX3VTGAGTAG CCCTGACCAG GGGAAAAGGG AGAGTTTTIT 'ITITITITIT TTTGAGAAAG AGNCTCACTC TCTCGCCCAG 
GNTGGAGTIOT ACTGGCATGA TCTCGGCTCA NTNCAGCCTC TGCCTCCCAG GITCAAGCGA TTCTCNTGCC TTAGCCINCC 
GAGTNGCTGG AATTTCAGGC GCATOCAOCA TCCCTGGCT 

SEP ID NO: 679: (Length of Sequence = 339 Nucleotides) 
GCTGGCACAT GACTATAGTC CCAGCTACTT GGGAGGATGA GCTGAGAGQT TCACITCAGC 
TCAGCTGAGA TCTCACTACT GTACTCCAGC CTQGATGACA GAGOGAAACC CIGTCTCAAA 
NTATAAATAT TTTGTATCAA TTITCAGCTT TTACAGTCAA TGAACITAAG TCTTAATTTT 
ATATTAACAA TCAAGGCAAT CTAAAAGTAA AGTACAGTTC ACTGAAGCTG GGACACAGAC 
AGAAGGATAC 1AATATTCT 



TOGGGAAGTA GAGGTTGCAG 
AATAAATAAA GANAGAAAGA 
GGTTACAGAA TTAAATATTA 
GGNAAAGAGA GTGAATGAAA 



SEP ID NO:680: (Length of Sequence = 356 Nucleotides) 

CTGTATAATC AGGTATATCA CAAAGTCTAT AGTCTCTGAG ACAIX3GGTGA GTAGCTGTGA GCACCTGCTG AAACAGGTCA 
GAGGAAAAGC AAGTT3GCGT TGGACTCAGC TCTCAAGAGA TAGATCCGTG ATGGTATOGA GATCACTACA GACAGGTGGT 
GGTCACCTAG TCTTGTCOGC TGAAATTTGG AGGGOTTAAT TTTEAATCCA AATACCATAG AAATGGATAT GAAAAGATGG 
GTCACACATG CTGCACGTTC GGAACTGGGG ATGACCAGGT GdTAGTTGC ATOGGAGAGG CCACAAGTGC TIGGCAATCT 
TTTOCTNGAC TTAGCCTCTC ATCTCAGGAA TEAGCT 

SEP ID NO:681: (Length of Sequence = 345 Nucleotides) 

GGCCTGGTGT TTGGCTGAGG TGCACEAGGA CCCCIGGCOG TGCTGTACIG GATGGCATCA GTTCTGATGG CTCANATGTC 
CA3TCTAACA GGTTGGTGCT GGAGAGGGAG CAGTIGTTAA AIATCTITAC XATCTCCCCT NCTCCGGACA CCTAGAT3CC 
CAAATATACA GCACGTAGTA TCGAGGCAGG CCCTITIGAT TGACATCAGA ATCAGGTTTG CAATGGAATA GGAGCTTTCC 
TTCXTCCrGT CACTTTAGCC CCAGGCTCCA CCTCANACTC TGGAATGCTC ATACCEATGG CAGGTGACCT TCTCTAACAG 
NTTGGGGTIA ATGCCATTCT GTCCT 



SEP ID NO: 682: (Length of Sequence = 302 Nucleotides) 

CTCAGACATA TCITTTTTTC TCCTAGCATC ATGCCCACCC CAAGGTACTT ACACGTCITC AACAACACCT TCCGGACAGC 
TTCCTGGIAT CTTGTGTGGC TATTCTGGIG CACGGAATAA TTCCCATCIT TTGAGATAAT GGGGGGAAGC CTAGTAGGCT 
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CTGGTTCCIT CT3GTCTCAA ATTAGAGTAG ACTCCTTCT3 AGTACTTGGC AAATGACTAT TIGATTCICT GATTCCCTGG 
NCTCCATGCT CACCAGATGC ATAGCAGGGA TCICTCCTAG NCACTCACAT CCAATTTTCA GG 



SEP ID NO:683: (Length of Sequence = 329 Nucleotides) 

GATTTTAAAT AGTTAAAACA TlTiTlTAAA TCCATAAGfTA ATTCTTACTC TACTCATTTA TACACACATA TACTCACATC 
TACACAGACA TACCTACACA CACACTTATA AATACATGTA TACACAGAAT ATACTAAGCT CTITTATCCC TTTTCAATCA 
AATAAAXATT CTATTCTATA TTTW3IATAA ATAATOITGA AAAAGTGATT TT3GAGAAAG GITCAAATGA TTCAGTCTTA 
AGTCIX3TCAA TGTATAATCT ACCCCTTTCT AAACATCGTG TTTTAACTAG TCATCTTACT TCAGAAATTA GAGGCTCAAT 
GTCTTTAGG 

SEP ID NO: 684: (Length of Sequence = 281 Nucleotides) 

AACATGGCTG ANTTGAGATT ACACTCCCAT GATACAITGN CTGACAGCAC TTCACATTTT CCCTGAGTTG GGGACAGAAA 
TCACACTGCC CAAATACATT ATCTGATGGC TCCTCAICTT TCCCAAAAGT TAGGAAAGGA GGTTCTATAT ACATACATGC 
ACAAGTGCAT ACACACACAC ACACATACAC ACACACACAG TGCTAGATGA GATGTTGANT GNCATAAGGA AATGAAACTSf 
CCATCTCTCT NTTNCCTACC CCCTGCATCT GTCCCTTNAT A 

SEP ID NO:685: (Length of Sequence = 324 Nucleotides) 

ATTTTTAATA ATTTTAAACT AGCTACAAAA TCTCAATCAC TTCACAAACT GACAGAGGAG ACAGGAGGAA TTTAAXATTA 
CATGCTAXAA TGATATTEAT CTCACAGTTT ATATTTCATT CATTTATATT ATTmTTAA AAGGTITCTT TATCAGCTAC 
TAAACATCTC AGCAATTTGG TGTGCATAGC TCTAGATTAA GCAACAAAGN ATTGTACTGA TAACAAACCA CAGGGGAAAT 
GCTGGTTAGT AAGAGTCAGC CTTATAAAAT TTACATCCAC ACTGTTTTCA CAGCAAGNTT GCTCTCTCCA AAACGGTCGN 
CATC 



SEP ID NO:686: (Length of Sequence = 380 Nucleotides) 

OGAGGAGGAG GAGGAGAAAA TTCCCCCAGA TTCGGGCAGG CCOGCACCCC ACATTCCGTC OTGTITTTGAG AGGAGGAGGG 
AAGAGAAATA AACGTGGCAG OGCATAGAAG GCCAGCAGGG AGACTGCTTT CCAGACACCT CCGGCCCACA CAGCCGTTCA 
CCCCCKXTTIT TTTCAGTCCT GGAAAAGGAA TTOGGGTCTG TTITCCnTT GGGCTCTGTG CAACINCAGC TACAGTQGAA 
AAAAGCAAAC TGCTCTTGAT CCCAGGCCCT GCCTAAGCCT CAGCAGAACT TNTAAGCCTA AACTINAAGA GCCTCACCCG 
GAOGAGCAGG CATNCCTTAA CCTTAAAGCA ATCCAGTTTC AOGGCCTGGT TCAGTX3GAAT 

SEP ID ND:687: (Length of Sequence = 305 Nucleotides) 
GACACTTCCC CTCITTTATG GAAGCATAGT AAGATJLT1TC CTTTATGGCG ATCATGATGG 
GM3AGGTTCA AATTGCAATG GAACCTCAGG CACIAXATGA TGAAGTAAGA NCTNTCCCAA 
GTIGCTGAGA AAGCTC1TAA AAAATATCTA GAAGATGAAA TQGCAAGGCT CCCTGATAGA 
AGGAGATGAA TTATTCCCTA ATCAGATTAG GCCTGCTSGA ACCCCTATTG CTGGGTTAAG 

SEP 3D ND:688: (Length of Sequence = 390 Nucleotides) 
GAAGTCATAA GGCCTAAATA TTAATCCACT CTCTGACAAC GACAAGGTGA ATACAAGCCA GTCTCTACTT CTCTGQGCCT 
OCTTrTCTG CACTTTATAT AAAGATTGGG CAAGATGGTC TAACTTAAAT TTTATGATTC ACTAACTTGA TTTTGIATCG 
GGCAGATTTT NCTTCGATGA AATATTAACA AATAAGNCAC TCAAATAAAT CAGCAATGGG GTGCAGATGA GGACTACOGT 
TTCTACAGCA AAATATGGGT GAACTCAGTA ACTGTAGGNA CACAGAAGTT AATGCTGACC TCTIGCATAG CATGTATGGG 
ATATTAAATC ATTTCCTGCC TTCCATTTCA GGGGTCAGGG AGGAACAGCT GTTCCTCAAC TCTTTTAAGG 



AGAAGTATAT GCTACAGGAG 
TTGCAAAGCT GGATAGGACA 
TTGTCACTAA dTGGCCTGA 
AATIG 
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SEP ID NO:689: (Length of Sequence = 315 Nucleotides) 

GATTTAAGTG TTAGCATTTC TAAACITGAG ACTCTAACAG TAAAAATAAA CTAATCTGAA ACCTGTTTCC ATGGGTAAAA 
CACTCTGCCT GGTA3TCTTG TACACAAAAT TTACEAAATA. TGT3AA3ATC ATAAAATCAA AAIATCACTC CCTTCAATTT 
CTITOGCCTT CACAAATTCA ATGTGACIAT GATCCTTTTC AATAATACIT TCAATGACAT TGfTGCTTCTT TAGAAAAATC 
ACTTAACTTG TAGCATACAA TAGTTAACAT TAGTCCTTTT ATTGCTA3T3G TAXATCCTAA TTTinTAAA AGGQG 



SEP ID NO: 690: (Length of Sequence = 291 Nucleotides) 

TTAAAATACT CCAXATATIT NAGAAGCAAT TGAAAATCCA TCCATGTAIG INATTTGAGC CJITACTAGAA ATTEATITAT 
ACAAATCCAT ATTAATGTGC TAATAACTGA CAAATAIATA TATACTCATC CACTGAAXAA TGATOTITIG GTCAACGATC 
AACTGCACAT ACAATCGTGG CCCCATAAGA TTAAA7VTAGA NCCAAAATTT CCTATCGCCT AGTGATGCTG TAGCCATCAT 
AATOIGCTAG TGCAACCCAT TACCTITICT ATCTTTAAAT ATACAAATAC T 

SEP ID NO: 691: (Length of Sequence = 451 Nucleotides) 

TTGAGCATCC GGAATATCGA GAACTAATIC AGCTACAGGG TGACCAACGC AAGAACATAT GCCAGTmCCT CCTAGAGATT 
GGACT3GCTA AGGAOGATCA GCTGAAGCTT CATGGCTTTT AACTGCITGT GGCTCACTGA AGCTTAACTG AGGATETCCT 
TGCAATGAGT AGAAITTCCC TTCTCTCCCT TCTCACAGGT TTAAAAACCT CACAGCTTT3T ATAAICTAAC CATTTCGGGT 
COGC'iTlTAA CITGGACTAG TGrTAACTCCT TCATGCAATA AACTGAAAAG AGCCA3GCTG TCTAGTCTTG AAGTCCCTCA 
TTTAAACAGA GCTCAAGCAA TAGGOGCCTG GCACTCTCAA GCCTGAAACC AAGCAATACC GTCAICTTTC AGCCAAGCCC 
AGAQTCCTAA GGTTTACAAA CAAACEATGG NCCGGAACCT CCTCAAGTTC T 



SEP ID NO: 692: (Length of Sequence = 363 Nucleotides) 

GATITINTGA TTATTGATAT TAGAAATCTT TAAAATTAAG AXATTAACAT TTCATCAAGC TGACT3CTGA GCACACCAGT 
TTTATATTCT CTCTATA3AA ClTlUltJlAT A3TTGAAATG TTTTCTCATA AAAACTATTT AAGCAAGTTT AGGAAAGAAT 
ATTCAIAAAT GAAATCTAGA GACCATCAAA AGCCAATTTC ACCATCACAA AGIATAATTG TGTTTCAAAT ATAATTGAAA 
TTCTGTGACT CTTGCMTOT CTCTTTTTTG ITCTTCTTAA TGAAAGCATC TTAAACAGTT GCXTTTCAAA GCTGTTTATCT 
TTGATANTAA CATACATIAA CCTAACATTG TQGALT1U1X3 TTA 



SEP ID NO: 693: (Length of Sequence - 269 Nucleotides) 

TTAAGGCTCC CAAGACTGCT CTAACAACAA CACXXATITC CATAAATATG GNTCAATAAA CACTTATTCA 1TCTTTATAA 
TTAGACTCTA TICTTAGAAT TGTITTAGGT TTATAGAAAA ATTGAGCAGA TAGTACAGAA GATTGCCATA TACCCCTCAC 
CCACAGAATT TCACAATITA CCCTGCGA3T AAAGTCTAAT GTTIAATATGA TATATTEAGT ACAAGTAGTG GGATTATATT 
GATACATTAT TA3TAATTAA AATCCNCAA 

SEP ID NO: 694: {Length of Sequence = 330 Nucleotides) 

GGCATAGTCA CTTCCAGACA TGGTTCCCTC TCCA1CTGGA CTAGGTCAAA CTCTCCGTCC TCCCTGGCCA QGTGGAAGCT 
CCAGAGGGAC AIUITTCAGC TTAGTACAAG GTGGCTGACA CTACTCCTCT CTAGGAAGAG GCTGGCTGGA GGTGAGGGCG 
CCCCACTCAG CCTGTACCCA TCAAGAACTA TTGAGAAAGG ATGTCTCTGG CATCCACAAG ACIACTGGGC GAACCACACT 
GCAAAAATCA AAACTAGOGT ACACAATTTA AATTGGTCTT AAACAAGCAA ATAATCCAGC CATTSCTGAC TCTGGGAATC 
TAGAGTGCAA 



SEP ID NO:695: (Length of Sequence = 344 Nucleotides) 
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CACTCT3ACG GATGACTGGA TATTTCTITG TACCCTGAGC TCTTTCATCC TACCTTGGTG GTCAAATSTG AGAGCAAGTIG 
CTTTOGGGCT CAGAGGGCAT CACTCCAAGC ATTCTGCATG GACTCTGTIG TX3CTGAATGT NCTTGCTGGC ATCTT3ATCA 
AGGACTTTGT CATCATTAGC CATCAAATSC TTGTTGGTCC TTCTCAACCC TGTAATGTTG ATACITAAAA AACTGGAAAC 
ATCCTGACAG AAACAGTTCGA GAAAGTGGTT GTCTCAGCTC TGGTTATCGC ATTACAGTTA AAGTTGGCAG ATAGGTTCTG 
TATTCAGTGC CCCATCAAAA ACAG . 

SEP ID NO:696: {Length of Sequence = 324 Nucleotides) 

CTTGAACGTG GCAGATAAGC ATTTTGATAT GCTGCTGGAT TCAGITIGCC AGTATTTTAT TGAGCATTTC ACATCGATCT 
TCATCAGGGA TATTGGCCTG AAATTTTGTT GITCITGTIG TATCTCTGCT AGCTTTTGGT ATCAGGATGA TGCTGGCCTC 
ATATAATGAC TTAGGGAGGA GTCCCTCTTT TOCTATTGTT TGGAATAGTT TCAGAAGGAA TGTTACCAGC TCTTCTITGT 
ACCTCTGGTA GAATTTGGCT CTGAATCCAA TAGACACAAT AAAAAAATCA TAAATGGGAT ATCACCACTG ACCTCAGAGG 
AAAT 

SEP ID MO: 697: (Length of Sequence = 341 Nucleotides) 

AATTAATCAA TCAGCCATTT TGCTGGCCGA AATTTATAAG GCAAGTAATA CTITTAGTIT CTITGATAGA CACCATGATC 
AGAAACATAG TCTCITTCTT AAAGGGAAAA TAGGAACTCT TCIGAGTCAT AACAGATGCA TGCATAAATT TCTCTGAGTC 
TTCATAAGAA ACACAAGCAA GATTTCACAG AGGCAGTCGA ATTIGAACTG AGTCTTGAGA AATAAGCAAT ATCTGAACAT 
CTAGAATGCA AAATAAAGGA TAAGCAACTG CTAATGCCCA GAGGGGTAAT ACATATTAAA TANCCANTAA CCAATTGCTA 
CTPCTGTTTC TTACACTAGA A 

SEO ID NO:698: (Length of Sequence = 317 Nucleotides) 

GCAAACCAGG AGAAGCAGAA GAGCAGGGTA AACCCTGGGT ATAATTTGTC TAGACCCCCA TGTCTCC3TT AGTCTGAGTT 
CTGACATAAT TAACICTCTA TGAGATCTAC TOGGCCTTTC CTCATTGCTT TTIGATGCCA CCTCACTAAT GTAAACAAAA 
CATTCATTTT TTCATCCTAT TITITCTTAC AGCTGCTTAG CACACTCCTT ATGAAAAAAT GAAGCCTTGA AAATGGTATA 
TCCTCTCGAC AAAGCTAAGC CTGACAAGTT GGCTGCATTA CCTAGGAATT AGAGAAGAGC AAGGGCAGAT GGTQGGG 

SEP ID ND:699: (Length of Sequence = 385 Nucleotides) 

ACCAQGAGAT GGAGCTGCTC TAGACICTGA TGCIGGGAAA GGATICTGGG CTAGAAAAAG GGCTCCCTAG GGCCX3GCATA 
TGGGCCACTG GCTGGAAGAG GGGCTCTGAG ACCCTCACCC TGGAGCAGCT CATCACCCAC ACCGAAGAAT GAAGCCTGAA 
TPCGGTCAOG CTTAAAATGT TGAATTGITC GCAAAAGCCC AAGTTAATGA AATAGCATGG AAAATGGATG TGATGAGATT 
TTTGAATPGT AATTAGATTA ACATIGTCAC TAGITATCAG TCTGATATAT CTTATAAATC AAACGITGGG TTGATTTATC 
TTTTATCACT TCTAGGGJCT TACTCCTAAC AGTAACTCAC AAACCCAGCC CCAAATCAGA GGCTT 

SEO ID NO:700: (Length of Sequence = 315 Nucleotides) 

ATCAGTTGGA TTTGCAGAGG ATTGGAAGGC AGCACCAGGC AGGCTCAGAC TCACTGCTGA CAGGAATGGC TTTCTTTAGG 
ATGAAAGAGT TGITTTTIGA GGACAGCA3T GATGATGCCA AGTACTGTGG GCGGCTCTAT GGCITAGGCA CAGGAGTGGC 
CCANAAGCAG AATGAGGATG TGGACTCINC CCANGAGAAG ATGAGCATCC TGGCGNTTAT CANCAACATG CAGCAGTGAT 
GGCGCCAGGC TCTTCAGGNT GGGCCTCATC CCNCAGIGGT GCTTACTOTG CTGACTCTGT ACTTATCTTC CCCAA 

SEO ID ND:701: (Length of Sequence = 387 Nucleotides) 

GGCAGGAGAA TCGCTIGGGC CCGGGAGGCA GAGGTTGCAG TGAGCCAAGA TOCTGCCACT GCACTCCATC CTGGGCAACA 
GAGCGAGAGT CTCTCTCAAA AATAAAAAAT AAAAAAAAAA GCTAGGTCTT TTCATCATTG TGTnTCTAG CATGTAGCAC 
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TCTAACTTCC ACCTACEAGT AACTGAAAAC ACGCATCTGG GAACA3TCCA CAGATGGATA GAIGCAGAGA TGAAAGAAGG 
AAAGCEAAAA TATTTNCCAC GTGAAAACCA TCCATCCTGT TCAGAAACTA ATTCT3CCIT CACGCCTTCC AGGAGCATGG 
GAGGGGTGTC GTCCTGGNCC TTITGTGGAT GAGGGGGACC ACATGGTATT TCTACTGAAA GAGTTTT 

e 
ar 

SEP ID NO:702: (Length of Sequence = 397 Nucleotides) 

CATCAAAAAA AAAAGGAGCT AACTAGATGC TCTCAATAAG AGACTCACTT TAGATCTAGA GACACAGCTT CAAICTAAAG 
GGA3GGAAAA ACATA3TCCC TGTGGAAATC CCAAIGAGGG TGCTATCGTT TIGCATCTGG TTOTTCCCCA CCAAAACTCA 
TCTITAAAIT TAATTGCCAA TGTAATGGTT CTGGGAGCCT GGGCCTTAAG AGATAAITAA GATGGATTAA TCTCTTTCCC 
A1GAGAC1GG CTEAGTOGAG ACTCTIGCAA AAGCATGTTG TCGTTAAGTG GCTCATCCTC CTITGTTCCTG TCTLTITIAT 
ATACACITCr TTCCCCTTCT ACITITCCAC CCTATTATGG AAGCACCGTG AAGCCCTCAC CAGAIGCCAC CACCATG 

SEp ID NO: 703: (Length of Sequence = 374 Nucleotides) 

AEACAGGGIT AGACCAAAGA GGGAATTCAA TGAGGCCTGA TGGATTIATG GACCAGAACA ACAGAGGGGT CTTCAAGGAA 
GGAAGATATA GAAAAGGCAA GGTTCTGGTT AGAGAGGAAA TCCCAGACTT TTAGCTCTQG GAGGTGTAAT AATTTCAAAA 
GAATAAGTCC AGGCCTGGCC ATGACATGGG AAGCTGAATC TCTGCAATGT TTTTTCAAAT AGCAIAATGG A3ATCTTTGA 
CICCTACCCT GAAGCCAGAA AATATTAAAC 1TGCATCTAT AATCAIACAA ATOEATGCAT ACCEATITAT ACATACATTT 
ACAXATITTA TACTTATGCT TTCATATATT CIACCTGAQG TACAATATAC TCCA 

SEP ID NO: 704: (Length of Sequence = 422 Nucleotides) 
' GGCAA2GACA TAGAGATCAT AAGAAACAAC ATGGTTTGCT AGAGGGAACA TITCAITEAG ACTCTGCCCA TITITAGCTG 
TA3X3ACTTAC ATAAGTCAST TTCTGTCCAA GCCTCATTTT CTCCCATAIG AAAACTGAAG GGGITCGATT AAATGACTAA 
AATCCCCTTC CAGCCCTATC AGCCCAATGT ATTATGATCT CTGCTTICTT TCCTTCTEAA GAGGCTTCCT ACTATAAAAT 
GIGACCTATT TACATTITAA GTTGAAGTAG CCCACAATAA TGAATAATCA NTHAGATTT TCCTCATCTC CTTCGGGAGA 
AATEAAATTC AAGCCICEAT TCATTTGATG TTTTACAACA AGCITCAAAG TTGGGCCATG GTTCA1TCAC AGTITTGATA 
TTTTCAGGAC ACCAATAAAA AG 

SEP ID NO:705: (Length of Sequence = 229 Nucleotides) 

GCTGCGGNTC ATAACAGCTG GACTCACGCC GNTGACAGAG TCTTGATCAG TCCTCTGGGA ACTAGACGTC AGGCTCACAC 

cAcroicrqc gcigatcigg gnctttttct cctctgtctc accaagctca aagacagott tgattacxtc aggcctctgt 
tittccaaag Nrrrrrccrr tnncacttcc tgg-iuctict tccacaattc aaxagatgct ataaaattt 

SEP ID NO: 706: (Length of Sequence = 255 Nucleotides) 

GAGGACTCTN TACCTCAGTC CTCTCTCTAA ACTCCTCAGC CTCCCAACAG GGGCCTCCIC ACCTGGGTTC TGAGIGTGTA 

axxnriAG agagtcagat gccacccggg cagcactogt taaagctggc CAGCACGAGT GACEAAGGGG AGAGAGCATG 

> ACATAGACCT GGGTCGCAAC GGGGACCTCT GGAAGCAGGT GGGAGTAACA NAGGAGAGGG CAGTOGAGGG TAGAGGAAAA 

GGACCTCCAG AGGTT 

SEP ID NO: 707: {Length of Sequence = 324 Nucleotides) 

CCGNGAGTGT GCCACTGCAC TCCACCTTGG TGACAGAGTG AGACTCOGTC TCCAAAAACA AAAAAAACAA AGTCGAACTA 
XAAACTGAAT TCCTCCCAAG GTTAGTTCAG CCTATGCCCT GGAATGAACA AGGACAGCIT GGAGGTTAGA AGCAAGATGG 
NGICAGGCCA GATCTCTTTC ACTGTTAACA TTTTCTCAGT TATAATJLTJ.T GCAAATCTGG TITCAGTCCC TGCATCCATA 
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ATACCTAGAA ATTITCATAA ATA CTiUlTA AACAACCAAA AATAAAACAT CCACAGCAAG GANTCGACTA TAAGGCGITC 
GTOG 

SEP ID NO: 708: (Length of Sequence = 325 Nucleotides) 

QGGCTCATAC ACACTTTOVT TTCCTGTTGA TITTACAGAC ACTCCATCCT GCAAGCCCAT TCCCTK3GAA AACCCAGAAA 
GAGIX3GGCAC AGTGCTCCCT AGAGGAATAG AGGGGACAAG ATCGCTGCCA GGGAGAGGGC AGITGAGGCA CTT AGGGATT 
raCTCCGGCC CTCATCGAAG ATCIGGIGCC CAGGCTAGGG GGAGAGGGCC TGGGCTSGGC TGGAGCCTCC TAGGrrATTTC 
CCAGAAGCCC CTTGAGGAAC TCTCACCIGG ACTCCAGCAC C^CCCCTCGT CATCTICTCA CTTCCTCTGG TCGCGGGAGC 
GCAGG 

SEP ID NO: 709: (Length of Sequence = 264 Nucleotides) 

GGGCCCXSGIT GCATGAGGCA CTTTGTCAAA ATCAGCAGAT ACCTATGAGC ACTGAACTCT TGAGTCAATC AACCAGAACT 
AAGACCCAGA TCCACGCACT CAGGAACITC CTCTGAATTT CAGTITCACA ACAGAGAAGTT AGAATATTTC TAATTAGCTA 
ATATATATAC ACA ITITXT A ATCATCCAAA ATTACAGGCA AATCACTTAA GCTCCCCAGC ACTITACGNT C33AAGGTCAG 
AGAGANCCCC ACAAAAAAGG TGTT 

fiE fl TP ND:710: (Length of Sequence = 366 Nucleotides) 

AnTTTATTA TATACAXATC AGIACTCACA ATACGTTGCT TATTTAAGAT GGCICTTTAT AAGTATAAAG CAGmTGAGC 
AACACIX3ATT GTCCATTMT GIACTTCAGA TCAAAAATCC TTACATGCGG AATCAATGTC TTITAAAATr TCAGATAAAG 
AATTTNCATT TCAGGNGACA TACAATTGTA ACTGCTCATT TTTTGTCAAT TTTAAGACAC CATTATCTCT AAGANGGATT 
AATTITOCCA TAAAATIACA AACACCCTCC ATCTCITGAC ATTCACATGG AAAGGGCAGC ATAACCATTT AATCATCCAA 
ATGCATATGA GAGCAAACTC CTAGGGCCIT TAGGTCTGAG GCTGGA 

SEP ID NO:711: (Length of Sequence = 216 Nucleotides) 

GAAAAGCAGA AAAAAOT3GG GAAGAITITC TATCTTGAAC TTCTGAGCTG GAGAATTACC ATTAGTAGCC CACTAATAGG 
TTATGGCOGA TGACTCCCTT CATAACACAC TCAGAGCCAC TTITCACACT CCCAGAAAAG GCAGGTTAAC AAAACCCCIT 
GATGGAAG-T TAGACCCTCA TTGCCCAGTG TACCCAAGCC TCTTTGAACC TVGCCT 

SEP ID N0:712: (Length of Sequence = 276 Nucleotides) 

ATrmrrcc catagcacgt atcacictct catcicttac ctgciacact agaattatga cccctaagag ggaagagact 

ATCTCACTAT CATIGATICT NATTAACACC AXIATTTAGA ACCATCCTTC GCTXAAACTA GTAGCTGCTC AGTAAATATT 
TATCTATCTG TGAATTCTTA AGTOCTTCCT TTATATTGAN TTAAAATTAG TCTCTTCJICT GCAGCAGTCT GGCnTTCTCT 
TATGTTGAAA TACTIATCTN GACTTCTACA TACATT 

SEP ID NO:713: (Length of Sequence = 354 Nucleotides) 

AAAdTTACA ACCTGCACAT TTCTTATCCA TACTAAATGG TCTCjTTAAAA TTAGGGTTTC TITCCCTCTC TACACTACAC 
TAATCTGCCT AAAGGTCGTT GTTTCATATT TATAATCCTA AITATCATAC CTACCTACTT TAAATTTTAG GTTAGAAAATT 
ATCTGATITA AATACAAACA TATITTTCTC ACATTGAGTA ATATGCATAA TCTAGITCCA AATCTATTTC ATTACTATAG 
TCACAATATC CAACTAAAAA TTACGCIATC TAGAATTGTA CCANCCAAAA TCTCGTATTG GCAGATCTTG ACAGGCTGGA 
CCTGCAAQIA TCTGGCITGG AATTTTAAAC CCAT 



SBO ID NO: 714: (Length of Sequence - 349 Nucleotides) 
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CAGTAMTCT CITACATCCT TCCCAAAAAT CAGTCTCTAG GGACTAGITG ATCTQGATCA CTTATACATC ATATTTGACT 
TTNCAXAAGT AGTGGAAGCT TTCACTAAGT AAAGATCTGA GTTICITGCT ATCTGAGGTT TCJEAXACAGA TGGTGTCCAT 
TTGCTCAACC AGACAGGACT TAACITCTAT TAGAATTGTT TTTNCTAAAG TNATCTIACC TGAGAAATTA AGGACTGCAC 
CTGGTTTAAT GTTSCITCAC TIATCCCAOC CTACAGAGAC CAGCAAGCTT CTGCCAGGCC TCGAGCATCC AAGCATGATT 
TTCC1CTGAC AAAATCTAAA AATCCAACC 

SEP ID NO: 715: (Length of Sequence = 302 Nucleotides) 

ATATTTCAAA AGATCTTCAC CAAAGA1ATA TGGAXAGTAA GTAAAEAIAT GAAAGCTTTT CACTCTTAAT GATTAAAGGA 
AATGCAATCT TOTACATGAA TGTTEAXAAC AGCATCATTC ATAAGAGCCA AAAGCTAGAA ACAATCCAAA TCTTCAXCAA 
CT3ATCAATC ANTACACAAA ACATAGTATT ATCTATATAA TGGAAIAXEA CITCGCCAIA AAAAGAAATC AACTGGGCCA 
GGCGCAATGA CTTACGCCTG TAATCCCAGC ACTCTGGGAG GCTNAGGTIGG GQGGACTGCT TT 

SEP ID NO:716: (Length of Sequence = 314 Nucleotides) 

CTATrrTTAG TAGAGACGGG GTITCACCGrr GTTAGCCAGG ATGGTCnGA TCTCCCEACC TCGTGATCCG CCCACCTCGG 
CCTCCCAAAG TCCTGGGATT ACAGGCCTGA GCACCTGCGC CCCACCCCAT ITIXMDSIQA TCTCAGCTCA CTGCAACCIA 
CCCCTCCCAA GTTCAACTGA TTCTCCTACC TCAGCCIOTT GACTAGCTGG GATTACAGGG GTCTGCCACC ACGNCTGGCT 
GATTTTCCTA TTTTNAGTTG ACACTGCATT TCACCAGGNT GGCCAGGCTG GTCTCGATCT CCCTGACAAG AGGG 

SEP ID NO: 717: (Length of Sequence = 279 Nucleotides) 

ATAAAAATCC TACAGATTTT TCTATCTTGA TTTITTATCA TGCAATTTCA CTGAATTICT TTITCAGTTA TAACAGITIT 
CTXATGGACT CmmJlTXT TNCCAAATAC AAGATCAIAT CATCTGCAAT CAAGGATAAT TTGACITCCT CCTTFCCAAT 
TTAGATGTCC ATT Al ' lTl'l C CICTTCTCTG ATTGCTCTAG CTAGGATTTC CACTACEATG TTGAATAACA ATGCTGAAAG 
TGGGTATCCT TGTCATATTC CAGGCTdTG GAGGAAAGG 

SEP ID NO: 718: (Length of Sequence = 161 Nucleotides) 

AAGAAAAAAA CATAAATAAT ATTAGAAATG GAAAAGTTAT AAATCAACTA CAGCAAGOTT TTAAAACTAT TATGAAACAA 
ACCAACTAGA AAGTAGATCT GCCAAACAAA AAAGGAAAGA NACIGTTTCT TTCATAAATA ANTGACAATC GGGGAAAAAG 
A 

SEP ID NO: 719: (Length of Sequence = 220 Nucleotides) 

GACAGAATTT T l ' mTmT ' I ' l ' X ' lTl ' l ' lG A GACAGAATCT CGCTCICTCA CCCAGGCTAG AGTGCAATGG CGCAATCTCG 
GCTTCACTTCA ACCTCIXXTG TCACAAATAA ACATCAGTAA GAGCCAGCAG TTGCTCTAGG ATCTCAGTCA GCAAGCTTGG 
GQGCTGTCAG GAAACCAGCA GTCACCTGTT TCTCCCTCTC CCAGCCGAGG GCTGACCCCT 

SEP ID NO: 720: (Length of Sequence = 347 Nucleotides) 

AGAAATCAAA GCEACATEAA CGAAAAAGGA AdTAGGAAT GAGGTCATTA AAXATAACEA ACTACATTTT AAAEAOGGAT 
ATCATATATT TCCIGATTAG TATCAGGTAA ATATCTAGAC TCCTATCCTG AATTCCGGTC TCAGATAAAA AGCTCAGAGA 
CAA3TACAAG GAAGATGCIT CATATTATCA GGTCAGTATA TACCTAATTA TCTGCACTGG AGACTAATTT ATTCTTCATT 
ATCATITCTA AACATTGTTT TITCACATTT TTGTACTTGT CCATAATCTA AGCITGTGGG TTIGATTATT GTTCTCCACA 
CTGGATCCAG CTGGTITAAA CCTATIT 

SEP ID NO: 721: (Length of Sequence = 313 Nucleotides) 
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AAAAGATTTG AACAGATAAT TCATCCAAAA AAAATATGGG TGGGAAAAAA AGCACATCAA AAGATCCTCA ATATCATTAG 
ACATTAAGAA AATATAAATT AAAACCACAA TCCAATATCA CCTCCTATCT A3TAGAATGT CTAATATTAG CAAGACTGGC 
C3VTATAGAGT CTTGCTGAGG ATGTCAACAA CTGAAACTCA TACACAGTGC AGGTCGAAAT GTAAATGATA CAATTTTTTT 
GGAAAAGAGT TGGCTGTTTC TTCAAAAGTT AAACATTACA TCTGCCATAT GNTCCAGACA TTCCACTCCT AAG 

SEP ID MP: 722: (Length of Sequence = 266 Nucleotides) 

ATCGTCCCAC TGCACTGCAG CCTGGGCGAC AGAGGAAGAC GCCATCTCAA AAACAGAAAA AAAAAAAAAA AAAAAAAAAA 
ACTGCAGCTC TCTAATTGGG CTCTTTTACT TACTATTTAT ATAAIAAAAG CCACGTTCCT AGGCTGTATA ATGGGGTTAA 
TCATAGTAAG TACCTTCTAA AGTTACTGTG ATAACCAAAT AAGTGANCAT AAGTAAAGCA TTTTACAT3T CT3CAGCTTA 
ATAAGTTGGA CTICTGACTA TlATiT 

SEP ID NO: 723: (Length of Sequence = 370 Nucleotides) 

ATTATTCATG AAATAATCCA TGTAACATCA CTTAGCACTG AGAGTCAACA AAGGCAAATG TTACCTGAAT AGGAGGAAAC 
AGAGGAAGAA CAACGAGGTC TCTTTTATCT ATGCTAAGCT TTGTCTGAAT AGGAGAGAAA TCTCTGGCCT GTK3CTGAAT 
TrAT lU CTlT GTCGTAGIAA TGGATTTYCC TAAAGCTGTT TOXTCIGAT CATTAATAAT CCCTGTACAG CAAAGGACTA 
TIGTCCITIG GTATCACTAA ATAACCCTCT TGGAAGCACC GCTTATCTTC AGACGACAGC GCATACTTCT TACTGGAAAA 
TATAATGCAG GTGCCAACAC CCAAAGGGCA TGACCAGGGG TTCCCCTTCC 

SEP ID NO: 724: (Length of Sequence = 478 Nucleotides) 

GGACACAACT GAAGTGTGGA AGAAATGAAA GGGCGAAGGT GTCITITCAG AAGGCTCTGG AAGAAAAGCC CAACAACCCA 
GAATTCTCCT CTCGACTGGC AATTGCGATG TACCATCTGG ATAATCACCC AGAGAAACAG TTCTCTACTG ATGTTTCGAA 
GCAGGCCATT. GAGCTGACTC CTGATAACCA ATACCTCAAG GTTCTCTTGG GCCTGAAACT GCAGAAGATS AATAAAGAAG 
CTGAAGGAGA GCACTTIGIT GAAGAAGCCT TGGAAAAGTC TCCTTCCCAA ACAGATCTCC TCCGCACTGC AGCCAAATTT 
TACAGAAGAA AAGCTGACCT AGACAAAGCT ATTGAACTGT TTCAACGGGG TGTITCGGAAT CCACACCAAA CCAATGGCTA 
CCTCTATCAC CAGATTGGGG TGCTGCTACA AGGCAAAAGT AAGGCCAAAT GCAGANTACA GGGGGATCIG AAGCTACT 

SEP ID NO:725: (Length of Sequence = 356 Nucleotides) 

GACAGAGGAG AATAAATGGA ATAACTTAGT TTTGIOAAAG ACTCACAGTA TCACTPGGTT TCTGGACAOG GTTCGAGACC 
TCGCTCTCGC TK3CTGTGGC CTTGAGAGCC ATCCCACAGC AGCAATGCTG TTGGACCCTT TGGCTGGGAC CTTCAGGACC 
CCCTCCAACA GCACICTCTN CCTAACCTGC TGGCATGATG CCCCITIOTT GACAGGGCTG CATACAAGGC CAGCGACAAG 
TOGCAGGCAG TGACGCCAGC CTGGATITGC TGAGGGCACA CGCCATGCTT CCIGCAGTGC CACTGCTCTT CTNGGTTCCAC 
TTTGCAGCAA GGATAGATCT GGTTCTAGAT CCAAGA 

SEP ID NP:726: (Length of Sequence = 387 Nucleotides) 

CT3GTAGACT AAATCCTATT ATATCGAGAT ATIGGTCAGG CAAGAATTIT NCITTTAAAA TAATTTATTG TAAATGAACC 
ATAAAATTTT NAC C1TIU1 G CCATCTTCTA GGCTATAAAA TACTCTTATA AAGAATCAGA TTGTTAAGAG TATATGAAAT 
GTGGATATGG ATGTGGAAGA TCCATAAOGA GGATGATGAA AGCACATTAA GAAGdTTCT GATGGGTACA AAAAATAGAA 
TGAAGAAGAT CTAGTATTTG AGAGCACAAC AGGGTGACTA TAGTCAACAA TAATTTATTG TGCATITTCA CATAACT AAA 
AAGTATAATT GGGATTCTAA CAGAAAGGAT AACK3CTTTG AGCTGATGGG ATACCCCATT TTACCCC 



SEP ID NP:727: (Length of Sequence = 348 Nucleotides) 
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CCTTOAAGC AGCGGATCCC CIGCTCCCCA CCCCCAACTT TAXATTCATT AGGCCTCAGG TGGQGCCTQG GAATCIGGAT 
TTATAfcATIG CTCCCCTATG AXTCCAATCC CAGTGGGTIT TAGACCACAT TTTGAGAAAC AGTIGCTCTAA ACTGTITTCC 
ATTTGCMIG AAGGAAAATG TAQQGrTTTCT GTOCTGAAAC TATGCAGAGA AATTGAATAG TATTOJAGTC TAATCTTGCT 
TTIAAAIAAC AGGGAAATTX TGAAAGTCGG CTTTAGGGAG TICCAGAACC TCTCCATGAA CAGCAACAAG AAAGATCCCN 
GT3TGAAAAT GAACACTGCT TGGTAAAA 

SEP ID NO:728: (Length of Sequence = 305 Nucleotides) 
TGITTTATIA TAATCTTATA CACTCTACAT AAATTIGAAC TTGTATTTAT TTGGCTTCAG 
AAICAAAGCA CIGCTCCTCT GAAATAAAGC AGGCAATCAC CATTCAATAA ACACACTTGA 
TAAGTTEACA ACXAAAdTT TATAAAANGT TIAGCATGAA TAAGTACATC ATTACACTTT 
TCTGCQCTA TACAAGAAAA CTCTAATTAA AGAGTTCACA AGCTTTCACT CAAATAGAIA 

SEP ID NO: 729: (Length of Sequence = 363 Nucleotides) 
CAGACAATTT AXTITIVTA T TTTCCATGAA GAAGGAGAGG GACAATTTEA GATTCACCAG TCTGCAGGAC AAATTCTTAC 
TTAACCEATA GAGGAGCAAA CITTCTTCAA ACACATTACC AATACAATTG TAATACTAAG AATCAATACC ATAGTTCTCG 
ATCTAGCA!1X3 ACTACAAATT CTCACAGEAG ATTTCGGATG ACTTTACCAT AGCCACACTT AATGAATTAT TA3TNATATT 
NCTArrrcTA CTrTAATAAA ACTAXATTTT AAACITTAAA A3TCTCATTT AAATIACTAA AGAAAA3GAG TAGTTCCCAT 
AATCA^TCCA TAATCTTANG AATTTGCTTT AGCAAAIGAG GACTATATTC ACCTANGCTT TTC 

SEP ID NO:730:_ (Length of Sequence = 311 Nucleotides) 

CIcrnTATT CCnTAACIG CITAACAAAA GAAAGAGTCr CX^AAGTITA AAAAACCTTT gaaaaatata CAGCITGAIA 
TTATHACAT AAAATATOAN TOCAGGITCC AAXATCAAAC AAACATTCCT ATCTCAGAAA CAGACTGGAA GGCAGGAAGG 
TAACTCACTG CCTTTTAGAT GCAAAGACTA ATAGACACGT TCTCCNATCT CGACIATCTT NGTTACCTGT TATCCTCANA 
ACATA-ATEA TTANGGCACC TGNGAGGTTG GATGACTACC GAAAATGGNC TTCA3ACCTT CTGTATGAIT A 

SEP ID NO:731: (Length of Sequence = 349 Nucleotides) 

AGGGA-ATCC ACAGAATTCT ACTAAAAXAA CAGCAAAATA AGAGAGCATG AATIACATAT CAAATTATIT AAAGCAAAIA 
ATTC&CAAA TITCTGGAAC AGACAGAAAG CAGATGAGTC TACCAAGAAG GATAATAAAC AATCACACCA GAGAAAAACC 
ACAACTGAA AACTTAAGAA AACTGCCTAA GAGGICTGAG CCAGAGCTCC CAGGAGCCCT ACACTGCTCC AAGCTCAGAA 
CT3GCSACTA TCAAACTCAA GAATCCTATC GGCTAGCTAG GCCTCTIGAC IrTCTCITCT CTCTCCAITC ATAGACAAGA 
AAGC7CATCT ACdTTAGGT GGCCTAGAA 

SEP D NO:732: (Length of Sequence = 370 Nucleotides) 

AAA2TSICTC CTCTAGCCTA GAAGCAATCA AACTCCAACT GGTGCTGCTG ACTGANCIAC GCATGGATAC GCX3OTCTTC 
TCAGG^CCCT TAGACCAACC CCAGGAGGAG CCCIGACTTC TCTTCCCCAT TTOATGCCCC TTTTCAAGCA GGAAGTAGCC 
AGAAA3AGTC AT3X3CCCAAA ACCACCTAAC AGCAGTK3GG CTGACGTCTC CACAGGGGGG AAATGITATA GGACTEAITA 
AGAAfcTIATC TTAGGCAGAT AGAGAGCAAA AGGGGTCCTT GGGAAATTTT TGTTTCTTTT AAAGTAGCTG CAGAAATGTT 
TCTIUXTAG CAGGAAAAGC CCCAGCTCTT TAAAGCTGGG GCCAGCAATC 

SEP ID NP:733: (Length of Sequence = 357 Nucleotides) 

' HTn ' .lab ' lG TCTAGAGACA AGGTCTTGCT ATCTTACTAA GGCTAGAGAT CC'ITITAAAA TCTCTTTCTG CTAGGTTC7IT 
GGGCG^TCAC CTCTCCTTTG TTTCCTTCTC CTCTCCCAGC TTCTCTGGAT TCCATCTGTT TCTTATACTC AGAAGTTTGC 



TTATAACAXA GCATAATAAA 
TTEAITITGT ATAAAAGGCT 
TGAA3GCAGA AATAGACATC 
TATTT 
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TACCTAGCTA GCCCTCAACC TCTITCITTT ATGAATGGAA AGGCTGGGAC CCAGACAGGG CAACTGACTC ACCCAGTCTC 
ACAGAGCTGT TAAATGGCAG AGCATCAXTG AATCGGGCCA TGACTACTIT CCI7VCATGAC ATATTGAAAC CAGTTTGAGG 
CCTCQGrlTTC CICTCTNGCA AAACAGAGAT ACTAATG 

SEP ID NO:734: (Length of Sequence = 374 Nucleotides) 

TGCTGAAAGA AGAGAAGGAA ACCTTCGTCT GCATCGCACT TGGTACTnT GTATTGCCTC CATGCCCTCC ACTCCAGCTC 
CTGCCCTCCT CTGTGTGCAT CCCTCATGAG ACTCAAGACA GATAACCTCT CXTItSCXXTIT TCATGTCCCA GCCCTGGNTC 
TTQGACTCAA CCATCCATTG CATCCCCATG GAGGATTCTG CCAGTCCTCA GGACTCAGGA GCAACCCAAG GATCTCCCAG 
GCTCACAGGA AGACITCTIG AGGGGACCCA CAGGGCTGCC CACAAATTAT CAGTCCATGG AGAAAACTAG AGAGGGAGGC 
TCAAGGACCT CAGCACGTAA GGGACATTTT GAATTCTACA AGTCAQ3CTG GGAT 

SEP ID NO:735: (Length of Sequence = 348 Nucleotides) 

CCCAGOGCCT GGAGAGCCAG CCCTGCAGGG TGGGCTGGGC GAGCCAAACT GCGTTCCTGG TGCAGGGCIT CGGGTCTCCC 
TAACAGACCT TATACGCIGA CCGGCGGCCG CCATCGCAGT GTCTCTTIGC TCAGACATCC AG3GACGACC ACATTOGTCC 
AACAGCGGTC GCTCCACCAA TCCTGGGAGA AGCGAATCGT ITTCTCCGOG TGCCCTCTCA GCCGCTCATG CTGCCCAGAG 
AGGAATTTTA GTCGCAGCAT TCCGGCICTC AOGCCACOGA AATTGCCAGG NCACTCCAAG TCAGAAGGAC CACCAGGAAA 
AGTCAGGAAG AGAACCACCC ATCAAGGT 

SEP ID NO: 736: (Length of Sequence = Nucleotides) 

ACACTCCTGA CCTCAGGCAA TCCTCCCACC TCAGCCTCCC AAGGTGCIGG GATTACAGGC ATGAGCCACT GOGCCCAGCC 
TACACACACT CTTAATAGAA GAAATGAATA ATCAAAAAAT ATTATTGTTG GAAAAAATGT TTGAATCTTA TTTTAAAAAT 
AATTAACGOT TTCAATAGGC ATGTTCAACC TTITTTCGGC TACTGTITTC AGCAATIGCA GTCGAATGAG TACAAAATGC 
ACCACAGAAT AGAGACIGCT ATCTACCCAA ATATTGCTGG TTGTTGAATC CATGCTAGGG AATTINCATG TATTGTTACA 
ACOJGCTATA AATACATCCC AAAATATCTG TAGAGCTAAA ATAGATG 
367 

SEP ID NO:737: (Length of Sequence = 243 Nucleotides) 

TTAATCATTC AAACTTCATT TTATACAACG AGTGCATACA CCACIGGGGG AGINTCIGAC TCATGCGTGG GAGGGOGGGC 
GGGGATCTCT NCAGCTATCA CTAGGGAGGA GGOGGGGAAG CCCTQGCTGC TTCCTCTCCT CGACTGACOS CTGTX7IK3TTC 
GTCCCCAGAG GAAGAGCGGN NGGCAGTCAG CCCCGGGGGG GATGGCACAN TGGAGAGACG GACCTGCAGA AGTGGTTGGCC 
AAG 

SEQ_TD NO: 738: (Length of Sequence = 358 Nucleotides) 

OGAGTCAGAG CTGGACAGCG GCGATGCCAT CTTTACATCG CCAGACOGAG AGAAGGGCAA ACTCCTGCAT GGTCAGAATG 
GCTCTGTACC CAACGGGCAG ACCCCTCTOA AGGCCAGGAG CCCGCGGGAG GAGATCCTGT AGCCACCTGG TCICTCTCCT 
CAGGGCAGGG CCCAGGACAC TOCCCGGCCA GTCCTCCTAC CTCCCGAGTN TGCGGGCAGC TOCTGTCCCA GCATCTCCTG 
GTCATTTOGC CCTCACAGTC CCAACCAGAA CCCCTNGGGA CTTGAATCCA GAGANCTCCT CCAGGNAACC CCTCAACGAA 
GCIGTCAAAT GAAGAGGTTT CCTCTITAAA ACTGGTTT 

SEP ID NO: 739: (Length of Sequence = 400 Nucleotides) 

CATTTCTGGC CAGGCACGGT GGCTCATGCC TGTAATCCCA GCACTTTGGG AGGCCGAGGC AGGGGGATCA CGAGGTCAGG 
AGAT3CTCTA GACCATCCTG GCTAACACAG TGAAACCCTG TCTCTACTAA AAATACAAAA AATTAGCTGG GOGTGCTGGC 
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GCGXT3K3IAT TTCCTTAAAT AACAGCTEAC AAIAGAAAGA TACTGCCTGG AAGTEATCCT TTPCA3TITC3 GTTCATriTC 
AGTTTTK3TT TATGATTEAC AIAGCTGTTT AAXTCATTTC CTTATACTAC AATCCTGCCA TAAACTATTA AAGCACAAGA 
TACCTG?TCAT TCCCTTCAAC ATCTGCA3TT TTTCAAGNTT TTAIACTCTA TATCCACAGT ATCTCAGCAG TTdTGACTG 

SEP ID N0:740: (Length of Sequence = 374 Nucleotides) 

ATCCTCAGAT TCACCAAGGT TGAAATCAAA TAAAAAATOG TAAGGGCAGC CAGACAGAAA GGTCAGG7TEA CCCACAAAGG 
GAAGCCCATC AGACTAACAG CAGCTCTCTC GGCAGAAACC CTACAAGCCA. GAAGAGACTG GGAGOCAAXA TTCAACA3TC 
TTAAAGAAAA. GANTCTTCAA CCCAGANTTT CAIMTCAGC CAAACTAAGC TTCATAACTG AAGGAGANAT AAAATCCITT 
ACAGNCAAGC AAATGCTGAG GGATTCTGTC ACTNCCAGAC CTGCCTTACA AGAGGTTCCTG AAAGGANGCA CIAAACATGG 
AAAGGQJA3A ACTGCTROCA GNCACTGCAA AAACATACCA AAATICTAAA GGGA 

SEP ID NO: 741: (Length of Sequence = 290 Nucleotides) 

AATBOTTCA TAAIAATGTA ATAAACATTC ATGAACATAC CCTATCAAGC AAGAGCEAGA ACCITGGCAA TCATITCCTT 
GACTCCTCCA CTITCTGGCT ATCRTCAIAT TCAGCCCCAA GTTCATCAIT TL'IUITITIN CTTCTATACA GGTTTCTTAT 

AranvrrrCT aaaaatcatt cxnrATTTCA tcttfctaaa aagtcattct nciattttcc ccactaoitc tacatpgcat 

TCAXKTTGTr CTQGGJTCIG GTAA3TCATT NMTTTGACT GCTCTATAAT 
SEP ID NO: 742 : (Length of Sequence s 274 Nucleotides) 

TTAAGAGGAA AACTATLT1T AGGAATTINT TTCTATAGAG TTCTTCA1TA ACAITIATAC GAGTTTITIG 
TGGACAGTK3 GCTTCTGATO LTIT1 NCCTT CCCGCCTGCC AGGCTGGCCC AGGCACTGCT CCCACCANTC 
TCCGGGGCCG NGGATCTQGG CAGCATCCAT GGIGCOGGGG CCATCCCCAG OGGNACCACA AGGTNGCAGC 
GAAANACCGN CITTCCGCTC TGdTCCCCA AAGG 

SEP ID NO: 743: (Length of Sequence = 398 Nucleotides) 

TTGCTTTGCA GTIATCTGGA ACTCCTCCTG CTCTTTCAGG AGCTCCTGGG TCTGCK3TAT ACTGGAGCCC 
GIGTGGAAAG CTAGAACTCG CCATTGTCftT GGATCCA3TC CAAAGCCTGC TK3GCACTCC TCTCAAAGAC 
TGACACTGCT CCAGCOGTCT CTICCTCATG GTCCAGTAAT GCAATACCCT CTTCTCCCCT TGGAAGACTT 
ATITITCACr TGCTGTTCAG GAGCTTIGAT CTGCGTCACC AITCCTGGCA TCHTCAOGCT TGTTCCTGTG 
AGGAAGACCT CTCCATINCT COGAGCAAGN GGTGCAAGCC TTCAGGAATG CCTCCTTINC 1NCAQGGTGC 



SEP ID NO: 744: (Length of Sequence - 359 Nucleotides) 
TGCGACAGAG TCTTGCACTO TCACCFQGGC TQGAGT3CAG TOCTGCAATC TCAGCTCACT GCAACCTCTC CCITCCGGGT 
TCAAGCCATT CTCCTGCCTC AGCCTCCCAG CTAGCTGGGA TTACAGGCAC CTCCCACCAT GCCCAGCIAA CITITPGTAT 
UVm ' XTm ' AGTAGAGATC GQGTTTCACr ATCTTGGCCA GGCTGCTCTC AAACTCCTGA CCTCC7TGATC TCTGCGCCTN 
GGCCCCCCAA AGTTCTGGGA GTRCRGGOGT GAACCACCGN OTCOGGCTGG GGCTGCTTAT TTAAATCCCC TAGAAAGAGG 
GAITTCTNCAG CTACACCACA CCCTIAACTT NGAAGGACC 

SEP ID NO: 745: (Length of Sequence = 361 Nucleotides) 

CCCTTAATTA AAACJTTTTAT TTT1AAAAAA CGTAACAGAC CACTCTAAGA AACTTTGGCA TTCAAAGCAG TAGTTACTGT 
TATITGCTAA CTCTGAAAAA AAAATTTTNC CCCTCACAAA CAACCGGCAA ACTCCTGCCA CTTCCTAGCT TCGTGGCTGC 



CTGAGTCAGA 
raiGAGOtSIN 
GTIGNTCCAC 



CTGGAGGTCT 
CACGTACTGC 
CATTCAAGAT 
CAGGTATITC 
GGTTCTCA 
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CAG0CT3CAC TCCAGGGAAA CGGTCGGX3G AGGGATAGGA AGGCTCTCAC GCTCCCAACC CACGGAGAAA NTCCAGATCG 
TCACAAGCTG CATCTGGACT CCAGGNTGTA TCTCACAAAG AGGGAGATCG TOTCCTCCNT CCCCINCACC AGCTCCACTT 
TTOCT3CTGA AGAAACAGAG ATCTGGAGGC AGGOCTGACC ■ T 

SEP ID NO: 746: (Length of Sequence = 285 Nucleotides) 

GTCTTTITAT TTATACCTAC AAAAAGAAAA CAAGATGATC GTATCAAAAG GACAATITAC . AAACTAAGAA TAGTAACATA 
GCTTTCAGCA TCCTGTCCCT GAACATCACA CATCTACAAG TCTTTCAAGN CTTAATCCAA CAGGAATOTC TCTQGAGACC 
AGCAAGANCA TCAATAGAGA GCACTQ3TCC CAAGCAAAAG CCACTAACCT TTTAGATGAG AAGTCCACAC AAOGGATIOT 
TAGGGGAGGA TTTGGGNGAA GCAGCCCATT TGCTTAATAC ATTCG 

SEX) ID NO:747: (Length. of Sequence = 302 Nucleotides) 

CAATGCAGTT TTAGAGTGCT CATTCTTTCA ACTTATTTGA CAAATATTTA CIGAATGTCT GCCATAAGGC AGTAAAGGCA 
CAGAATCACT CAAAGCCTTT TTOCCCTTAT GGGGTCTAAT INCTAGTGGT GGAGACAGAC AATGAGCAAG TAAACAATCA 
ATOGGCTOAT GATAACTACT GTGAAGAAAA TAAAGCAGGN CAAGGGAATA GAGTATGCCA TCATTAAGAC TGGTTAGGGA 
AAGCTTCTTT GAAGACATGG CAGCTATTGA AAACCTGACT GATACAAAGA AGCAACTCAT GTT 

SEP ID NO: 748: (Length of Sequence « 346 Nucleotides) 

GAGACCAGCC TGGGCAACAC AGTGAAACCC TCCTCTOTAA AAAGAAGAAA AAAATAAGAG TTITGAGTTr TTCCAAAGAA 
GAATGCTCAG TACGTTTOIN , .rCTATCAGA AAGAAGAATC TCGAGCTCCT GAOGICTAAA CAGAGTTCTG GGTACCATCT 
CAOCAGAATT GCTGCCCTCA AGCCAAAGGA CTGAGCTGCT CAGATCTGGA AGTAATCTGA GCCCCCATIT CCAAGAAGAG 
AATT3CAGAA TTITATAGGA AGAAGGGACC TGATCCCTCT CAATGGAAGC ATTTXAAAAT ' 1T1TA ACTGA AGITCCAGGA 
GCATACAAAA AGCCAGC2JAA TTTACC 

SEP ID NO:749: (Length of Sequence = 325 Nucleotides) 

CTAAACTTTA TTTTCAAAAG CITAAGGCCC AAATACAAAC TGAGCTCTTC CTTCCTAACA AATTAATACT AAAA3GAAAC 
AGCT3TINTT CTCTCCTTAA GACAAAATAA GGAAGGAAAA OCTAGCTGCA GTTCJTCCACG ATGGATATTG GTIUTTTAAA 
ATATATCIGA AAGTAGTACT CAGAATCANT TATCGTIGGA AAACT3AGGN ATCTTCTGCT TGCAGGTGCA AAGTGACITT 
NTTTATICTT GTC7TCAGTCT CCTTGATAGC CACTTCACTC TCCTACTACT CAACTTTCTC CTAAAAATAC TTCATCIATT 
TTCAG 

SEP ID NO:750: (Length of Sequence = 341 Nucleotides) 

TCIATITO3A GTAGAGAAGG GGTTTCGCCA NJTTGWCAG GCTGCTCTOG AACICCTGAT CICAGGAGAT CGGCCTSCCT 
OQGCCTCCCA AAATGCIGQG ATTATAGGCG TGACACIGTC TCTGGTTTAA GAGAACCATG GGCTGAGATA TTNAGGAATT 
CTCCAGGCCA CGAATCTTGG GGCATGCAGC CTCTTCCGTA CCCCACAGCA TCTOQQGGAG CTQGTCTGCT GATOGGGTCA 
GCTCTCCCAG CTCCCTGGAA AATTCTCAGA CACTCCCTAA GAGGACATCT CCACCCCTMC CACTCTNAOG TCACTGCTTT 
CTAACATTGC TCATTTGTTT G 

SEP ID NO: 751; (Length of Sequence = 377 Nucleotides) 

l'i'i'i'i'iGAGA CGGAGCITNG CTCTGTCACC CAGGCTGGAG TGCAGTAAGC CCATCTCTGC TCACIGCAAG CTIACACCAT 
TCTCCTGCCT CAGCTTCCCA AGTAGCTGGG ACCACAGATG CCCGCCACCA TCCCCGGCTA ATITTTTCTG TCIGTCTTIT 
TACTAGAGAT GGGGTITCAC CATCTTAGCC AGGATOGTCT GGCCCTCCAG CTTCCTCTGA GTCCCTTCAT AAACATTIX3T 
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TXA ' lXlTlljlA AAAXAATTTG TTCCKTTTCT AATTAGTACA TAATGAGAGA GGCAGTGTCA TOGTTTCTGC CTAAGNCCTT 
TCTTGCCAAG AdTTCAAAG CCAAAAACTT CANCAGTTTT CCTAGATCAC TAGACAG 

SEP IP NO: 752: (Length of Sequence = 359 Nucleotides) 

AACTCAGGCG 1TCCTGGGGC AGCTGTCCTG TGAAGITGGT GGGACGTGCT ACCCTQGGCC AGCTCCAGGT GAGCNTGGCT 
TCGGTGGTCC OCCTGGGCTC CTOACTGGOG AQGCTGAGGC CTGGCACTGG GCCTCTAACT GGCCCCGTGG CCCTGCACTC 
TTINCTGCTG GICTCCOGCT TGCCCTTINT CCGGCTGTTC CAAGOGCTGC TAAGCCTCAT OSNCCCCNAG TACTTINACA 
ANCIGGOGCC CTGNCTOGAA GCAGGTCAGT GGCCATCANT CGTGGTCATC TTGGNCTCAX NATCCCAGCT TTGGCCCCTG 
GTIGGGCTCG GCAAGCAGCT TCTCOTOGG GAGGCTCCT 

SEP ID NO:753: (Length of Sequence = Nucleotides) 

AGCTTCAACT TGGAAAGAAG GAT3ATGCAG TTTIGGGCCC TCCX3GCCATC AAXNACOGAC AGQ4CTITGA CCTTGCGGGA 
AGCCAGGTAT ATGIOTTCAG TGGAGCCCAG CTCITTCTGG TGCCTCTQGT AGGCTGAAAA CAIUITI'ICA AAATCCTCTA 
GCTCCAGGNT CCGAAATACC TGCATGTCAT CAATCTCATT CCATAOQGTPG CCAGGGACAC GCTCCTCA.TT CAGCITCACC 
CAGITGAAGG ACOTCACTGG GTGAGAAGGC TGGGGGACAC GCT1T1TCCT GACTGGGACG 
SEP 3D ND:754: (Length of Sequence = 342 Nucleotides) 

CTCTTGAACT GCAGGTTTGA TCCAGCCAGT AIAGAACTAG CTCTGTTAGGG CTGAGGAGGA CTCINCTCTG TATCATCCTT 
GATTGTNTTC CTTCAAGGAG CATTGCACTG TAAGTACATC AGAATGACAA A3TGA3X3AAC TGCAACAGTA TCTITTTGTC 
AATGTTCCAC ATAATGCAAA TGOCATAOGT TGTCTGAATA TEATOTTGGA ATACAGTOCT GATATCTTGG AAAACCATAA 
CTGCCTCTTA ATTTAACATA GUGTAAIACA TAGTOCTCTA TTTTTTTTAA AGTTGAGCINT AATQGOIAAG TATTITINAX 
ATGCriTAGC TATAGCTAAA GG 

SEP ID NO:755: (Length of Sequence = 321 Nucleotides) 

CATTGCCATC TIUIX3\GTCC TTCTCCCITT CTTTCCAAGrr AGTTTACGGC CCTAGGGCX3A AGGIX3GCTTT TATTTCCTCT 
CTTGGGGAAG GAGGGGGAGG GAGdTTCCC AAGCACATCA ACCTAAGGAA GGGGTGGTTG CNCCCCCAGC AGCGAGGGGC 
TGGAACTGCT GATCATTCGG AAGGAAGGGT TCGTITCTTCT CCACTTCCTG GCCCTTGGCT GCAAGGGTCT GCTTOGCAGG 
GGTCACTCCC CITGGGGGTG gcagctcctg CATCAGTNGA GGGCACAAGG AGGTTATCTGC TCGIUTTCAC GAAGAGGAGG 
G 



SEP ID ND:756: (Length of Sequence = 368 Nucleotides) 

TGGCATGGTT GCATGTNCCT GTAATCTCAG CTACITGGAG GCTGAGGCAG GAGAATTGCT T3AACCTGGG AGGttGGAGTT 
TGCACTGAGC CAAGATCGCA CCACTGCACT CTAGCCTGGG TGACOGAGCA AGATTCATCT TCAAAATAAA TAAATAAATA 
AAIGAGAAAA AAAXAXAGAT ATAGTAAAGG GAACAATEAC ATTCTACAAT ATTTEAGCAG AAGTAAAXAT GGITTAATTC 
AATGGAAACA GCTCTGCTCT A3NGAAAATT CACAAATATT AAAAATAAAC AO^CTCTACA TTAAACCTCT GAGCACTAGA 
NGCTTACCTA CTTA3TCATA GGGCTCACAT ACTCTAAGGG GGCTAAAT 



SBO ID ND:757: (Length of Sequence = 339 Nucleotides) 

CTTCCACTGC CAGGTEATOG TCCOGGGAAG CCCCCCACCC CCTCQTITTC CTCCTCCGCT TTCCCTAACC CCTCTCGCGG 
GGGCATCTAC GNCTOGTCCT CGNCCICCTC CTNCTCGAAC TCCCLT1XJ1T CGTCX3GC0GT GGCXjTCCTGG TACTGCTGGT 
ACTCGGACAC CAGCTOGITC ATOTTGCTCT CGGCCTOQGT GAACTCCATC TCGTCCATGC CCTCNNCCGT NTACCACTGC 
AGGAAGGCCT TTCX2SCGGAA CATGGCCGIG AACTGCTCGG AGATGCGCTT NAACAGNTCC TCQGAIGGCC GTGCTCTTTC 
CGATSAAGGT GGCOGACAT 
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SEP ID NO: 758: (Length of Sequence = 356 Nucleotides) 

TirrrrrGTA rnxriTnur atatgggtta aatgtttccg tiatatitcc taatiggcta tigctcgtat aaaxagatgt 

GGTTTTAGGC ACATATTTTA TATCTGGCTC CTATACIAAA AATCTTTTAT CATITCCAAC ACTTITCAGT TAT3CTCTTG 
GCTTTCAAGG TAGACAAXAA TGTCATCTAC ACATAATGAT ACTOCTGTTT TCNCTITTTA AATGCTTATA GCTCITTNAT 
TTrTATTGCT TTGCTTCTGC TATAAATNCT AGAATGAAGT TAAATAATCA TAGCAGATAT CCTITITCCT GATTTAATTA 
TAATCCTCCT GAAATTTTAT TAAGTATGAT GACTCT 

SEP ID ND:759: (Length of Sequence = 333 Nucleotides) 

GCCATGTGGG GGOGGGAGGG OGCTGGGCTC GGGOGGGGGG GACGGTCAAA GACTTCATAA ATAAGAGGCG GCTCCCAGAC 
CQTCAAATTT GTCAACATGT CTTAAATAGG TGCATTATTT AAATCTTATG TACAACAAGA ATCACTITGC ATAGCAATGG 
TCAGGACACA GGACGGCTGC AGTGATGTGA CTQQGTCITC TTCTCCCAAG GGOGGGGGGC GACTTCGCAG CTCAGCTOGG 
AGCCTCTAGG AAGAAAGCAT CCITOCTCCG GCCCGCAATN GTCGCATCGG AGTIGACTTT TCTCACAOGA CGGCATCAAN 
CACAAAGGCA AAG 



SEP ID NO: 760: (Length of Sequence = 311 Nucleotides) 

CGTCCTCTCT GCCCAACCCG CXXXXXACCA TTGCCGAGGA GGCTGAAGAT GGAGATGGCT OGGGCAGCAT CTOCGGTTCC 
ACOGGAGACC GCITOCTGGC ATCAGCTCGC CCGGCCOGGC CGCAGATATT CCGGCCTCGA GAACAGCTCA TGCTGAGAGC 
CAACAGCCTG AAGAAAGCAA TTCGTCAGAT CATAGAACAC ACAGAAAAAG CICTCGATGA GCAGAATGCC CAGACCCAGG 
AGCAGGAGGG CITCGTCCTC GQGCTCTNTN AGTCAGAGGN GAAGATOGAC CACAGAGOTT CSCCACCACT T 

SEP ID NO:761: (Length of Sequence = 314 Nucleotides) 

TTrrrrrrcT TrrmrAAG agacagqctc tcactctctt tcccaggctg gactgcagtg gcaaogatca tagctcactg 

CATCCTCGAA CTCCTGGCCC CAAGGGATCC TCCCACITIG GCCTCCCAAA GCACTSAGAT TGCAGGOGTC AGACACCTCA 

CCTGGCT1GT ctgagaacat cttttaaaaa aaatcccitc TCTTGGGTTT tcigttaccc atatctctac TCAATTTGGT 
tcictcagct ttgitgttgt aatccaaaag cagccataga cantacatgc atigaatgag tctactgcat tcca 



SEP ID NO:762: (Length of Sequence = 319 Nucleotides) 

ataaagctat ataaaagttc aaattaaaag acacatatca tgaaaatact aacaaaaagc taiaatagct atattaatat 
caggtaaaat agactjltagg acaaaagcat taxtaaggaa gqgaaagttg ctataataat aaaagcttga gtitaatcaaa 

AAGATATAAT AGTTTTAAAC ATIAIGCATA TAATEAANTT CCTGAAAAAT AGACAAAGCA CATATTGATA CTTAAGGNAG 
AAATTGATAA ATCCATCACC ACAGTQGGAA ATTAGGAAGT TTCICTACAC CTCTITCACr TCTTGATAGG TCAAATGGA 

SEP ID NO: 763 : (Length of Sequence = 369 Nucleotides) 

TCCAAACTCC TGCCAGATAT AATTCTAAAA ATCTGTTTCT TAATTTTATT ATl ' lTATl ' l ' l ' TOGA'lTl'lTA AATGCTTGGG 
AATTGGGAGA TATGCACAAT TGTCTTIGCT TTGTTCACAA AATTAAATCC GTATTTGGGT ACTTATAGGA CACTATTTCT 
AAAAACATTT ATTTCTTCAG ACATTGATGG TCTIGTCCCA GTTATTAACA ACATCTACAT GTTTAAGAAT AAATTTCCTA 
TCTACTTCTT ATTCCATIGA AAATTACCIT TCTATCCTCC TACTCTGGAA CTCTITATGN ATTCTGTCCT AATCATTAGT 
ATCCCATTGC TTCTTCAAGA GGATGTCTGT CCAGTAGGAA TTTCTCCCA 



SEP ID NO:764: (Length of Sequence = 381 Nucleotides) 
CGGGTAGCAG TXGCTGACTG TCAGC1AGAC AGCAGCGACT AGGGCTOGGG OGCCGGCGAG 
CCCCTTQGAG CAAGACGTGG AAAAAGCCAC GAATGAGTAC AACACTACAG AAGATK3GAG 



ATGCCTTTOT 
TCTTATTATG 



TCACCGCCAA 
GACATATGTG 
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ACAAAGITGG AAGTACTOCT AA3GGAGOGA AAGATTGCCT AAAAGCCAXA ATCAAAAGGG TAAATCAIAA GGTTCCACAI 
GIT3CTCTGC AAGCACTAAC TCTTCTTQGG GdToTGTOG CAAACTNTGG AAAGAXATTT CATTCAGAAG TATGTTCCCG 
TOGftlTWNC AACAGAACTA OGTGCTGIGA TTAAAAAIAA GGGCACATCC TAAAG TA TCT G 

SEP ID NO:765: (Length of Sequence = 329 Nucleotides) 

TTOTCTGCTr GATOCAGGAG CTCAGGAGCT GCACAGAAGG TTAAAAGAGC TGTEAACACAA ACAGGGCTGC AACATCCCCC 
TTCCTCCCCA CAGGGAGAGA AGAGCTCTGG COCTOQGAGA AGCCCAGACC TOGGAGCTCC TTGAGCCOGG GCD3T3ACTC 
CCTCTITGGG GCCCTGGTTG GCGTCACTGC AITOGOCAGT GCCACTOTTG GAAGCIGCTT GINATGCGCC TGGTCCAGGG 
GGAAGCTGrr TCITCTGTGC CrcCTCCAGC CACCTCATCG AGAGCCICT3 CT3GCACCTG GGAGCTCCCC AACCTGGGCA 
GCAAGCTTT 



SEP ID NO:766: (Length of Sequence = 321 Nucleotides) 

GCACTGGCAG GTEAGAXTTTA TTGGCCIGGG ACACACAGGG GATACCCTCA CCCACGATGG GGTGGGGGCT GTGGTCITGA 
AGAIATAATC TNATOGTCAC TTGTGCTAGA ATOGCQGGIT CT3GCTOTJT TGGATCAAGG GGAGCCGAGG GCCAGGTTGG 
CTGCTAGCTG CAAACCOGAC TTTCCT3CTG GCIGCATCTG CACAGGGAGC TGGGGGGAAG CAAGGAGTCC AGGGGCTGGA 
TGCAGAGCTT GAGTOGGAGA AGCCACTCTG CTGCTXAGCA TCINCCATCT GCTTTTNCAA GGNCAGGGCA CCACCAGGCT 
T 



SEP ID NO:767: (Length of Sequence = 313 Nucleotides) 

ACCECCCCTC TACTTCACEA TTCTGTCCCC GCTAOCCAGG GCATCATAGA CACTCAACAA CCATTOGTTG AAIATGCAAT 
T3GATGAAAT GAATAAACGA CCAGAGGAAT AATCCAGACA GAGCAGCACT GGCCAAGGGA AGGGAGGATT GA3TTATGGG 
AGAAAATTAG GGGAATGAAA TCCATAGAAA QGGTTTGCCT AAGINAGACT GATCACINGA GCCAGAAGAC ACCCGGGGGA 
GAGGAATTNT TTCACATCCT AGGAAAAGGG GAGGAGGGAG AGAGCTQGGG TOGTOGAGIN CAGCCTCGAG GCT 



SEP ID N0:768: (Length of Sequence = 372 Nucleotides) 

TCTCTTCTCT GCCTG1TIAT ATTCTGCACG TCCTTAGXAA CCCCTGflGGC CCACTICTEA CTIAGGTCTC TCCTAACATG 
TATCTATCAC ACAXTSATCC CTAACAGCTA TGA3TCH3CT TATACTTTIN CACTAATTTA AATTTTATCA TTCTACTGCT 
' TGITCAATAC ATCICTCTAT CTAAATCTTG ACTCCATAAT GAGGTITTIA ACTTCGAAGG GGITQGAAGT TATCTGCTGC 
CnQGTACCC CCCOGCCATT ACACAAGAGT ACATTTTAAG CACASTACAC CTGAGTGATT CTNCTAAAAC ACAGATCCAA 
TCT1TCCACC ATCCTCIAGG AATTCTTCTG TQGGCTTTCC ATIGGGITAC CC 

SEP ID NP:769: (Length of Sequence = 321 Nucleotides) 

GCAGCCAGAG CRXAAGGCT CCCOGGGGOG AGCTGACGGC OGAGGAGGCA GCAGGOGCTT CCOCOGCGAA GGCCAAOGGC 
ATOGAGAATO GCCACGTGAA AAGCAAIGGA GACTTATCCC CGAAGGGTGA AGGGGAGTCG CCCCCTGTGA ACGGAACAGA 
TGAGGCAGCC GGGGCCACTf GC3GATGCCAT CGAGCCAGCA CCXXXTTAGCC AGGGTGCTGA GGCCAAGGGG GAGGTCCCCC 
CCAAGGAGAC CCGCAAGAAG AAGAAGAAAT INTNTTTCAA GAAGCdTTC AAATTGAGQG GCCICTCCTT CAAGAGAAAT 
C 



SEP ID NP:770: (Length of Sequence = 364 Nucleotides) 

TTAAATCAGG AAATCTSATG CCTCCATCTA TGGTITHUA AACTCATCAG CCAGAGCTAA GGTAATGAGG ATTCCCTCCT 
TCA3X5TTCAT ATGTCTTTAC ACTGTGCACA ACTGTCCCEA AAAAAACAAA CCCCTQGCCA ATTTCTCCAG GCTTATCGTC 
TCCCOGGTTT CTGTTACATT TCAGCTTAGC AnTTCAAAA TAACAATTIG TTCTTGGCAG CCTGTCEAXA TATITNATTT 
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ACCTCTCTTG TTATCCCGAC TITTCATGCr CTATCTCCCA TAGGCAATTT GACAAAGACT GCTTTGACAA AGGATTCCTA 
GACTTCTATC TCTACCTCTC ATCTGACTTC GGCGGAGGAT TAGG 

SEP ID NO: 771: (Length of Sequence = 357 Nucleotides) 

CAGCTCACIG CAACCTCCAC CTCACAGGTT CAACTGATTC CTTCCCTCAN CTTCCCAAGT AGCTGGGACT ACCGCTGCAC 
ACCACCATGT CCAGCTAA1T TTTGTATTIT TNATTAGAGA CAGGCJITTCA CIATATGTTC GCCAGGCTGG TCTCAAACTC 
CTCACCTCAA CTGATCCGCC CACCTCGGCG TCCCAAAATG CTGGGATTAC AGGTGTGAGC CACCATGCCC GGCCIAAATT 
AXAGCTATTT TAGAATOITG AAAGTAGTAT TATCTGATTT CAGTTIGCCA TAAAITITIC ATATGGTTAC TAATIATTTC 
TOTTTTTGTG GATATATCT1 CPGGAAATCT ATTGAGG 

SEP ID NO: 772: (Length of Sequence = 359 Nucleotides) 

CCTCTCAGGA AAACACCTAG ACATTATGTA ATCTATTT3A AGATTAATCJT ACCCTTTAAC CAGCACTTGT GTACCTAGGT 
ACAAACTITG CAAGCACACA CGCATCTOTG TOCCAAAAAG CACATACAAA AACACTCCTA ACAGCATTAT TTGTAATAAT 
AAAATATAAG AAATTACCIA AATATCCATC GACTGCCATT GGTAGTATGG TTATACAATG GAATTCTACA CAGCAATGAA 
AAGGAGCTAG AGCTACATGC AACAACATGG ATACAACTCA CAAACCTAAG ACTTAGTGGG AAAANGCTAG ACACAAAGTT 
AACACCTTCT ATATCTGGCT TCCAGTTATA TAAAACCCA 

SEP ID ND:773: (Length of Sequence = 361 Nucleotides) 

GAGCCTACGG CAGAAAAAGA AACATCTTCC TATAAAAACT AGACAGAATA ATTCTCAGAA TCTCCTTTGC GATGTIGTGCG 
TTCAACCCAC AGAGTAAAAC Tl ' llNLTmxa ATAGAGCAGT TTTGAAACAC TCTITTTGTA CTATITOCAT GTGTATATIT 
AGAGOGCCTT GAAGCCIACG CTAGAAATGG AAATATCTCC CCATAAAACC AAGACAGAAG CAATCTCAGA AACTAATCTG 
TGATCGCIGC ATTCCACACA CACGGTCGAC CATTTCICIT GATAGAGCAG TITTGAAACA CTCITTCTGT AGAATCT3CA 
AGTGGGATAA TTGGGACCTC CTAGAGGGCC TTCGTTGGAA C 

SEP ID NO:774: (Length of Sequence = 387 Nucleotides) 

GnTTCGCTCT TCITCCCCAG gctggagtgc aatggogcaa tctcgactca ccacaacctc cgcctcccag gttcaagcaa 

TTCTCCTGCC TCAGCCTCCC GAGTAGCTGG GATTACAG3C ATGCGCCACT ACCCCAGCTA ATITIGTATT TINAGTTAGAG 
ATOGGCTITC TCCATGTIGG TCAGGCDGCT CTTCAACTCC TGACCTCAGG TX3ATC0GCCT GCCTCGGCCT CCCAAAGTGC 
TGQGATTACA GGCATAAGCC ACIGCGCCCA GCCAGAAGAT GCATGATTTC TTAGGATCAT ATCCTCTITG TAGOCATAAG 
CTAAATCATG TCTCITCCAA TCATGACTTT TGGGAACTCC CTGAATAATA AAAATGAGAG TTGAGAT 



SEQ ID NO: 775: (Length of Sequence = 401 Nucleotides) 

GAATTIOTCT TTCTGCATCG TTCTGTCATA AAAAGGGGTA CTACTATAGA ATAGAATGCA GGCTTAGGAC CCCCGTAAGC 
TCACTGTTCA. ACCCAGCCCA GCAAACTGCT CAGTTATAAA TTTINCTGCA GGTCCCTCAA ACAACAACAA AAAACTGGAT 
GAGGTTTCCC TCCCATCTTG TTTTATGTCC TTGGGAGCTT GACCITATAA CCATACGGCG GTALT1T1NC TIGCTCTCTG 
CCATCCAGGG AACCAGAATT TGGGGGGTTA TGTCATAGTT AGCTCTAAAA ATTATCTTCA GCAGTTAAAA GCCTTTGCAA 
GdTAAAATT GACTGCTGTA GGNTCCTTCT GGGGAAGGAG CAATGGGAAA CCTINCCAAA GCITATAGCT CANCCAGCTG 
A 

SEQ ID NO: 776: (Length of Sequence = 345 Nucleotides) 
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AACACTGGGT AAGCACTTTG TATOINCTSG GCACTCIGCT AGAGAOMTC TGTCTOSVAT TOtJIGGGITC TTGGflCTCAC 
TCACITCAAG AATCAAGCCG TGGACCCTCG CACTGAGTCT NACAGCTCTT AAGCTGGOGC CTCTGGAGTC TGTCCCTTCT 
NATOTTCAGA TCISTTCANA GTITICTNCCT TCTGGCTGGGT TCGTGGGTTCT OGCTGGCTCA GGNOTGAAGC TGCAGACCIT 
TOOGGIGAGT GINACAGCTC TTAAGGCNGC GOGTCT3GAG TTOTTOGTNC CTCCCGGTGG GCTCGTOCTC TOGCIGGGCT 
CAGGAGTCAA GCTGCAGATC TTOGC 

SEP ID ND:777: (Lengfth of Sequence = 229 Nucleotides) 

ATTGGGGGAA CCXMGCCCA NTAATCCTAT QGCTCITCCA Q\CTTCTAGA GCTACTGCCT TCAIGCTCIT NQGTAAGATC 
TOGGAGAATT CCCIGGATTA CCAGGCAGAA ACTCTNATIC TCTIGCCTTA CITCCCCCCA AACAAATNAG TCTCTCTCTC 
TCTCTGTCCT GAGCTGOCTA GAGCTGAGGG AGGGGGTCAC ACAAGCACAG CEATGTCACC AGGAAGOCA 

SEP ID NO: 778: (Length of Sequence = 361 Nucleotides) 

CAGAAACTCA GGAATAAAGC CAXTAACTTT CAAAGAATAT GTT3ICTT3T TGGATATTTT CCZATTCCTAA TCCACAIOCA 
CX31TOGTCAA CTAGAGCTTC CTACTCAGAA GCACAGCAGT TGCCAT3GTG TVCTCTTCCA TCTGAAAGCA GCAAnTTCC 
GCAGCSTCCA TTTACAGAAT GTGCCATATT TACTCAGATT CTAATCTAXA TTAAATATCC TTTGGAAACT TAACAAGAAA 
CGTCCAAGCN CTCAGTAAAG AAAACTTGTA GAAAACAAAA ACTGAACAGC AGGCTTCTAG TTTCTCCTCT CCCAAAATCG 
CCTTAGTCGG A3TCAAAAAT GGGAAGTCTG AATAAAACTG C 

SEP ID ND:779: (Length of Sequence = 392 Nucleotides) 

CCTAAGATGC CTGGCACAAT CAAAGAOCTT TOGTOGCTTC GAGCATTTAT AAGGCAGACT CCAAACACAC ACTEAAGAAT 
GACTTACTCC TCTGGOGGAC CCCACCATTC CCTCACCCCG CTIT3GCTCT GTCCTCTCGT GGAGCTGCCC CTSCCCCIAA 
ACACTCCCTC OTCTCTACCA ACCCGGACCA TATTTCCCCT CCTCCCCTCA CCAGGTCCAG CAGTACCCAC CAOGTITICTG 
GACATCTCCC CAAGGAGCTC TCAOGTATCA GAAGCAAGGA CJTEAGCCTTC AGCCCCACCT Cl ' lUXULTlA GCTCTACAGT 
GAGflNTCCAG TGATGCTTCC TACOGACTGC TTGGGGCT3C ACAAGAGTNA GGCCAGCAAG A3NCCAGCGG AA 

SEP ID NO:780: (Length of Sequence « 453 Nucleotides) 

CICICTATIT TCTCTTTTCC TTTTGAOCTA CCATAGGAGA CAGATTCCTC A3CTCCAAAT TTCTCTGCTG TCTGOGGANT 
GCCTGOmT CAACCTTGGT TAGGCTTTGG CITAGGAATA GCATAATATC CCTTTGTCAG AGGTTAAACA CTTCAGTTAA 
A3TTTGGAGG CCAGGICTGG TOGCTCATCC CICTAATCCC AGCACTITGG GGGGCCAAGG TCQGCAGATC ACGAGGTCAG 
GAGATCAAGA CCATCCITGC CAATATGCTG AAAACCCCTC TTEACTAAGA AXACAAXAAT TAGCTGGATG TGGT3GCACA 
OGCCTJTOGG TCCCAGCXAC TTGGGAGGCT GAGGOGGGAG AATOGCTTGA GNCTGGGGAA GTCGAGGTTTG CAGTOAGGGT 
GAGATOGCGC CACTGCACIN CAGCCTGGGN TCAGAGAGCA AGACITCOCT TTC 

SEP ID NO:781: (Length of Sequence = 306 Nucleotides) 

AAGCTACTCG GGAGGCTGAG GTGGGAGAAX CX3CTTCAACC TGGGAGAOGG AGGTITGGAGA GAGCOGAGAT TGCGCCATCA 
CACTCCAGCC TGGGOGACAG AGTGAAACTC CATCTCAAAA AAAAAAAAAA AGAACCACCA CTNTAACTGA GAAATAGATC 
NTCCCATTAA CA3TTTAGAA AATCTAXRIA ACTCTAATCC ACAGAGGITT ATACTXACAA GCAACTCATO GTTPCCCTTT 
1AAGGGCCAC ATCTGGAAAA TEAATCTGAA CACTTACTGC AAGGAGGAGT CATACCTCAG TGGAAA 

SEP ID NO: 782: (Length of Sequence - 443 Nucleotides) 

CTCTOGGGCT CCTGACCTCA GCTGATCTGC CTGCCTCGGC CTCCCAAAGT GCTGGGACTA CAGGCATGAG CCACTGCACC 
TQGCCTAATT CTACATTTTN ATCTACAGCA GACL'ITITAT CATAAAAGAG TTTCEATAAA ACATTTCTCA AAAGAAAATA 
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TCTATTGACA TTCTATTTTC TTIUTCCTCC AGA1ACTAST TTOK3GATIT NAAACATACA CAATACTTAG GAGACITCTT 
TTACTCAGAG TGGAAAATTT TOCCAGGGAC AAAGTCAACA CAANGAAACA AACAACAAAA AATAGCCAGA AAGAGAACAG 
TTAACT3CAG CTCGGTGAGT CCCGGCAGTT CCTTCXXX3GC ACTGGCTOGT CCCTGGGGTT CTCAAGGTTC CATSOGGCCA 
CAGCGTCOGT CCACCIGTIC CADQsfGAGCC ACATGCTOGA ATT 

SEQ ID NO: 783: {Length of Sequence « 350 Nucleotides) 

CATTCAGGCC GGGCACAGTC ACTCATGCIT CTAATOCCAG CATCNTTCNA GACATAGCAG TAGGGACTAT CGACAAAGAA 
ACAOVCAGAG GGAAAAAGAA TTCCACATTT GGGAGGCTGA CGCATCAGGT TCACCTCAGG TCAGAAGTTC AAGACAAGCC 
TGGCTAACAT GGTAAAACCC CGTCTCCACT AAAAAIACAA AANTTAGCIG GGCATGGTGG CCTCGGGCTG CAGTCTOGAC 
TACTIGGGAG GCTGAGGCAT GAGAACCTCT TGAACCCGGG AGGTGGAGCT TGCACTGAGC AGAGGTCATG CTACTCTCAA 
GCCTCGGGCA ACAGAGCGAG ACCCICTCTC 

SEP IP NO:784: (Length of Sequence = 265 Nucleotides) 
ATAACTGAAA AATGGAAGAA AATATITGCA AATTACACAT GTGAAAAGCA GTTAATATCA 
AGGACTATAC AACAAAAAAC AAATAACCAT GAAAAAXAAG CAAAAGATAT ATATAANTNA 
TATAGCTTGG CAGATAGATG AATATCGCTC AAAGTCAATT ATCATCANGG AAAGGCAAAC 
AACTCACTCC TGTTAAANTG TTTAA 

SEP ID ND:785: (Length of Sequence . = 363 Nucleotides) 
CTAAAGOTTG AGAAATOGGA TGGTTGCTGT GTCTGTGTAG AAAGAACTAG ACATGGGAGA 
TAAGAAAAAT TCITCTGCCT TGGGATCCTC TTCATCTATC ACCITACCCC CAATCCTGTG 
GTCCACTCAG GGTTAAATOG AAAAAAAAAA AGAAAAAUGA AACCAGGAGT TGGCAATTAC 
GAGTCIT3CT CTCTCACCCA GGCTGAACTG CACTGGTGAG ATCTTGGCTC ACTGCAACCT 
AAITCTCCAT GCCTCAGNCT TTCAGAGtTNA CTGGGGATTA NAA 

SEQ ID NO:786: (Length of Sequence = 291 Nucleotides) 
AACAAGAATC AGCCACAATG TGCLTITAAG GATTTAACTG ATAGTAAAGA TAAATGTGAG TNTTAAGAAT GGGAT1T1TA 
GACTAGGCTG ACACAAGGGA TCTTdTTNA ATAAGGNTCT TGAGCATTIG IOTTTITGGA GCTCATCCTT AAGGGCTX3GA 
CAGGAAGAAT CCTGItJTEAT GTCTGCATCT TGAGCAATCC AAAAAACACT CTGCCAAATC CINGATACCA CAT3CTCTNG 
AGAAATCCAT GAGTGATTTA ACGCACGGNT GGCTGTAGTC ATTATGTTCC T 

SEP ID NO:787: (Length of Sequence = 256 Nucleotides) 
TATTTCTGTA TAATITTNAT TATGACCATA AAAAXAACAA 1CTAGTCAAT AACAATTTAA 
AAACTATATA ATTACACTGN TTGTAATAAA AAGIATAAAT GTTAGAGGTG ATGGATACCT 
CTACACA2TG TAGGCCTGAA TGAAAATATG CCATATAAGG CATAAATATA TACACATACT 
AATAAATTTC AATAAG 

SEQ ID NO:788: (Length of Sequence » 322 Nucleotides) 
GGTCCAATCA AGdTCAACT CGTTITCAGC TCAAAGCAGA CGGCAAATCA GCAAAAAGCA AAAATAATGT ATCITACTGC 
ATTACAGACA AAAAAAAAAA AAAAAACAGA GTCAAACTAG ANCTATTTTC AATACTAGTT TTCTGACAGC TATATAANCA ' 
AATATAGANG ACATTATGGA ATTAGTGATG TGAACGAGAA CTICTCCATG TATCCTGCCT GCCAGCAAAG GfTAGAGATGG 



AAAATATATA AGANACTCAA 
TTTOCAAAGA AAGACATACA 
CAAAACAACT CTAAGAXATA 



CTTTTCATTT TGINCTGTAC 
CTCTCTGAAA CATGTGCTGT 

TrrrrrTTTT tttaaagaca 

CCACCTCCCA AGCTCAAGIG 



TICTACATTT TAAAATAATT 
TATTTACCCT AATGTAATTA 
ATATACCCAC AAATACCAAT 
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CTGrlNRIATT T3TAATCGTT TACEA3GAAG GCIG1TCCAT AACCTNCAAT ATCCACTGNT CITCGGTGCT AIACCAAGGA 
TA 

SEP ID MP: 789: (Length of Sequence = 357 Nucleotides) 

TCAATOXGGC ATTTCITlTr NTTAGAAAAC CXTTTAGTAA GCAdTCTCT AACCCAGAAT AGACACTGGG TATCCTCCAA 
GACTCCCAIA GCnTCATIT CATCTTCCAC CCTCTTCIGA GAGGQGGAGG CAGGGGATAG GGCTGGTOTC AGGCACTCTC 
CAAAATCCCC CTOCTAGAOC CCTCAGAGAA TTCATOITGC CAGCAATAAA CCAACAGCAC CTCACTGGGG CATCANAGGG 
x COCTCIAGGC TCAAGGCTAT TGCCAAAGGG CATTCCTGTT TCATGAGCTT CACGA3X3GGA ACCAAGGNAG GCPCTOGCAA 

GACTTCCIAG GGGCTTGGTC CTTCAACTTA TGGGCCT 

SEP ID NP:790: (Length, of Sequence = 366 Nucleotides) 

TGGOCAGGCT GGTCTT3AAC TCCIGACCTC ATGAIACACC OGCCTTGGOC TCCCAAACTG CTQGGAATAC AGGCGTGAGC 
ACXGCACCCA GCCTTGTGTO ATdTTEAAA GTACACTTCC CAXAGATTTA CAITAAGAAT AAAAAAGTCA TGACATCTTG 
CmTATATG GCAGTTEACT CAAGCTTTIT AAAGAAAGAG CATTCATCIT GCTTTTACGT GGTTTTAGAA TGTTGAAAAC 
CITITGNJJAA ATCTGAGTAA TTTACTGCAT TINCCATTAA TTCAGCTTAG TTAGACTGCT GOTTCCACTG CITKTTTTPG 
CTGTCACA3A TACCCTAATA TGCTTTTTAA CAXA2Q3CCA AATTOC 

SEP ID NO:79i: (Length of Sequence = 317 Nucleotides) 

AACAACTCCA AOCATAATOG AGAAGGAAAT GGCCAGAGTC GCCACTCTGC AGOGGGCCCT GGTTITAOGA GCAGAACTGA 
GCCTAGCAAA TCTCCTGGAA GTCT3GGCTA. TAGTEACAAA GATACTTTCG GCTCAGCCCT GCCAOGAAAT CTCAGTCGCT 
T1CCTCAGXA TCCXACAGGG CAAGAAAAGG GAGATTTCAC TCGCCATGGG GAACGAAAGG CTAGAAATCT AAAATTOCCA 
AGCCTCCTGC AGGAAGTCGCT TCAGGQnAC CAOCMCACC CINACAAGGN GAJTATTCTAG GGGCTACTCA AGAGCAT 

SEP ID NP:792: (Length of Sequence = 258 Nucleotides) 

GATCAATA3A TCCAGGAA3T TCTGAAAAGA TCCTAAACIT TTCAAACATG TCACAGGTAG TACITGAAGT ATGCITQGTA 
AAATGTEACCG GTEAAAGCAG TATGXTTCTC AGATAGCCTG AGAITJ.TA3T TAACAATTAT GEATCIAAGT CEACTAAIAC 
AITTGAGCAA AAGACTG7ITG GGTOCATAAA TAAGANGICA CTATTTCACT TAGATTAnT CAGAAACTTG TAACHUCCTC 
TAAATAGCTA CTCIGAAA 

SEQ ID NP:793: (Length of Sequence = 282 Nucleotides) 

GGAATGACAT GCTCATTCIN ACTIAAAAGA AACA3TTTAG GTTCACACTT GCCAAGTTAG GAAGAAAACC AACCTEAGAT 
CCCTTCCCCC CCACCAATAC TCCTTTCJCCC AAACACQCTC CCCACCCGNC lUrAiUmA ATTGAATTTT TATTTCTGAT 
ATATAGAAAA CCTAACCCAT GGCTGINATG CTGAG1GTCA TTTGGCTTCA AGCTOGAACC AGGGNACAGC TTGGCCTGGA 
ACCCTCAGAC AAGATCCTGG CCTCANAAGG TQGGGGCTCA OG 

SEP ID NP:794: (Length of Sequence = 330 Nucleotides) 

GTTGAGGCTG CAGGGAGCCA TGTTCACCCC ACTGCACTAC AGCCAGGGTG ACAAGAAGAA CCT1TCTOQG CCTGAAOCCA 
* GGGGGQGGAG TTGCAGTGAG CCAAGATCCT GCCACT3CAC TCCACCAGCC 1GGGIGACAG AGCAAGACTC CX3TCTCAAAA 
AAAAGITTAC TACTCGGCTT TAATTATTTC CTTTCGGTIT TGGCTGAAAT NAITITATTA CTGACTGGTT CCITAGTTGT 
ACAGAAGCCT ATEATLTITA GAGAGACTCT TCATCGEAAT TAACTCAGAT TCTTATTTTG CCTGGG7IGAA AGGANGGCAA 
GIGGATCTAA 
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SEP ID NO:795: (Length of Sequence = 332 Nucleotides) 

GGAAATAAAG CTGACATGAA CTAACTATTC AATCATGAAT GGTAGAAAAA AATGAAAATC TAACGAGATG GGATCCGGGT 
CAAAGTCAGG GGAGCTATAG TTGAAGATAT TGAAGGACTC ATTATGATAC CAAAGAAAAT GGAAAGANGT GCTATCCAGA 
TAGCTIATCC TTQGAGAGTA TCCAGQGATC TCTCTITOCC TAAGACCTTA GAGAAGGAAA GGATGGCTGA TAATATAGGG 
AAAAGTT3AC ATOGAAGGAT TAAATAATTT TTINAGAATT CACCTAAGGsT ATCAXAATCT GAATTTCCAG GGCTAGGCIC 
AGAAGCAGAA AT 

SEP ID NO:796: (Length of Sequence = 305 Nucleotides) 

CCCAAGGGGA CAGCCTGANC TCCCTGCTCA TAGTAGTGGC CAAATAATTT GCTGGACTCT GCCAACGCTA CTCCTO3GTT 
TAATACCCAT CTCTAGGCTT AAAGATGAGA GAACCT3GGA CTGTTCAGCA TCTCTAATAC TTTCCTTGAT TiTl'lN CITC 
CTCTTTATGT GGGAAGTTCA TTCAAATGAC TCAIAA3CTG TATGAAAGCA CTCTAAAACA TAAGAGAAAA ACCAATTAGT 
GTATTGGCAA TCATGCAGTT AACATTTGAA AGTGCAGTCT AAATTGTGAA GCATTATCTA AATCA 



SEP ID ND:797: (Length of Sequence = 337 Nucleotides) 

GGCTGCATTA TGACAAGAAG TCAAGCTTCA TCACAGTTAG TATGGGCTGG AGTCTGCAAA GTCTGAACTG TATICTCATA 
GAATCATICC AGGTTTCAGG GTGTTCCACC TGCCAGAACC CAAAACTACA ACTATCGGCG ACACAAGGGA AGTTTTAGAA 
ATCTCCCTCT ACACGCATTT CTGGTITTCT ATTATTCCTC CATQGCAGCT GACAGATCTG GAAGTCNAAA TAGGGGATTC 
TCAAAATCAA AGCCANGAAG ACACCTTCTG TGACACCAAT GGACTCTCAG AGGGTGGGAA TAGAAGTGAC TTNGTTCCCAG 
GCATTTGCTG GGAACTT 



SEP ID NO: 798: (Length of Sequence = 341 Nucleotides) 

GAACCCTSGA AGGTCTAGGC TACACTGAGC CATCTITGCA CCACTGCACC CCAGCCTGGG TGACAGACTG AGACACTGTC 
TCCAAAAATA AXACTGATAA TAATAATACT CATTTATTIT AAGTCTACAT GCTSAGATGC CAGAACAAGT AAAATTGGAT 
XATAGATTCA AGCAGXATCT AGGTAXACIT TCATAAACTC AATACTGATG TAATITTGGA TGATTAAAAA CAGNCTTTTA 
GCTSCJTGTTC AAAAATCTGG NTAATTCCIT TCA3X2ICATT CAAACATTTA GGTGGCCTGT CJITIUITUT TIAGGNTATA 
AdTGCAAAC ATTCANTTCT T 



SEP ID NO: 79°: (Length of Sequence = 322 Nucleotides) 

TTTTTGAGTA ATGAATTCAT TTAATATAAA C1TTAGTATA GCAGAATACT ACAGGTTACC CA;-ATTTAAC CCTAAAAACA 
AACAAATGAC AGGCACTTCA GTGAAATAAC AAGCCCATCT TCAAATATAA AATGCTAAAA CTGAGAAAGA AATTATGAAA 
ATATATACCT TTAATITGCA GACATATAAA CACTmGGT ACACTACAGA TGCATGATGC CAAAAAGTAA AATGNTCCAG 
TTTAAGCTAA CACATTCCTT GTTTATACAG NTTATTTOTC TATAGCTCTC ATATAANANA AATATTNCCA GCTCACACAA 
TG 



SEP ID NO: 800: (Length of Sequence = 405 Nucleotides) 

ATCAAGAGTT GTGTGGTCTA CCGACTGAGC CTGCCAGATA ACCXTTCTACT ACAATTTTTN CAGCATAGTG GAAAAGAAAG 
CCATGGNTCT GGGCAGCTCA QGGTCTCANC GCTAGTGCNT TGTATTAATG ATCATGATGA TAGCTAGTTAG ACAGGGCTTA 
CCAGAXACTA GCTGCTCTCT XAACTGCTTT ACATATCINA GTTAACTCAT TTAATCITCA TGACATCACC CCTGAGATAT 
GGCTAAIATT ATAATGCACA TTTTATAGGT GATGAGAGTG AAGCACTTGC ACAGATTACT CCAGCTTACT TCATAGCAGA 
GCTGGGACIT TTAAATCAAG GCACTAGATG GTTCCAGAGC TTTCTACTAC TCTTCCTGGG TCITTCACAG TCTGAGCTCG 
TCCGG 
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SEP ID ND:801: (Length of Sequence = 408 Nucleotides) 

CTGCGITCCA TGTAGOGTCT TCCACAGINC TCTGTEATAA GATCC7ITICT TACATIGCTG CAGAXATITC TOCA3GTCTC 
TTGEAGITTCT CAAGACCAGG GTTGTATTTT TCCATGTC1U TCGATCAAAC AGTACA3GAC AAAAGAAGCT ACITAAmCA 
TGTTTGAIAA ATTAATIACr GTTIGCTAAA TTAATTA3TG AAGGAAGACC CAGACTGGTT CTCAIAAATC ATIGATTACA 
TTTEACAAAT ITCGAIAAAT TAGGGGAGCC TTGAGAAGTT AGAGCTCTAG GGAAGG1TCC AGGGAAOGTT TGAAGGA3CT 
GAAATA3X3CT TTTCAAAATT CaXAGTTDVT TGCAGGA3TC TGGNA2ACTT TCCCAAGTCA GGGQJAAGAT GAGGAAGANG 
ATGGGCIT 

SEP ID NO:802: (Length of Sequence = 343 Nucleotides) 

ATCAGACTTA CTCACTATCA TAAGAAEAGC TTCGGAAAGA CXX»C0C0CA TCA3TCANCT GGGTCCCACC CACAACACAT 
CAGAA1TATG GGAGCEACAA TTTAAGATGA GATCTGGCIG TGGACACAGC CAGACCAXAT TAGACTCATA ATTTCTOTC 
TGCACAGTAA GANCTOGGCT QGGATACCTC ATAGATCATA AACAAATCCG CACCCAIGAA AAGATTTAGA GAGTCACACA 
GGAAAGTCAA CAGAAGNCAG AGAGATO1GG GTCCTGQJCT TGCAICTCAT TAAGTGGTGG C21TCCTTCAG CTTTCACATN 
TTCAGGCAGT GGGGTCAAGA AAC 

SEP ID ND;803: (Length of Sequence = 182 Nucleotides) 

GAA3GGCCTT NTCTAAOGGC ATGTATGACT TGCATCANCT CTCTAAAGCT GAACTQGCCT CACCTCANCC ltJ l X , TI tjL'm 
GCAAATCOGG CCTTCACTGG GAAACTAAAT GGCAGCTGCT GINATTACCT GGTCOTIGAA GAAAGACAGA TGGCAAAATT 
NATOOCTGTT GGGGATCACA GC 

SEP ID NO:804: (Length of Sequence = 312 Nucleotides) 

TTXATTTACT GCOGTTGTAA A3T3ATCACAA AACAXATTCA TTGTCAACTG AATCCACAGG CTITCAAAGG TGATTGTATT 
CTGCAAGCTG GGGAAIAGCC AACTACCTTC TAAGCTGAAT GTNCAGCCTG CXOTITCCAA CXXTAAAACT CX7TCTAGAIT 
CTCAACAGGG CAGCITCTGC TTCATCOCTC TNTTCGGAAA GGTCAGCCCT GTGTAGAAGG CTTAAIACCA ACAIGCAGAT 
OCACCTGAGA ATCACTGGAA TGCTCTGGAC CCAGCT3GAA TQCTTOOGGA ACCCACTCAG GCTINDGGAA AT 

SEP 3D. NP;805: (Length of Sequence = 411 Nucleotides) 

CATGCAAAAT TCAGAAIATA AAAAANTGCA GGGCCTGGTT GCCCACAIAC ATTCCTCAGG TIAAGCTGGA TTTAAAGATC 
CCCAACAGAA CCCAATGAAT CAGAAGCTAA AAGGGACACT TCACTGATCA GCAGACGCAT TCTCTCACGT AACAAATGGA 
GGGAAACTGA GCACACATTA ACTAGCGAAG TCACAAGGCT AGATTAGGGG TGTACAGAAA TCTAAITCCT GGTGCTATIT 
GCAACTACAT ATATTTAAAA TACAKGGAGA TAAATACCCA GAACACATTA AGCCTACTGA TTTAAACAGA NCATTTCAAG 
ACTGCTACAC AGAAAQGGAA GGGAAGCTGT TAACCCAGCA CAGCAGCACA CCTC^AXAT TTCCGTCTCA GAGGTTAAAT 
GGGAAGGAAG G 

SEP ID NO: 806: (Length of Sequence s 287 Nucleotides) 

GCATTTNAGT GCIGA3ACAG ATACACTGAG TTCCTGCCCT TTOCTCTCCT NTATATIGAA GGGATTAXAA ATGAAGCTCT 
TTAAACATTC TGAGATCTNT AACTIGATTT CTACATGAAC TCCAACTGGT GTTAATGACA TTTTCAGAAA AGAXGCTTTA 
CTTAGCTGAC AAGAAAAAGT ACTCICTAAG CCTITA1TK3 TATCTGAXAA AACAGAGTTG A3AAAATAAT CTACTATTAA 
CTTATCAATG CAGTCTTACA GAATCCACCT ANTTACAAAG TAGATAA 

SEP ID NO:807: (Length of Sequence = 369 Nucleotides) 
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GGCAGATATA ACCTTTTCTC AAACATCTCT AATTGTCTGC ATACCCCACT AATATTGGCT ACAXAATACA TtTAUTlTAG 
TCVTTTCGGA CTAACTGCCT TAdTAGTIT TGTNCAGTGT ATTCA1TAAT TGAAGAAATA CTIATTCAGG "ATTTCTATTA 
CrTAGTCTTG CTCAATATAT TCACTAATTC AAGAAATATT TATOCAGGAC TTCCATTATA TGAGCACTGG CCTTTGTCGT 
ACAAAGATAC AACATGAATC TGAAACTCAA TTTAATCTAG AAAGATTTAT TAATATAANC TCATGAGAAA AGCAAGNCAT 
CTACTCTGAT AGCTACAGTA TTGGTTAGAA ATGGAAAGAG AGAGCAGAT 



SEP IP NO: 808: {Length of Sequence = 361 Nucleotides) 

CAGGCTTTGT ACCAGCCGCC ATACTCTCCA AAAGATGTCC CATCCTTTTN CTITCCITIG CATTCTTCTC TTTCTTCAGC 
ATGCATCCAG ATGGGTTTAT TTTCATCATC TACAGAACCA AACTCCdTT CATCTGCACG ACTSAGAATC TCTTTGTACA 
GTCTTTCTGC TTGCTTGAAC TITCCTTCTT TCAAATAGCA QGATGCCAGG TTATTTINCG TCTTAGCCAC GTTGGGGTCA 
TCAGGTCCCA GTTTTGTCTG GTAGATCTCG AGGGCTCTTT GATAATAATA TTCTACTTCT TCATACTTCC CCTGGGOTCT 
GGCACAGTAA AGGCCAACTT ATTTAACTGC TTGGCAACAT C 



SEP ID NO:809: (Length of Sequence = 353 Nucleotides) 

CTAATTTATC TTCATCTCCA GTGAGCAGTG TTGOGTTTTTr CXTTCTAGCA TTPGGAAATG ATTTACTCGA ATTACAAAAC 
CTATTTTCCC TTTAAAHTC AGCTTK3GCT CIGGCTGCTT TTTAGAATAA TGCAAGATAA AAATCACACC TGAGGGCTGA 
AAACGGAGAG GGAATGGGAG ACTTGATATT TAAGCAGCTT GAATGGnTTT CCNTTNCTTT ATTTTTAAAG AAATGCACTT 
GCCTATGATA CTGTCTCTCC AGTGAAATGA 1TACTCCTCC ATTACTCTAT TGATACANTA TTGTCGATGC TACTGTTGTA 
TTTCTATACA GTAGCITGAA AATTGATTAA CCT 



SEP ID NO: 810: (Length of Sequence = 296 Nucleotides) 

GAGGTCAATG CTTCCCAGGC TCGAGTTGAT GCCCACAGGT GTATTGTACG AGCATTGAAA GATCCAAATG CATITCITIT 
TGACCACCTT CTTACTTTAA AACCAGTCAA CTTTITGGAA GGCGAGCITA TTCATGATCT TTTAACCATT TTTCTGAGTN" 
CTAAATTGGC ATCATATGTC AAGTTTTATC AGAATAATAA AGACITCATT GATTCACITC GCCTGTTACA TCAACAGAAT 
ATGNCAAAAA TGAGACTACT TAdTINATC GGGAATGGCA CTAGAAAATA AGGAAA 

c 

SBO ID NO: 811: (Length of Sequence = 493 Nucleotides) 

CCAGGAGCTT CTCCTCTCTT GCCAGGGCTA TGAGCAGAAA CCTCAAATAA ACCCTGGGCA GAGAAAACCA AdTAATGAA 
GAGGACGT7T3 CIX3TTTCCAC TGGdTCIAA TTTTGCAGAT GCAATGAGCA CTTAOGGCIT TTGGAGTGGT TCAGGAAAAG 
GCAAGAAGAA GCAGA1TGTC ATGTTCCAAA GCCCTCTCAT GGCTGCATGG AGCCAGCGGT GCICTGACTT TTTTTAATAG 
nTCAGriACC TTTNATACCT ATGTCCTTAT TTACTCTTTA TCTATCCTCT CTTCCTCCCA TCAGCCTGGG AGCTCCCTGG 
GGCAGGTCTG TTTCTCCCCT CCAGTCOGGA NTTOGCAGGA GCTCTGCCTC CCCCATCACA CTTQGAGGCT CTCINAAGGC 
AGGGGCTCTG GTCTCIGCCA TTAGACINGA AGCTCCCCAA GGTT AAAGGT CATATCCTCA AAAAAGCTTA GAATAGCTTA 
GGAACCTAGG GGT 



SEX) ID NO: 812: (Length of Sequence = 337 Nucleotides) 

AAATTCACAT ACTTGTAAGT NATGCAAGCA AATTCTCACA TAATTATTTT TAAATGCTAG ATAGTTGGTA TAATINCAAT 
CATTCTAAAT ATGTTAAGAC TTCTTTTGTA CCCTAACATG AGGTTCTATNC TGAAGAATCT NCCATGTTGCA CTTGAGAAGA 
ATGACTGGAG TX7TNCTTTAT ATCTATCTNA GGTCCAATTA GCITATAGAA TTGCNCTAGT CCTCTATITC CTTATTCANC 
TTTTCTTTGG TIGTTCJINCT ATCCATTATT AAAAGTGGGG TATTGAAGTC TCCTACTATT ATTCTGCTAT CATCCTCAGC 
AAACTAACAC AGGANCA 
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SEP ID NO-: 813: (Length of Sequence = 310 Nucleotides) 

AGGTGGCCTC AGNNCAGCCA AGCTGACCTT GGCACTTGGC TGGCITCINT AAGGCANTAG ACTGCCCACA CA!TAAGCNCA 

ca^ccmrcc ccacctcctc ccttctctcc catgccaccc cacttgcttc caagggcttg gtticcaaag tnacatocag 

GGTOIAAGAG GTTGGGGAAA AOTTCCTGCA AGNTGGCTCA GGGATCTNAT TCCATCAGAT GGTCTCATGA ATACTCTGGG 
AGA3TAAATC CATCTCAAAA TAGGCAACCA ATSCTATATT CTGAATNINA. GCTCICTGGA CIGAGTCCCA 

SEP ID N0:814: (Length of Sequence = 361 Nucleotides) 

GATTTGAGCC ATCAGAA3TC AGCTTTCJEA GAXAAAGAAT AIGAACTAAT TGACTATOGA TGGAATDOT GTA3AXACTC 
AGCTIGCTGA ATEATTGGTT AAGCACEACT AACIAXATCT TGCTAAACTA TCGTGCAACT GAGCCAOCOC CTAAAAGCAA 
AAGACA3TEA GCAGTTCACC AXAITTIGCA ATTAACCAAA TGAGAGCCTA TGAGANTGAA ATGNlTiCAG GTQGACTTCG 
ACAAXACAAT TCATCCNTAA TAXAIAGGGN NAAATATTTC CTCAAAAATA ACATCTATGrT GGTAGGNCCT TAAAAAOGAT 
GGATCNAATC CATOCAAAAT TCTCTGGEAC ACAGACACAT G 



SEP ID NO:815: (Length of Sequence = 301 Nucleotides) 

GAA3TTNACT CTTGTITCCC AGGCTGGAGT GCAATGGCAC GATCTTGGCT TACCGCAACC TCOGCCTGCT GGGTTCCAGC 
GATTCTCCTG CCCCAGCCTC CXGACTAGCT GGGACTACAG GCATGCGCCA CCAOGGCCAG CCAAITITIG CATTTENAGT 
ACAGADGGGG TTTCACCATG TTGGTCAGGC TGGCCTOGAA CTCCCGACCT CAGAGGATCC GCCCACCTTG GCCTNCCAAA 
CTGCTGGGAC TACAGGTCTC AGCCACCACA ACCGGNCTAA TEAA3ACTTC TTGAAAHTC A 



SEP ID NO: 816: (Length of Sequence = 310 Nucleotides) 

AT CITI'A ACA TATTAAAATA GACATCAGAA AAATCTGTCA TTTGATAAAA TGGGGGAAAT CTAAIAAATG ATTACCAGAA 
ATAIAAAATT AAGCCGTAXA TGCNCTTAAG TAAATCGAAT CXAGGCATCC TTAAAATCTA AAAAAGGNTG CAACAAGACT 
AAGGNGCCCA GAATGATGTA AA2TACAGGA ATCGGGTGTA ATGTAACCTC TAGAGGAGCT GATGTTEAGA AGAAGCAAAG 
NGAATGCAAT GANGAAGCAA ACl'lUl'l'l'lA GGCAAA3NCT COTGGGAGTG GGACCAGGCA GCCCCCICTT 

SEP ID NO: 817: (Length of Sequence = 225 Nucleotides) 

TGGCATGOGC CTGEACTCCC AGCTACTCAG GAGGCTOT3G CAGGAGAATN CCTT3AACCC AGGAGGCAGA GGTIGCACTG 
ACTCGAGATT GCACCACTGT ACTGCTCTCA GCCTAGGCAA CAGAGCGAGA TTCCATCTCA AAAAAAAAAA AAAGflTAAAA 
NTAATATCCT AACEATGATA CAAACTGAXA GCAAIAITGT CITIAGATTC AAAAXAAAAA TAGGG 

SEP ID N0:818: (Length of Sequence = 225 Nucleotides) 

TTAAAAAAAC CTGTIAGrTTC ATTACCmT TGAATAATGN CATACAAAAA ATGTATTIGN TITmUlGC TGTGAGAATT 
GAT b'lTXUl'A GATTAAXAAT CATTITCTTT AGAATTACAA AATACTTTTT AAATATTGTC TGAGAAAAGC CAAAGTTAAT 
GCAACCNACT GGAAACTGXA AGACCNTTTG ACTATTGTTT GTTTTATTGG AIGCATTIGG ArriT 

SEP ID NO: 819: (Length of Sequence = 280 Nucleotides) 

TIGACTAGCT TCCTACGTCA TEAAAAATTC TTTAAATAGT CTCTCITAAT GGCIGCAAAT TTTGTCGTAA GTCTGGGCTA 
AAATCTGATG AAATGTTCTA CCTGTGGTTA AGTAATTTAG CAACTCGTAT CTITITAAAA TATTACAACT GGGNATTCTA 
GTACGTCACA AACATTTGTN ATATCATTTA TTITCTGCCA TTGTCTGTGC TATGAAATAC AGTAGAATGA AAAITTACTT 
CAAAGCATTC ATTNTCTTCC CCCAGGOJAT GATOGCAAAA 



SEP ID NO:820: (Length of Sequence = 328 Nucleotides) 



BNSDOCID: <WO 9316178A2 t > 



WO 93/16178 



PCT/US93/01294 



242 

CCACTTAA1T TTCTAAAGTT TATAC33GATG CTITCAGTTA GACCTGTGCT GTCAATACAC TAGCAATTCA CATGCACATT 
TAANTTI7VAA TCTAAGTTTA AATTTAAATT AAGTTAATAT TAAAXAAGAT 1TGAAATCCA ATTCTCACTC CTACAAGCGA 
TGCTTCAAGT GCTTCATATC CATGTGAGGT TACTGGCTCC TATACTGGNT AGTGCAAAAA GAGAACATTA TTGTAATCAT 
AGAAATTCTA TTGGTAAGTT TATQGGCTAG TACATGGACT AGAATGTAGT GAGGTAGTGA GCTGTCGATG CAGAGAAAGG 
NCACTGGA 

SEP ID NO: 821: (Length of Sequence = 310 Nucleotides) 

TCAGCATTGT TTTCTGIATG TOTTGAGATG ATTATTTGCT TITCCl'l'X'lT ATPGTGTTAA riTOGTSAAT TGCATCANCT 
TTAGTATCTT AAACCAACCT TCCCTCTCIA GGGIAAACCT TATGTGGTCA TAATATATAA NCCTTTAAAT ACATTATTGG 
ATTNCTTTTT TTAATATATT GCTGAGGATT TTTCATCACT ATAATCATAA GAGATATTGG CATATGATTT CCIATACTTG 
TAATGNCTTT GTTAGAAQGA Gl'l'l'A TAITA GC3JTTIMNC TGGCCTCATA AAATCGGTTG AGAAATGTCC 

SEP ID ND:822: (Length of Sequence = 372 Nucleotides) 

GCCAGATTCT FITOTTIGCG AGCCCCTGAC CCCGGCTACT CTTCACCAGA CAOGGCCCGG CTTTGGCCCA CAACACAGCC 
GTOTACCCC TGGTTCCITC ACCTTAGCAG TAGCAGTAGC TCTGGGTGGA GTPGCCAGAG GAGCTGACAG GCCCTCTGCC 
ACTSCTGCCA CCCCCAGGGC TAGGGAGGGA ACAAAGAGCC TGCTTGCTGT GCTTGCACAT CCAGCATGCC ACAGCTGCAC 
TACGGNGAGG AGGTCAGACA GTCCCCCCAA CAA&TCCCOG ATCCCTCTNC TCTCCACCAG GGAGGGCCCT GQGcmuOG 
CCCACAC^AC AAAACGTTCC ANCCCGGGCT GATCATTCTG GCTTGGCAGC GG 

SEQ ID NO: 823 : (Length of Sequence = 288 Nucleotides) 

AGCTGGCATC CCTGGGGAAA ACCAAOGAAC ACTCTCCTCA CAGCCAAATT CACCACAGTA CTCCAATCCG NAACCAAGTG 
CCOGCATTAC AGCCCATCAT GAGCCCTGGG CTNCTTICTC CCCAGCITAG TCCACAACTT GTAAGGCAAC AAATAGCCAT 
GGCCCATCTG ATAAACCAAC AGATTGCCCT TAGCCGGCTC CTGGCTCACC AC^JATCCTCA AGNCATCAAC CAGCACTTCC 
TCAACGATCC ACCCATCCCC AJ33GCAGTTA AVJCAQtf3CC AACCAACT 

SEP ID ND:824: (Length of Sequence = 325 Nucleotides) 

CTCCTGAGGT CAAAGCIGCA CGTGGGGAAG AGAAAGACAA GGAGACCAAG AATGCIGCCA ATGCCTCTNC ATCCAAGTCG 
GCCAAGACCG CCACTGCAGG ACCAGGAACT ACCAAGACGN CCAAGTCATC TGCIGTGCCC CCAGGCCTCC CICTGTATTT 
GGACCTCTGC TACATTCCTA ACCACAGCAA TAGTAAGANT CTTGATCTGG AATTTTTCAA GAGAGTGCGG TCTTCCTACT 
ACGTGGTCAG TOGGAATNAC CCTGCTGCTG AGGAGCCCAN - COGGGCICTC CTGGGACGCT TINTTTGGAA AGGAAAAGGC 
TCAGT 

SEX) ID NO-.825: (Length of Sequence = 318 Nucleotides) 

AATCAGCCCT ACAGCGATTC CTCCACCCCC ATTAGCAAAT ACCGTAATAT ATGNCTCTAG TAATCATCCT CTCACAATTC 
TOCTTTTCCT AATTTONCCG TGAGTCAAGT TTCTTGACCA CAATGTTATG CTGAGGAAGA TCTAATCTTT TCCATGGAGC 
AGAAATTGTT AGTCCTCAAC TCCAAGGTCT GCCTTCTCAA GCCCIX7TTTN CCGIGTCTTC ATAAACCTTG TCAGGCATTT 
ATTTATTCAG CACATATCTA CIUINCTCTG CACAAGAATT CATAAGGTTC TGATGAATTA TGTCCCTTCT GAGTGGGA 

SEP TP NO: 826: (Length of Sequence = 287 Nucleotides) 

TACAGACTCA GGTTATAGGG TGTNATTTTC TAAGTCAATA TTCAGTITCA CAGCCAGAAT CTGTTGAAGAG AGAACAAACC 
ATGAGAAAAC TAACANTCTT ATGGTGATTG AGAGGTTCCA AGTNCCTGGN G1TTTAAAAA AATCAGTTTT TAAAGATAAA 
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cSS&EAAAA CBVGTCCAAG CACTGAGACA GACTATTAAA AGATGGTEAGC ACACCCAAAG NGCAOGCTGG GTCTTGAATA 

GCiaAcaror tpcaactact ggagojagat gtgcttaaat agttacc 

SEP ID NO-.827: (Length of Sequence = 426 Nucleotides) 

■ muTmtjr tttoggacag agtctcactc tctzacccac gctsgactgc agtggcgtca tctcggctca ctgcaagcnc 

TCCCTCCCGG GITCATGCCA CTCICCTGCC TCAGCCTCCA GAGTAGCTGG GACTACAGGG GCCOGCCACC AOGCCOQGCT 
AATTTrriTS TAITTTTACT AGGGACAGGG TnCACCCTG TCAGCCAGGA T3GTCTCGAT CTCOTGACCT CATGATCCAC 
CTGCCKX3GC CICCCAAAGT GTTGGACTAC AGGCATGAGC CACOGOGCCC GGOOGGATGG TTAAAACATT TTAAAAATAA 
AlfcTTTACTG CTAAGACAGG AIATGGAGCA ACAGGAACTC CTATATGCTT GCTGGTGGGG AATGCAAAAT GGCTACAACC 1 
ACTTTTCGGA CAAACAGTTT TAGTAA 

SEP ID NO: 828: (Length of Sequence = 402 Nucleotides) 

GGCTGCITGC TCCACTCAAA CAGGTIATCTC GGAGCCAGCA CTCT3GCAGT CCXTCEAAGC TCTAACTCTG G'lTlTACIGT 
TTINNAGCTG AAACCTITCT CCTGGGGAAT ACTCTGGCCC GCTCCTTOGA ACCACACTCA GACTCAATCG ACTCTGCCTC 
AAATCCCACC AACCTTCTCA GCACCTCCCA AAGGCACCGG CCCTTGCTTT CATCCTGTGG CCTCCCACCA AGCACTGCCT 
CAGCTCTGCG CAGGCTATGC TCCAGGGGTA AGCTEACCAG AGTCCTGGCC CINLT1UJLT CCCICACTCT TTCCITCACT 
TCCTTCCTGA GCTCTGGGAG GCCAGAGAGG ACCTAGCTCT GTK3CCCTCT GNCTNGTGCT GGGGACTAGG GACTGGACIT 
AA 

SEP 3D NO:829: (Length of Sequence = 417 Nucleotides) 

ATCGGTTAGG AGTCGGCTTT ATCTGGGAAG AGAGAAAAAA ACTTGGTGAA ATGCTTTCIG GACTAATTGA AGAAAAATGT 
AAACTACTTG AAAAATTTAG CCTTATTCCA AAAGACTATG AAGGCIATCA AGTACACTCA TCTTEAGAGG ATGCCAGCIT 
TCAGAAGGCG GCANAGAAGC ACGAAGTTTG GAGGCAACCT GTGAAAAGCT GAACAGGTCC AA3TCTGAAC TTCACGATCA 
AATCCTCICT CTAGAAATAG AGTTAAANGA AGAGAAATCT AAACACTCTC AACAAGATCA ACTGATGGCA GAXATTTCAA 
AAAGGATACA ATCTCTAGAA GAT3AGTCCA AANTNCCCTC AAATCCACAA ATAAGCITGA AGNCCAAAAT CATTCTNGCA 
AGGTTTCITC CCAAIGG 

SEP ID NO: 830: (Length of Sequence = 404 Nucleotides) 

GGTCTCAGAG TAGAACAGGA AGTTCTGACT AGAGCdTGA AGGAAAGAGA ACAGCAGGT3 CAIGC3TTCCC CAGGCAGGAC 
TCAAGCTAGC CACTCAGGCA TCAGAAAGAG TCAGGOGGCC ATGATGGCTC ACACCTCTAA TCCCAGCACT TTQGGAGTCT 
GAGTCGGGTG GNTCACCTGA GGTCAGGAGT TCGAGACCAG CCTGACCAAC AGGGTGAAAT CCCTTCTCTA CTAAACTACA 
AAAA3TAGCC AGCTGOGCTG GCACATGCCT GGGACAAATT TGGGATCAGT CTTCTOCACT CTGAACATAG TCTTCIOITA 
COTGGGAGAG AGTCCTCAGG TACITCCAGC 1TCAGGGCAG CCAAAAGCAT TGACAAAACG ACAGGTAGGA TGGGGGGACT 
AACT 

SEP ID NP:83l: (Length of Sequence = 330 Nucleotides) 

AATTICACAG bTlXJ l XJiU l T CTGAAATCTG TACXTTCITA CTCATAACAX TTAA3CTAGC A3TTCTCAAC CTGACCAATC 
TGCAGAAAAT ATATCTCATA TATTAAITGT GTATACATGA ATATATGCAT TTTCCTQGTA AAAAGTCATA GTTITNCATA 
GATGTCATGT AATCTTTTAA GAGATTCTCA AATAGGAACA TGATTCCACC CCAATAATCG TGAAAAATGA TCAATTTAGA 
TGAAAGGGAC CTCAACAAGC CTCTTGAGAT ATGAANCATA AAGAGNAAAT ATAAGCCGCA ACITTTTGAC ATGACAGATT 
CATAATCCjIT 
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SEP ID NO: 832: (Length of Sequence = 402 Nucleotides) 

CTCTTTTCTC Ci ' i'WUtVVVV CCIATTTATN CTCCCAGTGC TAACTIGAXA TCTOCTTGTG TCTACACGIG TGTOTCTCTG 
CAAATAIATT TCTAGGAAGA AGAGCAAACA TTCTAGTAAC TATCATTCTC TGATGTGGAG AACITGGGCA GAGATCTGAG 
ttacagctit gtggatttat tcictctgat GAGAGATCGC CCCITAGAAT GTCATGCTCC TAACCCCCTC ATOGATACCA 
GGGGTCAATG GCAGGGTTCT TCTCCTGCCC AGGAGGAAGG GTATGGGGAG CCGGTGCATC TT3ACTGTCA GGTCACCTGT 
CTTACCACCT TTACAGCEAG GCTTTCTGAG CTGCCAGCGT CTCCIGGGAA TTCAAACTCT AGTTEAGAGG CAAGCTCGGT 
GA 

SEP ID NO: 833: (Length of Sequence » 398 Nucleotides) 

AGCCTTTTTC CAGAGATCAG ACCTCTTTAG ACATCIGAGA NTTCATACAG GAGAAAAACC TTA.TGANTGC AGTGAATGTS 
GAAAAGGCTT CTCCCAGAAC TGAGACCTCA GTATACATCA GAAAACTCAT ACCGGAGAGA AACACTATGA ATGCAATGAA 
TCIGGGAAGG CTTTCACAAG AAAATCAGCA CTCAGGATGC ATCAGAGAAT CCACACGGGA GAGAAACCTT ATCTATGCNC 
TGACTGTGGG AAGGCCITCA TCCAGAAATC ACATITCAAC ACACATCAGA C25NTTCATAC TGGAGAAAAG CCGTATGANT 
GCAGTCACTG TGGGGAAATC CTTTCACTAN GQJAGTCACA ANCTTCCATC TGCATCAAAG GNTINACANC CGGGGAGG 

SEP ID NO: 834: {Length of Sequence = 394 Nucleotides) 

Cm u mUlT AGTCIGXAAA ATCATTTCCA GCTAAAATCT AGAGCITAAT CCATATGTOG TGCCATCITT TGCTITTCCA 
CACCTCTOAT CCTAGGTAAG TOAGAGCTAA .^GAGTAITIN CIGAGCTTCT ATTATGGGCC CAGCATATCT NATAATTCCT 
TTTACACATA GGAATCTGAG GCITAGAGAA GV1TACTGAT TTACCTAATG GCACACCATA AGINCTGGGG CTAAGATTTA 
AACTCAGGTC TCCIGACTTA ATTCAGATGG TCAGCTOGAT GCTAATCATA ATAATATICT NGTTGTTCTT CTTGTTGTTA 
1OTATCAACA ATAGEACTAG CTAAGTCCAT TTCATGAAAC AGCTCA1TGG ATAGTCCCAT NTGGATAATT CTGA 

SEP ID NO: 835: (Length of Sequence = 422 Nucleotides) 

GCTTTCTGCC tciatagatt tgactattct ggacctttca cataaacgga atcatctaat atatataata agcaaaaggt 

AACAACAACC AAGCTGGCAA TTIGGTIGAT GAATCANTAA ACAAAATCTG CICTATCCAT ACAGTGGAAA TATTGGTGCC 
TACTACATGT GGATGGACCT TGGAAACATC ATGCTGAGTG AGAGAGAGCC T1GUTATTCT TTCATCTCCC CAGGAGATTC 
CAAGCTGCAG CCAAGGTTCA GACCCACIGA CAAGCAATGG ATATGGTTGG GIGCAGATGA AATAAGGCAG CCAGGGGCAG 
GAGGGATGTC TCATTGAAGA TCACTGTITT CTGGGATGCC TAGCAGGGGT GGGQGGATGA GGTATTGATA ACCAGCAACC 
CCAATCTTCA ACACAGOGTG GA 

SEP ID NO: 836: (Length of Sequence = 408 Nucleotides) 

CTCAAAAGAG TTCGCATCTC AGAAGGGAAG TCTAAGINAG ACAATTGTCA TIGA1GATGA AGAGGACATG GAAACAAATC 
AAGGGCAAGA GAAAAATTCC TCCAATTTTA TTCAACGAAG ACCTCCTGAG ACIAAAAACA GAACCAATGA TGIX3GATTIC 
TCCACTTCCA GTITTTCAAG AAGTAAGGTA AATGCAGGAA TGGGTTAATAG TCGTATCACC ACAGAACCAG ACTCTGAAAT 
TCAGATTGCT AATGTTACAA CTTTAGAAAC AGCTGTAAGC TCTGTGAATG ATGGCCAATT AGAAAATACT GACGGGCGAG 
ATATGAACTT AATGATTACA CATGTAAACA TCACTGCAGA NIACCCACTT GGGAGGATIG ■ TCTCTAACCG GGACTGCAGT 
CCAAGTAA 

SEP ID NO: 837: (Length of Sequence = 347 Nucleotides) 

TCGCTCIGTT GCCCAGGCIG GAGTGCAGTG GCAOGATCTC AGCTCACTGC AACCTCTGCC TCCTGGGTTC TAGCGATTIG 
CCTGCCTCAN TCTCTCAAGT AGCTGGGATT ACAGGCAIGC ACCACCACTC CTGGCTAATT TTTCTATTTT NAGTAGAGGC 
GGGGTTTTGC CATCITCCCr AAGCTGGTCT CGAACTCCIG GCATCAAGTG ATCCATCCAC CTTGGTCTTC CAAAGTGCTG 
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GGATTACAGA OTIGAGCTAC TTCACCTGGC CTTOTIGGCT CTTITTCAAA AAAAGTTEAC TOGACTCTTG CTTTA3TGCA. 
AGTCCCAGAA TGGATTTGAT TTAQQGA 

SEP 3D ND:B38: (Length of Sequence = 275 Nucleotides) 

AAITGCCAAG GAAAATTITA TTTTAGCITT GCATTAACAT ATTCIAAAXA ATCCTTTCAC TTAAIGCAAT CAGA3TCCTG 
TGACAAGCCA AAXACTTCJIT TmTCTCTG WIUIUITIC CCCTTCACTr TTCATICTAT GCCCTTCAGA AAAATCTGAG 
AAGTGGGdT CCATTTITCA AAAACAGGAC TTCCTTAGTA CXATAGATAC GEAGA1TGCA ATITOCCTTT TCCTGCAGCA 
TTACTGACCT TGTOAAATGA TCCCTATCGA TAOGG 

SEP 3D ND:839: (Length of Sequence ~ 387 Nucleotides) 

TITITCTNTT CTCTCTAGAG ACTGGCTTTT NCCATOINCC CAGGCTGGTC TTGAACTCCT OGGCTEAAGC NA3CCT0CTG 
OCTTGACTTC ACAAACTGCT TGANTTACAG GTOTGAGCTA CCACGCCTGG CCATGTTTTC TIGTOTSAAG GATCTGTTTA 
GTTTTATATC TTTCTGTGGC TCATATCTAA TTTAGTTGAC AGTACCTCTT3 GCTCACTAQG TAGACA3TCC TAGCAGACGT 
TIAGAAATGA AATACTAGAG CTTQGGAAAA AGTTGATATT TGAGATAGAG ACTP3AAGAA CAXTAGCAGA GAGIT3CTAG 
TTAAGGTCTG TGAGCTGCTG AGCAATTCAA AATAAAAGCA GAAGAGAAGA GGAAGACAAG GCTCAAC 

SEP ID N0:840: (Length of Sequence = 367 Nucleotides) 

GTACTAAAGC CATGCAGGAA GGAGGAAAIA ATCAGTCAGC CACGGGCTGA ACTTCTGGAA AAGAAAXGGA GGGCAAGCTC 
ACAAACCAGT CCCTAACTCC TTCTAATTTA ATGTAATCCT CACTGTTICT CATTATTGCT TTINATGGCC ATCAAATCTG 
TITITCCCCA GINCTCTAGT CTAAITIGGA ATTAATTTCC CAGCTGdTT ATTTITrTCC TAGAAGACTC GGGGACATIT 
TCAGGATTAG TAGAGGTCTT TCTACAACAC CTTCATGCCT TCX3ATACTGT GTAAGAGTITC ACCAATTGAN TTACCITA3T 
CTGTTCAGAA CTAGTAACTA TGGAGTTTAA CCACTCTGGG ACATAAT 

SEQ ID NO: 841: (Length of Sequence = 346 Nucleotides) 

TCGAAAGGAA AAGCAAAAGA TTGAAGAAIA AAAACATTTT GTATTTGCCA AAA LT1U1N C TGTAGCAGTA ACTGTGAAAC 
AACTTTGCTA CATnTCCTT TTIGGTTITA CTTGGTTGGG GCTTITTTGT TTGGTTQGTT TTAAAGGATT TAGGGGATTG 
GCAACTCAGT TTCTCAGATG TCAATGAACA GAAAACCIAA GAAAAAAGGT AGCAAAAGTN CTGCTGGCCC CAGATGGATT 
TITTCCTTAAG TAAITTCCTA ATCATIAGTT ACAGCTCTGT CTCAAAAGAT GTACAXAGAA ATTTAIGCTA GA3TCTTAAC 
ATCTTTCCIT ACTGTCTGCA GAAATO 

SEP ID NO:842: (Length of Sequence = 326 Nucleotides) 

GTTCTITCAA ACAAAOGAGA ACAAAGACAC AACATACCAG ANTCTCTGGG ACACATTCAA AGCAGTTCTGT AGAGGGAAAT 
TTATAGCACT AAATGCCCAC AAGAGAAAGC AGGAAAGATC TAAAATTGAC ACCCIAACAT CGCAAITAAA AGANCEAGAG 
ANGCAAGAGC AAAGACATTC AAAAGCTAGC AGAAGGCAAG AAATAACTAA GATCAGAGCA GAACTGAAGG AGAIAGAGAC 
ACAAAAAACC CITCAAAAAA TCANTGATTC CAGGAGCTGG TTTITGAAAA GITCAACAAA ACTGAIAGNC CACXAGCAAG 
ACTAAT 

SEP ID NO: 843: (Length of Sequence = 380 Nucleotides) 

GGCCTTCAAA TTACAAAAAG CAATTEACAT TATAGTAATA GTTCATCITT ATACTACAGG AACAAGAATG ACTTAAACTA 
AAIATTCCAA ATCAGTACAA GTNATTNCCT TITmTITT TTGAGACAGG GTCTCACTCT GTCACCCAGG CTCTCTTGCT 
TTGTCATCCA GGCTGCAGTG CAGTTGGAGTG GICACAACTC ACTGCAACTT CAGCCTCCTG GGCTCAAGCA AGCCTCCCAC 
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CTCAGTAGCC TCCCACTCCT GATTAGCTGG GACXACAGTG AATCICTCGC CATGCCCAGC CTAGTGGTAT TTTTAACAGA 
TAANTAAGAA TGGAGGTAGT GGCAGAGGTC GAGTGAGANG AfiAGACANGT AAAATATAGG 

SEP ID NO: 844: (Length of Sequence = 257 Nucleotides) 

TITCCCTCTC GTIGCCCAGG CTGGAGTGCA ATGGOGINAT CTTAGCTCAC CACAACCTCT GCCTCCCAGG TTCAAGCAAT 
TCTCCTGCCT CANCCTCCCG AGIAGCIGGG ATTACAGGCA TOINCCACCA CGCCTGGCTA ATTITOTATT TAAGTAGAGA 
TGJQGGTTTCT CCATOITQCT CAGTCTGGTC TCAAACTCCT GACCTCAGGT GATCTGGCCA CCTCX3GCCTC CCAAACTGCT 
GGGATTACAG GTGTGAG 

SEP ID ND:845: (Length of Sequence = 420 Nucleotides) 

CTACACACAT CITGCATTAC CTGGCAGTAA GCTTGGAGAG TAAGTTTTGC AGATGCAGAT CAGAAGAGAT TAGGAAGAGC 
TTTCCAGATC ACCGCAACTA TTICTATTTC ACTCTAAATT AAACAGAAAA CCCAGGAAGG CTTTTAGGCA GATAAATGGC 
ATIATTTAGT TTCrGTATTT AACTCATCAT TTAGGTTACT GGGGGAGGCT GCCCKiAAGT GGATCAGAAG TAAAAGGCAG 
AGATACCAGC TAGGAAGCTG TTGCAGTGAG CCAGCTGAGA AGAGAGGGCC ACCTGGACCA GCTAGAAGCA GTACAGGTGA 
AAAAANTCAG ACACTTCCAA ATCTTCCTCA AGATTINATA CATTATITGG CIGGGCACGG TCGGCTCACA CCCCTAAATC 

ccAGCAcrrr tggggaggcc 

SEP ID NO:846: (Length of Sequence = 215 Nucleotides) 

GNCTOGGTGA CAGACTGACC CTGTCTCAAA AAAACAGTCA TTGTTTCTAA GGAAATTATT AAAACCTTGG TTCAATATCC 
AATATCTTAA CITl'AAATTT TCAAATACTT CAAAACTAGT AAGTATTACT ATGTCTAAAG CACACTGCAG TCCAACGGAN 
TATGTCAGCC ACATATATAA TTTTAACTAG GCCAGTAGTC ACATTAATAA GAAAA 

SEP ID NO: 847: (Length of Sequence = 266 Nucleotides) 

ACACGAAGAA TCTCCTTCAT CGCCAAACAG CTTTCAGAGA TAGAOGCTTT CTTTCCAATC GAGCATGCTA TTCCAGTGTA 
CTCNACATAC TGTAVACCTC GTGTTAGGCA CCTTTAT3AA GAGA1NAAGN CACIGGCATT TCAGTGGGAT TTTAAGCATT 
TTTAATAGCT TCATGTACAG CATGCTGCTT GGT^IACAAT CATTAATTCTT NOGATATTTC TCTAGCTTCA NTCTAACCGN 
TTEAAGAAAG GTTCTCAAAT GCTTTC 

SEP ID NO: 848: (Length of Sequence = 275 Nucleotides) 

OJCCTOGGTC CCCTTTTAAA AATTACTTCT CAGCOGGGCA TGCTGGCTCA NGCCTTCTAA TTCCAGCACT TTGGGAGGCT 
GAGCTTGGAG GNTCACCTGA GGNCGGGAGA TTGAGATCAG CCTGACCAAC ATGAAGAAAC CCCGTCTCTA CTAAAAATAC 
AAAAATTAGC CGGGCGTOGT GGCACATCNC TGTAATCCAG CTACTCGGGT GGCTGAAACA GAAACCACCA ACGMCTGACC 
TCAGGGAGAT GTCTAAGAGC 1TCTGGCATG CCTCA 

SEP ID NO: 849: (Length of Sequence = 318 Nucleotides) 

GGAATTTTOC TAGTCAGGAG TGGAGGAAGG GGGCCTGGTG GAGGAGTAGC AGCCTTCNCA AAGGCCCIGA GGCAGGAATA 
CCTGGGAAGT GGGGGCGTGC TTGXNTAAGA TGAGGCTAAA GAGGAAGGCG AGGCTTTACT TAGGAGGAAT GGGAAGCCAC 
TCAGTCTTAA AATTAAAAGC AGINGGGGCT GGGCACAGTG GdTACACCT ATAATCCCAG TACTITCGGA GGCCAAGGTG 
GNTQGNTCAC CTGAGCTCAA NGACTTTNAG ACCAGCCTNG CCCAACATTG GGCTCTACTA AAAGTACAAA AATTAGCT 

SEP ID NO: 850: (Length of Sequence = 320 Nucleotides) 
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ATC7ICTGCCA ACTCAGGAGC AGGGCAGGAA TCAAALTITI' TGGAGTTGCT ATCAAGTTJCT TGATTTINCA ATOCCAAOOG 
TCOGCAGAAC ACXAGATGTC TGNATOIOTG CITCIX7ICTG CATITCTAGT AAAGAGGGGG TTSAGAAGTO GAAGGCAGAG 
NCAGGAGTNG GCATCTACCA. NGGCAIACAT NAAAGACCCT TACACCAACA CTCCCCTTCC CAGNAATCH3 AGTGTAAXCT 
GOTTCCTAA AACCCTGGGC TGCAGTCCAG AXAGTCAIGG TTAGANCAGA 1X3GTTGAGGA AAGGTTCAAG GCAGTAGGAT 

SEP ID HP: 851: (Length of Sequence = 170 Nucleotides) 

CATCCAAGAT ACCAAGATAT ATGAGQGAAC AITINNTnA AXAAAAAACA CAAAACCACA AATCCAAGAG GCTCAQJTAA 
OCCCAAGTAA AATAIEATACT AAAATACAAG NAAAAGGGAA AAAATCCATO NACACACACA TATAGGCA33V TCATATTCAA 
ACAGirGTTA 



SEP ID NO:852: (Length of Sequence = 256 Nucleotides) 

CAAAGIACAC ANG1CTA3TT ATTACATTTT GCAAGCACTC TCTTCTACAT TTCAAAAACG CCACCNTCAA GCTCTTGGCA 

cattdvicta CAAAACAGAT taattctaat gcctgcxaca aagcactctg tgaaaataca aactciaata ccagaaataa 

AAGCCAAAAG TGTCAACATC ATTACATAAG TNGAAAAGTC AGTTTTNGAA ATEATCACAA ACTGTTATGN CACGGAACTG 
AAATACTAXA AXAXAG 



SEP ID NO:853: (Length of Sequence = 281 Nucleotides) 

(Jim^mJlT TCTCTTCTCT TGCTGCTTCT AGGATATTCN ATCCI*IGACT TTAGGGAGTT TGATTATNAA ATGCCTTGAG 
GTGATATnT TNGGGTTAAA TOGX3CTT3GN GTICTCTAAC ATTCTTAXAC TTAGATATTG ATATCTCCTT CTAGGTTTGG 
GAAGATCTCC CTTGCTATTC TTITGAATAA GCTTTCTACC CCATCTCTIT CITTATCTCC TCTTTACAGC AAATAAAGTT 
TTAGANTTGC CATTTINAGG CIATTTTCTA GACCCTCTAG G 

SEP ID NO: 854: (Length of Sequence = 255 Nucleotides) 

T CTSTO CA GG AUTATTACCA GCTAAACCAN CTAATOGAGG TCIATGCCTG ATGAAGAACA CCTGTTAAAAG CTGGAAAATC 
TOGCTGriCTT CTCAAATCGG CAGATACCAG CACAANGAIA CAAGGATTGT AAAGACTCAG AATCATGTTA CTTCCAGAAG 
AAACIANAIA AGNTCCAACA ATGAACACAA NATAATANAA CTNAAGGANA TITGGANAAC ANTCCATAAA CAAAACAACT 
TTAATGAATG ATEAG 



SEP ID NO: 855: (Length of Sequence = 333 Nucleotides) 

AXAGCTGIGG TGGTAACCCA CCAGACTGAG CATGCTTNCT TCTNAGGATA GACGtfTGGGT ACTGGGATTG GGGAGAGGCA 
GGACAGAGGC TTCCX3TTGTG TCTCTCEAAT TCATTGTTTC TTAAAAAGGA TTTGGGCTTA CAAGTTTCAA ATACTAAGAT 
TTNAJEAAAGT CACATGGATT TTAAAAAATC ACTCTATICT AICTTTGAAA CATTCCATAA TTTAAAXAAA AGGAHTGGTTA 
TI3VEATATCT NCTTGAGTTG OTATAATOIT TTACGGTnT CCTTTGCTTC ACTTTTGAAT TNTNCGAGGA TCTCCIGGGG 
GAAGNTTCAG TOG 



SEP ID NO: 856: (Length of Sequence = 230 Nucleotides) 

TTTNAGACAA AGTCTTGCTC TGTCACCCAG GCTGGACT3C AGTGGCGCAA TCTCGACTCA CTGCAACCTC CACCINCTGG 
CTTCAAGCNA TTCTCCIGCC TCANCCACCC AAGTAGCTGG GACTACAGGC AOGTGGCACC ATCCCTGACT AATTTTTTGT 
ATTTmTTA GTAAAGACGG GGTTTCACOG TGTTAGCCAG GATQGTCTCG ATCTCCTGAC CTCATGATCT 

SEQ ID NO: 857: (Length of Sequence = 334 Nucleotides) 
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AAAAACAATT ACTAAAAATT ATGCATTAAG GAATTATTTA CTAGACTTTC TGGAAGTAAA AAATAACTCA GCIGGTTTTC 
CCLT1UANTT CCTATATATT AAGGCAGAAT TCTCTATACT GTCCACCAAA ATCATAGTTA CAACIGTCTA CTTGAAATGA 
TTTATATACT GCATIGACCT GGCATCTTAA TATTTOCCTA TAAATATCAC CACTTATCCC CATGCCCTAA AGCAGTITIT 
TTAAACCCAT TCTTTCTTCG AGAATAATTA TAATACdTA AATACAGAAC TTTGGGTTTC TGATCTTGCC ATAGCCATGT 
AGCACAGCCA CTGA 

SBQ ID NO: 858: (Length of Sequence = 301 Nucleotides) 

GGAGAAACGC CTAATGTAGA TGATGQCTTG ATGGGTGCAG CAAACCACCA TGGCAOGTOT ATACCTATCT AACAAACCTG 
CACGCTCTGC ACATGTATCC CAGAACTTAA AGCATAATAA TAAAAAANTA AGAAAATCGA AATTCATTCT AAAAATJ.T1T 
ACAATSTGCA TCAAAAGACA ACATTAAGAA AA1TAACAGA NTGGAAGAAA . ACATITGCAA ATAATTTATC TCATGAGGGT 
TTAATATCCA GAAAATATAA AGANCTCCTA CANCTCAACA GCAANAAAAG ACAACCCNAC T 

SEP ID NO: 859: (Length of Sequence = 332 Nucleotides) 

TCTCCTCACC CATAGAGCTA TCAGAGGGTG CCTGCNATTG GCAGACCCTT TACATTTCCC TTTAATAAAT CACITCCCTG 
CCAAGATCTC TGTCAAGGTT TGAGAAGTCA GAGCATTAAG TTATTTNCAA TAAATQGTAT GTACATGANC ATCAGCAAGC 
TCCAAGAAAT GACTCGAGGG CCTTTOACTA CTCAGAGAAT AAAGCAAAAA TGCCAGGTIT TCACTGCTTC TCCTTIGTGC 
CAGGGATTTG GACCTGTTTT TTGTTAAGTN CCAGCGTK3A GCTATGTTCC AGAAGATGGA GCCTICCAGA AATTAATTCT 
AGTGCTTGAA GG 

SEP ID NO: 860: (Length of Sequence = 233 Nucleotides) 

AAACGNTATG TGA'iTITAGC ATTACAACAG TAATTCAGAA ATATCTCANN TCTTACATTG ATCTCATCAN TATTACAAAA 
AAGGAAAAAA AAGTGACAGG CAACAGTCAA GAGCACCAGA GACCCAGCGC ACACCTAAAG TAGACCATGC TTCTTTCCTT 
CCACIGCCAG GTTATCGTCC OGGGAAGCCC CCGACCCCCT OGCT.TCCTC CTCCGCTITC CCTAAAAAAA NNG 

SEP ID NQ:861: (Length of Sequence = 327 Nucleotides) 

GGGCAGGTCT CAGCGCCCCT TTCACCGCCA CGTCGCGGAC ATGGTGATTT CAGAAACTAT GGATATACTC TTCAGAATAA 
GAGGAGGCCT TGATTTGGCT TITCAGCTAG CTACTCCTAA TGAAATTTTN CTCAAGAAGG CACTGAAACA TGTOTTGAGT 
GACCTCTCAA CTAAGCTGTC TTCAAACGCC CITGTGTTCA GAATTTNCCA CAGTTCAGT3 TATATATGGC CTAGCAGTGA 
CATAAACACC ATTCCTGGAG AACTGACTGA TGCTTCTGCT TGTAAGAACA TACTGCGCIT TATTCAATTT GAGCCAGAAG 
AAGATAT 

SEP ID NO: 862: (Length of Sequence = 378 Nucleotides) 

AATCAGGTCC ACATTGTTGT CCTGGATGCT GAGTTIGCTG AGGGTTTCCA AGACCAGTCT CTGOGGGGAA AGGACGGCAT 
TCGGGCCCAG GGTGGAAAAG GGGTCCTGGG CTTCANCTGA AGGGCAAACT GCCCACTGTA GGAGTCCGTC CAGGACAGGC 
AGGCAAATNC TCTCGGGGTA TGGAGATAGG TCCAACIGCC COGAGATGTT GGCGAGTCTA ACCAAGGTCT TTTCCCGGAG 
CATCTCCAAG CAGTCCCACC ACCACTCCAC ' I ' lTlTl GCAG CTCACCCCIT GGCTCCICTT CCTNCTCCTT TTCATAAGTT 
AGTGCTGCCT GCTTTCCGGT TCTGGGTGCT TTCTGGGTGC AGCAAGGATC AAGCTTIG 

SEP ID NO: 863: (Length of Sequence = 374 Nucleotides) 

TCAAATTAAT GGTITl'ATTT CCATCTCIAA CACTAGCAGA GGAGTCCAAA GCAGACTGAT ATCCATGGAT ATAGTTTAAA 
TGTAACAAAG AAAGAGTTGA ACTATGIACA TTCAAAAAAG GAAAGACATT TTTNCATACC AACdTTCCC TAGITCGCAG 
TTTCTGAATA GTAGAAACAA AACACATTTT TAAATCTTTC TATCAATTTA ATTTAGGAOG AAGTAACACA ACTTTTATAA 
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TIAACCACTG AAGTNGTCTT TAAGGACAAA ACTEAAATTT TAAAATGGGT GTTACCAIAT TTNA1GACTG GACTGACTCC 
AAGGTTGCCT TCCTCCAAGN NTGGGCATCG TGACATTGCC GTGATCCCCA GAGG 



* SEP ID NO:864: (Length of Sequence = 223 Nucleotides) 
AAGGGGAIAG AGCAGAGACT CCGCAGGTNT CTKAGAm TCATCCGCTG AGGGIAGAGC 
GCAGACACTC GGAAGCTCTC TTOAGGCTCA GGGAGTEATC AATTATAGAA TSTTCTTGAG 

cccATCcror ttittaaagt ttcanctstc aggtagggcc agtagggcaa tccigaagaa 

SEP ID ND:865: (Length of Sequence = 228 Nucleotides) 
GAACCOGGGA GGCAGAGGTT GCAGTGAGCA GAGATCACAC CACTGCACTC CAGCCTGGGC AACANAGCAA GACTCCGTCT 
CANAATTrTN CCAAAATCTG ACGGAAAGAA AAGAAACAAA TGGTTCAGAT GGGAOGGAGG GTCGGGGAGG GGGGGAGGGT 
GACTAGGAAC CAGGAGGGCT GCCTGGGGTG GGGGAATAAN TTAAAAAAAG GAACGAGTTA ACAACAGC 



TCAGGGTCGA AGGGGAGINA 
TTGGAGGAGG TGGCIGCTGG 
TOG 



SEP ID NO:866: (Length of Sequence = 328 Nucleotides) 

GCACCACGTC AGAGAGGCCC CAGGCCACTG AGCCOGGGAG GAGACCCAGC CGGCCAGCCA GATCTCTGCC TGANTGCCAC 
AGACTTCAAG CAGTTTACAA ACGAAACTCA CTC7TTAAAAG CTGTTAAATC TCATTAAAAC AGTAGAOGAG TGCTTEAGAT 
TCTCTGAATA TCAAATAATA TATACAGAIA GACACIGAGA CATGACACTC TAATCTAAAG CATCTTEACA GATGCATTTN 
CITGAAAACT TAGTCTTCTT TITAACTCTG AATCAGTGAT AAAATTGTTA ATTTGCAAAA GAGTACAGIT TEAAGCAAGA 
NTAGAGTG 



SEQ ID NO: 867: (Length of Sequence = 361 Nucleotides) 

GTITCATCGC ATGINAAAAT TATGTGAAAT TCAAATTITA GflGTCCCCAG TTCTACTGGA ACGCAGCCCC TATGTGGTTC 
ATGirnrccc tccagctcct TTCACACTGC AGCAAAGCAG GGAGTGTAAC GTACACCCCA CGGCCACGGG GCCTAAAATA 
TTTCCTATCA GACCCTTAGA GAAAAATATC CCGACCTCGG ATGIGACTGA GGCTGGGGAC TTGGGTSAAT GCC3GGCCAGG 
AGIGACATCA AGGGTCTGAA GCAGACCCTC TCTCCAGGAG GGAGOGGAGG CAGAGCAGGG ACAGTAGTOA GGAGGCCATC 
TGTGGTGACT TAGGCAAGCT GAGGAGGATG TAGGAGGCAA G 

SEQ ID NO: 868: (Length of Sequence = 364 Nucleotides) 

AAAGCAGCCT TCAGGCTACT CTCTCTIGGN TCCTTGCTCT GGGGAAGAAC ACTCAAGCAG CTTTAGAAAA AGTCCACGTG 
GCAAGGAATT GIGGTC'l'l'lT GCCAACAGCC ATCTGAGTNA TCCATCTTAA GAGTGGNTCC TCCAGCCCCA GTAAACTGIT 
CAAATGACAG CAGCCCIGGC TAACATATTG ACTGCAACIT CATCAGGGAA CTTGAGCCAG AAAAACTCAG CTAACCTGCT 
CCIAAACTTC TGACCCACAG AAATGCTGAG ATAATCAATG CITGITTTAA GCTGCIAAGN TCTSGAATAA TITCTEATTC 
AGCAGEAGNA TAACTAATAC AANGCCACCC AAGNATCATT TCCC 



SEQ ID NO:869: (Length of Sequence = 383 Nucleotides) 

AGOGACAGAC AAGTCAGCAT CACEACCAGA GCTCTGCCTC CTGTTCAGATC ACTAGCGACT TTAGATTGTC ATAGGACCAT 
GAACCCTGIG CAT30GAGGG ATGTGGGTTG CACACTCCTT ATGAGAATCT AATGCCTGAT GATCTGAGCT GGAACAGTTT 
CATCCTGAAG CCATCCCTGT GCCCCTACCT GTGGAAAAAT TGTATTCCAT GAAACCAGTT TTTCGGGCCA AAAAGATTGA 
GGACCGCTGC TCTATAAGAA ACTATEACTG AAATAAGGTA TAAAGTCTTT ATCTTACTEA TATTTATATC CTCTATGGTG 
TCCACACACA AGGTCCTllT TACACTTAAG TTGTTAAACT AAAATATTNC TTTAAACTTT AAT 

SEP ID NO: 870: (Length of Sequence = 409 Nucleotides) 
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CAGCTTTGCA AATCAAATAG AATTCATTTT GCCTCCNCIN ATCTTACAAC TATTCTCTGG ACTAGGCAGG OTGGTTGAAC 
TTCAAGAGAA GAGGCGTTCC TSAGAGCCTC CTTGGTGAGC TTGCACACCT GGGGGCCAGA TGTINCTITCC CCTCCTTGCA 
AAGCCTCTCT AOTCTGGTGC CCAGAGAATA CAGCTTCAGC AGCAGCTCAC TTTGCITTTN AGTTTAGATG AGAAAAAACA 
GCAAAATACT CCATCAAGGA CAAATTCTTG CCAATCGATT TNCITITGCA AGGANCTTCA CCTTTGNNCC TCAAGCATCA 
TCTTTAAGTT GTGAATGCCT GATGGGAGGT CCAGGTTGGN CICTGGGAGG AGCTNQGGGT GGNITCCAAA ACCACCK3GG 
GACCACTGG 



SEX) ID NO:871: (Length of Sequence = 290 Nucleotides) 

TCITTGCATT GATAGATTAG TTATTTATGC CAGTOGTCTC TCTCIGGCTT GTnTQGTTT INATTGCATT TCTTTGCTAG 
AGA3TOGTIT TAGITTTNCA ATTTCTTTCT CTGTACACCT GCCCC7TCCCC CACCCCACCA CTGQGTTACT ACCTCCTTTT 
TQGCACTACA TGATGCCTTA AGCCCAGGNT TGCCTAAGCT TTCATAACAG ATOXAGCAC TGCTCATCOC CAGTCCTGGA 
GGTOCTAAAT GGGATAACCT GATACTGTGG GAAGGCT3GC TGGGGGTITGT 

SEX) ID NO:872: (Length of Sequence = 313 Nucleotides) 

AAAACAAAAC AAATTTAAAA GCACTCAAAA ATAACCTCAA AAAGAGACTA GTGAGTGTCC CITAAGGAAA GCCCTrCCTG 
CAGATTCCCA CAGAACTQGG CCCAGGCACT TAACCTCCAT CTCAGCTOTG GTACAGCTCA CTGOGTACAG 1CTGTACCAA 
ACTCTTATGC CTGGNCTGCT GATAAAITCT ATTTATCTCT GAACCTCAAT TTATTCAAAT CTAGTTATGA TATATCATAG 
TGCTTCTAAT TCTTCTAAAA TATAGANGTA ACATACAGCA TGTCTCTACA CGNTTAATAA ACTGGTCCTA ATT 

SEX) ID NO: 873: (Length of Sequence ~ 300 Nucleotides) 

TAGTAAACAA CTATTACITC AACTCATACA ATGGCTACAT GACATCAAAG TACTATAAAT NATCAAAACT ATCGT.-.IAGA 
AAAATTACAA ATTCGTTGCA AAATACATTA TACTGCTACC ATTAAGAAAA AAGTCCTTTT NGTTTTCCTT TCTTTCTTTT 
TTTTTmTT TTITGCCAGA AAAGTATrcr 1NCAATATAG AAAATCCTAC ATGTTACCCT GCATCTGGCT AGGNTATATC 
ATAACGGAGT TTGTACTGAG TCCITCTGAT TTGCTGGATG AAGGGCTGAA AAATATATTA 
SEQ ID NO: 874: (Length of Sequence = 364 Nucleotides) 

GAGTCATTCA TGCTGAGAGA TTGTNAAGAA TATACTGACA GCATCCTTGT AGCTGCATCA CAGTAAATCG GACTTCTGAA 
TCAAGCAGCC CAGCCTAGCA GCTGATAAGA GTCAATGTAG CTGAGAAGCA TTACCTTATT CCTCTAACAA GAGAACTGTT 
TICTGATAAG TGAAACTAGG AATGTAGAAG AAGAAATATC CTATGGCTAT TATAAAAGAN GAAGGACTTG CCXGANTGAC 
TTCCTGGTCC ACCAGAAAAT AACITTCAGA AGAATCCTCT CTCTTAAGCT GCTGCATTGT TCCTGGAGGA AATCTTATTT 
CTAATGCATG TTATTTCTTC AAAAGATAGG ATAACAAAGA ATTG 

SEX) ID NO:875: (Length of Sequence = 341 Nucleotides) 

ATCACTCCAA TGCAGATTAG TATCACTTTC CTCATAAAAG AGAGTATAAA GGITCITCAA GTITITGAAA GGAGCGGCIN 
AGCTGACTGT TAAGGAAGCT ATCTTTTGTC TACAAGAAAT TTATACTTTT CCCTTCTAAA TTTCACAAAC AGAATATTAT 
TAGAGACAAC AGAATACATT TACAAAAATC GCATCAGAAA TAATTGANTA CATPCTGTAC AATATdNCT ATTAATGAAA 
TAAATCTATA TTINATATGA TATTTGGTCT TTATGGGAAA ANTAATATAA TINOCAATAT TCTAAGGNIG ANCAAAGMNG 
GTTTACAAAT AGCATGGAAG G 



SEX) ID NO:876: (Length of Sequence = 327 Nucleotides) 

GTTTCANCTT CTGGCTCAAC TTCTAATATT TGATGGTGGC TACACTGTGA CAAGAAAGGT TTTINAGCTT GITGGGCTCA 
GTIX3GATCGGC ACAAGGGCAC CCAGTGGTGG TGCCCGGNCC AGGGAGGAGA ATACATTCTA GAATATAAGG TTTGGAAGTC 
AAATTATAGT AGAATCTCTA TCTAAATAGT GACTGCTITG CCATTTCATT CAAACCTGAC AAGTCTATCT CTAAGAGCOG 
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CCAGMTTCC ATOT3TGCAG TATIAIAACT TATCATGGAA CTATATGGTG GACGCAGACC TTGAGAACAA CCTAAATTAT 
GGGGAGA 

SEP ID NO:877: (Length of Sequence = 404 Nucleotides) 

ATT3X3GCTOC TGAATC1TCC AGAAAACTQG T1T1XJJ2ACAC TGGGGAAGGA GAGACTGAAG ACCCTCCAGT TGCTTCCTCA 
GTCAGCTCOG TlU n UCMi T OGCITICITC CAATnTTTT CCTCCCCTGG CCXTTCCTGT GAGGGTEAAA AGGGCCATCT 
QCAAGGCAGG TGGAGCCCCA ATCCCATTGA CCAAGAGGGC AAGCTATOGG GlCROLTlVr CATGGAAGCC CTCTTCCIAA 
AGGAGCCCAA AGGGGACACC TC3CAGAGQGC QGGCTCT3AT CTGTCTGTT3A ACTTCAACAA AATCTCAGGT TACTATTTCT 
CCAATTTCAG TTCAACCAOG ATGTGGTATA. CACTACAAAA TGCAGATTCT GCTGCCCCTC TCCAAGACTC GGCCTCACTT 
AAAA 

SEP ID ND:878: (Length of Sequence = 340 Nucleotides) 

TCTACOGCTG TGCICTTQGC ACGAACACCT TCAGGGACTG GAGCTGCTTT TATCCITGGA AGAGTATTCC CAGTPGAAGC 
TGAAAAGTAC AGCACACTGC AGCTTTGGTT CATATTCAGT CATCTCAGGA GAACTTCAGA AGAGCITCAG TAGGCCAAAT 
NTTGAAGTTA ACTTTTCCAA TAATGTGACT TCTEAAAAGT TITAITAAAG GGGAGGGGCA AATATIGGCA ATTACJITGGC 
AGTGGCCICT TACGGITGGG ATTGCTGGGG TQQGTTTAQG TAATICTTTA CTTT7VTCNIT NGCAGATAAA CTCATCCCAG 
AGAACTTIAA AGTCTIAGGA 

SBQ ID ND:879: (Length of Sequence = 372 Nucleotides) 

GAAAAGATAA TSAAGGAATA ATGCAAAGCT GAAGGCTCTG CCAGATCTAA GAAGTGATTA TGAAGGATAA AAGAAAAGGG 
CTTTCCAAGC AGGGAAGAGG CATCAGAGAG AAAACCAATT GITGAGCCAG TATTCTGTCA CAGGGACATT TGTCTTTOTC 
CTITAATCCC CAGTAAGGGT CTTCPCAGGT TCCAITAAAC ATGCAGAATC ACAAGACCCC CCCAAAGTEA CCATGCT3CC 
AACCGACTCA AAACAATACA GACAAGAAGC TCAGCTCATC AGGAAGGCTG CAGCAGGCAT AIGGGAACCA TCTTGCTCCA 
CAAAGGACAG CTOAGATGGC AAAGATCCCT ACAAGGCTCC ATATCCAOGG GG 

SEQ ID NO:880: (Length of Sequence - 405 Nucleotides) 

GAGCXAGGCA CCAGGCATTC TCTGAGGCCC CAGGAGTTTA AGAAATGAAT TAAAXATTCT CCCCTGCCCT CTTTGAACTG 
ACTCTAAOGA GGAGACTTAA GANTTAITTT GTAATCTCTA GITATATTTN CTGAATTTCA GAGCTTAAAT ATTATACTTC 
AACAIGACTC ACACCTTTAT TTATATCTTG GITTGTCTCA GCTCTGTTTGT GGGTTGGTGG AAGGAGACCA CACATACATA 
CACACAGAGT ACATACATCC TGTTGATCIT ACACACATAC TCACACCCCA CAAAGTGAAG CTCCATGCTC ATTTTGTTTA 
ACAAAGACTA GAGAGGCCTT GCAGACAACA GCTACCTGGA GCAGGAACAA GTGAAGCATG TTTCTGAACC ATTTCTCAAG 
TCACA 

SEP ID NO: 881: (Length of Sequence = 336 Nucleotides) 

GICTTINCAG TCAAAACTCC TTGAAGCTGG GACCCTTTGA AACTCTCTCA GTTACATGTT GTIGCTAGTG GCETGTTTTG 
ACQGTTTCAA AAAAGGAAGA AAAAACCACT TAAATCATTT TTCCTTTCTC TTITCTACTG CAAAGGCCGA CX3AGATTGAA 
ATGATCATCA CGGACCTIGA AAGGGCAAAC CAGAGGGCAG AGGTGGCTCA GAGAGAGGCG GAGACCTTAA GGGAACAGCT 
CTCATOQGCC AATCACTCCC TCCAGCTGGC CTCACAGATC CAGAAAGGCA CCAGACGTGG AGCAGGCCAT AGAGCTGCTG 
ACCOGCTCCA GCCTAG 

SEP ID ND:882: (Length of Sequence = 369 Nucleotides) 
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TGCCAITAGC AACACPSTTC AGATCAGATA ATTAAGAAAA AAAGCCAATT GAATGATTGA GTGAATGANT GATTGAAAAT 
CTTTCCGAAG TTATAAXAAT AATICTGATT ATTX3GGGTCA AAGCAAAACC ATTTTAGTCT AAAAGATTGT ACACTATACC 
AACTTTIACC CAATTTQGAA TCAAAAATTA CATTTCCAAA CGATGTAGAA ATTCTGANCT CTTTGAAATA 1TTCCTTTTG 
TGQGAAAGAA CCAGAAATTC TTICTCATAT GTACCXIATTT ATCTTATTIN AGTTACCCAA CCAAAAGATA AAATAATATT 
CTCAAAGAGA TAATTGACTG GAGGAGTTTA AAGPGTTTAT AAATATTAG 



SEP ID NO:883: (Length of Sequence = 369 Nucleotides) 

CTGCCATAAG AATATCAGCC TGGGGGCAGT CCAGACGCAG CCCTTTGTCA TCCTITCTGT TIGCCTAGTC TCAGCAGACT 
GTGATCACAA GGCATTGTCT GTGGGATTTT NCCTTTCCCT TTCTTCATCT CTCTTCTGGT TCTAGGTIGT TTGGTTGTTC 
ATTGTTATGG TGGCTTTINA TTTTAACGCC CCITCAGCCC CATGATOGCT GGTCTCACCC ICTTCCTJLTA CACTGTTGGG 
CCAGGTGCTG CTTGTCCTTC TTAGGGCATC ATCAATTGCA AATATTTCCT TITGCTCCCT TTATGAAGAT GTICXTATAC 
COTGCTTTT CCATATTTTT TOIGGGCCAA GCAATGCCAT CINCXT1TA 



SEP ID NO: 884 : (Length of Sequence = 327 Nucleotides) 

AGTTCATCTT TTTCCAGAGG GGTCTGGGTC CdTTAAAGG GCTGCAGGCC GAAGAAGATC CTQGCTTGGG GAAACTGGAG 
CT3AACTTGG ATTCAGAACT CTGAGGCACC GGGATGGGGA TGGGAATAGG GACTGGCACA GGCAAGGGGA CGATTACAGG 
ATACGGCACC AAGAGGGTGG CTGGTGGGAC CAGGGGGGAC AAGGGGGAGC TAAAAGGCTG TGGGGGCACA GGGGCATAGC 
CAGGAGGAGG CTGACAGGGT GGGGGCCCGA GAGTGCCCTC GGAGGGAAAC AAATTCTTGA GCACAGCTTC AAATGGCAAA 
GTOGGCT 

SEO ID NO:885: (Length of Sequence = 380 Nucleotides) 

CCAAAAGCIT ATCCACCATG ATCAAGTGGG CTICATCCCT GGGATGCAAG GCTGGTTCAA TATATGCAAA TCAATAAATG 
TAATCCAGCA TATAAACAGA ACCAAAGACA AAAACCACAT GATTATCTCA CTAGATGCAG AAAAGGCCTT TGACAAAATT 
CAACAACCCT TCATGCTAAA AACTCTCAAT AAATIAGGTA TTGATGGGAT GTATCTCAAA ATAATAAGAN CTATCTATGA 
CAAACCCACA GCCAATATCA TACTGAATCG GCAAAAACIG GAAGCATTCC CTTTGAAAAC TGGCACAAGG ACAGGGATGC 
CCTCTCTCAC CACTCCTATT CAACATAGGT GTCTGGGAAG TTCTGGGCCA GGGGCAATTT 

SEO ID NO:896 : (Length of Sequence = 400 Nucleotides) 

GGGATCACTT TAAAOGAGAG CTGGACAGTA TTACTCCAGA ACTCCTFCCT GGGTGGAAAG GAATGAGTCT TTCANACTTA 
GCTGACAAGC TCTCTACTGA TGATCTGAAC TCCCTCAITG CTCATGCACA TCGTCGTATT GATCAGCIGA ACAGAGAGCT 
GGCAGAACAG AAGGCCACCG AAAAGCAGCA CATCACGTTA GCCTTGGAGA AACAAAAGCT GGAAGAAAAG CGGGCATTTG 
ACTCTGCAGT AGCAAAAGCA TTAGAACATC ACAGAAGTGA AATACAGGCT GAACAGGACA GAAAGATAGA AGAAGTCAGA 
GATCCCATGG GAAAATGGAA ATGAGGAACC CAGCTTCGCC GACAC33AGGC TTGCCCACAC TGATTCACTT TCGGAGATGT 

SEO ID NO: 887: (Length of Sequence = 363 Nucleotides) 

TAAAATTAAAT GCTCTGGATG GGAGAAATCT GGAAGTTACT TT3GAACTGG ATAATAAGTA AAGGCTGAAA GAGTACTGAT 
ATACATGCTA AATAAAACCA ATATTTCCCT GAATGANCTA TTCAAAGCAA TTCTGCTGGG TGITAGACAG GACATAGAGA 
CCIGGAGAAG AAGCTCCCAT TTTCATAAAG AACACAAACA ATCATGTATA GAATGTIGCT AGAAATATGA ATGCTGAAGG 
TCAATGTAAT GAAGTCTTAG ATGGGAATAA GANAGGTTAT TAGACAAGGG AGAAAAGGTA ATCCTTGTTA TAAAGTGGCA 
AAGGAACTIG GCCTGAATTC TATTCATGTN CTAGTGCTTT CCT 



SEO ID NO: 885: (Length of Sequence = 318 Nucleotides) 
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ATCTTGCAT3 ATTAAIACIA TTGGCCTGTO CCCTTTATCC TCAGCT3CTT G7IACAAIXTCT TGAATGCTTT CITCITCCCC 
TQAGGATCCT ATAGATATPG TCCTACTSTN ATCTGAAATN AGTOCTTTTG GAGAAGTTTC TCCATCCAGA TACCTAXAGA 

ctctgtctit TiTrmTiT Tmrrrrrr atatgcaaac nctogctcta tiattcaggc tgatctgaat ctccdggnct 

TTAGTCTTGT GACAGCTTTG GCCTCTIAAA ACTGCAGGNT TACAGGCATO AGCCACACTG CCTGGCCATC AAGTAGCA 



SEP ID NO:889: (Length of Sequence = 349 Nucleotides) 

ACAGAAATCT aqgtagactt ctnccaaajg ccacatcaga gcagtggcag aaxacagaga gacoggogac cacagcaagg 

AACTCTAAGG GCCAACACTC CTCAGGCATG CAGGCCTGGG CX3*ACAGCAC AACGCAGAGT OGCITCITCT CAGTCCAGCA 
ATTAAAAIGA CCATGGCAGC CAGGGTTTCA TEAGCTXACT TTCAAAAACC ACC7TTTGCT3 GAAAAAATCT TTGGTAGTTT 
AATCIGCASA 1ACGGACAGT CATCCACCAC ATAATGATCT TTAGCTCAAC GATGGACCAC ATATTCAATG GGTAGTCCCC 
TAAGGTTTAT AACCAGCATA 1T1T1TACT 



SEP ID NO:890: (Length of Sequence - 341 Nucleotides) 

GTNGTAGGGG TTCCTAGGTA GGGCTAGTAG GTAGGGTIAG TAGCTAGGGC TACTAGGTAG GGCTAGTAGG TAGGGTTCCT 
AGGTAGGGTT CGTAGGTAGG GTTACTAQGT AGGGTTCGTA GGTAGGGTTA GTAGGTAGGG TTCCTAGCTA GGGCTACTAG 
CTAGGGCEAG TAGCTAGGGC TAGTAGGTAG GGTCAGTAGT TAGNGCXAGT AGCTAGGGCT AGTAGGTAGG GCTAGTAGGT 
AGGGTTCGTA GGTAGNGTTC GTAGCTAGGG TTAGTAGOGC CTCTNTCCTT CTTCCAOXT GOJTNCTICT AAAACNTTAT 
TITACAAGCA ATAGGAATTT G 



SEP ID NO:891: (Length of Sequence = 344 Nucleotides) 

GACCTGGCTG OGCACCAGGA CCGCNTGGAG CAGATOGCCG CCATTGCCCA GGAGCTCAAC GAGCTGGATT ACTACGACTC 
CCACAATCTC AACACCCGCT GCCAGAAGAT CTGTCACCAG TGGGACGCCC TCGGCTCTCT GACACAXAGT CGCAGGGAAG 
CCCTGGAGAA AACAGAGAAG CAGCTGGAGG CCATOGACCA GCTGCACCTG GAATACGCCA AGOGGGOGGC CCCCTTCAAC 
AACTGGATGG AGAGOGCCAT NGAGGACCTC CAGGACATCT TCATCGTCCA TACCATCGAG GAGATTGAGG GCCTGATTCT 
CAGCCCATGA CCAGTTCAAG TCCA 

SEP ID NO: 892: (Length of Sequence = 367 Nucleotides) 

CTGGGCAACA TGGTGAACCC CATCTCTGCT AAAASACAAA AATTAGCTGG C7ICTGGIAGT GCCIGCCTGT AATCCCAGCT 
ACTOGGGAGG CTGAGGCAGG AGAATTGCIT GAACCTAGGA GGTGAGGTGG AGGTTGCAGT GAGCCAAGAT AAAAAGAGTC 
AGACTCCCTC AAAAAAAAAA AAAAAAAATA TATATATATA TATATAXATA TATATTINC2T CTCCAATCCC ATCTAGGTIG 
CTGCAAATCC CATTATITCA TTCITCTITA TGGCTGAGIA GITITCCACT CTGTATGTAT ACCACAGTIT ATCTTCTIGT 
TGATTGA3X3G GCGTTIGGGC TGGTTCCACA TTGTTGCCAG TTGCAAA 



SEP ID NO: 893: (Length of Sequence = 220 Nucleotides) 

GCAAAATATT TATTCCAAGT TAGTTATnT ATGCAGTACT TTCCCCCTOG AGACTTGTGA TAACCACATC TTTCAAATCT 
GTAAATAATG TTATCAAAAT AATCTEAATC TTTCAAATCT CACAAAAATT TATAJi'l'lTAC AATCCACCCT GAAXATCAAG 
GCTGCAAGAN TAACACAACA TTTCCIATAT CCAAATATTT TACAGCTGTA CCCAAAAAGG 



SEP ID NO: 894: (Length of Sequence = 313 Nucleotides) 

GGGATTGGGA TTGTTIGGCT CTGAGGCTGT TAAGTCTGGA CTGATGCTCG AAACTAATAT CAATGTTIAA CAGGGTTGAC 
TGTCATTAAT GATGTGCCTA GCTCTGGGXA CAGATGCTTT GCACATTACT ACCCTCTATT CTCACAATCT TCCATGGGGG 
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ATGTATIAGA ATCCCCTITT ATAAAGGATA AAGGTGAGGG TCAGAGAGAC TAGGAAGOCT GINCAGGCTG ACACAATACA 
AAGrTGTCATA AATTGGGTTT GTACTCAGCC ACTCTGCTTA TTAACATCAG CAGTATGGTT AATGGGGTGA CCG 

SEP ID NO: 895: (Length of Sequence = 304 Nucleotides) 

GGTCTAGATT CAGTTATCAA TGTAGGCATT AGTTAAAATT AACAAGATGC AGAGTATTAA 1TTCTTAAGA CAACAi-vACTG 
ATTTCTGTAA GTTT3AGCCC TATGTGGAAA GCATIGTCGA ATdTAACCT TTTK5TACAC ACICTIX3TCG GACCTATCAT 
AEAAATCTCA GCACTAAGTA ATCTCITCTT TGTGGCIGAA TATITINCGT AGATGTTTTT GAAGTIGACA TXSACTTACCT 
GCATTTAAAT ATATATTGCC ATCCCTTACT TTGTAATTAA GGATTTNGGA ATATGGGIT3 T3QG 

SEQ ID NO: 896 : (Length of Sequence = 337 Nucleotides) 

GCAAAGTATT TCATCATATC CATGTACTGT ACCTTATTTA GCCAGCCCCA TTTICTITGG CITCTCGAGA ATTACAATAG 
CICTTTTGAC TCTTGTATCA CATCCCAGGC ACTCTACTGT GTATTATCTC ATCTAATTCT CATAGTTACT GCATCGTCTA 
GGTAT1T1NA TCCCCAGTIT ACAGGTAGAG AAACTGAACC CAGAGATCTT AAATAATTTG CCCAAGTTTT TTGGCIGATT 
ATACT3ATGA AGATACTGAT ACTAGCATTC TGTICTCAGT TATTTGCCAG ACAGAATTCT TTATTITTTA ATACATAATA 
TCCATTTACT CTIGAGG 

SEQ ID NO: 897: (Length of Sequence = 316 Nucleotides) 

NATCACCTNA GGTCAGGAGT TONAAACCAG CCTGGCCAAC ATGGCAAAAC CCCGTOTCTA CTAAAAATAC AAAANINAGC 
CAGGTGTCGT GCTATCTGCC TCTAATTCCA GCTACTCAGG AGGCTGAGGC AGGAGANTCA CTTGAACAGG GAGGTGGAGG 
TCGCAGTGAG CCGAGGTTCC AGTGAGCCGA GATTGCACCA CTGCACTCCA GCCTGGGOGA CINAGCGAGA CCCTGCCTCA 
AATAAAGAAA TAAATAANTA AACTGGGGAA GITAGIGGTT TCTGGTCTAT TCAGAGTTCT GTACCCATCA CCCTGG 

SBQ ID NO:898: (Length of Sequence = 200 Nucleotides) 

GAGATCTGGG GCTGGGGTTAT GGA1GATGGG GGGAAGGGOG GTOGCCTCTG CCACTGTCAG GGACCAGCOG GCCAACGCCC 
ACCCCTAAAG GTGTCTAAAA ANTTNAGCTT TTCACCCACC TGCCCCTITC TTTCAATCCC ACGCICTTTC CTTTCAAAGT 
TCTGGGAGGA OGAACTCACC GAGGCGAGAA GTOTAACATT 

SBQ ID NO: 899: (Length of Sequence = 264 Nucleotides) 

CTCTGTAAGT TAGCGGTCAT GTITTCAGCC CCATGCAAAG GCGCAANACN TCAGACAGCG TGGTTCTOTO AACATOAGTG 
TCTGCTGCCT CCCAGGAGCA GGGATTTOAG CNAGGCTGCT GAGACATAAA CACACCCCCA CCTCCAGAAG CAGAGGAGAG 
GAGCCCAGGG CCAGGGCAGG TAGCTCAGCA AGGACCCAGC ATGCINCAGG TGGGGCCAGT AAGAGTCACT TCTCCAGCNA 
GGCTCAGAGA GGAGAGAGGC AAGA 

SEQ ID NO: 900: (Length of Sequence = 265 Nucleotides) 

GCAAATCGTA AAAAACCAAG TCAGCAGAAG AAATTAGAGG AGAGACCAGT TAATAAATGT AGTGATCAAA TAAAGCTAAA 
AAATACCACT GACAAAAAGA ATAATGAAAA TCGAGACTCT GAAAAGAAAG GACAGAGAAC AAGTACATTT CAAATAAATG 
GAAAAGATAA TAAACCCNAA ATATATTTGA NAGGTGAATG CTIGAAAGAA ATTTCTGAGA GTAGAGTAGT AAGTGCTAAT 
GTTGAACCAA AGGTTAATAA TATAA 

SBQ ID NO: 901: (Length of Sequence = 381 Nucleotides) 

CTTCICTGCA TATAAAAGAG AACAGTCTGG NCACTTGAAA ACAGACACCT TCTGGTTTTC AATGTCTTGG TCAAACTGGC 
GATACAGCAA GGTITGCAGG GTGAACACAG TGTCGCACAT GGAACACTTA TATATNATTT TOGCTTCTCC TATCTTGATG 
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CCAGGATGCT GTGIGEAGGC GTGGGAA3NT GTGCITGGGG CAGACTEAAA OGCCATTGGA CAAAIAGGAC ACTTGTAGAA 
GACTTCACAG TCAGAACdT GAA3OTAAGA. CTTCAGAGCA GCCACATCAG AGTACACAAC CATIGCAAAT GCACCACATC 
GAAAACCAAC TCTCCTCCTG TAGINCAGAC AGTTCTTIGr GGCGTGGGGT CINGGAAGGT G 

SEP ID N0:902: (Length of Sequence « 331 Nucleotides) 

GGITGCCAGT GATCTCCnT CTTATCACCT AIAGACAGCT TCCCTACAGG AAAAAAGAAA GCCAAACACA GACAAGCAGT 
ATOAGAXACA ATGAGCGCCC TTGGGCGATT AAAAXATCAT TOOTGCCCA AGGTOGOCTG GNCTGCAAAC AGCTCTCCAG 
AACCIGCAGC CAGCACAGAC CAAAGTCAGG TTTGTOTCCT CTTCTGTTCA TGAACAAAGG TIGATTOCAT ATOGTGGCIA 
TTGTGAATAG TGGCAGTAAA CAIGGCAGTA TICTA3GAAA AIATNACAGA TTAGNOOCIT TAAAXATCTC CACTA3X3GNT 
GATCTATCAA A 

SEP ID NP:903: (Length of Sequence = 389 Nucleotides) 

AGCAATACTA AACAXAAATG TAAAITCGGC TAAATGCTOC CAATXAAAAG ACACAGAGIG GCAAGCTAGA TAAGGAACCA 
AGAGCCATIG GTATCCTGTC TTCAAGAGAC TCATCICACA 1GCAATCACA CACATAGACT CAAAATAATG AGA2GGAGGA 
ACATTTACCA AGCAAAXAGA NAACAACAAA AAATA3TICT AATAGATTTC TGCITITAAT AATGAAATAT GTCAAACTCC 
TAIAAAAACT ATATGIAGGA AATATAAANG TTIATAXAIA ATTCATCIAA TGGNTAATAG TAACTGAAXA GCTAGTATTG 
AATAACCAAG CTTCCITrTS TTGnTTGNA C3OTGGNSIA A2TGAACATG CITAAAGGTA TIGGGAAGG 



SEP ID NO: 904: (Length of Sequence = 285 Nucleotides) 

AAATCAAGGA CCGGTTAGAT AGATCATCGG CEAGGCAGCT GQGGGAAGAC AGAGCIOVCT GCCCIOTGGG GTCTCTCTGG 
GGCCAGCCCC TNATCCCCAT GTGGCCACTO ATGCCCAGCT TCCCCCAACA CXXXMTCACA GGCCCAGCTC AAIA3TACAA 
AACTGAACAA ATOGAACCIG TTTCTGCITT NACAAATCAC ATCTCTCCAT CCCGGGCCAG CAGGGGEAGG GGAGGNOGGT 
TCAAAGTGNC ACTCCGGTTA AAAAGGCAAC AACTTTIATA AAATC 

SEP ID N0:905: (Length of Sequence - 374 Nucleotides) 

GAAGCAAAAA GITGAACCTT TTAAACTGCT GAACACAAAT CCAAATTCGA A3GGTTCAAG CAGCCGTGAA ATOGCTCTTC 
AIAAAGTGGG CTTAATTCTC TAGTTTAAGT TLT1V1GATC GAATGAATTA ATTAATGTGT CAGGTGGCTT ATTTCTGGAT 
GCCATGATIG ATCATGTTCA TTTTAAGCTC TTACCTAIAG TACAAGTACA TGATGCTACT GAATATTTTT TCCACTTGGA 
AAC1GTGAGC TGGGTTGTTG CATTAAAACA CACAXACANA CANAATCANN AAACACTGOG GAdTITCAC TCAAGCIGGG 

TCTrrrcrrc cccagtggta agggcaaatc ctggcctanc taaccaacac CCAC 
SEP ID NP:906: (Length of Sequence = 375 Nucleotides) 

CTGACIGAAA GGCTCTITCC AGCTCCAACA CATCAAGGTT CCATAATTTT CCCCAAATCT CTCCCX3CTCT GAAAACTTCA 
ACEATCTXAA TATTTGIGAC AITIATGCCT GICTA3X3GCA ATCTGATGCT AAAAGGAGCC ATATCXAAAT AAXAACTGAA 
ACITTGTCAA AAXAATGTTA AGGAAACAXA ATTAGCAAAG CAATATATAA TTNCAAGTCC ACTGATTEAG AGAATCAGAA 
GXAACANTXA GAATCAGAAA TAACAACTAT CTGGCAGGGA T3GAAAAATC AGAGCAGA2A TAAAAGGTGT ACCCCAACCC 
CTGACCCCAC TGCCCA3TIG GGIGIGCACr ATCTNTITCC AATATTAAXA TCTIT 



SEP ID NP:907: (Length of Sequence = 390 Nucleotides) 

GTGCIGACIT CAGCAGCCCT CTGAAAGGCC CCITCCATAA GCTGGGAAAG TATCATCATG GTITCATCAT CCTIGITGCT 
TA3TACITCA AGG1TGACCA ATCTGAAAGC TCICTGTGAA GAAGGGGACT GACTGGCIGT GAATGAIGAG ACCGTIGrnT 
AAAAGCCAGG CTTAGCCTGA GGTCCX3GAAG AAGCAACCTC AATGCICTGC TITACCATAG CPCCACCVGC AGCTATCCAG 
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GAATAGAGAA CCCAGCTGAG CGACTCATCC TTOACCAAAA ATACCCAGAG CAGTGTGTCT CTACCTTTTT AAGCCCATGC 
TCACTAGTGG GGAAAACAAT TTTACCCCCC TGTATTTAAA XATGGGGATT TCAAGGCAAA CAAAAGCATT 

SEP ID KD:908: (Length of Sequence = 207 Nucleotides) 

CTTGCATACA GGTGGTAAGT TATTACATTA TITCINCCTC CTCTCTACCT GCA GTXUJ1T TIATGAGGGG CGTTAGTACA 
CTTCCCAAAG GGCTTCCCOG CAGCTTOAGA GCTGCACATT GAACTCCCTC ACCAGGCAGA TGGGAACTGTT GGCCATCAGA 
GAGAGCTTCA GQGGNCCTNG GNTTATOACA TQGCTGGGCC AGGANAT 

SEP ID NO: 909: (Length of Sequence = 339 Nucleotides) 

GCAAGAGAAC CTCATATAAT ATCIATAAAT TTTGATTCCC TGGGGTATAA CAAGTAAATA A TITITA AAT GGTGCITAGC 
AAGATTQGTT CATGGNAAAT GAAGCAATTA TCGCTTGANT TTATATCTAC AATATTTATT GTCTTAATTT TAATITAAAA 
CGAATGACAT GTCTCTTTIT TIAAAAAAAG TLTlUiTlTA AAGATCITGT AGTTGATCTG AT3AGCTATG CACTGCTAAA 
TATTTATCCA CACATAAATA TTTGANAAGG AAXATGGNAT AGTCATGGGA TGTAGITTCA TCTCAGTGCT CCATGGAGGG 

AGTGnrrcA ccctcctct 

SEP ID NO: 910: (Length of Sequence = 372 Nucleotides) 

CTCAACTGCC ACTCACCTAT CTACCATCCA CTACCCANTN ACCACCCACC A1GACCCACC ATTTGCCATC TACCCATCCA 
TCCATTCTAT AAAXAATTAG TAAGCACTTA ATGCATGCTA GGTATTATTT TAGGCACCAG TAAGACAATC ATGGOJAAAA 
AAGACAGACA ACCCCCGACC CTCCCATCCT CAGGGAGCTC TATTCCAGTG AGAACAATCA ATCTGCTAGA TTGTGAAGGT 
CATCAGIGCT TCCTGCCCGT CTAAGACTGA GGTTCCCAGG CCCGAGGACC AGNCIGGGCC AGGGCTTCCC AGGGGTCTNC 
T.. .. JGGGGGA CTCTCAGGAG TCCAGCTGCT GCCCCTTAGC TOAGCACCTG GG 

SEO ID NO: 911 : (Length of Sequence = 377 Nucleotides) 

GAACTTCAAA AAAAAAAAAA AAGAGGAGTC ATAATAAATA TITOACTGTC TAGTCAACCC AATTCATCAA GCCTGAITAT 
CTOGCINAGC CTCGGGAGAT TGCTACOGGA AATCTCCCCA GATGTTCCCC CTICTAACCC AACIOTCCAC TCTNTG3CAG 
GAAGGCAGCC GGGCATCTGC ATTCCGGAAG CCCAGCTGCT IGGGAAGAGA GAGGGAGCGG CCIGCACGTN ACTCAACAGC 
CCTGCCTGCT AACCAGTTAA CCAGTTCTCA GITGGGTTCA CGGACCCATC AGCGACCCAG CTTTCITCCC CTCAGGTTGA 
TATTGTGCTC CAAGCTNGGG GATGCCCCGG GGGACTATGT GGAGGGAGAG TTCCTTA 

SEO ID NO: 912: (Length of Sequence = 370 Nucleotides) 

ACAATCTACT TGCTACAGAA TCAGGATCTA TTINCCTATT TATAATAAAC TACAGAAGGT AGATTTCAAA GCTAATGGCT 
GTTATGGAAA CdACTTGAG GITCTCTGCr AAAACCAACT CAGTPGTGCAA AGCGAAATAC ATTTOCTACT TCAATAGCTC 
CTCATACTGC ATCIGTCTGT AGAGT1TATT TCAGTAAAAC TCTTTACTAT TTCATGATGA GTAGCTAGAA TTAAAGCATT 
AAGTAGCTTC AGAAAATAAT CTATATAAAT CTTIAXATCC TACATATGGC TATAAAAATA AATTTATAAT TTTAAAAATT 
GTTTTAAATA AACATTTATT TTTTACCCTA CCAAAGTAAA GGGTATACAG 

SEO ID N0:913: (Length of Sequence = 313 Nucleotides) 

GTATCTGGTT GCCACATCGA AGAAGAAOGC GIGCNTNTCG CTGGTCTTIN CITTCCTCTA TAAGGTCGTG CAGGINTTTT 
CCGAGTACTT CAAGGAGCIG GAGGAGGAGA GCATCCGGGA CAAC1 T1N 1 T ATCATCTACG AGCTGOTGGA CGAGCTCATG 
GACTTCGGCT ACCCCCAGAC CACCGACAGC AAGATCCTGC AGGAGTACAT CACTCAGGAA GGCCACAAGC TOGAAACAGG 
GGCCCCGOGG CCACCAGCCA CCGTNACCAA OGOGGTCTCC TGGNGGTOCG AAGGCATCAA CTATCGGAAG AAT 
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SEX? ID NO: 914: (Length of Sequence = 389 Nucleotides) 

TDVCAGGCGC CTGCCACCAT GCCOQGCDVA TIT1NAGTAG AGATGAGCxTT TCADCATCTT GGCCAGGCTG CTCTCAAACT 
CCTGACCTCT GGTGATCTGC CCACCTCAGC CTCCCAAAGT GTTQGGATTA CAGGQGT3AG OGACOGTCCC TOQCCTTCTC 

cacicttctc aiagtgaaga aaggacaccc aaattttgat ctgcttcagc taticaceat TCnvrccror gtggtcttaa 

GCAAGTIACA "EAACTTGCCT A13VTCTCAGT TTACTTAGCT AXAA3MAAA TTAAATTGGT CAAATCTTCT CTAAAGTCTT 
ACTACTTACC AGTGTTCCAT GGGOCCAACA GCATCIACAT TAOCTGAGGA GGCT3CTAGG AAATGCAGG 



SEP ID N0:915: (Length of Sequence = 328 Nucleotides) 

CNCCAGCAGA 'lUTlNATIAG ATCGAAGATA. ACAAGCATTA CX2NCATAQGT AAGK3GTCAAG AAATCGCAAG TACAGCCAAG 
CCACAGAGGA CTGAGGACAT TACTX3GCEAT GGGAATOQGT ACTTA2GAAA TCTAAGQGTT GGGTCTOCTG ATGAACTCTA 
ACTACCCAGT AAGCTCTTCT CTTTGGCACT CAATATGACC NCTGCTQGCA TGAAAGGGNC TACAGXAGCT ACTTTCAACT 
TQGCCAACAG TTCTTCCACT TCT3GTCGAG CTTIGAATOG TCCCTTIX3AA GTCTITCITC AGNTGCTGCT CC1TCAACIT 
GACAAGTTC 



SEP ID NO: 916: (Length of Sequence = 365 Nucleotides) 

CAACTTCAAG GTGCTGCAAG AGdTTCAAG AAGA3QGGTX3 TTGACAAAAT CATTCCIX7TA GAGAAATTAG TGAAAGGAAA 
ATTCCAAGAT AATTTINAGT TIAITCACTS GTTCAAGAAA 1TNTTTGACG CAAACIATGA TGGAAAGGAT TACAACCCTC 
TNCTGGCGOG GCAGGGCCAG GACGTEAGOGC CACCTCCEAA CCCAGTTCCA CAGAGGACCT CCCCCACAGG CCCAAAAAAC 
ATCCAGACCT CTGGCCGGCT GAGCAATGOG GCCCCCCCCT GCATTCTCCG GAAGANTCCT CCATCAGCCC GAAATGGCGG 
CX3VTGAGACT TGATGCCCAA ATTCTTTGAA CTCAAACCAA CAGCT 



SEP ID NO: 917: (Length of Sequence = 400 Nucleotides) 

GCATEATTTA TTGAAAACTA TCTIATTTTTT TGTAAAAACC TCATCACAIA GAGAATATCA CT3GCTAI7VC CCTCTCTGGG 
CATCAGTTTC CTCATCIUEA AACTGGGGAT AATCACAGCC CCCACCACAG TGGGCTTCAG GGAGGAATAA ATGCATTAAC 
ACATGGCAAG TCAATEAGGA OGGIGCCIGA CAGGCTGTCA GOGCCCAAGG TTCToACTIT TGCTTTTCCT ATTGCTACTC 
TGCAACCAAC TTTAGATAGT GGTAGANTAA TCAGGAGGCC CTCTTGAATG GGAXAXTTTG CACAGAAGAG GTCCCAGACC 
GAGTGTGTCT GACATGGGAG CAGAAGACCC GGGGTTINAG CCAGGCTCTG CCACTCATAC GCTC7IACAAT TTTCAAAGGG 

SEP ID NO: 918: (Length of Sequence = 348 Nucleotides) 

CTATTGCACA TCGTTAACTCT CTCATACATC TATAAAGCCT ACTAGCK7TA TTQGG7GAGA TGAAAAAAAC TGCTTATATT 
CCACAGCAAC ATAATTACAA ATAAGTTITA ACCEATTAAA GTACAGAGTC TCTCTCATCA CTITCAAAGC AGGACCCTAC 
TTACCAAXAA 1TCATAGCAT ACCTCCCCTT A3TTTAAAAC TCATATGATA GCTGATTTCC TAACTSTAGC AATCAGGATT 
CTEAGAAAGA TTCGAAACIG AATTEAGCEA ACTAAGGAAG OGGATTTCAT TAAAAATA1T GGCTTACTTT ACAGGAATCA 
GTAGTGGAGG AACCAGGGTT GCATAAAA 



SEP ID NO: 919: (Length of Sequence = 345 Nucleotides) 

GGGATCACIT TAAACGAGAG CTGGACAGTA TEACTCCAGA ACTCCTTCCT GGGTGGAAAG GAATCAGTCT TTCANACTTA 
GCTGACAAGC TCTCTACTGA TGATCIGAAC TCCCTCATTG CTCATGCACA TCCTOCTATT GATCAGCTGA ACAGAGAGCT 
GGCAGAACAG AAGGCCACCG AAAAGCAGCA CATCACGTTA GCCTTGGAGA AACAAAAGCT GGAAGAAAAG OGGGCATTIG 
ACTCTGCAGT AGCAAAAGCA TTAGAACATC ACAGAAGTCA AATNCAGGCT TGAACAGGAC AGAAAAGAIA GAAGGAAGTC 
AGAGGATNCC ATGGGAAAAT GAAAT 
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SEE) ID NO: 920: (Length of Sequence = 299 Nucleotides) 

CXXMGTACT CAGGGAAGGG GCAGGAGAAC CACTTGAGCC AAGGAGTTCA AGGCIGCAGT GAGCTCTGAT CACACCACTG 
CATTCCAGCC AGGACAACAG AGTCACATCC TCTCTCAAAA ATAAATAANT TTITTAATGA TGAAACTAAC TAAGCTACTG 
AGGAGGXAAG ATATTTCCCC ACGCTAAGTC ATTCAGAAAC TAAATGTGAA AAACCAAAAG AAGCCTCIGG GGTTAGTATT 
CCCAGTCTCC TIGTCTGCCC AGGACCCCAC ATTTOICTAA GTIGCTAATT GCACAAGGG 

SEP 3D NO: 921: {Length of Sequence = 234 Nucleotides) 

A3GAAGCAGA GGCAACCAAC AGAAATTCAC ATCAGAAACT CTGCTGGNTC CCCACCAGCA TGCTACOGAT GANTCCTGCT 
CTCTTTCAGA TGAAATTTTA TTTTITINCC AATAAGGCCA GCCCIACCCT GGAATCTGGA ACCANTTCIG GCCCAGGGTA 
GAAAGGCXAC CAAGCAOCTA TGGTAGAAGC CCTGGTGTCC AGGNATGCCT TGGNOCTEAT TATTGACCTT CTCT 

SEP ID NO: 922: (Length of Sequence = 328 Nucleotides) 

TAGCAGGGTT ACTCGCCTTG GCTGCGGCCA AGGGAAAACT CTGCAGGCCC TA1TACTTGG CGGCCTTTAA CTCTTATAGA 
ATTGGGAGAG AACACTCACA AAAGCGAGGA CATCATTTTN CGGTTACAAA TOATTTTCCT TCCTTGCTTT CTTCTCACCC 
TITINAATTT TCCTTTTCTN CTnTCCTCT CTATCTTACC TTCCCTCCGT GATCCCIGCC AGCCCCTCCT TICTTATTAT 
AGCTGATCAT GGCAGTATTC TITITINCTG GGTAAAAATC AGACTGGGAT TTAGAGAAAG CTTAGCAGGC CIAGCATGAG 
GGCCTTAG 

SEP ID NO: 923: (Length of Sequence = 371 Nucleotides) 

CAGGAAACCT ACIGTGAAAA TGCAGAAAAA CAACAG.~.CAA AATIGATTGT TGACTCAATA TGATATATAG TTCAAATGTA 
AACAAATGCT TCINAGCATT CCACATCACT GAAGGAAAAA AAGTAAGTTA TTATTTCCAA TGTTGGGAGT TAGGTCGCTA 
TAAGCTTATG ANCACACACT TTCACTGAAT TTATCTAGAA TCX3GAAGCAC TTCATTXTTCC CCTCACCACA CATCACCCCC 
TIGCTCCTCC TOGACAOGTG CAAAATCATA GGGCAT3GTA GGGGTTGTAG TCAAA7NGAG AAGGCATGCC CCATCTCAAG 
AAACAGGGTG GACCAGCCAC AGCTTTCAGC TCCANT' r ^7T GATACAGGAA T 

SEP ID NO: 924: (Length of Sequence = ucleotides) 

AIGATCTGCT TTITITTGAT ACdTTACIT TINAC AGGNGCGGGG TTTCTGGAGC CGACTGAGGG ACTGGAGAAG 

GCTAOSGGGG TCCTCGCCCT GCCAGGGCAA TCCTT. CTCTTOATCA TTTGGTTATG CAAATCGOGG TAAAGTTTTT 

COGAAGQGGG TGCT3GCTCC TCTTCGCAGC TCTTCI? ..^r GACTITGGGC ACCAGGGCTG CTCATACCIG CAGO LTITI C 
GGCCCTCTNG GCCCGCAGGC GTCOGGCCTC CCGAAGCACT GCCATGGCCC GGAATAGCAG CCCCNGAGCA AGG 

SEX) ID NO: 925: (Length of Sequence = 317 Nucleotides) 

AATGCTTTAT GATCAACTTG CCATAGGACT GATGGATTAA CCAGTGTTCG GCTTTATITG AAGTCTATGC CCTGCACAGC 
TurivrATCT ATTINAGATG CTAGAAGTIT TTTNAGCATG TNATGIGTCA TTCTIGTTIG AATTCTAGGN ACCTTGTCCA 
ACTIGGTTCT TTTTCAAGGT TCTTTTGGCT ATTCTGGGTC CCTTQCTTTT CCATATGNAT TTNAGGATCA GCTTGTCAAT 
ATCTGCAAAA AAAAAATCAG CTATATTTTG ATAGAGNTTT GTATTGCATC TTTAGGANTG GTTTGITGAG TATTGCC 

SEP ID NO: 926: (Length of Sequence = 247 Nucleotides) 

GITATTCATA CCACAGCATT TAAAAAGCAA TCOGCAAGTN ATAAAAAAAA AAAAAAAAAA ATGATGTGAC ATATCCATTG 
CCTGANTTCC CTCrmGTA AGCCAGTOTT GGGATTATAG CAGAGGAGTA GCAGAAATAA NTATATTCAG ACACAAACAT 
ATAGATATAA TAATATCCAA CCNC37ITATA TGATTTAGGG TCTCGTTAAA ATGGTTACCA TTTGCTTCTC CTAAAANTTA 
TATAAAT 
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seo id H0:927: (Length of Sequence = 286 Nucleotides) 

QGCTGTCATG AGAATCACTT GAACC03GGA GGCGGAGGTT GCAGTGAGCT GAGATCATGG CACTGCACCC TAGCCTAGGT 
GACaCAGCAC AAAAAAAANC AATGTTCCAC AAGTCAAAAA TTGTNTTCflG CSAGTAGAAA AGTAGTAGGC ^G^TCAA 
AQGGTATGAA TGACTAAGTT CCTTCTATAA T7VDYTTGACT ATAGGTTAGG AGATACACrT TCAGTTCCTG TTTTTNGTAG 
ATCTCCCAAT GATCTGTCAT TTAAGAGTAC ACACGATGAG TGGAAA 

SEP ID N0;928: (Length of Sequence = 349 Nucleotides) 

CITCTITOAC CAGTKmAX TGCACATGCT TTTTTTTATCT MTGCAT3TG GBAATXROC OTKBOTTG CITCTTAAAG 
GATTAGACAT TTCTCTAGGT TAAGAATTCA GAAGCAGCTT AGCTGAGCAG TTCITGCTCA AGGTCTGTCA TGAGGTTGCA 
GTCAAGGAGC TGGCCAGGGC TGCAGTCATC TGAAGGCCTG ATTGG3GCT3 GAAGACTCCC TTTCCAGATG GCTCCCTCAC 
AGGCITOGCA TGTCSAAGCT GGAITCTIGG CAGGGGACCT CCATTCTTCC CCACATGGGC ATCTCCATAG GCICTTIGAC 
ATGGCAGA.TN GCTTCCTCCA GCAACTGGG 

SEO ID NO: 929: (Length of Sequence = 395 Nucleotides) 

AGAGGAGGCA GCAGCCACCC CCAAGAAGAC TGfTACCTAAA AAGCAAGTTC TGGCCAAGGC CCCAGTGAAA GCAGCTACCA 
OCCCTACCCG GAAG^TTTCT AGCAGTGAGG ATTCCTCCAG T3ACGAGGAA GAGGAGCRAA AAAAACCCAT GAAAAATAAA 
.CCAGGICCCT ACAGTTCAGT CCCCCCGCCT TCIGCTCCCC CACCAAAGAA CTCTCTQGC3A ACCCAGCCTC CCAAGAAGGC 
TGTGGAGAAG CAGCK3CCIN TGGAAAGCAG TTAAGACAGC AGTGATGAGT CTGATTCAAG TTCTCAAGAA GAGGAAGGAA 
ACCCCCAACT AAGGGCAGTA GTCTCTAAAG CAACCACTAA ACCACCTTCA GCAAAGAAAG CAGCAGAGAG CTCTT 

SEO ID N0:930: (Length of Sequence = 214 Nucleotides) 

ATCCAACAAT GACA^TCCT CTTCGGACAA TATTGGCACT CCATTCAAAC CTTCTITCAG GTCAGTOOGC ACTTCATCAT 
CTCCCAATTT GTCGAAAC^ TACTGTAGCT CAAGTACAGT TTTTAAAOGT TTCTCTraCAG CITCITCrCT CATAAGCTGC 
TCCCGAOGTG CTGTCTTCTT NATICTTTTC TGAATATCTT GACTTAGTGC CATS 

SEO ID NO: 931: (Length of Sequence = 245 Nucleotides) 

GAAAGTNTTC ACAA?iCATGA TGCTTATCTA ATAAAATATC ACTGAGCAAT AAGGAGAAAT ATTTTAAATA GATTTGAAGT 
TGTGAACAAA TAAT7TAGAG TCCAAAGAGG ANAAAGANAA TTAACTCTCT TTTTNATCCC TAGAACTCAG AAACTTTACT 
GGATTGGTCA ACAA3GACAA ACTTTTTATT GTATAAAACA GTAGANTTCA TGGAAGGGAT AATNCITTTG GAACAGGCTT 
CTCGG 

SEO TP NO: 932: (Length of Sequence = 303 Nucleotides) 

CATATTGGGG GCCQATATA AAGCAAAGCT GGAAGAAGGG ATGATCCA3X3 TATTTNTGGG GA1GGGATAT GGACAGGGAA 
ATAGTGTTCC AACXCCATGC TGAGTGTTGT TTTGAATTGT AATGTGAAGT TGCCACCATA CCAGGGCTAT GACTOTNTAC 
GATOTCTCAC OCTTjTAGGC TAGTAGCTTT GCAGTGGGAA AAGAT3ACAG GGCCACTTGT CCAGGGCATT CAGGTAATAA 
AGTCCCTGAG CTCCAAGTTG CTAGATCTAA GGAAGTATTT TTCCCTTCAT GTCAAAGATG GGG 

SEP ID NO: 933: (Length of Sequence = 186 Nucleotides) 

CTCTTTTGGG CKBITaWA TCTCCGGCGA ATTGAAAGCA GTGATCTCTC AGCTGCXAAC CGGNATAGTA TTAGAAGACT 
CCAATATCTT GCA3CCTGTG GGACTTACTG TATTTATCTT TGTTTTGTTT CATITCCnT TGGGTTCTTG GTCATGAGGT 
TTTGCCTAAG CCA-JLU1V1T CAAGGG 
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SEQ ID NO:934: (Length of Sequence = 336 Nucleotides) 

GGGAAAACCT ATCAGCACAT GAAATACCTT GVAACTATTT CATTTATATA ATTPGCTACG TGTICTTTGC AACATACTGA 
AAAATAATCA TCTCTGATCT TTAGTAGGCA CATAA2AAAT AGTAATCGAA TGAATGCTTC TATATTTAGA GAGCCATGCT 
GAAAGCTTAA ATAGCAAAAT ATOACTACIT GGAGAATAAT GTTAAATK7T CAAGGAGACT AGTGTTATAT GAATACTCAG 
ATGGATGGAT ATATAGANAA TGAGAAAAGC GACAGAAGGA ACTTAAAGAG NTTITAAAAA TAGcrnuiC TAAAGATTAA 
AAATTAAAGG TTCTAA 

SEP ID NO: 935: (Length of Sequence = 383 Nucleotides) 

AGGTAAGAAA ACTCCTGACT GGGCTCXTIG TACCAGCACC AACCAGCAGC CCTIGACAGC ATAGATQGGA TGACTCTAAG 
GGCTATCCTT AGCATAAGGG AAAGACGGTT ATAAGCTGAG AAGATTGAAA GAAGAATGGA GCCACAAAGA GAATAGCATA 
AATAACAAGA AGGAAACATG AAGAACAAGC ACTTAAGNTA TTAACTTTCA GTCTITCTCC ATTTCTTGAT GTCTAATGAG 
GCAAAATAAC TGGGCAAGGA CCACCAAGAT GAAGAAGTTA AATAAAATGT CACAATGAAA TTNAGGTGCA ATAATACAAC 
TGTTGACTGA CTTTCCAAAA CCACGGTGAT CGGTAGACTA TCATCAATGT TACCGAGGAT TIT 

SEP ID NO: 936: (Length of Sequence = 204 Nucleotides) 

GAAGCTCTCC CACCCTTCTN AACTTINATG AGCTGCCINA GCOGCCAGCC ACdTCTGTN ACCCAGAGGA ACTGGAAGGG 
GAGCCCCTCG ATGCCCCCCA NACCCCAACT CTCCCCTCAG CCCTTGAGGA GCTGGAGCAA GAGCAGGAGC CGGAGCCCCA 
CCTOCTAACC AATNGOGAGA CCACCCAGAA GGAGGGGACC CAGG 

SEP ID NO: 937: (Length of Sequence = 386 Nucleotides) 

CXAACTAAAT AAGGGTTGCC AGATAAAGTA CAGAAGGCCC AGTXAAACIT GAAATGCATA TGANCAAGAA ATATATTTOA 
GTATCANTAT CTCTCATGCA ATATTTGGGA CATAATTATG CTAAAGAAAG TATTCACAGT TTINCCAACA TTCAAATTOG 
AATGACTGTC CICTATITIN ATTIGCIAAA ATGGGCAACC CTAAGCTGGT ATCTCTACAG TTACATACAC TTACCAACCC 
CACCCATTCA TACTGGTCCA AGTTACACCC CAAAAGAGGG CAGAAACAGA ATCTGAACAA GCTCAAGTTT NGAGGGCAAA 
AATCTTTCAT TCTCSCCTCCT GGATCNCTGT ATGAAGACIT TTCITCTGAA AGATATGAAT AGAACC 

SEQ ID NO: 938: (Length of Sequence - 349 Nucleotides) 

GACA.CTTTCA GAATTAAGAA GCCTTGCCCT CTITCOGTCT CTTCACAATT GTOTTAAGTC TATTATAGTA TTCATTITAG 
TITCAAAGCA ATAAATACAA TATTACTACA AGCACACTGT CAAGAAATCC CTAGAATATG GCTCCTCTGA AGGTITGACAT 
GQGTCTGCCT CGCATCTATC TITTCATCTC CAGCATCCAG ATCAGAGTTCA ACAACAACAA CTCTACAAAT ATCAGGCTTC 
TTCGTCGAAA GAAATCTGGA CA l ' l ' l ' l ' l NCT ATGAAAAAAA AGTTAGGTTA CATCGCATTA ATATTITTCC TAGACTTAAC 
CTACAGAAAA TOTITCAAGC TTATAAAAA 

SEQ ID NO:939: (Length of Sequence = 374 Nucleotides) 

GAAAIAAAGC CICACAAGAA ATAAGGTCCT TATGGTGITA AGTTACAATG GAAAATAATC AATCGCATTT GTATCCATGC 
TGCATCTCTC ATCTAGATCA CTTCATAGGA GATGGGGCAA CAAATAAATA TCACCATGGG GATGTGATCA TCAAAACCCA 
GGCTCTGGAA AACTCTCACT CAACTTICIT CAACATATTG CAAGAAAAAT ATGATGGdT GAAAATCTAT AGATGAAGCA 
ATTTAACAAA CCTACCAATC TCATTTAATC TTGATTACTT TTAAAAAAAG ATTAAAAAGA TGACAGAGAA AGGGITTAAA 
AATTTGTAAG ACAOGGCTGG ACGCCTGGGC TCACACCTGTT AAATCCAGCA CTTT 

SEQ ID NO: 940: (Length of Sequence = 385 Nucleotides) 
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GTAATCCCAG CTACTIGGGA GGCIGAGGCA TGAGAATITC TIGAACCOGG GAGGCGGAGG TTGCAGTGAG CAGAGATCAC 
GOCACIGCAC TCCAGCCTGG GCAACAGAGC GAGACCCTGT NTCAAAAACA ACAAAAXAAA TTTCCTTTTA ACATCTGTENC 
CAAAAATGAG ATAAGCGTTA TCAGGGCAAG TCCATCCTCA TCACTCTITC CCTCCCCACT GCCCICTCCA CGA1GCCCAG 
C1GATCAAAA GTGATITITA CTCATAAGAC CAAACTATCA TQGGATACTG TGCAGTTNGA GAGCAGGITG ANCATCAGAA 
AIAA3TCCTC ACAATAAACT AAAAGATGGG AGAAAAGCAA GGCOJAHTGT ATA1AATACA GCTTC 

SE p ID NO:941: (Length of Sequence = 406 Nucleotides) 

GCTAACAGGT TTITACCAAC AATK3CTICT AGCTAATCTA GAACATACTT GAGAAAATCG CTTCICTGAA AGACCACTIA 
CTACCAAAAT AATCIGGCCC AGAAAAATAG CCACCATXCT TCACTACATT AAXAGAAAIA GAATAACCCC CAAAGGGAGA 
TCAGAAGCAT TCTAAAGIGC ACTGATCATC ACTTTCTATG TGATCATCTG TGfTCCAITTG GAGCTCCAGT GCTTIAAAGC 
TCAAA3GAAT CXTCGCCITT CACCACCCTC CCIGCCCATA GTAIX3CTAXA TCCTCTEATT CCTTCCCTCT TAGCITACIG 
AGAGICTAAT TTCCAACCAG TTAAGGCCAA AGAGGACIAT TTTCEAGGAA AGGAGAGAGA GATOAATTAG CAGTTAATGG 
AGGAGT 

SE Q ID NO: 942: (Length of Sequence = 296 Nucleotides) 

GATCGCTCAT GCXAGTTCAG CAAATATTGG GCCCTTCCTG GAGAAGAGAG GCIGTATCTC CATCCCAGAG CAGAAGTCAG 
CATCCGGTAT TGIAGCTCTTC CdTTCAGCG AATGGCTCCT TGGAAGCAAA CCIGCCANTG GTTATCAAGC TCCTEACATA 
CCCAC3CACCG ACCCCCAGGA CTGGCTEACC CAAAAGCAGA CCTIQGNGAA CAGTCAGACT TCTTOCAGAG CCTGCAAITT 
CTTCAATAAT GTOGGGGGAA ACCEAAAGGG CTIAGAAAAC TTGGCTCCTC AAGAGT 

SEP ID NO: 943: (Length of Sequence = 223 Nucleotides) 

GIGCCA3TAC AACTTINCTG TAACCCTGAA ATTGIGTCAA AGIGAAAATT TTTTAAATCA GATTAIAAGA GCAXAATCAA 
A3TOGAA3TT CCTTAGGAXA CCAGAGAATC ATTXNCITCT CAGGTAAAGG ANTnTCCTT TTNGTACTCC AGAGCTATAC 
A2GATXAAGA AANTGTTCAG NCCAGGAAGA TCACATCTCT GCIAACCIAA TCGA3TATCA TGG 

SEQ m NO: 944: (Length of Sequence = 327 Nucleotides) 

.CCAGGCACTC AGGCTGGCTG TCCCTTTNNT CCTCCTGCCC ACCCCOTCCA CTCTGAGCAT CAATGCAGCC GGCCAGTTGC 
AGGCAACCAG GCAGCACCCT GGCIGCCCAG GCAGGCTAAG AGGCCCCCAC CCACTCCCCC CTCCTITGCC AGTGGAAAAG 
OTt^CGTAG GCATAGCTTT CCCAGCCTTC CCTGCTTCAN AGGCAGGAGC ATGGCACTCT GGGAGTIGTA GTGCTCATAA 
O^CTCAGGCG ATCCCTTCTG CAAATAACTG GAGGAGAGGA CTATGGrTATT GGGGAAGAGA AATINAGGAA TAAGCAAGGA 
GTTCGCT 

SEP ID NO: 945: (Length of Sequence = 222 Nucleotides) 

CTEAAACAAT AAATACACCT GACTTACTTT TCCAAACCTT TCCTCCTGAT TAAATGCCCT TAAAACTEAA ATCTCTTGTT 
ATCITCACTT GTGATCTAGr CCCAAGTQGA AATTAOGTTT AGCITEAAAA CCATGAATTT AAAGCTCAAG CCTC7TAGCTG 
GCTX3CCTAGG CANTTTATGA TTAGTTTCAC AGAATAGCAC CCACTGGCTA CACAGGNCCC AG 

SEP ID NO: 946: (Length of Sequence = 286 Nucleotides) 

GCTCIdCIA CCCCCTCATC TAGGTATCIN TATAGCTCAT TTAITTAGGG GTGATGTEAA AAAATTGAAT GCCCITAA1G 
GCAAGGGAAC CAACCAATCA ATCTGGATGC CACAACITTT TCCCCTGTIG ACTGTTGriNA TTGCTATGGA AGTAi'rrrrr 

ttttctccca gctiteattt caggttcaag ggatacatat gcaggtitgt nacaiggcta aattgcatat tgtaggggtt 
tagtatacag gitatttcat cacccaggna ataagggtag tacctg 
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SEQ IP WD: 947: (Length of Sequence = 335 Nucleotides) 

GGAGGTGCAT TINCTCCCCC TTTGAAAGAT TTATGTAGAT TCCTAAAAGA AAATTCAGAA TATGGAGTAG CTCCTGANTG 
GGGAGATGTT GTTAAGCAAT CTCGATTTCT TCCAGAAAGC ATGTATGANC GTA.TTCTCAC TGGTCCCGTT CTGAGAGAGG 
AACTAAGCAG GCGGGGGAGA CGGCCTAAAA CTGGAATTGC AAAGGSTCACA GCAGCAGCAG CTCTGCAATC TGCCACCAGT 
CTTTCAGGCA ATCCTTTIGT TTAAGCCAAT GGACCTACIT CCAGGC3IGTC GG^TCTCACA AACTTOTTTC AGGGCCTTAC 
AACAAAAACC TACAA 

SEP ID NO: 948: (Length of Sequence = 216 Nucleotides) 

GGATCTAAGC TCCCAGACAG ACATCTCGGG AAGCTTOGGC ATCAACAGCA ACANTCAGTT GGCAGAGAAG CTCAGATTGC 
NCCTTCNATA TSAAGAGGCT AAGAGAAGGT TCGCCAACCT GAAGATCCAG CTQGCCAAGC TTGACAGTNA GGCCTGGCCT 
GGGGTGCTGG ACTCANAGAG GGACCGGNTG ATCCTTATCA ACGAGAAGGA GGAGCT 

SEQ ID NO:949: (Length of Sequence = 369 Nucleotides) 

CCCTTCCTCA AAAGATAAAA ATCTCTGGCA GAAGAAATAG TTACCIGCTG CCATCCATCA CTACTGCAAT TACCATCACT 
CTAAGTGACC TTCTTGCCCA ATGTITAATG CACAATGGAC CGTGCCCAGG GAGACCTGGG CATIOTCTGr TGCTTTGriTC 
TACAATCATC CCTTCTCTTC TAGCAGCGTG ANTCACTGAT GGTCATACTC TCTGAGGACT GTACGCATTT TCACCCTATA 
TCCACCTGTA CCAGAAAACA TGGACATAAT TTAAAGTTTA TTVCTACTVA ATAGACTGAT ATTCCAACCT GTGTGGGAAA 
ATAACCATTO GTCACTCTTT AAAGGAATGG TATTTAACAT 'ITATJLTATA 

SEQ TP NO: 950: (Length of Sequence = 288 Nucleotides) 

AATGGTGAAA TAGAAGTCCA ATTACCTGGG GAAACTTCAT CTTAACCCTC TGGAATTTNC AGTCTAACCT AAATATTGAT 
ACTACACCTG CAGCAGCATT TAGTTIAGCA TCTAGTCAAA AAGTAAGTCT AAAAAATATT TNCATAATCT TIGGTITCCTA 
AAATTGTTTT AAAAGAGATG CAGTSACATA TGTCTGGAGT TTGCTTATGG CCAATAGGTT AATGCTTCTA GCITCTATGC 
TTATTGCAAA 'ITl'l'AATTAT GTGAATATGC AATI'lTCACT TATATTTG 

SEQ ID NO: 951: (Length of Sequence = 302 Nucleotides) 

TGTCACGATG TTACAAGAAC GATTCCGGGA CTTTNCCOGA NACACCGGGA ACATIGGGCA GGAGCGCGTG GACACGGTCA 
ATCACCTGGC AGATGAGCTC ATCAACTCIG GACATTCAGA TGCCGCCACC ATCGCTGAAT GGAAGGATGG CCTCAATGAA 
GCCTGGGCCG ACCTCCTT3C2J GCTCATTGAC ACAAGAACAC AGATTCTTGC CGCTTCCTAT GAACTGCACA AGTITTACCA 
CGATGCCAAG GAGATCTTIG GGCGTATACA GOJCAAACAC AAGAAACINC CITGAGGAGC TT 

SEQ ID NO: 952: (Length of Sequence = 302 Nucleotides) 

TTTTTTTTNT CCACTTCACA GTTGATGCCA ACCCAGCCTG CATCACAGAG ACACTTATAT CCACTGAGAC CTCCAGTACA 
GTTTCCA1GG ATGCAGGGAT TGCNCAGGCA TTCGTTCACC TGTNAGTAGC AGCTGGGGTG ATGGGGTCCC TOGGGGCATA 
TACAGCGGAA ACCATTCACA CCGTTGATAC ATC7TNGCACC CTIGCGACAG GGATTGGNGG CACACTCATC AATGTCAATG 
TTACATCTCT GGCCTGTCAA ATCCTGCT3A GCAGACACAA CTGTAGCGAT TAATTGCCAT CC 

SEQ ID NO: 953 : (Length of Sequence = 301 Nucleotides) 

GAAAATOAAC TTTGTTTGAA AAGTTACTAT GGGTTAGAAA TGGGAAGAAA ATCTAAAATG TAAGACTAAA AGCAAGGCCT 
TC3V3X3GCATT CTCTTTTAAT AIGGGCTTTN CTGTGTTAGT TAACATCTGA TAATATGACC CCCCAATCTA TTAATATTTA 
TTATACTCAT AAAATTACAG AAAAAACCTA AGAAAGGGTA TGTATTGAAG TGGAATGAAT AAATGCAAAA AATGTAGTAC 



BNSDOClDr <WO I * 



WO 93/16178 



PCT/US93/01294 

f 



263 

TTATAACATT TTGAAGAAAA TCTITAAAAA TNTTTGTITA CACAGAAAAT AATCTIAGAA A 



SEO ID NO:954: (Length of Sequence = 217 Nucleotides) 

AGAGCTEAAA AATAGTGAAG TCTTCAIAAG TAAITITI'AA AAATCTAAAC TAGGACCATA AATTTCEAAA CTKK3AGATA 
AATGANCAAG AAAACAAACA GGICTTTAGG AAAAGGTATG TATA1X3GTCA. ATGAAATAAA TACAACTGTA TTTTEAATGA 
GANTTAACAT ATTTINNTTT AACAAAAGCA GCATCTAACA CACAATCTAT TATATOT 

SEO ID NO: 955: (Length of Sequence = 260 Nucleotides) 

TA3TIGATAG AATITTCTAG TSAAACCATC CK3ACTTGGG CJITri'AlTlT GGAGGAATTT TAAGTTATTA ATTCCGTCTC 
CTTAATACTG AIAGGACTAT TCAGATTACC TTATTTCATA TITCCTSAGT TTTGCTAGCT TGKJITTCTC AAGGAACTGA 
TCCATTTCAT CTAAGTTGCC AAATTCATGT GTGTATAATA ATTTGTAGTA TTCCNGTAXT ATCCNTITGA TGTTCTGTAGG 
G'ICICrAGTG ATATCCTATC 

SEO XD NO: 956: (Length of Sequence = 216 Nucleotides) 

CCCIATTAAA TCATTAAGCA TTGCATGCAA TACTTTTNCT CTGAAAATTA TTAACTTCCT GGTATATAAA AT33VTTTCTA 
CjITAIOTITA AATATTTCCN CTGGGATA3T ATCATCTTaG ATCTGTAAAG TGCTACTAAA ATAGTTAAAA ATTATTIOTA 
AGATATACAC AAACAGAAAA ATATAAAANC AAATGTATCT TATACATAGT ACTTGG 

SEO ID NO: 957: (Length of Sequence = 353 Nucleotides) 

TATCTACCAG CTGTGGAGCC TAGAACAGAC ACCAGTCAGA AGTGCAGAIA AGGTCTGACT TTCCAGCATA GCCAGGGGAC 
TTQGCTGACT CCACATOTCC CCAGGCCTEA CCXAGCTGTTA AAGCAGGCAG GTTGTGAACT CATAGTGGCA GrTTTATGAAA 
TATTTAGGGG ACCTAATAAT CTriAAATTG TATAACATIT CTTGCATAAA TTTCCITrCA TGAATCCTTT CATGACITAG 
ACCATCTATG ACATGCTTGG ACHTCTGAC 1TGTCCTAAC CACCCCTCTC TTTAAACAAC CAGTCTITIT ACTTTAGGAC 
AAGAATTTAC CATACAAGAT TCTITTGTAT AAA 

SEO ID NO: 958: (Length of Sequence » 410 Nucleotides) 

AAGGAAATGA ATTTGATAGC AGATTCTTAG A3ATTAATTA CCEATCATAT GCCAAAGCCA CITCCTACAT GTCACTGCTA 
AGGAATCCCC TAGAGATGGA ATTCC7TAGGT TCAACTGAAA ATTAATTCTA ASTAATATAA TAGGTTAATT CATTGTAATT 

A 'l'l'l'l'l'A AGC crrrrGGCAA tgagttaatt ccacaagatc cacattgctt gaagigtcac AGAGAACACT TGATGAGAAT 

GTNCTACTAA TAAACCTIAA CCCTCTGGGG AAAAAATCCT ACTGTCITTC CTTCTGCCIT CGTITCTTCT GGAACATA1T 
TOGGTGGCAT TB3GATATCT GGAGGACAAA GGGATCCCTA CAAGCTGOTT GCATAAACAT GCCTGGGCCC AGATGGACTG 
TGCTCATTGG 

SEP ID NO:959: (Length of Sequence = 197 Nucleotides) 

GCCCGGCGAC CGTAGCATCT TCTGGACCAC AAAATAGAAC ATTGCCAGGC AAGGCAGGGC ATTIGGGGAA TTTNAGAGAA 
AGCAGGATGA GTGATGGAAT TGGGAGGGTG GCACAAGATG TTAAACAGCA TATCTTAGTC CTCATCTAGG GTATAAAACA 
GGACCCATGG ACTCTAGCAT CCTGGAATGA CAGAGGG 

SEO ID NO: 960: (Length of Sequence = 345 Nucleotides) 

AATAAACTTC TGTTCTTTTA AGCCACCTAG TTCTCGTCAC TTGTTATGGC AGCCTITCGA AACCAACACA CCCGCACATG 
GCCTGTTTAA CGCAGGCTGA TACAACCTTA AGAAAGGAAT GGNTGTGGTC ATCAGCAATC TCCAATACCT ACAGCAAATG 
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GGAAGACAG6 GAAGGACCAG AGGTGTAGGT AAAGCAAAAA GCCACAGCTC ATTAGGAACT GATGCTCCAA CTOGGCATGG 
AAAAGGAGTT TGGAGTITOGG AACACGACAG ATCKJTCTGG ACAAGGNTCC AGATCTCTCC TAGGGGGAAG NAGQGGCAAC 
TTAGGACAGT TTITCTGTCr GTGGG 



SEP ID NO: 961: (Length of Sequence = 327 Nucleotides) 

GCTGAAGAGG AACATCTCTC CTOGGCCACT TCAATCACTG ACTGTGACAA ACTITCrrCC TITGCCACAT CACTGGGTGA 
GGACCAATCT NTOGCCTCAC TTACAGCTCC CCAGACAGAG GAGACAGGCA AGAGCTCCCT GCTGCTTGAC ACAGTCACAA 
GCATCCCTTC CTCCCCTACT GAAGCTACGC AGGGCTTGGA CTATGTGCCA TCAGCTGGTA CCATCTCACC CACCTCCTCA 
CTQGAAGAAG ACAAGGGCTT CAAATCACCA CCCTGTGAGG ACTTCTCTGT GACTTGGGAG TCAGAGAAGA GAGGAGAGAT 
CATAGGG 

SEP ID NO: 962: (Length of Sequence = 369 Nucleotides) 

AATTTAGATT TGCAAGTTTT CTACATTETC AAAAACAAAA AACAAAAAAA CAAAAAACAA ACAACAAGAA ACGTAGACTA 
GTTGGGCTCT GTCATGCCCA GGACATCAAT CAGCCCXICA TCCAGCTTCT CTGACCATTA GTCACITAGT GGTCTTCTTG 
GTTTTCAGAT AGCAAGAAGG CTGATTACAG CACGATATTT TGACAGAGAC CACATTCACA TAGCTTTTAT TAGTTATTGG 
ITGCTCJITAA TCTCTCACTG TOCITICTIA AGCl'ITATCA TSCTATT" AC CTAGAGGGAA AAAGCCACGG TATAGATATG 
TAGGGTTCCA TACTATCCAG TCTCAGGGCA TCCACTGAGG GGTCTTC „3 

SEP ID NO: 963: (Length of Sequence = 278 Nucleotides) 

CTCAAACACC CGAGGCCGGG AGGAAAGAGA AGCCGATGCT TCAGAGCAGA CACTCCITAG ATGGCTCCAA ACTTACAGAG 
AAAGTGGAAA CIGCTCAGCC GCTCTGGATA ACGTTAGCAC TGCAAAAGCA AAAGGGGTTT CGGGAGCAGC AGGOGACGCG 
GGAGGAGAGA AAGCAAGCCA GAGAGGCCAA ACAGGCAGAA AAGCTCTCCA AAGAAAATTN GAGATCTCCG AOTCGGCTCC 
CCCAGCGCCG CIGGTAAAAG AAGTCACCAA GAGCTXTT 

5EQ ID NO: 964: (Length of Sequence = 349 Nucleotides) 

ACACTCTCA3 TATAGACAGT CCTGAAGAAC AAGGCIGAGG GATTTINAAG TAAACCCATT TTCAGGATGA CTACAATCCT 
TCCACTTCTA GAAAACITAG AAGTACAAGA AATAGCTCTA CTACGGGTAA CTGATTTAAC AATTTCCCAA ACACCCTTTC 
CACTACCCAA GCCOGTGGCC CTCAGAGAGA ACCGGGATGG ATTGCCATCT GGGTTCAGAG GCAATATGAG GAGGTTGGGG 
GGATGGCAGG GGCATCCTCA GGCTIGQGGG GCAGGCCAAG GGGATGAGAT GGCAAAGGAC AGCITTNGGA ATCAGATAGA 
CGATCCAGCG TGCCTTCCTA CACTTGCAT 

SEP ID NO: 965: (Length of Sequence = 361 Nucleotides) 

AGCAGCAAGC CAGACGTGAC TGTCAGGAAC AAGCTAAAAT AGCTGTGGAA GCTCAGAATA AGTATGAGAG AGANTTGATG 
CTGCATGCTG CTGAT3TTCA AGCTCTACAA GCTGCGAAGG AGCAGGTITC AAAAATGGCA TCAGTCCGTC AGCATTTGGA 
AGAAACAACA CAGAAAGCAG AATCACAGTT GTTGGAGTGT AAAGCATCTT GGGAGGAAAG AGAGAGAATG TTAAAGGATG 
AAGTTTCCAA ATCTGTATGT CGCTGTGAAG ATCTGGAGAA ACAAAACAGA ITACITCATG ATCAGATCGA AAAATTAAGT 
GACAAGGTCG TTGCCVCTGV GAAGGAAGGT GTACAAGGTC C 

SEP ID NO: 966: (Length of Sequence - 163 Nucleotides) 
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CIGCCITCTG GC7ITCAAG0G ATTCTNATGC TTCAGCCTCC CAAGTAGCIG GGA3TACAGG CATOIGCCAC CATCCCCAGT 
TAATTTTTGT iVTITTNACTG GAGATGGGGT TT0GCCCT3T TGACOKSATT GGTCTIGAAC TCCTCGCCTC AACT3ATCCA 
CCT 



SEP ID NO:967: (Length of Sequence = 365 Nucleotides) 

GTCTCAGTAA TATGITCTAC AIATTATTOC ATCACCCAGG TOTIAAGCCC AffTNCCCMT AGTTACCTIT NCTGCTCCTC 

TCCCTCcrcr caotcxxtc citcaactct accccnctct ' mui ' icm gtcttcctaa ctncitatca tttagctccc 

ACITCXMGT GAGAACATGC AGTATITGCT TTICTCTTCC TTIGTTACTT TACTAAGGAT AAIAGCCTCC AGCTCCATCC 
ATOTTCCCAC AAAACTCATG ATCTCA1TCT TTTITATOGC TGCATAGTAT TdCTOCTGT ASATCTACCA CATTTTCTTr 
ATCCAATCTG TCATTGATOG GGCAXTTAGG GITCA3T0CC TCTCT 



SEP ID NO: 968: (Length of Sequence = 390 Nucleotides) 

GIGTAXAGTA ATTTAATAGT AATIAAATGT AGAGTATTTG TAAAAACAAG GAGAGGAAAA AGAACAATTC ATATTTGAGA 
ACTCCTAATA ATdTCTAGA GCAGAGTTCA AAGAAGCAGT GGTAAAAATA AAGCCAAAGA GATAIAGGGG CTAGTCTTAG 
AACCAGGACT TCCTAIAGAA CCAGCTTCCT ATAGAATCTG AACTTTATCT GAAACTCTCT CACAGATCTC CTCCACCTTA 
ACTTCCACAA AAXAAGAAAT TPGGAiTTlG AAGGCAAATT T3TATA2TIT AAGGAGCAGG ACAATCTCAG CICTVTCTGG 
CxTTTGCAGAT ATCCAACAAA TCCTACCCAA ATCAdTITC CAGCTGCAGA CTIGGAATCT CAGATCCAGG 

SEP ID NO: 969: (Length of Sequence = 340 Nucleotides) 

CAGACAGAAA AAGAXITGAA GAGACGGGTC AGGAACTAGC GGAATIACTG GAGGAAGAAA AACTAAGTIG TGIGCCAGTN 

cravrcrrxG ctaaiaagca ggaittgctc acagcagccc ctgcctctga aatigcagaa ggactgaacc tgcataccat 

00G0GACCX3A CTCTGGCAGA TCCACTCTTG CIX^GCTCTC ACAGGAGAGG GCGTTCAGGA TGGCATGAAC TCGGTCIGCA 
AAAATCTCAA TGCAAAGANG AAATAAAATC TAGACGAATG GAGATGCAGG AGCITOGGGA GCOGAATTCG GGCCITAAAA 
ACACTAATTT GCTGCTITCT 



SEP ID NO: 970: (Length of Sequence = 372 Nucleotides) 

TTTTAAGATG GGATCTCACG GTTAOCCAGG CTGGACTGCA GTACTGCCTC ATAGCTCACT CTGGCCTCAA ACTCCIGAAC 
TCAAACTATC CTCCTGCCTC AGCCTCCCAA ATAGCTGGGA CTGCAGGCAC ATGCCACCAT GCCTGGCTAA TTTTTTAATT 
ATTTTGTAGA GATGGGGTCT CACTITCITC CACAGGCTGT TTGCTIGATT CTEAAGAACG TATAGGGATC CAGCTGTACA 
GAGCTITCTG CAGTCTTTTG TAATAGAATT AGTTGmAAA AITGTACTTA TTACATCAGG CATCAAAGAC CTTGGAATAA 
AGCTATINCC TCACATATCT GGGCCATTAT TTTGGACTTA CTATGGITAC CG 



SEP ID NO: 971: (Length of Sequence = 337 Nucleotides) 
GACTATAGAG AACGCTGAAG TTITGAATAA AAGACTCTAG GGTGAGCITC ATCAGTGCTT 
TCAGA1TCTN CTTTCACGTC AACAATTGCC GCAAATNCIT TCACCTGACT GGAGCTCGGA 
TAACCAAAAC AAA3TIGAAT CCAAAAGGTA GATGTTGAGA GTCTIGTTGG TTCTGCAGCT 
TACTCATGTC CACTTCTGGA AAGAGGATAC CTTCTNCTCCT CAATGT3AGG GAACGGGAGC 

TrrrcTTcrc aagggga 

SEP- ID NO: 972: (Length of Sequence = 396 Nucleotides) 
TTCCTTTACA TCAAATATCC TCAATGGAAG AGGGGATATT GCACACAAAT ATCATAAAAG CACTACATAT TACTTTCACT 
GGAAACTAAT TO3CTACATT AGATATGACT GGATAGGATA GAAGTGATGC AGGAXTATAA GACATAATAC CATACACAGC 



GCTTTGGNTC CAAGAIGTAA 
GCACCCAGTC TCTCTGCATA 
CAGGCCTGTG AAGTTICTGC 
TINGGGGCAT CAACCTCACA 
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TCCAGACTGA CACAAACACC ATTCAGAACA AGAGAGAGGA GTCTGAACTG CITCTCAGCT \~^3CTCAAGA CCACrrCTIT 
CCACTGCTGG AAAGAGGGGC TCCATCGACT GTAGGAAAAG CGTGTCTCTG AACTGCCACA 33GTGTTCTC GAAAGGGCAG 
CCCGGTCTTG ATGCCACITC TCCATGGCTC CTCITITIGG GQGAGCTCCA AACAAGTGCA GAGAAGCTGC CTATIT 

SR.. ID NO: 973 : (Length :f Sequence = 401 Nucleotides) 

TTCTCAAACT TCCACTICTC TTCCTQGGCC AAGATCTQCT CCACCACT3C CCT3GCCTCC TTCCCCTGGC GGATGT 
COGCTCCTGA GCAGAGAAAC TTTTCTTCCC AGCAACTTCT TCATCTGATG GGAGGAGGGA ACIGAATAGC TTTCO 
GX3GAGATAAG AAAGAAGAGT GTCGTGTGAA CAGGGAGCTT TGAGCTCTGG AGITCGGCTG GGCATOGAAA ATNOOGj-JGA 
GAGTAGCAAG GAATGAQGGG CTTCAGAGAA CTC1NGGATC AGOCCTCCCA CACTCACTGC CdTTAAGGT ATCTTTGGGG 
AAAA AGGG GCTTCTATGA TGAGTCTGGC AGCTOCCCAC ACTGCATTCT CCTCCTGCAT TITTTTACCA TCCACCAGGG 
C 

SEP ID NO: 974: (Length of Sequence = 3 . .. I .acleotides) 

TTTACAAATG AACCACTGAG CACCTCAGTA CTTAGCTCAT ACCTCATACC TTAGTITCCIT AGTACITAGC CTTGTCCCAT 
CTIGAATGAG ATGGAGTGAA GTGAAGCTCG AAGGACTGAC AGAGACATAG TCXTTGCTCT CAAGGGGTCT TTAGCCTGGT 
CTGGGQGACA AGATTTCCTC ATCTACCTCT TGAAAGGTGG CAGGACAACT CCACACTGGA GICTICTCAC CAGCAGAXAG 
GTGCTOOQGG AGT3TGGCGC CACATTCTIT ATAGCCACAG GCTTTCCT3G GACTTOCCCT GGGGTCCFIC CCIATTTCGC 
TCGGTQGACC ATAAGOGGCA AGTGAATOTG GCAAACITCA ATTCACAATT AA 

SEP ID NO:975: (Length of Sequence = 340 Nucleotides) 

GACAACAGAA AAAGAAGTGG ACAGCTACCC TAGATTCTAG CTCACACATA ATTCAGCCAG ATAATCATCA TTTAAATAAT 
ACCCCTTCAA ATTITTCAGA CTTTTCACAG CTCTAAAAAC ACAACATCAG ACATAACATC ACACATTTGT TCCAAAGGAC 
TAAAAATCAA AAGCAATIGC AAAGTATT3G GAATCACTTT TATGGCTTTC CTAAGGGACA GTCCCCATCT TTCCAAGGAG 
TCTTTTTAAA GAAGCACTAA CTCTGGTAGG TTATCAAACT ATTITTrNAT TCTAAATAAA TAAAAGACTA ACTGAAGGTC 
TCAGGTCCAC . .CTTATITIT 

SEQ ID NO: 975 : (Length of Sequence = 343 Nucleotides) 

CTGTTCCCTA AAIATTATTA AAATTTIAAA AATTAGACAT TPGCTCTAAA TTAGACAGGT AAGATACT AC TGTCCTTACT 
AGATCCTTTA AAGTCATAAA CTGCTTCTAT GGCI'ITINAT AATTGTNCAA CITCCITGCT TTAGAGCCAT TGGATTCTAG 
GTAAGGCCTA GAGACATTTG GAGTTAGCCA TOTCCCCTAG CTATCCTAGA AAGAGTCCGA CATTATCTGT GGITCIXTTCC 
TGTATCCTAC ACTCTACACC TCATACATAA TTAAAATTAC TTACACTAAA AATAAAAATG GATGCATITT TTAGGTAGGA 
AQGGXATGGG AAATTATAGG TIT 

SEQ ID NO: 977: (Length of Sequence = 265 Nucleotides) 

ATCTTTGTAA TATCAGTGCC TAGACTAAGC CIGGCGTATA ATAGGCACTC AGAGATTTGA AGAATAAATG ACTAAATGAC 
T3TATCAAAT ACTTGCCCAT l um tjC TCr TTCTGANTTG TACAAGGCCA TCATGATAAT TGATGATCTT AATAATGTGA 
GAATATGATT CTOTTACCTT AGTAAGAGAG CCATCAGITT ATTGGATCAT AGTTATATGG AAAAAGAAGA AATGCTACIG 
TGATAAATAT TTATAATTTT AAACA 

SEP ID NO: 978: (Length of Sequence = 285 Nucleotides) 

ATGCTGGGCT GCCCTGGCOG AGGTGGCCAA GATGGCACCT GITTCCTGCC TCANAAGAAA AGGCACTGAC GCACTGACCC 
TITOAGCTTG TOTGGGGTC7T GGTCAGTCCC CTCCTGCCTC AGGGTCAAGT GTbTlTICAA GTCAACTTCA GCAGACCTCA 
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TTTAACCATT TmNITCCC TTAAAAAAAA AAAACCCAAA AAACCAAATC CCAATAAATA It^TIATlTlT NTCCATCACA 

ATATTGdTT AGAAAAAIAA gagccgtcaa gcagcaattt ttcct 



SEP ID NO: 979: (Length of Sequence = 316 Nucleotides) 

GltSOGTlNCAC ACTCTCCTOC TCCTCCCCAA ACTCCTCATC AXIT2AAGCCG AAGTCGTCAA TGAAGGCAGA GGTCATGOGC 
TGCATCIGGA AGTCCA.TCAA GGCCTCCTGC AGCACAGCCT CCTCAGGGAA GTTGAACTCC TTGAGCCX3GT CGTCCTCATC 
CTCACTSGAG GAGTCTAQGrT GGTCGCUXJIT CACCAGCTCC ACCATCTTCT TCTTG1TGCT CTCCGCCAGG GGCCCCGATA 
OGAAGGCTTC CCACTCCTCC TCCTGCTOGC TGGGCAGCTC CTTCAGCAGC TTGCOGCAGC TCCTCTGCAA TT3GGG 



SEP ID NO: 980: (Length of Sequence = 386 Nucleotides) 

AAACTGGCIT GCCTTCATCA TCTCTGCAGG GNTCAGTAAA GATTAGAAAT GGATTATTCA CCTIGTTATA CAAATACACC 
TCCTCCCmC ACCCAAGANT TGAGAGGAAG ATGAGCTGTT CCTGTCTTAA CX3CCTGANTC AATCCCATTA TCTGCATITC 
TGTCTGTGGT TAGOGCTCCA GCAGCCIAAG GCX3GGAGCT3 GAAATGACAG CCTTGGAGAC GAGGAAGGCT CCAGGGAGGA 
OGGAGAGGAA CACCTGCTGA AGAATAAGAC GGGCX3GCACC AGCCGGGCTG ATTTTGGGGA AOGGAAGGTA ACAGAGGGTG 
ATGCITCTAA TCX3CTTITAC AAGGTCTTGG AAAGACGGGA TO3CCTTAAC CAACTTGGGG ITIUT 

SEP ID NO:981: (Length of Sequence = 322 Nucleotides) 

GITTATTAAr ATITAAACAT ATTAAAAIAA TACATGTOCA TAATCAAAAT GAAACATTAC AAATAAATAC ACAGGAAAGG 
CACTATTCCC CTTCCAGTTC CACTCTTGAA ATAACCAGTT AACAAGATGA TGAACATCTT TCCATGATCT TCTCCAAGAT 
TCATA2TATT TTTGCAATCA TACAATCGCA TATACAGCTC AGGTGCGGTG GCTCACGCAA GTAAATCCCA GCATnTGGG 
AGGCTGAGGC 03CTGCTTCA CCTGAGATCA AGAGTTOGAG GCCAGCCTGA CCAACATCAA GAAACCCTGT CTCTTACTAA 
AA 



SEP ID NO: 982: (Length of Sequence - 305 Nucleotides) 

CCCAAGGCTG TAGTTCAGCA TCAACAGGGC AGGGAGCTTG GGAGGGCAAG GGCAGAGCTG GAGATCATGC CCAGTNTTCC 
AGGTGCCCTC CCTCCCAATC AGCCTGGGGG GCACAGGACA GGGATCGAGA AGGGGCICTC TCCATGGCTT GGGTTAACATG 
CCAAAGGCAG GTCATAGGGC AGACPCAGTG GGGGTGGGGG CCTGGCTAAC AAGCAATGGA GAGAACGGGG GCCATCCAGA 
GAGC7TIGGCA GAAGAGAGCC CCTGGCTCAA GAGAAAACTT TGGGGAAGAC AAGACACGGG AGAAG 



SEP ID NO: 983: (Length of Sequence = 399 Nucleotides) 

AGCCCITCTT TTGTTTTIAA AAGCTGrCGT GTTACTGCIT AAACTCTCCA AACTGITATT GAGAACACTG ACCAGAGCCC 
TCTCCATAGA CXZAGTCTTTT TCCAACTGCA GATTCCAACT CCTTTGCAGA GTAGGTTGTC GAGCCATCTN AGCTGACTAC 
TCACCAGCTT TCITCAAAAT CTAAATGGAA TAGGATAGAA AAATAATGAA AAATTGTAAA CTGAATTGGA TGCAAAAAGG 
GTAAAXATTG TOGTGTCAGA CTITITTGGG TGAGTGTGCA TGIGTTCACA TACTGGNTCA CATTATAACA TGTATTGCTC 
ATTATOGGrr GTGGTCAGAA AAAATTCAGN AAACGCT3TC TCAGACTGTC CXXAAGTIGT ATTIGCTTAT AATGGGACT 



SEP ID NO:984: (Length of Sequence = 408 Nucleotides) 

CTGGTATGAG GXATCAATGA AATACATITA AGA1GTACAT TGGTTTGTTT CAGAAAGGCG AGACAAGTCA AAGCGGGGAC 
TTCCAGGCTA TAGGTAAATT 1ATAGATTTC CTGGTTAAGA TIGGTTCAGT TTCTCTAAGG ACCTGGGATC AACAGAGAGG 
AAATCTTIGG NTTAAGACAA GGATTGTGGA GACCAAAGTT TEACEACGCA GAGGAAGCTC TTAGCTAGCA GGCATAAGAC 
AGAAGAGGCT GTAAAATGTT TTCTTATGAG ACTGAAAAGG GTGCCTGACT CTEAATTGAT TATCTCCTGG NTCTCGAAAG 
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AAAAAAAAAA GGGAATGGCC AGGTCOGGTG GCTCAGGACG GGTCTGCTGG CTCACACCTG TAATCTTTCT TAAAACCTTA 
TGAAGTTC 



SEP ID NO: 985: (Length of Sequence = 439 Nucleotides) 

TCGTATACTT TTGETOTTTCT TTCTACITCT TAGTTGTATT ACTATCAAAT GGCATAATAA AGflTACITTG TTTCCCATTT 
CCCACTCATC TGAAAATCAC AAAAAGCATT TATTTCTAAG ATTTATATCC ACTGACCTIT TCCCCAAACT TATITTCCTG 
TTACTTGTAT TTCATCTTTG CCXTIMTTC TTTAATATTT GTATTAGAAT TAGdTGCTC T1U1T1CCIT CACGGCAAAT 
GTGTTACATT GCCCACTGGG TGGCTTCTGC GGATGCCCCT ACCCACCCCT CGTCTGGAGC AGAGAACTCC TGTTAGCCTA 
GCAGCATACT GGC7TGCTCTC AGTGOGAGGA GTTGTGCITC TCTAGCATGG TCTGTGATCT CATCTGGACA TAATTAATTA 
GACTAATCCG AATAGAGGAC CAAGACAGCC CTGCCTGCG 

SEP ID NO: 986: (Lenr- - of Sequence = 286 Nucleotides) 

CGGCGACGAA CATGGAGA7 CCAGCTTG GAGCGCAAGT- CCTCCTGOGG GAAGAAGTGT CGOGGCTCCA GGAGGAACTT 
CACCITCTCC GGCAGATC 'AGATGTTG GCGAAGGACC TGGAGGAGTC GCAGGGCGGC AAGTCCTCIN AGCTCCTCTC 
GGCCACCGAG CTCAGGGI 7TGGCCCA GAAGGAGCAG GAGCTAGCCA GAGCCAAAGA AGCCTOTCAG GCCATGAAAG 

CTGATCGGAA GCGCTTPJ OGAGAAGA CAGACCTGGT GAGCCA 



SEP ID NO: 987: . (I* 
TCCAAAGGTT T^CATCTC 
AATCTOTGAG GG/.-.CCAC 
GGGTGAGGGG CTGGGAGO; 



Df Sequence = 381 Nucleotides )' 
. TGGATAA ACAAA*"* TG GTACATCTAC ACf.ATGGAAT 
.CATGTAT GGTG CTCTGCCTCC CP. ~NTCCA 

. JGCAGGAG CATC ..-AC AAGGCTQGAA GC GAAGA 



GTOTCACATG GTACAACCAA GAGACTTGGC GTTGC-.-AGAA CCAAAGAAAC ACTCAGGACA 
CCTGGGGGCJT GCTGAGGAAA GTOCTGCACG GGTCCaTIGGG GGGAGACTIG GAGGCCCCTC T 



7PGGGA GATGAAACAG 
:caggca G7 ICTGCT 
OGACCAG T_ -iCAGGGT 
.JACGACAT CTGCAGGGAA 



SEO ID NO: 988: (Length of Sequence = 381 Nucleotides) 

GAATTAATAC CAATAGAAGG GCAATGCTTT TAGATTAAAA TGAAGGTGAC TTAAACAGCT TAAAGTTTAG TTTAAAAGTT 
GTAGGTCATT AAAATAATTT GAAGGCGATC TTTTAAAAAG AGA1TAANCC GAAGTGANTT AAAAGACCTT GAAATCCATG 
ACGCAGGGAG AATTGCGTCA TTTAAAGCCT AGTTAACGCA TTOJCIAAAC GCAGACGAAA ATGGAAAGAT TAATTGGGAG 
TCGTAGGATG AAACAATTTG GAGAAGATAG AAGTTTGAAG TGGAAAACTG GAAGACAGAA GTACGGGANG GCCTCCTTCA 
TGTTTACAAT TTTAATTAAT TlTl'l'lTATT TTAGC2JGTAA TTTCITACCA AACATTACCC A 

SEO ID NO: 989: (Length of Sequence = 432 Nucleotides) 

GTCTTCGT " rrcCAACCT CIT3CCTCCTC GGTTCAAGCG ATTCCOCTGC CTTAT ?CC CAAC7TAGCTA AGAC". 3 
CATGCGC' . . -\TGCCIT3GC TAATATATAT ATATATTTTT NGTAGTTCTA GTAGA-^CGG GGTTTCACCA OJTV. 3 
GCTGGTCTCG AACTCCAGAC CTCAAATGAT CTGCCCGCCT TGGCTTCCCA AAGTGCTGGG ATTACAGGCA TTAGCC^CTG 
TGCCTGGCCA ACAATATATA TTAAATAAGC ACACATACAA CAAAAGTAGG TGTT3GTAAG CTTACAAAAA TCTGACCAGT 
AGCITGCTGA AACCTAACTT TTTATITGTT CATGGAACIT TCTAGACCGT AACTACACTG AATAATGAGA ATCTGCTGTA 
AT LTXTITI 'A GGTGCTGTAG ATGAGCCATT GG 



SEQ ID NO: 990: (Length of Sequence = 421 Nucleotides) 

GGCAGCCCTA CITITNCTTC TCATTAGCAG TITCAGTCCA CAGCTGGGGT ATTAAATTTG TNAGTCATTG AAATTAATCC 
CTCACTGAAT TGGAAAGGAA TTGTATTTGC AGTATTTGGA TTTATTTATT 1TNCAGGTAT GGAATTCTGG TGATTTTGAA 
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AACATOAATC ATACCATTTT GCAGCAGCAT TSTAGATTPG TAGTATTTTA GATTGGTATC ACAGTGCACC TGAAAAGTAA 
GITTCATTTT ACnTTTTOA TTCITCITGA GACGGAGCTC ACTTTICTCA CCCAGGCTGG AGTGCACTGG TCTGATCTTG 
GCTCATGGCA GCCICIGCCT OGCTGGGTTC AAGOGATTCT CCTGCCTCAG CCTCCCGAGT AGCTAGGACT AXAGATCCTC 
GCCACCATCC CCAGCTAA3T T 



SEP ID NO:991: (Length of Sequence = 351 Nucleotides) 

CCTCACTCCC CGOGCTGGCA CCTCAQGTIT ACAAGAAGAA CTAGGAAA1A ATOCXX3GCCA CX3CX3AOCCCT GGAGAGGGGG 
CCGGCTAGAA CAGOC7ITCCT AAGAATCOGC GCCACAGCAG CTCCCGCGAT GTTGGGGCCT TACTCTCATC GAGCTAGCCC 
CAATCCTCAA CCCGATCITC AACTTCTGGT AGTCCTAACA GAAGTCTOGT . ATTCAACCAG CCACINTCGC CAGGGAGAAG 
TAATOCTCTG ATAGTTGAGG TTCTTTNCTC TCCTCTQGAG CAGATAGTGG TGTCTCCTCC CCACAAAGCT CATOTTCTGC 
TOGAAGAAAT GGAGATGGCG CCCTGGAAGG C 



SEP ID NO: 992: (Length of Sequence = 406 Nucleotides) 

CCAGAAAAAA TGGCCACTAC TACCACTTQG CTCAGAAATG CTAGTCITTA TTTNCTGAAA lUTlTlATAT AGAAAAAATT 
TAAIAATAAA TAGACA1TCT TATATATITC CTEACCATTT NAGATIGGGT TAAAAAGTAT GGNGACTTCC GGCOGGGPGC 
GGTGATTCAA GCCTGCAATC CCAGCACITT GGGAGGCOGA QGCAGACAGA TCATGAGGTC GGGATCTGTC GCTAACACAG 
TSAAACCCCG TCTCIATIAA AANTACAAAA GGAAXTCCIG CAGCCOQQGG GATCCACTAG TTCTAGAGCG GCCGCCACCG 
0C3CTGGAGCT CCAGCTTTIG TTCCCTTTAA GIGAGGGGTT AATTTCGAGC TTGGCGTAAA TCATGGTCAT AGCTCTTTCC 
CCTCTG 

SEP ID NO: 993: (Length of Sequence = 381 Nucleotides) 

ATGGAAGGAC OCTGCOGGGA CCCCAAOGAG GCANTGCGGG AGTITGCCAA GGAAATTGAC ATCTCCTCTG TCAAAA3TGA 
GCAGGTGATC GGAGCAGGGG AGITTNGCGA GGTCTGCACT GGCCACCTGA AGCTGCCAGG CAAGAGAGAG ATCTTIOTGG 
CCATCAAGAC GCTCAAffTOG GGCTACAOGG AGAAGCAGCG CCGGGACTTC CTGAGCGAAG CTCCATCATG GGCCAGTTOG 
ACCATCCCAA CGTCATCCAC CTGGAGGCTG TCGTGACCAA GAGCACACCT GTNATGATCA TCACCGAGTT CATIGAGAAT 
GGCINCCTCG GACTCCCTIT CTTCOGGCAA AAOGATGGGC AGTTTCACAG TTCATCCAGC T 



SEP ID NO: 994: (Length of Sequence = 384 Nucleotides) 

GITCTTCCAG TTCGGAAGGA TAAAATCAAA TTCCCACTTT CTGGGGTGGA TGCCCAAAAC CTTCACAACT CAAGTGTTCT 
CCAACTGCAA ATOTCAAAAT GGGAGGAGGA AAGGGT1TAA AAATTAGAGA AAACTGTATG CACITACGGA CTTAAAAATC 
OGAAAAACAT AGTTAAAAAGA CAAAAAAACA TAGCATTATG CTCTGAAATC ACAACCAAAG CCAAAATAAA AGGGACAITT 
TTCACCTAAA CTACCTAGAG GGATTTtTTG TITAGTTTIT CCinTTCTT TTTTITTTCA ITITCCACTT AAGTCCIATG 
TCTCTNCTGA AATTCCAATA CTTAAACTGC AAGTCTGCAA TOGTCTCTGA AGTCAGTGAA ATTA 



SEP 3D NO: 995: (Length of Sequence - 386 Nucleotides) 

ATAACTTTAA CAGAGGATTG GAATAATGAG GGA3TGGCAA GGAAGCAGTA AAAGGGAACA CTAAAGTATA GAATAATAGC 
AAACAGAAGG AGCACCCTAC CCCTAGGGCT GAGAAAGAGC ACAGGGAAGT CCTITI'ITNT TCCTGGACAG AGATCCAGAC 
GAGCTGGAGA AAGAAGTTGC TATGGXACTG CATCANTGGA ACTTGCTGGA AATCCACCCT CAAGGGCACT AGGAAAACCT 
GITCAGGGGA GCTCTGGAGG GAAATGGGGT TCGCAGGAAA GCTGCTGGGC GOGGGGTGCT TCAGACTGCA CTGTTATTGCA 
GGAGCTTGGG CACTGGGGAA GCTGTGTGCA CTGCAGGATC CTGCTGAGCC AGCACATCAG ATCAGG 
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SEP ID NO: 996 : (Length of Sequence = 307 Nucleotides) 

GTGCGCCAAC TGCAAGAAGG AGGCCATCTT TTAOTGCTCT TGGAACACCA GCTACTCTNA CTACCCCTGC CAGCAAGCCC 
ACPGGCCTGA GCACATGAAG TCCTCCACCC AGTCAGCT^C TGCTCCTCAG CAGGAAGCGG ATGCIGAGGT GAACACAGAA 
ACACTAAATA AGTCCTCCCA GGGGAGCTCC TCGAGCACAC AATCAGCACC TTCAGAAACG GCCAGCGCCT CCAAAGAGAA 
GGAGACGTCA GOTGAGAAAA GCAAGGAGAG TOGCTOGACC CITGACCTTr CTGGCTCCAG AGAGAOG 

SEO ID NO: 997: (Length of Sequence = 402 Nucleotides) 

TCTGCACCTA ATACTGAGGG TGTGAAATCT TCCTCACTAA TGCCCAGCCC TAGTACCACA TTAGOGCGGC AAGGCAGTCT 
GGAGTCACOG TCGTCCGGTA CGNGCAGCAT GGGCACTGCT GCTGGGCTAA GCQGCANAGC AGCCCTCTCT TCAATAAACC 
CTCAGACITA ACTACAGATG TTATAAGCTT AAGTCACTCG TTGGCCTCCA GCCCAGCATC GGTrCACTCT TTCACATCAG 
GTGGTCTCGT GTGGGCTGCC AATATGAGCA CTTCCTCTGC AGGCAGCAAG GATACTCCGA GCTACCAGTC CATGACTAGC 
CTCCACACGA GCTTCTGAGT CCATTGACCT CCCCCTCAGC CATCATGGCT CCTTTGTOTT GGACTGACCA CAGGCACTCA 
CG 

SEO ID NO: 998: (Length of Sequence = 304 Nucleotides) 

GCAG --CTGT GATTGTOAAG ACTCACAACC ATGTGGAGAG GCCGAATCAC GCAGGAGAGC CACGCATTCG AGTACCCTGG 
CTCCCAGCCC CITCCCCACC CCGTOTIGAG CCAGAGAGCT ACAAGCAGGA ATCCCAGTGC AGCTGCAAAT NATGGCCATC 
GAGGAAGTCT- GTGGAGAAGA GGCTGGGGGC TCTQGTGCTG AGGGGGGCIA GGCTCAGCAC GGGACCACCT GAOGACAGCT 
CCCAGCCAGT CCATGCTGTC CAGCTQGCCA TCAAGCCAGG TTCCAGGGCC CATGGGTCCT TGCT 

SEO ID NO: 999: (Length of Sequence = 321 Nucleotides) 

AGAATGGTTT TGGAGCTCGA NATCITCATG GGITAGACIT GCTGGTCAGA CCCAGGAGCA CCTGTGGCTC ACACCTTCPG 
TNCCCCTCCT GGCCTCTGCA GAATGTAAAC AGCAGACTCA TACTCAATGG GCACTACAGG CCTTATCAGA OGTTTTAXAC 
AAGCCTGGAT TGCTTAGTAG GGGAAXAAGG CATTCTCTGA GGGGGCTTTC CACTTAGATT GAGAATTITA TTCGAAAAGA 
ATCTGGTTTA AATGGCATTG TGGTCCGAGG TAGCIGCTCT CCCCACTGAG AGCTGAGCOG AAATATAAGA ATAATATATT 
T 

SEP ID NO: 1000 : 'Length of Sequence = 253 Nucleotides) 

CCCIAGAGGA TTTCCCGTCT TTOATCTGCC ACTGACCTGA ACCACGCAGA TTTTTCAAGC AGGAQGGOCG ATTGGGCAAC 
CACAGCTCCC GTGCTCTCTC TITGCACTGC GCGGCTTTCC CTCCGAGAAG GACITTGAGG ACTACATIAG CTAOGACAAC 
TCCTCGICCA GCGTGCTGGC CGCCCTGGTC TTCGAGCACC CCTTCAACCA CAGCAAGGAG CCCCTGCCQtf TGGCGGTGAG 
ACGOGOGGCC GGG 



SEP ID NO: 1001: (Length of Sequence = 164 
AAACAGAGTA CTGGGATGTC ACTGTTGGAA AGTGCTCACA 
CTTAACAGTT TCTCACTCCC TGAAGGCAGC TGCCAAAACC 
CCTC 

SEQ ID NO: 1002: (Length of Sequence = 262 
ATATCTTCCT GAGGGAAAGT GGTAGAGTTA AAGAGGGCAT 
AAACTTTACA TTTTGTCATT TGTACTTCAG ATGAATTTNC 



Nucleotides) 

ATTTCTCATC TAAGCCGAAG TTCTCTCINC TCCTTCCTAC 
CCTCTAAGCA AGCAGCACTC TTACCCACCA AAATCTATGA 



Nucleotides) 

AGAGAGOGCA CTCATGCATT TACAACTCAG AATTTTAAAA 
TTATTAAAAG AAATAAGGCC ACAGAGGTAA ACTTAAGTCT 
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CdTTTITCCC AATGCCTACC CTtTTTCITC TCCTTTCCTC TITCTCTTIC CTAGAGAAAT CCTCCCTTCC TITCCCITCC 
CAGAGGCAAC TCGCA3TATA AT 

* SEP ID NO: 1003: (Length of Sequence = 267 Nucleotides) 

* GGAAAGAGGA GCAGGTCTGG AGGTTIGTGG AACCCAGTCC CCIGCAGAAT CTGTAAAACC TAAIAAATCA TGGTTCTGGC 
OOTCTCAOG GTCGrlQATTG TAAITAGACG ACCCCCQGGA AGCCCAGACA CTOGGGGCCT GGAGTTCCTC CCCCTGOCTG 

+ ACCTAGAAGC AGAACCGTTT TCAGCGNTCT GCCCTGTTGG CTTTAAGGCT TiGlLTl'AAT TTAAGGAAAA AGATCCTCCC 

GGGTTTIMT TCTCTCTITC TTCAGTC 



SEP ID NO:1004: (Length of Sequence = 277 Nucleotides) 

GGCTOCTAAA CAL'ITIUI'IC CTGAGATGTT AAGCAAAGTA ATCATCCTGT CACTAGATAG AAGCGATGAA GATAAAGAAA 
AAGCAAGTNC TTTGATCAGT TTACTCAAAC AGGAAGGGAT AGCCACAAGT GACAACTTCA TGCAGGCTTT CCTGAATGTN 
TTCGACCAGT GTCCCAAACT GGAGCTTGAC ATCCCIT1U3 TGAAATCCTA TTTNGCACAG TTTGCAGCTC GTIGCCATCAT 
TTCAGAGCTN GGTGAGCATT TCAGAACTAG CTCAACC 



SEP ID NO:1005: (Length of Sequence = 271 
GTTAGGTrCAT TCACACATCG TGGAGACAGG AATCCACAGA 
GCTCEACCCC TGAGCAGACG GGCCAGAGCT CCAGAGAGGG 
AGTAAGCCIG CCCTGGGAAA TNCCAGCTCA AGGGACIGAC 
CGACAOGNAT CCITAACACT GTCCCAGGAC T 



Nucleotides) . 

CTAGGGATCA GCCCCAAGGC TATGATCITT GTNCTGCX3CC 
CTGTGCTGGC AGAGTTCATA CTTTGATAAC TGAACCCTAG 
AGGCATAATG CTCTTTOGGA GAGAAATGCC ACATCTGCAG 



SEP ID NO: 1006: (Length of Sequence = 336 Nucleotides) 

TAILTI'INCAG ATATGGATAA AAATTGCTTA GGAGAGTAAA GAGAGACAAA CTTGAAAGCA GGTITATACT AGGTGTTGTT 
TTAGTGTIGA TCCCTITFIG CTCCAATAAT GAAAGTGATA AATATTGAAA ATIGATTCAT GCAGCATTAC TTACTCCATT 
CIAATTITNA TATATGTCAA AAGTGCCATC TCCCAAACTG TGCTATCCCC TTCAGGAGAA GAGACTCIGC TGAAGTTTAT 
AAGGTIGACA TATTGCCAGC TTGAATAATC TAAAGATGAA GTGTATACIG GAATTCTTAA TGCAAAXAAC AACTCTTTTG 
GGAAGTAACC CCGTTT 

SEP ID NO: 1007: (Length of Sequence = 355 Nucleotides) 

GGCAAGAAGG CGTCGGCGGC GCANTGCGGA TCCAGAAGGA CATAAACGGC AGCTTGTTCC TCCAGGCTGG TGGGCTTNGT 
GCCCTCGGCC TTGGGATGCT TATCACAGTC CTTTGGGACC AGAACACTGG ATATCAGTNC AGCCTCIGGG CCAGCTTCAG 
AGGCTGTTAG AGCATCATTG CTGCTGTGGC TGATGCITCC TTTCCTCAGT AAATCACAAA AGTCGTGITG GCCATCCAGG 
TTACCGAGTG ACTTAAITTC CAGAAAATTT AATATTOAGG TCATEASTXTT ATGCATTTTC ACTSTTGCCA TTTTICTATC 
CTCCTAGCTA GGTCIATGAA GTACCACTGG GCTCA 

SEP ID NO:1008: (Length of Sequence = 269 Nucleotides) 

ATATTEAAAG AGAGCITIGG TCAGTAAAAG TAXAAAANCT GAGCTCTGGT AAGGGTACAG 1TTATAAGGC CTAGAGAACA 
TCAAAACATT CATTTCATAT TGAATCTATA AAEACCCACA TCTCAGAGCA CATCTTGATT CAGITTGACT ATCTCTGCCT 
TCTGGNTCIT TAAAACCTIT CCAGCCTGGG TTATITTCCC AAGdTTdT TATAATTACA CCAGGGAAAG AGTTACCNGG 
NATTAATCAA AACCAGACAG TGGACAATG 



SEP ID NO: 1009: (Length of Sequence = 295 Nucleotides) 
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G&TAGCAGCA ACATACGTCT GTTTATTCAT TTGCTTACTT ACAACAAAOG TTTATTCATT ATTTATAATG CAACAAGCAT 
TAACCTAGGT GCTAAGGAGA GAAAAATGAG TAAGACACAG TITCTTTCCT CAAGGAAATC ACAGTCToTT GGCAGAGATA 
AGTAGTTAATG GTGCCTAATA TAGGTAACAC TIGCTACCTG CTCCAAGAAC AAAGTTAAGC AAGTGATTAA GTTAAGCAAT 
GCTIAGAGGT AGAGGATGTA AGANTGGCCT TAAAAAATGT GTCTTCTGAG ATGAG 



SEQ ID NO: 1010 : (Length of Sequence = 356 Nucleotides) 

GTATTTCCTC ATTTGTGCAA ATOAAATAGA AAAGGTAAAT NAGAAACTCA AGAGGTTTGT TACCTACIGT CAATGGAGTC 
GGGAAAATGG CTGGAAAGAA GAAGGCAATA AGAAAAGAGT AACAGGAAAC GACAGTOGAC ACTTCTCAGT ATACCTTGTC 
GAATCTCTTT CACTCTTAGA ATCATAGTAA TAGANGANGA AAAAAGAACT CCCCAAACTG AAAAGGATAG ACCACTGGAA 
CAACTTCAAG TGGTCTAATG TAGAAGCAAA TGGAGTCCCT CAAGGAAAGA AGAGAGGTTT TGAAAAGAAA AAAACATTTG 
AAGAGTTAAC AGGGAAACAC TTTCCAAACT TAAAGG 



SEO ID NO: 1011: (Length of Sequence = 315 Nucleotides) 

AGAGAGACAC AACTCTAATA GAGACACAGA GGAGTGGCAC ACAGAGACCA CCTCOCAGCT GGAGACAGTC AGGAAGGACT 
GAGGGAGAGG GGACAGCCAG GGCTCCACAC CCAGGCAAGA ATGGGGGAGG GCCTGTQGAA CAGAGAAGTC ATCAACACAC 
ACAGTTCAAA GTCTACCCTA GGCTAGGAGG GGGAGCAGGA AGAAGGGGCA GGGACGCAGG GGCCOGGCCT GCNAGCTCCC 
TCTTGGCCTC TNCTGCCCCC TGCTGGCTCC CNCTGCGGTC CTCAGGCAGG AAGAGAGGAG GCTGCTGTTT TTAGG 



SEP ID NO: 1012: (Length of Sequence = 272 
CCCAACTCTA TAGCCCTACT CAACCACTAA TCTATACCCT 
TGAAATGCAT GCACTTGAAC TTTTTCTATC TGGCITGCTT 
TGCATCTGTG CATTTCTTTT TGTCNACTGC NATATTACAT 
TTCATCCACT TGGTGGGACA GCAGGTTATT TC 



Nucleotides) 

GTNCTCTATA GATTTGCCTA GTCTAGAAAT TTTGTATAAA 
TTCCATTTAG CATAAAGTTT TAAAGGTCCN CATATGTTCC 
TGTATGGGAT ATACCATTCT GCCATATTTN GTTAAATCCA 



SEO ID NO:1013: (Length of Sequence = 252 Nucleotides) 

TITCTTAGTG TTTTCTACAC TACACTCAAG TTCATTCAGC ATCTCATTTC AACAACATCT GACX7IGTCAA CTTCAAAAAT 
TAAACAAACC AGCNAAACAC AACACTTCNC ACTACAAAGG AACTTGTTIT ATTCTCAACC TTCTATGATA GCTAAACTTC 
TCH23AATTT NGTTCCCCCA CACATCCCAC ATCTGQGCTC AATITCCAGC TTCTGTIOTT CTCTTTTATT TCATCCAAAA 
TCTTATTTTA AT 

SEP ID NO: 1014 : (Length of Sequence = 210 Nucleotides) 

GGGATACACT GACAGTAATG TGAAGOGCCA CACITGCAGA TTTCAGGCCC AGCAGGTCCT GGNCAAGTGC CATTCCACCC 
GGAACTTTTA ACCCAAGCGG TGGGGAAGGA AAGCCAAAAC TCCAAGCTGG CA ClTl'l'l'l G GGCTTCTGGG CCATGACACT 
TCTTAQGCCT TCTGCTCCTG AACTTCTACA GGGACAAAAG GTACCCCACG 



SEO ID NO: 1015: (Length of Sequence = 222 Nucleotides) 

GGNAAGAAAG GTTTCTCAGA GGACAGCCTT ATTAATITCT CAGAGGATGA ATTTGNACAA TGGCAGCAGG TTGCAGTTCAC 
AACTTCTTAA GCTGCITCAG AGGCTGATTG TTCCTAO^AA CACAGACTAA TGAACTATTC CIGAAGAGCA ATGAAACAGG 
TTITCAATTT TNTTCTATCT GMACTTAGNA ACACATCAGT CCCCATCAAC CCATGGACTT CT 



SEP ID NO: 1016: {Length of Sequence = 236 Nucleotides) 
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GAAIAAACTG GrTTTOGAACC AGAAAAGTAC AAAAAAGAAC 
GAAAAAAAAA AGNACTTACT TTCTCCATIG CTGCCTCAAT 
TTTTTNCAAA AATTTGACCA AAAAAGAAAA AGCACINAAT 

SEP ID ND:1017: (Length of Sequence = 259 
GCTTCCCTAG ATTTTTCCCT AATITTGGAC CTATGTOGAC 
TTEATTCGCC TTCTGCTTCT CM7TTCCACA TCGGAACITG 
ATCAATTTNC TGATITJ.TAA AAAAGCCCTC AGGAACGGCA 
GCAGGAGGGA AACTAGGCG 



AGCTAGAQGT ACATAGACAC AGGACAAXEA ATCAATTTGG 
TGTCTCCCAA TCK30CTTGA AATGCCACTT TTGGCCAAXA 

TrcccrrnT atacaaaaat gottaagtiag gcaagt 

Nucleotides) 

AAAAAAAAAA ATCTAGTCCA AGCTTTCACT ACCTTCTTIT 
AAGTQGnTA TAAGAATGCC ATGCTGTCCA AATACTAAAA 
TATGTATANG GTATCTATAT GAAAAAANGT GTTOAGGAAT 



SEP 3D NO:1018: (Length of Sequence = 354 Nucleotides) 

CK3GAGGAGG AGAAGAAGCA TCIGGAGTTT AIGAATCAGC TAAAAAAATA TGAJGACGAC ATTTCCCCAT CCGAGGACAA 
AGACACT3AT TCTACCAAAG AGCCTCTGGA TGACCTTTTC CCCAATGATG AAGAOGACCC AGGGCAAGGA ATCCAGGAGC 
AGCACAGCAG TGCAGCCGCG GCINCCCAGC AGGGCGGCTA OGAGATCCCC GOGOGGCTGC GGACGCTCCA CAACCTGCTG 
ATCCAGTACG NCTCGCAGGG GCGCTAOGAG GTAGCTCTGC CCCINTNCAA GCAGGCCCIG GAGGACCTCG AGAAGACITC 
AGGACACGAC CCACCCGGAC GTGGCCACCA TGCT 

SEP ID NO: 1019: (Length of Sequence = 393 Nucleotides) 

GATGACCGAT TTGGCCATGG AAGACTTATC TTCATGGCAC AGAGAGNYTG TSCAGAGATG AGTCAGACTC AGGGGCTGAG 
TAACAGCAGA GCAGAGACTG CAGAAGTOGA CGCTCAGAAG CGAGTTTATC TGTCIYTTIY CCTCTATCIG CTGGCTGIGG 
CTGGTACTGC AACCTATCCC AAACTAACAG CCTAGTCAAT GAGGTATATG CTTCAGATCT GGCAAACTCT CTCIGCACAT 
AAAACIGTTA TTCTTAGTTC TCIGAAAGAC CCCCACATCT TTGAACTGTA AACTAAGAGC TACA3TTTCC CTTTEACTAC 
ATCTCCCTTA AAAGGAAAGC ACTACAAGAG CTTTAAAATA GCAAGCTTCC CTATTCIAAG GGGAAANAGT CTT 



SEP 3D NO: 1020: (Length of Sequence = 403 Nucleotides) 

CTGAGGAAGA GAGGTGAACT GGCATCTACC CAAAACACCT GTCTACIGCT TAAXAAGCTC GGTAGTTCCC ATTAATGAGC 
TTGATGAAGG ATCGCACCTG ACAGGGCCTT AAATGANCTG ATGGAGTGAA TGINACCACT' GIGAATTAAA TITNCTTTAT 
ATATAAXAAA TAGCTCTGCT TACACAITIT CAGATTTNCT TTGTCAGCTA TGGACATGGA ACAGCGGGAC XATGA3TCEA 
GAACAGCACT CCATGTAGCT GCTGCAGAGG GTAATACAGG AACTACTCCT ATCTATTTCC TTTCCAGATT TAATITCTAC 
TTAGTACTAA AATCTGCTCT TlTlTiXJGGG CTGGGAOGCT ATAGGTCATG TTGAAGITGT TAAAITl'l'lT NCTGGAAGCC 
TCC 

SEP 3D NO: 1021: (Length of Sequence = 452 Nucleotides) 

ATCGCAACCT GGCAGGGCTG TCGGGTTTGC TGGGGGCCTC TGTGGGGCCA TGATCTGAGG AGGCTATGIG GGGGGOGGGA 
GCTCAGCACA TTCCATGGCC TAGAGGGGCC ACACAGAGGC CCCAGTGGGA CCCATGGCGT GGAGGCAGCT ATGGGGAGTT 
KTCGGGAGAT CCCAGGGTGG TCTGGGGCCT GGAACCGGCC ATTKGGAGGC CCCAGCAGIT TCACTGCCCA GCCCCTCCCT 
GCAGAGCCAT GCATGGCAGA AGAAGTGTGT AGCATGAGCT QGTACACGCC CATGCCCATC AAGAAAGGCA GTGTGGTCAT 
GOGTKTCGAC ATCAGCAGCA ATGGCCIGGG GACCTTCATT CCAGATAAAA GGITCCAGAT GAI7YTCAACG GCTTCCTGAA 
GAGAGACCCG GGCAATAACA TCCATTCANT TGGGAGAGGA GGTGAGGGAT NT 

SEP 3D NO: 1022: (Length of Sequence = 413 Nucleotides) 
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AGCAACAGAA GAAAGGGCCA CATATATGCA AATCCCTGGT CACTATATCT GGCCCTCAAG AAGGAAGGAG TITCCAGGGC 
TCAGGAGACT GGAAATTCTT NCCAGGAGCT AGGAAOGAGG GGTTCGGAGA CGTTCGTCAA AGGCTACAAA GPCCCAGTTA 
TGCAGGATGA ATAAGTTCTG AAGACCTAAC ATACAGCCCA CTGACCATAG TCAATAACAC TCAATCANCA GTATACTCGA 
AATTIGCTAA CAGAAGAGAT CTTAACTGTT CTCATAACAC ACAAAACATA GCAACTOIAT GAQGTGATGG CTATATTAAT 
TOGOCTGACT GTSCTTAXAC ATTITATCAA AATCTCACAC TGTCGCTGAG TNCAGAGGCT CATACCTATA ATCCCCANCA 
TTITIGGGGA GOT 

SEP ID NO: 1023: (Length of Sequence = 379 Nucleotides) 

TCAAGTCTCA AAACTITAAA AGACACTAGA TATTTCTGGT TITCTAGCTA AATGAGGGCC AAGATTGGNC TTTTICAACT 
AAATTGAATC ATCTACTATA TCTGATTTCA TAGCTTTCTG GGGGAAAAGG GAGGATTTGA ATTAGCAGCA GTGCAGGTCA 
GGAGCACTAA AGAAGACAGT AGGAGGAGTC CAACTACAGA TCTGAATGAN CAGCCTCAGA GGAACACATG AGAAGGIGAC 
CTGCTGTITA TCAGGAAGGC GGGGCTCTCT CTCTAAGATA CAAACCAAAT AGGAATCGTC AAATAGTTCA AATTATCCGG 
GGGAAAAAGC CTGAGCAATG ATCCCTCTGG AAAACAAAGC AGTTCTCAGG CAGCACCIT 

SEP ID ND:1024: (Length of Sequence = 320 Nucleotides) 

ACTCIACAGG AACAAAGAAA TCTAAGATGG CTGCTCAGCC TIGAAATCXA CATCITITCC AGCAAAGITC TTGAAGAACC 
TTCOGTTGGC ACAGATTGTC CTITITCACA AGCATACAGA AGCCTCCTTC CGCCCAGGNC TCTTCCCT1G CATCCTTCCA 
AATGGCTCCC ATTTCACACA TTCCTAAGTC TAAGAGAXAC CCACTAGGGC AGCITCTACA GTTCTIGAAT CCIGGGCCAT 
TGCACCTCAA ACAACTGATA TCACATTTTT TTGCAGGA'T TGTATCCATT CTCTGAAGAG TGGTCAAAGT AATAGCIGAT 

SEP ID NO:1025: (Length of Sequence a 366 Nucleotides) 

TATTTAATCA TTCTTTTCTT TGCCTGAAGA CTTAAAACTA AGAAGATTAT TOGAATGCTG AATTAACITC TTGAAGAGAC 
TAXTCCAAAG GGATAGAATC AGACIAATTY CTGACTATCT TTTCCTACTG ATGGGTGGAT GGGAACAAAC ATTACAAGAA 
A7AGCATAAT GAATGTAGAA AATATTTCAG TITGGAGAT3 TCCATGANTT AGTTTCCTAG GTTTCCCACA ACAAAGCATC 
CCAAACTOGT GGCTTAAAAA ACAGAAATTT CTTTCATGCTT TCTTGAGCCT AGAAGGTCAA AATCAAGGTG TTCGCAGGAC 
CATCCTCTCT CTGAAACTCT AAGGGAGAAG OGITCITIGT TTCINCCT 

SEP ID NO: 1026: (Length of Sequence = 379 Nucleotides) 

GGTCCAGGIG CATACAGGAA GGACCATCTG GGCTCAGAGC AAGGGGGCGG CCATCTCCTA GCCAAGGAGG GAGGGCTCCA 
GGGACCCCAA TCCIGCTGGC ACCTAGGCCT TGANCTTCCA GCCTCCAGAC TGGGAGAAAA TAACGTCTCA TTGTTAAAGC 
CCCCAGCAAA TGANTACAGA ACCTAGGAAG GGGCAATGAA TGANTGATAG CTGGAAGGGC TAAGAAGAAA AGAGGAGGGA 
GAGGAAAGAG ACGTCCTCAG ATCICTCTCT NCTGGACATC CX3ATCCCAGG CTGTCTCITC ACTGGGNCCA AGTCCAACTA 
GCACTCAGCT CAGAAATAAT CCCTNAGGCA TGGAAGCTIT CACAAAGGAG GNCACAAAA 

SEP ID NO: 1027: (Length of Sequence = 411 Nucleotides) 

GCTCTT3GCA CCTAGAAGCA GCCAGGAGGG AACTACTGAC CATTTAAAAG TCGCAGATCT CCGGGCCCCA TTICIGCAGC 
CTTCATTCTG CAACTCCAGG GAGGGTATTT TINATITCTG GGTTCAAAAA ATCPGTATAT ACAGTCTAIG TCTTTAGAAT 
TICTSriCTA AGTAAACTAC AGCTTTCAGT TGGAAAGAAG TCACGGGTIG TAAAACCATT TCGATTITTT TAAAACAAAA 
GTATTAATAA TCTGGAAGAC ACTNTTGCCC AGGTCAGGAG TGTTnXTTG GTCGTTCCAG CCCCCATCAA TTCAAC7ICTT 
TCTOGGCTCA GTCAGACACA GACATTCATC TGIGTCTGAC CAAATCAGGG GCTTTCCCAC CTCIGGGGGA GGGCACAGTT 
AGGATCTTIT T 
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SEP ID NO: 1028: (Length of Sequence = 401 Nucleotides) 

GATCATCATG CAGCTCAACT TTCTCITGGA TTCCKTGCVA AGCAAGCTAA CCITATCCTG CATO3TTAGC ACTAGGCACC 
CAGCTGCCAC CICTCCOTCC TGCTGCCCTT AGGCCACATG (33AGCACTCC ATGCATGACA GCCTCTATCC TACAAQGCCT 

* ATGAGTATGG ATTGGGGGGG CCAAAAGQAA AAAGCTCCAX CTGGCTCITT OTCIGOGTGG CTCAGAAGAG TTST3CAOGC 
AGATTAGCAG GCCAAGCTCT GAGOCACAGC AGCATTTTTA TTTCAGATTT TCATAACTGT TTAXATCT3T TGAAACCAAA 
NTGNCATCTT TTTAAAGCTT AICCAIAAAA AAAAMAGAT GTCTITIATA GTGGGAAAAC ACATQGGGGA AAAAAPCATC 

~ TAOTTCATO CAGCATTTGA TAATCNTTAA ACACCTCACA CCTCACLUIT 
.450 



GAAAAATCCC AATTGGATCC CCTEAGCTGG AGCTGAGAAA ATCGCATCCT TGCCTTCTTC TCAATATGAA ACATTAACTA 
GTTGACAAAT TIATCCTToT AGAAATGAAA ATCTA3TTAA TCAGGGACCA GAAATCGCTG AGGAGATAAA TGCATCATIA 
CAAAATTCTG dTITGAATC CTGGACATTA CAAGGGGGTA AATGCAGCAT GAdTlTlCT TAACCACATT CCAAAATGTG 
GAACATTTCT TJTAGAAAIG AAAATATTTC AAGGCTGATG TATTETAAGN CEACACATIA TCAGGGNCAT ACATTGAGAG 
TTOGCTTAAT TAAAGGITCT TGGGCAXCAA ATTATGTITA CTAGGTTACT ATTCICEAAC AACTCAAGGN TGCTTTAATG 
G 

• SEP ID ND:1030: (Length of Sequence = 340 Nucleotides) 
TTCCCGCTTC ATTCCAAGAA CCTCTTCGAT TXTAATTTTN ATHTTAAAG AGGGAGACGA TGGACTGAGC 
CATCGAGTCT CGGCTCTTAC TCAGAACATT CTGTTTGANC TTCGCTCTCG GAGCAGTTTG GGGGCTIGOT 
CCCTACAGAT TGACGTCITA ACAGAGTTAG AACITGGGGA CTCCAOGACC GGACTGOGfTC AGGTCCCGGG 
GGGACGAAAG CCTTTNTCIT TCAAGATACT CCCAGAAGCA TAAAAGCATC CACIGCTACA GCIGAACAGT 
GCTTGAGAAA TAAAACATCA 

SEP ID ND:1031: (Length of Sequence = 452 Nucleotides) 
CCAGGGGAAG GNTCCCAAGG GACGGGCTGG CAGCCGGACA CATGGACAAA CTGATGGACC CAQGACIGAT CAGACAAAGC 
TCTCATTAGC AGAATGTGGG CACCTGCACC CAGGGCCCAT ACCACX3TCCC TGTGAGCAAA AAAGCTTAAA GTTCTCCCTC 
CAGGCCCAGG GCCAAGAGOG CCTCACAAAG GGCTGCTGCC TTGAACTTGG CCTOGGGAAA TNAGACCCTG AGCGGACCAC 
AGCCCITCAG CCCTGGGAGG AGCAGCCCAT CCAGNAGCAG CAGAGCTNCC GAAACITCAG GAAGAAGACT TCCACCCATA 
GCACAAGAAC TGCAAATACT GTCTNGGNCA GAGCCACCAG AGGCCTTAGG CTTCTTAGGA CACOGATATC CCCCATTCAT 
GGGCTINGGA GGGACTGGCT TTCTTAGGCA AGGGACTTTG TTAGAGAGGT TT 

SEP ID ND:1032: (Length of Sequence - 411 Nucleotides) 

GAATCTACAG AAACATAAAT TATACTGAGT TCTGCTCTAC TGGTTTCIGA GAACATCAGT G1AJTAAGGA GAAT3GTAGT 
TTAATITGAA TATTTAAAGA AAGTAATTIG AATGCTTCTA GTACTAGGGC CATCATIAAC TAGTAACATA GATTAGTTGAC 
TTCAACTGGG TCTCCTTATT ATCTGA3TIG TCTCAACTGA AAACTGfTTAA GGTGCTCTTT TAAAATGTAT TTQGAAACAC 
CATAGTTAGG CTAAA3NCAA TGTCACAATT CACTCTTGCA TATTATTTNC TTAGCCAAAT TTAIGAATTC TAAGTTAGGC 
CAAATTGAAG GTITGGAGTT TTACATTGTG GGNGAGTCTA AATTCATGCG TTIGGCAAGC ACCAAGGNCA TGGGGAAAGA 
ATCTGGEATT T 

SEP ID NO:1033: (Length of Sequence = 372 Nucleotides) 



TGATCCGCAC 
GTGGACCCIT 
GCTGCA3AAT 
TTTCTCAGAA 
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AGHXXSCTTAC AAAACACAAA TITATTATCT TACCA3TCTG TGAGTCAAAA TTCCAAAATA GGTGTCACTA GGCTAAAATG 
AAGGACTGCA TTIOTNCCTG CAGGCTCCAG GAGAGATCTA TGnTCTXACTC TTTNCGGCTT CTAAAGGCTG CCCACATTCC 
TOGACTACTG GOGTCCCTCC TTCATCICTA AACCCAGCAA CAACAGGTTG AGTCCTCATC TCACATCTTT NTTACCTTTC 
TCTCATCTCA TCTCGCIGAC TGCTGCTOGG AAAAATTCTC CACTTTTAAG GGCTATCATG ATTAGACTAT GCCCACTAGA 
TAATACAAGA TCTCAGATCC CTTAACITCC ATCACATCTG CAAAAGTCGC IT 



SEP ID NO:1034: {Length of Sequence = 320 Nucleotides) 

CGCGCOGCGA CGGACGCCCT CAACCGGCAA ATCCGCGAGG AGGTCGCGAG TCCACTGAGC AGCTCCTACA GGAATSANTT 
CAGGGCATSG ACGGACATCA AGCCTGINAA ACCAATAAAG GCCAAGCCCC ACTACAAGCC CCCAGATGAT AAGATGGTTC 
ATCAGACCAG CTACAGTGCT CAGTTCAAAG GAGAGGCCAG CAAGCCAACA ACAGCTGACA ATAAGGTCAT TGATOGCAGA 
AGAWEACGCA GCCTCTACAG CGAACCCTTC AAGGAACCCC CAAAGGTGGA AAAACCTAGT KTTCAGAGTT TCAAACCAAA 

SEP ID NO:1035: (Length of Sequence = 375 Nucleotides) 

TlTlTlTfJLT TCAGIGGAAA ATAACTTTOA TIGAGACCCC ACCAACTGCA AAANCTGTNC CTGGCATTAA GCTCCITCIK 
CCTTTGCAAT TCGGTCTTTC TTCAGIGGTC CXTATGAATGC TTTCTOCTCC TCCATGGTCT GGAAGCGGCC ATGGCCAAAC 
TTGGAGGTGG TCTCAATGAA CTTAAGGTCA ATCTTCTCCA GAGCCCGCCG CTTCCTCTGC ACCAGCAAGG ACTIGCGGAG 
GGTGAGCACC CGCTTCITGG TTCCCACCAC ACAGCCTTTC AGCATGACAA AGTCATTGGT CACTTCACCA TAGTCGACAA 
AGCCACCCAG AGGGTTGATG CTCTTGIMAG ATAGGTCATA GTCAGTGGAG GCATT 



SEP ID NO:1036: (Length of Sequence = 304 
CTCTATCTCT TCTTCTTTTT GCTTCTCCTC AAGTAGAG 2 
TATINCIGGC TCITACAATA GCCTCATATC TCTOATTINC 
TCCAGATCTC TATTINCGGN TCINAATTCG TTOGCTTCTT 
AGACTGTAAC TGCTCTAAAC GGCIATCTGA TGCITCCTCT 



Nucleotides) 

TGACTTTTTT GAAGGTTAGC TTCTTCTAAG AGITSCATGC 
TAATTCATIG CACTTIGCIT GTAGCTCTCT GGTCIGTTTT 
GGATIGTCAC ACATAATCTT ATTTCTAATT GITTTATACT 
CTINCATGGG CAGACACCAC ATCC 



SEP ID NO:1037: (Length of Sequence = 341 Nucleotides) 

CTATGAGGAC CAGCAATTAG ATTTTATAGC AGTACTTCCC ATTAAAGTGA ATAACCAAAA TCACTITAAG GTCAAGATCT 
TAGTCAATAC ATTATGTAAA ANCATATACA ACAGACAATA CACCAGAAAC TAAATCTTTT GCAACCITIT AAACTTATGA 
TGAAAAACAT TAATGTCAGC TCTAAAATCT ATTAAGCAGT TTTTACAAAA AAAATGTATA GAATACAGGA GCCAAAACAT 
TTANCAATTA CCCTAACTTG GTGACACAGA NTACIATTAA TAAATAATAC TGATCANNGN AAAGTAATCA ATTTGAAAGT 
GGTGGGGGTA GAAGGACAAC A 

SEP ID ND:1038: (Length of Sequence = 281 Nucleotides) 

GGAGGCIGAG GTGAGAGGNT CCCTIGGGCC CAGGAAGTCA AGGTTGCAGC AAACAGTGAT TGCACCACTA CACTCCAGCC 
TGGGCAACAC AGCAAGATCC TCTCTCAAAA AAAAAAAAAA ATATCAGTAT TGTTTTATTA ATTGTAACAA ACACACTAAA 
TAAATGTAAG ATGCCAACAC TAGGGGAAAT AGGATOTGOT GTAAATCGGA ACTCTCTGMA TCATTTTTGC AAC 
TACATCTTAA ACTATTTTAA ATGNTTCTAC AAAAGTTAAC A 



SEQ ID NO: 1039: (Length of Sequence = 246 Nucleotides) 

CCAATGATGG CAAACATGAG GATGGCAAAG AAGAGAAGCA GCCCAATCTG CAGGAGTGGA ACCATGGCCT TCATGATGGA 
CTIGAGCACC ACCTGCAAAC CTGGGGCCAG AACAGGGCAG GTCAGGAAGC AACGTGGGCA GGGTAGGGCA AGGAATTTNG 
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TGGGGGCAGG GACAGANCAG CAGGAACCEA GCAGGGACAG CAAGCT3CTA AGCAGTNAGT GCTTTCAAGG GCAAAGGTTA 
GAGdG 

SEP ID NO: 1040: (Length of Sequence = 399 Nucleotides) 

GAGCTCAAGA AGAGCTTAAG AAAAXAXAGG AGAIACEACA GCAToITTGG TTCATCACOG GAATGATTTA GTAAGAAGGA 
AAAGCCAAIA ATGTAAGAAA GGGGAOT3CA GGAGCAAAGA C.TITAAGGAA TAAAAAGGNC AAAAITCTTT CTTTCTCAQG 
G&ACTAATCA CAGGGGCTGA GCAGGAGCCA GGAAACCCAG CTTTEAGCTT CAGNTCIGCC TGACATITAT TGGTCATGTG 
GCTCTGGCTG TATTCTCACT TCTCCTCCCT AAATAGCAAG AAGGAAAAGC CTCTIGGAGC CTOCTGTCTC TCCTTCTTTC 
TOiaCAATCG TTATCITICr C3^TCCGCTTA GCTGGTEAAT TATAGAATCA CCCIWGCTGG GGTLTJ.Ti.X3G GGACTGGCC 

SEP ID NO: 1041: (Length of Sequence = 324 Nucleotides) 

CCAIEAAACAG TCX3GTCACTG ACAAATGTTG TTACGCAGCA CA3TTTATGC ACTGTCTGAC CATACADGAT ACACAGAGGA 
AATTCAGGGC TTCTAGGAAA CCTICEAAGG CCTCATCTCC CTAAGGGCAC CTGATGAGOC ATTCCTCACC CCTGCACTGC 
ACCAGGNCTC CAACACCACC ACCAAGGCTA ACOGCTCTGC ACTCTGGGCC CTGGCTCTGC AGI3\CCTGGC TCCCAAGCAC 
ACCAGCATCT GAAAACTIGN CATCCTTGCC GATNTTNOGG GGACTATTGG TTGATTGCAG TGACAAATCG GCAGAAGTTC 
OGGG 

SEP ID NO:1042: (Length of Sequence « 212 Nucleotides) 

ATCTOTTTCT CAGAGAIGAC ACTGCCAACA ATCACAGATT TGCATACAAT ACAGTTATCT ATIGGCTATT CACAA3TTAC 
AGrTAGTGnT TTCCCTCTGA AAAATATAAG TNCAAAAGCT AACTAAACAA TGNGCTACTG CCATTTGGGN TTTTTEACAT 
QOJCITAGCr TAAAGAACTG GTCITEAGCA AATATTCAAC AGNTCAACCT GA 

SEP ID NO: 1043: (Length of Sequence = 329 Nucleotides) 

ACTTGGAGAA AGAAAAAXTA GAGAAITCCA GATCCITAGA A3GCAGATCA GATCCAGAAT CTCCTATCAA AAAAACAACT 
TIATCTCCrA CTICTAAACT TGGATACTCA TATACTAGAG AXCTAGACCT TGCTAAGAAA AAACZVTGCTT CCCTGAGGCA 
GAOGGAGCTA TTCCAGATCC TGATAGANCC ACTTTAAATC ATGCAGATCA TTTCATCAAA ANTAGTNCAG CAGCAAGATC 
AAGAGCGACG TOGGCAGCTG AGAGAGAGAG CTOTTCAGCT AAEAGCAGAN GCTCGATCTG GAGTTNAAGAT NTCAGAACTT 
CCCAGCTAT 

SEP ID N0:1044: (Length of Sequence = 285 Nucleotides) . 

CTIGAAGCTG TITINATTTC ACACCCTCCT GITTTAAAAC AEAGGGACTG ACAGGGAGAC CCAGGGCTGC AA3CTGGGTG 
GTGCTACATT TGTAGACAAG GACAACITGC TCTAI1T1TAA CCCAGAAACA TTAGAAAGTT TGTCCTIGAA CITCTGGCTC 
AGATTTAGAT GCATCITTGA AGTGCTGATA TTTGGCTTAT CT3AAGCTTT GGGATTATCA TTTOCTAGTT ATGAAGGGAA 
TGAAACTGTT CA3AACATTT TTCCAGGIGG AAGGTAAAGT TGTTG 

SEP ID NO:1045: (Length of Sequence = 317 Nucleotides) 

TCGGITACTG TAG TA TICT A GTATAGTTTG AAGTCAGCTA GTGTGATGCC TCCAGCTTTG TNCmTlGC TCAGGAITGT 
CITGGCTATA CAAGGTC1TC TTTGATCCCA TATCAAATTT AAACTAGITT TTNCTAATTC TCTGAAGAAT GTCAA3X3GTA 
GnTCATGGG TAIAGTAITG AATCTATAAA TNA1TTTGGG CAGTACGGNC ATTTTCAIGA TATTGA3TCT NCCTATCCAT 
GATCATGGAA TCTTTTTCCA TTIGTTTGGG NCTTCTCITA TTTCCTTGAG CAGTGGGITT CTA(JITLT1G GACAAGA 

SEP ID NO: 1046: (Length of Sequence = 316 Nucleotides) 
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CCAGGIX3CAA TCTOGGCTCA CTGOGAGGTC TGCCTCCGCG TAGT3GGACT CCAGCTGTGC ACCACCCAGT CAGCCCCACG 
CCCACCCT3C CAGGCCTGTG CAOGGTTCAG CGTCACTTTA CAGATCAGGA AACTNAGTCT TFGGGAAGCT GACAAGGTGC 
CTGACACAGG CCAGGGCAGG GNCCACCCTC ATGGGCTSTG CTGCAGCCTC TGCCTCCTGG GTCADGGCAC CCCATCTACG 
AGC3K3CCCCT CAAGGATGCG COGTCGAGTO CCCGGGGCCC TTGGCATCTN CCTGGCAGAG AAGGCAGCTC AGGGGT 

SBO ID NO:1047: {Length of Sequence = 261 Nucleotides) 

CITCCTCAAA CTCGGGTTCC AGCTQGGTCT CAAACTCAGG CTCCAACTGG CTCTCAAACT CGGGCTCCAC CTIGGTCCCA 
AACTOGGGCT CCACCTCGGT CCCAAACTCT GTCACCACCT CTTIOTAGGT CTCANTCTCC GACTCCTCCC AGCCAGCGCT 
GGTIX3GCGGT ATOAGGCCCC AGGGCTCTAT GGTAGTGCTC AGGGTGNGTG GCAGGGGCAG GGGGCAGOGT GGGAGGCACA 
CTGFTNGGGGG CCTAGGGTGG T 

SBO ID NO: 1048: (Length of Sequence = 390 Nucleotides) 

GAGAACAAAG AGAATGGAGG CCACATACAA TGGAGTAACA GAAGdTTGC CTCTAGCTCA AGAACCAAGC OGAGAATCCA 
CACCTCCTGA TTCACAGTTC AUTAiriTCG GCCACTTTAC TCAAATATTT TTATAAATTA TTTITAAATC GGCAAAATAT 
TTAAATTTCA TCCATTAAAT TIAAATTTCT AGATGCCCTA CTGGCATCCA GAACACAXAT TTOGGGGAAA ATATTCTAAT 
TTnTTAAAC AGAAAAAGCT AGGNNCAGAT GATGCATTAA AAAACTAGAA CACAGAGCTC TTAATTTAGG AATCATCAAA 
ATAGGGTTGA 1TCAACTA1T ACCTTCTCCT AGGGAIT ATG GATCAACCCC TAGCAGCAGN CAAAGTCACA 

SEP ID NO:1049: (Length of Sequence = 335 Nucleotides) 

AAACTCACAA GTAAAATAAT GCATATTTAA GGGAAATATT ATACAGACTT TTTCACACAG AAGTACATAA TANGATTTTT 
TAAAATCTAT TCCCATTCAT TTATTTITGC ACAAAAACGT ATAAATATGT CACCAGCTTT NCITAACTTA AAAAACTTAA 
AIAAAAGACA CCAGATGAAA ACIACCCTTT GCTGCCATTT Tl'lTlTAAGT TTTTTIGTAG GGGTnTTTA TlTl ' l GOrer 

TrrrrrNcrr tinctcctta gaattgggtt tctagggaag aaaagcccct gcattaaaaa cac^ccatit aaaaaaaaaa 

TTCAAAGTTC TGGAT 

SEP ID NO:1050: (Length of Sequence « 265 Nucleotides) 

AAAGGGAGGG AGGGAGGGAT GTGGAAAATA TGCAAGATAA ATTAAATNCT TAGTTAAAAA AAAAAAAAAG TTTCACCAAC 
TGTOCTCCAT TACTGAGAAG CCCCCACACT GCCCCACPGT GCATATTCCT AGTATTTCAT CCATGTCCTG CKTTGCrGTG 
CTGCCCTACA AAAAANCCCT CCOGGGGGGG AAAAAAAANC AAAAAANCGG TGTACTGTGA ACTGCTGAAG AACTTAAAT3 
TTCAAC3SIGCA TCTTTAAAGT CTAGG 

SEP ID NO: 1051: {Length of Sequence = 298 Nucleotides) 

ATTTCTAAAA TCCTCTCAAA TACTAATATT ATACATTCTC CCATTTATCC TCAAAAAACC CATGAGACTG GTGATGTAAT 
TNCTGTCITC ATTTCACAGC T3TGGCAGTC AGTCTAAAGA CCAACTGATT TGCTCAAAGT CATGGAACAC TTAAAT3GCA 
GAGCTAAGGC TTAAACCCAG AATTTAAAAA UTiTriTNAG CTTCTNGTTT TTNCCATTAT ACCAGTTTGG CCCTTCATTT 
TATTCATGGG TTAAATTAAA TTATGGTAAC AAAGGGCCCC TGGTCACTTT GGACATTT 

SEP ID NO:1052: (Length of Sequence = 359 Nucleotides) 

AAGGCAAACG TGGTACATCA TGACACCATG GGAATOACTC ATGCCAGCCA TAAAAAGAAT GAGAATTCTG TCCAGAATTG 
GTTCCITCOG GTGGGTTCIT GGTCTCGCTG ACTTCAAAAA TGAAAGCCAT GAACCCTOGT GCTGAGTCIT AACAGTTCCT 
TCAAAGATGG TGTGTCCGGA GTTTOTTCCC TTNCAGAATG TTCCAAATGT TATCCCAACT TTCTTCCCTT CTGGTCGGTT 
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CCT3CTCTTG CCTGATINTC AGGAGTGGGA GCCGCAGAAC ClTiXJ CCTSr GAAGTGTTAA CAGNNTCTTT AAAAGCTGGG 
TGGCATCTGG GACTTK7TTC CATITCCTCC CCAGTGGGG 

SEP ID NO: 1053: (Length of Sequence = 195 Nucleotides) 

CTTGCAAATT TGTATTCCCA GTCITGGCAG CTGGQGTCCC AATGGGAGCT MTEAGCTCA TCTAAGGTGG ATCCCTCATG 
AAAXAGAXTA. ATGGCCCTCC CTTCCAGGGT AACTC2JAATT NCTCACNCTC TTAAGTTCCC ACTGCAAGAA GGTGGTTGAC 
CAAAAAGAAG CCNCCTGCCT CCCCCTAACC CTTSA 

SEP ID NO: 1054: (Length of Sequence = 319 Nucleotides) 

ACAAAACCAG ATGTTCTCAC AAGAGCCCCT GCTIGCAGAT CACTTACATA GTTTTTGGGG AAGCCAAGAT CGAAGATTTA 
TCCCAGCAAG TCACAACTAG CAGCTGCTGC AGAAATTCAA AGTTCAAGGT GCAAGCTGTC TCAAACA3TG CAAGGAAAAC 
ACACAGTACT TCCAACTGTT ACAASAGGAG GACTGCAAGA GGAAGAGGTT OGCTGAAACA GGTCTTAGTA AGTTNAAQGT 
ACAXAGANTT GGTTCATCTT CACAAGCAAA TCICTTCGAG GGNCAAAGGN CAGTCTCOGAG CCCTCTAAGT AACAACACT 

SEP 3D NO:1055: (Length of Sequence = 205 Nucleotides) 

AACTCAAATA GGAGCTAAAA AAAAAAAAAA GAATCAATGA AACAAAAAAT TAATTTTTTG AAAAACTAAA ATTGATAGCA 
CTAGCTAGAC TAACCAGCAA AAAAAGNTAG CAAGTACCTA AATGAAAANC TGNAAATGNA AAAAGGAGGA CATTTACAAA 
1NAACACAGG AAATACAAAA GITCCATGCA GOGAACITAT TCAOG 

SBQ ID NO:1056: (Length of Sequence = 165 Nucleotides) 

TCCAAATTAA TGATTTCTGC TTCACCAGAT TGGTAGAATG TATAAGATGG TGCATGGGGA AGCATTTAAT ACCCAACAAT 
ATCTGATTAC A1TCAAATCA CAATGGCCTC CCIATCAAAT VAGIAGCGTT ACTGTTTGAG CCTGVAAAAC TTTGAAAAXA 
ACTTG 

SEQ ID NO: 1057 : (Length of Sequence = 203 Nucleotides) 

CTTTCATTCA AAACCCATCA CAGAAATGGA CAGCITGGGT CICTAACAAA GCATTCATGT TTTAGAGCAT AGGTCAGTAA 
TTOTATATGA GAGCATACAC TGGCTACATA CAAATEAACT GTTCACTNCC ACAALTITI'N CAATLTITIAA AACAGGATOA 
AGCCTTCCCT GTGAAAAGCA GCACCITIGT GAACGGITCT TIG 

SEP ID NO:1058: (Length of Sequence = 201 Nucleotides) 

AGTGCAATAT GCACATTACT AAGCACAAAA AACAACTCTA ATTCAGAACT ACTTGCATTT TTnTAGTTA AATGCCAATG 
AATTATTATG CCITAtalTlT ATGAACCTGN CTNCTCCITG TGCAATTCCT TCCTTGCAAA TGAATTGACT TNAACGCCGTT 
NAGTGAATAG CCTCAGNCTG TAGGATCTCC TTTCAAATTT T 

SEP ID NO: 1059: (Length of Sequence = 176 Nucleotides) 

CCACACIGGC TACATACATG TTTTCCAAAT TAAGiriTCT GATGGCTCAT CATTTGCCAT CTCTTCAAAT CCAGGTCCTT 
TTAAAAATCT ATGACCITGG AATCAATCIG CCAGAATACC TCTATCCTGG AAGTCCATGC GAA1NTTCGC NTCGACTGCC 
ATCCGCCATC TGCTGG 

SEP ID NO: 1060: (Length of Sequence = 277 Nucleotides) 

CTCAGAAGCA GTIGTACAGT ATTACAGTCA GCCACAGAAG CICTGTTGGG GGACAAGACC CAATCCITCC CCACACCAGG 
CAAAGCAGTA TTGGACATGA GTIGGCATGT GGCTGGGCCC ACGTCCTTAT CCCCCAGGNC CTGNGGGGAG ACCACCTXTC 
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TGAATGGTTA ACCAACCCCT AGGCTACCAC TCTGTATTTC ATCAGGGCTA GGGGTATTAA ACCCCACATG CAAGTAAGGA 
ACCCITGCCC CCACTCTGCA AATGGGATGG GGATGCT 

SEP ID NO: 1061: (Length of Sequence = 206 Nucleotides) 

AGAAACTAAG ATTCTGAGGG CAACAGTGTA CAGCAGAGTC GITCCTCCAC AGACAGAGGA GGGCAGAGTG GCCCAGACTA 
TCAGCGTACA GCAAAGTGGG TCHTCCCATC CACAGGGGCA GCGCTATCTC ATAGGANAGA ACAACCCCTA GGAAGGCAAG 
CGTGAGNCAG NCAGCAGTGN AACAGTCAAC AGTTAGCCAG TGTCAG 

SEP ID NO:1062 : (Length of Sequence = 316 Nucleotides) 

TINCCCTCAC AGAGTTCTAG TTAGAATCAC TTTCTCTATT TCCACAAATC CTIX-TITICT TTCCTTTTAT TTTCTAAAGT 
GAATGTCCAA GCAAAAAGGA AGCAAAAATG CTCAAAGATC TCTCTTACAA TATAGTAATA AATTTATNCA AACAACITGG 
AATTCACCCT GTGCATTGAA AA1NCAACTC CACACTGCAA ATTATGGCAT TTTITCCCNC TCAAAGGAAT TAGTCAACTC 
CATTGGATGC ATTCATACIN CIGTTTAGGN AATAAGGGAA ACXX3CITTCT AAAAGTNCAA CATGGCCTAG GAGTTA 

SEO ID NO : 1063 : (Length of Sequence = 314 Nucleotides) 

ATGATCTGGT TTATGCTTCA GAAGAAGCAT ACTAGCTTCT ACAGAAAATA AATGATAGAA GGCAAAAGAG AAACATGGCX3 
AGTATTCCAC TCCAGTGTCT AGTCAAGAGA TTACAAGGGC ^TTTGGCATGA GGACAACACT AGAAATOGTT AAAAGTGTAC 
TOGATTGCAA AATATTACTT TTGGGCCAGG GCGCOGGNGG . . ACACGCCT ATTAATACCC AGCACTTIOT GGAGGTGCAG 
GGAGTTOCGA GTACCAGTCC TGGGCCAACA CGCOTGGAAA TCCTGTTGAA AAATATAAAA ATTAGCCGGG CCGT 

SEQ ID NO: 1064 : (Length ri Sequence = 322 Nucleotides) 

GAAAGCATIT GAACTAAGIN TGTAAAAATG GCAGATAATA ATTAACACTT GCTAGCAAGA AAOGCTTTCT GAAATACTGG 
GAACACTGAC TTGTTTCACT GTAACTTATC ACCTAGTCCT GTATCTGCCA TAGTGCTCAC AATTGCAACT TTATATCCAA 
CATGGGTGTT CCATTTCTAT TIGGATAAAA TTTACIGGAA ATATACIAGC AANGAAAAAC TGCTCTTAAA ATGGCAAAAG 
GCTCTIGGCAC TAAATTCACT GCTACTTAAC TTAGTTTACT AATTAACTTC CITAATTATA GTTTTCCAAA TCCGCATGCA 
CG 

SEQ ID NO:1065: (Length of Sequence = 297 Nucleotides) 

CXCTGNCAAC TCCTTGCATC GACTGATGCT GGAAACTGGG TCAGGGAGCT CCAGGAGGAA CCAGACAGGM TCCT3TTAGC 
AGGCTCACCA CAAGTTCTAA AGGGCACCAG CCTIGAGAAG GGCAGTTGGG ATGTGGCCAA ATGTGAAGCC AGGITINCTG 
GGATCCTGAC TGTCCCAGGT TACAAGTTCC TGGCCACTCT GTGAACCITC GGCAAGTTAA CTTCCAACCT CTTTACAAGT 
TCCCTAATCT ATNAGGAAAC ANTTAGINAC ATGACCTTCA TGGGAATTTA TTTATGA 

SEQ ID NO: 1066 : (Length of Sequence = 267 Nucleotides) 

ACAATGGGAC TCTCAGAGCA GCCAGCTCCT CCCTGACTGC TCCACAGGAA GAGCCATCAA CAAAGCCAAT CCCTGGAGAT 
AGGCTCTGAA ACCAGGATAG AGACTCCTTC AATGGCTGCT GNTGGTTCCA CCATGTATCA TCCAGAGNAA TCACCCTGNG 
T3GGCATAGG TGGGCCIGGG AATCTAGGGC ACAGCAATTC CACACATCTT CACCTAGAAA CCCTCCTTCT GGGTGGGCCT 
GCATGGTITC ATGCCTGTAA ATCCCAG 

SEO ID NO: 1067: (Length of Sequence = 220 Nucleotides) 

AAAATGCAAT TGGTTTGTTA CTGAGrTACTA TTOGTGGGAA GACAGCATCC TGNACTCCCT CTCTACAGAA TATTGGGAGT 
AAAAATGAAT GTCATCCCGG GTGGGAAATA TTATTGGGGG TTGGAAGCAC AGAGCACAGG AAAAATTAAG TNCAGGAAAC 
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AGACACTAAG AGTOCACTGG GCAGGTCTGA CTGCAGGTGA TGCAACTTGC CAGCCGTCCT 



SEP ID ND:106B: {Length of Sequence = 412 Nucleotides) 

TGGCCAGCAT CT3GGAACTT TGGCTTOTTC GACCAACTTC TTCCAACACG TGCGCACTGA TGGCOGGGGC CCCAGCCAGG 
CCTGNCTGGA AGGGTCTTCC CCGNCCCGAG GGACTCTAGG GGGTCTCTAG GAAGCATCAC ATCAAGCTCC TCAGGTTAGA 
TNCRGGNCAG CCCA2TCACC CATTINAGGG GACAGCTGGA GGGAAGCCCG GAGTCCCTTG TTTCCTCAGC TGAG 
234 

TCGCTCATCA AGATAA2TTA ATGCTAGACT GATTTCTGCA GAGTAAAATC TOQCATOINC TTCAGGAAGT TTTCITTCrC 
GCTGCATATC AAACATTAGG TCTCCTCCAT TTACATACTC TATAACAAAG AACAATCTGC m i' I XJIClU AAAGCAAGAA 
TCCAGCCTAA CAAGGAAAGG ATGATIGGAT GCCTGCTCAA ACACATGCTT CTCTGTCTGT ACCCAATCAA TATCCTCATC 
ATCATTAACA AGCTCTTTIT TCACAACTTT CATTGCATAA ' ATACGATCTG 'lTlTlTlTAA TCGAACCAAC AGTACTTTGG 
CATAACITCC TCTTCCTATT ACCCGGAGCA AATCAAAATC CTGAAGACCT AGACTGGATG AAGCTTTGCA CTTICCCTGG 
KGTCATTGCC TC 

SEP ID ND:1070: (Length of Sequence = 358 Nucleotides) 

GTCA3TGTNC CACTGCACTC CAGGTTCGGT AATGCAGCGA GACTGCGTCT CAAAAAATAA ATAAAATAAA AAAAAAAAAA 
AAAAAAAAAA AAAAAAAAAG CACCACCGCA CTCCAGCCTG GGCAAXAGAG TGAGAACCTG TNTTCCAAAA AGAAAAAXNT 
TAAAAGANTG ATCINGGCCA GGCGTQGAGG CTCATGCITG NAATCCCAGC AdTTGGGNG GCCAAGAACA GGTGCTTCAC 
TTGAGC2TCAG GAGTTCGAGA CCAGCCIGGC CAACATAGCA AAACCCCCAT CINTACTAAA ATTACAAAAA GTTAACTGGG 
CATCGTGGTA CATGCCCING TAATCCCAGT TACTTCCG 

SEP ID NO: 1071: (Length of Sequence = 411 Nucleotides) 

CTATTEATGA ATTCTOGCAT TGGTTTCGAA AACTCAACAC AGITAAATGA ACAGGAATTG AAGGTCCATG A3GGATGOGT 
CCCTCATAGC ATTTAAAXCT CTTCCACTTG ATTAAAAATT CCTAGTTCCT CTTCACTGAA TTOTITAGAG TTTTTNAGCA 
GCCTCTGCCC TGATTAAAAC AAATTAGCAT CAAAGATCCC OTGTTGAATG AGAAATCATT AATTGAGAAA CATGCAATCC 
TCCTTAATTA CTTTTAGAAC AGTGAGAGAA CAAATAATCT CAGGTTCCAG AGGGCCCTGC CTGCTCTGCA COGTGAACTC 
A3TTCGTGTA GCTGCTGGAA TAAAACTCAA GTAGGCAAAC ACTATTTGGG GAATATCAAT GCAAGCITTC ACTAAACACA 
CTGTAGGATT G 



SEQ ID NO: 1072: (Length of Sequence = 342 
TCCCATTTTT AXAATTATTG GAACATGAAA CTGT7VTITCT 
AGAGTCACCA CAAAACTATG AATTCTCTCC CGAATTATTT 
CATGAAACTG TTGCTGCAAT GCEAAAGA3G TGAATCCACC 
ATTCAAGTTA TmTGTTAT CTAATGATTG ACATGAAAAT 
CCACCTNAAA AGTGTITACA AA 



Nucleotides) 

ATGAACTCAA TCATTTTTTT CCAXAAAATT A3MX3CTAAG 
T1U.T11.T1T GGAGCACCAT AGTCITTGTT CAAATCACAA 
ACTATCAATA 03CTCAGGGT AAAACCTGGA GCCACATGTT 
AAAATAGTAA GCCAATATTA AATOTGIAGG CATAGTIGCC 



SEQ ID N0:1073: (length of Sequence - 217 Nucleotides) 

GTTTTC7ICTC CTGGCTAGGA TAATGCAAGC NCTTTTCAGA TGANTCAGAA TCGAAGAAAA TACGCTGGTA AAACAGGACC 
TGAITTACCA GGNACTAAAC AATTACACTC CCAITTCCAT TGCTTTCAAT A 'l'l'lT CACAC GNTACACGAA CCTITAAGAT 
GGAAAGGGAA AGCGATTTTT TOTTCAACAA GTGGGCCACC AGATGAACCA AATTAGA 
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SEP ID NO: 1074: (Length of Sequence » 379 Nucleotides) 

GGTTAAAATT TCATOGGAAT GTATAAGCTT ATTTATTAGT GTATTTAATG GTTCATCAAT TGATAAAACA GCTGTAGCAA 
ATACATCCCT TCCTTTTGGG GGATCGGCCT GGTTAATCTC CAAATIGGCC GTTIGGAACA ACTCATCATT ACTGTACAAA 
GAAGCTACCA CITGGTGGGA ACTTTCACTT TTTAACAAAA CTGGTTCATA TTTCrCACIT GCATAGGAAA T3GTCAAACC 
TTGAACTGAA GCAGAGTCCA TATGAGAAGT AGGCGACACA TCAAAAACTG GTTACAGATCT AGAGTCCAGC ATGTTITCAC 
TTOAAGCAGA ATTTSATACA ATSAGGATCC AACCATTGTA GANCTAAATT TATCAACTT 

SEP ID NO: 1075: (Length of Sequence = 345 Nucleotides) 

ATTAAGTTGA CAGTCCAATC AGAAATATTT AAAGAAAGTT TCACTACTTA AACACCATCT AAATATACTT TTTCTTATAT 
TCCCAGCAGA AATTGATGGC AAGGAATCAT ATATCCCATC AAAACCGTAT TTCTCCCCCT AAAAGGCACT TTAGATCTNC 
TOOTCTAGG NTTTCCATCT CTCTCCTCCA CCATTCCAAT TCCCAGAGTA CCTCTACAAA TATCCCTGCT TACCAGTAGA 
NCEAlTlUCr TTAACAATCT TTCTCTGGCT AAGGAGATGC ATATGCCAAT CTGAAAACTA TGGAGGGGGA CTCCTGCCTT 
CAAAGGCTGA CTAGAAACCA TTGGA 



SEQ ID NO: 1076: (Length of Sequence = 286 Nucleotides) 

TITrTTTTGA GATGGAGTCT CXsCTCTTOIWG CCCAGTGTGG ACTGCAGTCG CA1X5ATCTCG GCTCACTGCA AGCNCCGCCT 
CCTGGGTTCA TGCCATINTC CTGCCTCACC CICCCGACTA GCTIGGACTA CAGGCGCCTG CNACCACGCC CAGCTAATTT 
NTTNTCTGTG TCmTTGGC AGAGACAGGG TTTCACCATG TTGGCCflGAA TGGTCTCTAT CTCCTGACCT CGTGATCCAC 
CCGCCTTGGC CTCCCAAGGT GGTGGGATTA CAGGCCTAAA imCCG 



SEP ID NO: 1077: (Length of Sequence = 366 Nucleotides) 

TCACATAGGT CACATTTTAC CCATGAAACC TTTCTAAATT ACCTTTTGCA TTIOTTGCCT ATCCTTCTAC ATCATCATAC 
TTCGTCAATT AAAGTCACTT TTTTGGGTAA CATTTCAGAA ATTGGGATTC CTCTTACAAT TGCTATCAGA CAGAAGCCAA 
TTATCATGTT GTCATIGCTT ACACATGGGN AAATAACAAA ACTGCCAGCA TGACATTTGC ATATGACAGT CAACAGCCTG 
AAAGAAATTC CCAGAAATGA TACTGGAGCA TTCATTTCAC CCTCTAGGAN CCAAATGGAC TOGGAAGGAA GTAGAAGATG 
GGGAATCCCT AAGCAGGAGT CAAAGTTAGGC TGGCTITTCA TAATTT 

SEP ID NO:1078: (Length of Sequence = 380 Nucleotides) 

GTTTAAGTGC GAAGATTCTA TTAGGOGCTA CAATTCCAAG GTGCTAAGGG TCAAAGGAAA GGOGAAGGCA GGCAAATACA 
TTATTGAGCT GAAAACAACT TTACATTCAA GGACAGCTTC CAGACAAGCC ATGTAGAACC AGCATCCCTT GGGACTGTNT 
GGATGGCAGG GAGACGAGTT TCTATGCTGA CCACTTCATG CTTTCTSCCC CCTITGGGGA AAGTATGCCT CACGGACCTC 
TAACTCTCCC ACTTCICTGG GGGCAGCACC TSACCCCTCC CGGCAACTNC TAGGCAAGAG CATTCTCITC CTTCAAATTT 
YICACCTGAG TCTGAGTCAG AGCATYCCAT CATCAGAGCC TCTGTCAAGG AGGCAGTCCT 

SEP ID NO:1079: (Length of Sequence = 439 Nucleotides) 

CTTAAGTTAC TGAAATTGAA ACACCdTTG TCCTTCTCGG OGGGGGCTTC CTGGTCTGTN CTITACTTGG CmTlT CCT 
TCCOCTCTTA GCCTCACCCC CTTGTCAACC AGATTGAGTT GCTATAGdT GATGCAGGGA CCCACTGAAG TTTCTCCGTT 
AAAGATTGGG ACTCX5TCGAA ATGTTTAGAT TCTTTIAGGA AAGGAATTAT TTTCCCCCCT TTTACAGGCT ACTAACTTCT 
CCACAGAAGT GCCAATATGG CAAAATTACA CAAGAAAACA GTEATIGCAAT GNCACCATTA CATAAGGAAC ATIGAACTGT 
TAGAGGAGTC CTCITCCAAA CAAAACAAAA ATGTCTCTAG GT1TAGTCAG AGCITTCACA AGGTAATAAC CTTTCIGTAT 
TNAAATCAGG GTAACCCCTT TCTGTATITG AGTGCAGIG 
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SEP ID ND:1080: (Length of Sequence = 419 Nucleotides) 

CTGAACTCCC TGAAAAXAGG AACTCTCAAT TAAAAAATCA ATTPGTCATA GTCCACATAA AGATAATCAA TACATTXTCC 
TCTCACTCCT TGGGATGGTTT TTTGTAAATA AXATTftTCTT GACAAAAACA AACAGGAAGA TCCCACCCCC AACACATACC 
ACAJTCCAAT GTTACCTCCT ATIAAAATAT ATACCAACAT GCATCTTTAG GriTACrCTGG TCCATGGTTT CCTCCAGTC3G 
CAATCGAATT TACAAAAATG TAAGACGTAA TAGATATATA ATTATCmT TNCCIAAATC AAACTAGCCT TAAAAACTGG 
TACATAATGG TTCCIGGGfTT CANTGATCAA AATTATGGAN GXACACITAA CCTATCTTCC AXPGAGTGGC TTTAAATCGG 
ACCTTAAACT GTGGACTCC 



SEP ID NO: 1081: (Length of Sequence = 411 
CAGOGTTTAA ACCAAAGGOG CACTAAACCT CGTAAGCGCA 
TAGGGTCTTA CITCCTACTG ACCCTGTGCA GGAGGGGCGG 
TTGAGGAACC ACTGACAGAG CAAAATCATG CTGACTCCTT 
AGTGCCAGCA TTGGTGACAT GGAAAAGGAG CCAGGAATTC 
GOGGTCAGAG AAGAAACGCC TTAGGNAGCC AAGCAAAGTG 
CCGTAAGGAA A 



Nucleotides) 

TCANCAGATT TAAAGAGAAA GAAAACTCTG ACTGTCCdT 
GATGAGTTTC CAGAGCATAG AACTCCTTCA GCAAGCATAC 
AGATTCAGCT GGGCCAQGGT TAAACGTTTG TNATAAATCC 
CCAGTTTGAC ACCACAGGCT GAGCTCCCTS AACCAGCTGT 
GCTTTTCGAA TATACAGAAG AATATGATCA GATATITCCT 



SEP ID NO: 1082: (Length of Sequence = 350 Nucleotides) 

CTGTGAGGGC ACAAGTCXAG GTATLT1TNC AAGTTCTCTA GGTGATTCTA GAATGCAGCA GGGTTGAGAT GCTCTGCCTT 
AGGGCTAGAG AGGTGGGAAC ACTGACAGGT TCTGCAAAAC ATCTCTGAAC AGCTCCTGGT GTCTTTTTCT GTACTTCAAG 
TTTCAOGGCA CATCTGATAG CTGINCCGAA AGGGAAGAGA GAATTACCTG GGCTAGGCTG OTl'IGAAGGT TTGCNTAAGN 
TTIGGCITGA GOGACTTIAA CACGTTTATT TCAAAGTAAT TICTGTTTCT AGCCCCACTA AAGIAATITT GGGCCAGNAA 
AGGTTCAAAA TACGCTTTTC CCTACTIAAG 

SEP ID NO:1083: (Length of Sequence = 430 Nucleotides) 

CTGAAGTCCA CCTGCTTATG GACAGCCCAT TTGCATGGGG CCCIGCCTGT GGTGCAGCCC AGGCTATCTN AGGAAGGCCT 
CANAGGAGCT GCTGCTGCCA CAGGTGGTCA CCAGGGCAGA GGTTACACIG ACATACCTCC AGACCAGCCC GCICCACTGT 
GGACAGGGGC AAGTNACATA CCTGCTGTTT ACCATGGGGT CACGGCAGAA CCTGTOTCAC GGGCTGCTTT GTGATOCCAA 
ATGGATATAG GTGGGACGPG CTGGCAGCAG CGGCCTCAGC GTCGAGCCAT CTCCCCTCCC GTTCTGCTCC GGCCTGCCTG 
TGGGCCTAAT GGIGGCACCG TTTAAGCANC TGCTGTGTGC TCAGCCTGGG GGNCTGAGGG TTTCCATACA TGATCACTGG 
TTCCTACCCA AGGCCTTAAT TCCTNCCTGT 



SEP ID NO: 1084: (Length of Sequence » 369 Nucleotides) 

AATGGAAGAA GTGAAAAAGA ACAACACAAA GAAAATAAAG AACTAACCTC TTTCACCCAC TGAAATAATC TCTGGAAAAG 
ATATTAGCAA TCATGCAGCT TATAAATATC TAAAGGGCTA GAATTGAGGA ATTTATAAGA NTAANTTITT TTTTCAACAC 
AXAAAATACA ACATGGGAAA TAAGATGTTT TTTACIAACA GGCAAACACT TGAGGNGTCC TCTTCAAAGA CTACAGTCGA 
TGAAAGACCA GTTATCCAAA GGAAACGGTT AGTAGAAATA TAAAGTTAGT CCCACACAAA A1TAAAATGG TGCTCAATGC 
AGATTATCTA TCATTANACC ATTTCTAAAG GCAATTCNTT ATTTAAAAT 

SEP ID NP:1085: (Length of Sequence = 413 Nucleotides) 

ATACCTTINA GCTGGCATAA TTEAAOGTTC TAATTATCCC TTAATCATAA GCTGTAOGAT TCTATAATTA AAAAGTTAAT 
GCCTTCTTAA TCTCTATNCT AGTAGAAGAA TGATGAGAAA ATAATACTAT AGATTAGTTT TGGTCTCTAC TCATTTTGCC 
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TTCTGATTAT ATTACAACTC CAGCTCGTGA CAAGATGGCT GTCTAAATCT TGAAATCACT GAGCATTCAT TTTAGCITCT 
CATTCAAAGG TAGATATTCA CTATGAATIG TAAACIGGCA TTAAGGGAGA AAGTAGGNAT AATCAAACTT GATCTGAGAA 
TTACTTGCTG GTGCATTTCC TCAAT3CATA GTAATATCCT TATGANGATG CAGATGCAAA AGTGGGTTrT GGAGGTGGAT 
AAGGAGGGCA GCT 

SEP ID NO: 1086: {Length of Sequence = 277 Nucleotides) 

TGGATAGCAT GAGGCAAATT GCCAGAAGAG AATITCITTC GCATCCTAGT AGAATAAATC CAAATTATCT TTGTGGTACT 
GAGGATGTCT GGTITAGCAC AGTGTAAAGT TGTAACACTT TAACAGGCTA 1TAATTCACA GTCACTAATT CAATGCITGC 
COGGAGTTTT GCTAGAAAAG GATGAGAAGG ATTAAGGTAA AAAAAAAAAA NAAAAAAAAA AAGATAAGGT TAACCAGATA 
CATCTTAAGA GCTGATIGCT CTTCATTCCC TAACTCG 

SEQ ID NO: 1087: (Length of Sequence = 360 Nucleotides) 

TmriTirr irmTTGAG acatictctc ACIGCGTCGC CCAGGCTGGA GTGCACTGGT gcaatcitgg CTCACTGCAA 
CCTCTAAATC CCAGGTTCAA GGGATCCTCT CACCTCAGCC TCCGGAGGGC NTGGGATTAC AGGTCTGAGC CACCGOGCCC 
GGCAGCATTA Tl'lTlTAAAG ATCTGTGATA CTGCATCITG TGCTAGTTCT TIAATACAGA CTATATTGTA TTCCATGTCA 
GTTTTTAAAG TTTATTTCCC TA1TGATGGC ATTTAATTCC AALTl'lTAGA TAAAAGGATG TACTGGACAT TTITATAATT 
TTTnQGGGG ACCATGTAAG AGITTTTCTA GGGGGAATTC 

SEQ ID NO: 1088: (Length of Sequence = 209 Nucleotides) 

CTGGGACCAG CTGGAACAGA AGTGGTAAAG GATAACTAGC TACCTGCACC GCCAGAGATC AGGNTCAGGG TGAAGCTGGT 
TTCCCAGCAG GCGAAGTGAA GGAAACTGGT TNGAAAGGAA GAGGAGGAGC AGGAGATCCT AGGTCCCTCG CCINTCTCCC 
NTOCTACCCT GGAAVNATAA GTGTCAGGTT CATACTTAAC CACCCCCTT 

SEQ ID NO: 1089: (Length of Sequence = 409 Nucleotides) 

TITTGCTCAC AGCTACATCT TCAGAGGTGA GAACCATGCA TCACACAGAG AAGATCCTCA CTGATCGATT TAATGACTCA 
AACATTGAAG AATCAATGAG TGCCGGAAAT AAACAGGATA GGTGGCAGCA TAGCATGCCC TTAAGANCAT GGCTGTGGAT 
TCAAATCCCA GACCAATCAC TGANTTTCAA GCCAdTTGC CTCTCTGAGC CTCTUriVlC TCATCTGTCA AGTGGCAATA 
ACAATAAATG GTIACGTGCCT CATAGGGGCA CCITGAGGAT TAAAAGAGAG GGTTTCAATA AATCAACTAC TGATTTCAAA 
ACCIGGCACA TAGTAGGCAC TCAGCACATG GNCCITATAT ACITNTGGGC CAGCAGCX3GC TGGGGCTCAT CCCTCCCTGG 
CTGGGTCCA 

SEQ ID NO: 1090: (Length of Sequence = 337 Nucleotides) 

GAACCTOTCC CGATTGGAGA GGATGAGGAT GATCATCIGG ACCAGGAGAC ATTCAGCATA TGTAAGGAGA GGATGAGGCC 
CCTNAAAAAG GCACIGAAAC AGCTCGACAA ACCTGACAAG GGGCTCAAOG TGCAAGANCA GCTGGAACAC ACCCGGAACT 
GCCTGCTGAA AATOGGAGAC CGGATAGCCG AGTCCCTTAA AGCCTACTCA GATCAGGAGC ACATCAAACT CTGGAGGAGG 
AACCTATGGA TTTITGTTTC CAAGTTTACA GAATTTAATG CTCGAAAACT GCATAAGTTA TNCAAGATGG CTCATAAGNA 
AAGGTCTCAA GAAGAAG 

SBQ ID NO:i09i: (Length of Sequence = 411 Nucleotides) 

CCACTACCAC AGGAAATCTC TAXACCCITC TTGG CTm C L ' l ' l ' I ' l ' A ATGT AATTTTCTTA AAAGCTTCAA GATAATTTTT 
AATCAGGCAT GCTGAAATCT ATCTAACCTA TTAGTCACTA ATTAXATTCT TCAAGCCTAT ATATTAATGT TTCTNCTGTT 
CTAAA1TCAT GATCATAAAG TTTTGGACCT GGCCATCAAT ACTAAAGCAC TGATATTTAG TTITAGGTGA TACITGGGCA 
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TAAAIACAAA CAOGGQAHAT ATTTNGTCAT AGAAAAAAAT GTCTTACTGC KlTMTi'lUC ACTTCIGAAG GACTGCAAAC 

ArnrrcAAG cacaaxaagc aaattotct ttcaaaaagg nataciting cacatatctn aggttcggaa aatgactagg 

NCOCTAGGGA G 

SEP ID NO: 1092: (Length of Sequence = 349 Nucleotides) 

AAAGAAAATG CCTTOGGAAG ACAGATGCAX T1TINCCCAC TOGTCITCCA A1TGCTCAAA TATTTOIAGG ATCAAIATCC 
TCACCTTGGA GGCAAGTlTr TAAGAGTGAA TITCAATXAC TGGAGCAGTG AACAATTAXT TAGAGTCTGG TATAACTGAA 
GAAAAGAATC ATGACCNCTA AGCICTCITG NAGGEACCAG CAAACTGNCT CTAAAATITA TATGGAAAGG CAAAGGGGTTT 
AGAATAGCCA ACAXAATACT GNAGAAGTCTG GAAGACTCAC ACTATCCAAT TTCAAGGTTT ACTGTAAAGC TACACTAACC 
AAGGCAATGT GGCACIGGTG AAAAACTAA 

SEP ID ND:1093: (Length of Sequence = 400 Nucleotides) 

GGACCTIGTT TTACATTCIG GATITTCCTT TITACTTTCC TAATGATGTA ATTTAACTNC TTCCTGTA1T TNCCATATTT 
CCTAEAAAAT GCTAGTTAGA TCTAAAAGCT T3ATTTACIT ATTTCAGATT TCTAGTCAAG GCTACTCAAT AGATTGTATT 
TCCTITIGCC TCACACGGAG GTGCAXAATG TCTGCCTGGC CTGTAGTGAT GCTAAGGTTG ATCATTCTGT TCAGGTGGCA 
TCACTCCCTG ATAACTTCCT CTAAGAATCG TTCATTAACC TTTCATCTAA TGGNTCCATT CA3TCATCAT CTTTAACTGA 
ATCCCTGTTA TTTCATTAGG GAAXAGCAAA ATAATGATTT TCTAATTCTG TNATTCCTTT CACATTTATT AACTGTAATT 



SEP ID ND:1094: (Length of Sequence = 414 
CTCAGINTTC CATAAdXTTT TCCTGCIGAC AAAGGGGCAG 
ACAGCAGGAG GGTOGCTTIN TCGAITCGPG AAACTGGTAT 
TGCCAAATAT ACTTCAGCAG TAGAAGCCAC AAGAITACAT 
TGAAOGCCAT TTAGITATAT NCTGGTGCGT T1TCCTTCTG 
GGGGCCAGAG TGACAACTGG TAGAAAACTA TGTTATTCCC 
AGTCAACTTT ACAA 

SEP ID NO: 1095: (Length of Sequence = 387 
GATCTGGCAA CCAATTATGT AAATAGTCAT ATGAATCCTT 
-TTTICAGGTG CTCATTCTTT ACTTCATTAG CITATCTTAT 
* TTITCTGATA AAXATGGCAG TTTAGGGAAA TAAACTATGG 
ATTGTAACCT TAAACCCTTT ATCAGAACCT AAACAACTCT 
AT3AGXAATT CA3TATGGTC ACTCTTCATT TTTNTCACCT 



Nucleotides) 

TGGTGATGGT TCTNTGGGTC TIGGCCTCTT GCTAGCTGTC 
CCAGCCAGGT CCAAGAGAGA CAGGGGCAGG GTITI'NCCAA 
TATTAAATTG TCCCAAGACT CCCCCACTGC AAACCCCAGC 
CAGGAACTCA AACCAAGGTT TCTTATGTGT GCTIGAGTTG 
CAGCTANGAG AACAGAGGGG AGGGGTACAT GATAGTAGGG 



Nucleotides) 

CAGAATGGAT AACACAGCTT TOCTGACTGG TGTCAAATAG 
ATCATTAGCT TATCCICCAT TCAGGTOTAA CAGATCTTTT 
CATAATATGC TAGGCCATTC TTCTAGGCCA CGCTrCTTIG 
TCAAAAGATC TATACATATT TONATCCAAT GTITAAGGCT 
GATAATGATC TOGNCAAAAA TGTTGAG 



SEP ID ND:1096: (length of Sequence = 416 Nucleotides) 

AACTTAAAGC TTTAGAATGA TTGAGGTAGC TCAGAGCAAA AACCAAAAGG AAAGGTGATA TGTAGATGTC TGGGCACTCA 
CATCATAGGT TTGGATAGCT AGTTTAGGAG TAAGTGAAAC ATTTTAGAAG AGCATTTATG TTAACdTGA CAATAGGATC 
GGAGATTCTT AACCCCCCTT GI7UVTATGCA CCGATTGATT CTNAGTTAAA ATACACCACA GTGACAGTGA TATCATCCCT 
GTACATCCTC GCCAAGTCCT CTGGCAATGT CAGCATCX3CC GNCAGCCGCT CTGCCTCCAT CTCCCCATAC TCATTGTTCC 
CGATGGCATG TCTGATCAGC CGCCTGGOTG CATITIGGTC AGCCTCGTGG AGCCCGCTGG CTTTCCTCTG CAGCAGCAGG 
CTCTGCAATG AGNCCC 
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SEP ID NO: 1097: (Length of Sequence = 406 Nucleotides) 

CTGACCTOGT GATCCGCCCA CCTCGGCCTC CCGAAATGCT GGGATTACAG GCGTGAACCA CTGCGCCCGG CATGATTGGC 
ATTTTCGGCT AAATAGTTTC TGTCCACAGG ACQGTCTTCT GCACTGCAGG TdTITAGCA TCCTGGCCAC TCATAGTGCC 
CGTOGITCTC AGTAGAAGCT GTAGAGGATG TIGGGAAATT GGGCTGGGTT GGTCACAGTG CCTGGCATCT GTCTCAGGGT 
AAGGGCTTNG GAGGCTCAAG TGCAGAGTCG TATCTCGATG CCAGCAACAC CCTGTTGAGA AACTTTCTAC TATGGTATGC 
TCATCATTCT CTGAAGATCT CAGGGCCTGT TICTITCTTT GCCIGTTTCT CTCA LT1T1G CCTTATAATC AGTTCTTCCT 
TGTTGG 



SEP ID NO: 1098: (Length of Sequence = 326 Nucleotides) 

GGCCOGCCCG CCTCGGCCTC CCAAAGTCCT GGGATTACAG GCATGAGCCA COGCGCCCGG CCATGTAACA ACTTTTATAA 
AGTTATGATG TCATGAGTIT TGGTGTAATG TITTTCCCrC CTCTACCTAA AACCCTTCAT GCCTTCCCAT TGCTCTTAGA 
AAACACTCCC CAATCTGAAA CATGACCATT TTTCGTmN ACACCCAGAT TGCTCCAGAC 1TGGTCAGTT GGTGTCCCTC 
CAAGCTGGTC CTCGrTGTCCT TCCGNCATNC CCCTATTAGT TTTTGAGCAC CTGGACCAGT AAGGTCTTCA GTCTCACTTT 
GCACTT 



SEP ID NO:1099: (Length of Sequence = 342 
GAAAACGAAC AAGTTTCAGC AGTTCTAGCCT TTGGATGACC 
ACCACCTCAT GATTCINCAG GCCATTGCTA ACGAACAGCT 
CGAGCAATGA AATAGACCTG ACTTATGCTT CCITTCATTT 
TCCCTGGATA CCAGTCTCCA CITTGCACGC CGGAACIGCC 
TCCTTCTGTA TATTGCTATA GA 



Nucleotides) 

TATTTGAAAA CCACTGAAAG TCGTGGAGGA ATGGGCAAGA 
CATTGCTACA ACCAGTCCAG AGGTTTTATT CCCTCTACTC 
AATTTCTGCA GATAAATACT TTCCTGAGCA ATGGATGCTA 
TTGGGNCCAC AGTTACAGAA AAAATGTAAA CTCAGAGTCA 



SEQ ID NO: 1100: (Length of Sequence = 301 
ATCGCTTCAG CCCAGGAGTT CGAGACCAGC CIGGGCAATG 
TCAGGTATGG TGGCGCATGA CTGCAGTCTC AGCTACTTGG 
GGCACAGTGA GCCATCATTG TGTTGCCACTG GACTCCAGCA 
AAAGTCTTCT TTTTTTAAAA TNCTGCAATT CATGAGAAAA 

SEQ ID NO: 1101: (Length of Sequence = 300 
TTAAGTCAAA GGCTAGAAAT GATTAAACIT AGIGAAGAAG 
ATCCCTAACA GTCAGAAATG CAAAAGNAAA ATTATTCAAG 
AGTTTIAATA TTCTGGATGG AAGATCAAAC CAGCCACATT 
TCTTCAATTC TTACGANGGC T3AGAGAGGT AAGGAAGTTG 

SEQ ID NO: 1102: (Length of Sequence = 174 
GAGATOGAGA CCATCCIX3GC TAACAOGGIG AAACCCCCTC 
GGCGCITGTN CTCCCAGNTA CTCCGGAGGC TGAGGCAGGA 
GAGATOGGGC CACT 



Nucleotides) 

TGACAAAACC CAATCTCTAC AAAAAATACA AAAGANTTAG 
TAGGCTGAGG TAAAAGGNTC ACCTGAGCCC GGGAAGTAGA 
TAGGGAAGGG GACTGAGACC GTCTCAAAAA AATTAAATAG 
CTGCACTCAC ACATAGTGTG T 

Nucleotides) 

ACATGTCAAA AGCCGAGAGA GGCCAAAAGC TAGGCCTCTT 
GAAATTAAAA GTGAAACAAC CTTATTGCTG ATATGCAGAC 
TCCTTAAGTC AAAGCCTAAT CCAGAACAAA ATCCTAACTC 
CAGAAAAGTT TTGAACTAGC 

Nucleotides) 

TCTACTAAAA ATCCAAAAAA ATTAGCCGGG CGTTGCGGCT 
GAATAGCGTG AACCCTGNGN GGOGGGNTTG CACTGAGCCC 



SEQ ID NO: 1103: (Length of Sequence = 360 Nucleotides) 

ACAAGGTCTT GCTATGTTGC CCAAGCTTGT CTCAAACTCC TGGTCTCAAG CAATCCTTCT GCCCTGGCCC TCCCAAAGTT 
CTGGGTATTA CAGGTCTGAG CCAGCACTCC TGGCCCATCA CAGTCTTAAA ACCAAAAGTT CTCTGTCCGA GGAAAACCAG 



r. 
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GACTGATT3G TC3\CTCTATT TATGACTCAT AGCACITACA 
TGGCACATCA TTATCAGCAA CAGGAACAGT TTCTCTGMC 
TGGGGTCAAA GAAGAGAGGC TCTTTGCCAA CTCAGCAACA 

SEP ID NO: 1104: (Length of Sequence = 400 Nucleotides) 

GGAAGCAAGA CAAAAAAGGA CAGAAAAGCT GCTTTAGGTC TTCAGTATCT TTATTTCTCC CTCACAIAGC GGCITGATCT 
CTCTGCCTCT GTOTTCACAT ACTTAACCAG AAACGCTAGG AGGAAGITGT ACCAGTGGGA TACCTCCTTA GCTGCCAAAG 
TlTimTl'IG AGAAATAATA TTACTTTCCT CTTCTGAAAT AAAATAATAA TAAXANGANT GAAACCCCCA AACCACACT3 
TGAGTCTCAG GTIAGCATIT GAAAACATCT CCAGAGACAT TGTIATTCCT CAGGAGGTIT CCCTGACTCC TTAAATCIX3G 
CTGATGTrrC ATGGTTAATT TATTTANTTT TAATAAGGTA TGAGCAATOG AAGGGGCTGA TCATCTQAGG TTTPGTACCT 

SEP IP NO:1105: (Length of Sequence = 380 
CCCAGTCCAG AGGGTGACCA AGCCTGGGAA GGCCCCAGGG 

anTcrorcc ctcanagtgg ctggccaccc tccccactct 
cncrrGGCC gcccacagct agacctcogg cggagaggca 

TCAGCCACCG NTTP3GCATC TTGTCCTTNA GGTAGGCGCC 
TCGGACGTCC ACIATCAGGA AGNCTGCAGC CACTTATGTC 

SEP ID NO: 1106: (Length of Sequence = 334 Nucleotides) 

TCTATLTN'IT TGANTTCTAA ACCCTTGCTT TTCCCACTGC AAATTGTTTT GGCXAGAGAG CAGGCTATIA AGACATTCTA 
GCCAAGOCAA TTTCCTGAGA GTNCTGCAGG TACCAGGTGT TGCTGGAGCC CAGCATCTGC TCAGAGGAAG GCAGAGAGAC 
CCAGAGGAAC CCAGAATGAG ACACTCATTT TTGCATCCTC AGTTTCCAAA TEAATTTINT AGCTCCTGGT TAGGACCCGA 
NTTNCAGAGA CCAGGCAGCT OTCCAACAAG AATCCTCACA GGTTTCATTG TCCTCTAGGG TAGCTGCTCN CTAAAGAATA 
TTTGATITTT TGGG 



AAACTTAGCT TAGAAAATAT 
AAATATTGTA TTGATTATTA 
TCAIACAATT GCAAACCAAT 
CCTAGTCAAA TTCTGCCTTC 

SEP ID NO:1108: (Length of Sequence = 410 Nucleotides) 

TCCTGGOGAC GTGGTCCCGG TAGGAGACTT AGACCTGAGC TGGATCTGTT GACCCCAAAT TGTGCITTTC CCACCAAGAA 
GAAAGACAGG GAGAGAAACA TTAGTACAAG TNCTGAACTA AAATATAGCA GAGAAGAAAC ATAATCTCTG AAATCACACA 
GCEATTOGGT TTCAAAGCGT TCCTAGCGCC CAGCTCTCCT AACTCCT3GC CAGTCTTCTT GACATTATGG TAAIACATAA 
AGACITTGTT TCCGCTGCTG TGTGTCTCTG GGAAGCCTCT GACTCACCTC CX7IGCTCCAG TAGCACCCT3 TGCAAGCCTT 
CCAATGTCGN CCTTATTGCG TGGCGCGGAA GATAATACTT TGGATTNCTC TGCAAGTCAG AIAATAGCTG TATCCACTTA 
CTTGGCACAT 

SEP ID NO: 1109: (Length of Sequence = 352 Nucleotides) 



GGCTACTTCG GCAGGGACTT NGGCTACCCC 
CCTGGGCCCT GGAGAATCTC TAGCTTAGCT ATTTTAGACT 



Nucleotides) 

GTCCAACACC AAAATTAAAG GT1TATTATA CACAAGAGGA 
GGCCAAGGTC CTGCACAGAG GTITGTCCrC AAGGGTCACC 
OGCAGTCCAT GCTGCTGGCA CAACTCACTT GOJCAGCTNC 
TTTNTTGCCA TTCAGACITG AGTCTCCAGCC ACTCATAGAA 
TCGCCGGGCC AGAACAAAGG 



SEP ID NO: 1107: (Length of Sequence = 346 Nucleotides) 
CTCACT1TAG TTTGAGTCAA TATCTGAGAA AAAAAGAATG GAGTAAAAGC ACAGAAAGCA 
TTCCTAATTC AAAAAATGAA CAAGTCAGAT TCTGTAAAGA TATCCACTGA AATCITGAAG 
ATTAANCTGA TTGGAAAGTG ATCTTGGGTr CACAATGAGG TTGTIGAACA AGTAGCATCT 

TCAATGnrr tncatacact GrnTACAm ctttncaaaa tttgaittct TCITCGTGAT 

TCAGTAAATC TTTATCAAGT TTGCAG 
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CGCTQGTNTC TCCCACACAA ATCTTTAAGA AGTCACTGCA ATGTACTCCC CGGCTCTGAT GAAAAGAAGC CCCTGGCACA 
AAAGATTCCA GTGCCCCTCA AGAGGCTCCC TTCCTCCTGT GGGCTCTCCT AGAAAACCAG CGGGAQQGCC TCOTGCTCA 
TACCGTCTAT AACdTAGGG GGCCCTCGGG CAGGCAAACT CATCTCGCTG ATGGCTGTAG ATGCIAACAC T3GCCAATTC 
AATGNCACAN CTACTGGITA CCCCTTITGA GGGGCATTTC TCCAGACAGA AGGCCCCTX3 AAGCCTAGCT AGGGCAGGNT 
CAGAGATACA CCOGTNTTIG TCTOGAAGGC TT 



SEP IP NO: 1110: (Length of Sequence = 218 Nucleotides) 

CTTTIOTTCA TTTATINNCT CCCCATAAAA CAGTATGTAC AAGGGTTTGA TTCAGGGGAG AGAAAGGATA TAIGAAGACA 
CATTCTTCCC TCTTCTATTC TCTTACCTGG TTAGAAATAA ATAGGCATAT AGTCCNCnTT ATTATGGGCA GGAAGGTAGG 
TAAAGATCAC CTAAGTNC7TT ATGGOGTGTT GGCTITGGCA CATOGAGAAT GAGTTTTT 

SEP ID NO: llll: (Length of Sequence = 211 Nucleotides) 

TTTCcriTAT GAAGAAGCTG GCCIAGCTAG GGTIACAAAT GGGTCTTACT GAACTTAAAC AGCTAATTGC TACATCTCTG 
AAAATAATCA GAATAGAAAA ATAGATGGAA AAATTTCAAA CCCACTGTAA GAGACTAACA TAAATCCAAT TCCAAAAGCT 
GTTAATCATA CCATCTAAAA AGAAAACTGT OGACTAATCA TGTC7TITACA A 

SEQ ID NO:1112: (Length of Sequence = 360 Nucleotides) 

CCCTATAATA GTCCCCTGAA TAGGGCTAGC AGTGGGATTT TTGTCJITATA GGOGAGGAAA TAAACACTCC TTTTGCTGAC 
ACTAAAGAGC CAGGITCGGG TCTCTGGACA CATACTGCAA TCAAGGGAGG CTTAAGACAG CAGAGGCCCT CAGAGAAGAC 
GTTCATTCTC CCAGCIACIT GCTAAGCACG TNCOC7ICTGA TCTGGGCAGT CCTGGGCACA CCACTGGTGA AAATACATGG 
TCCTGCCTGC CTGCCTGGAG CITCTATTTV CdNATGGGA GAATGCIGCT CCATITTGTT ATTGGAGGAA C1T1TIGCAA 
GCAAAGCCIN TITGGGGAAA AATGGCGGGC TAGAAACCIG 

SEQ ID NO: ill? : (Length of Sequence = 448 Nucleotides) 

GCGGGTACTG CGTTACTGAT TAGAGTTTTT NCCCTGCOGG AGGTCGGATA CAOGGTAGCA TCATGGTCGA GGAGGTACAG 
AAACATTCTG TACACACCCT TGTOTTCAGG TOGITGAAGA GGACCCATGA CATCTTTGTA GCTGATAATG GAAAACCTGT 
GCCTTTAGAT GAAGAGAGTC ACAAACGAAA AATGGCAATC AAGCITCGTA ATGAGTATGG TCCICTOTTG CATATCCCTA 
CTTCAAAAGA AAATCTTAAA GAGAAGGGTC CTCAGANTGC AACGGGATTC ATATGTTCAT AAACAGTACC CIGCCAATCA 
AGGACAAGAA GTTGAATACT TTGTGGCAGG TACACATCCA TACCCACCAG GACCTGGGGT TNNTTCTGAC AGCAGATACT 
AAGTTCCNGA GGATGCCCAG TGATCAGNTG CACAGTCCTA GOGGIGGC 



SBQ ID NO: 1114: (Length of Sequence = 268 Nucleotides) 

GGCCGCCAGG TGGTGCCATG NTCTTNT3TN CIX3TGCCTOG GGCGATGTGG TCATCAGCCT GAGACCCAGA TAGGCIGAAC 
CCCGACTGAT GTAGGTIGOG CACAGGAGGG AOGGAGATCT T3CCTGGGCA GGACGOGCGG GCCGGAGCGC CACTCCCIGG 
CTTGGCAGGC ACCATCACCT CGTGGACGGG CCOGTOATAC AGCCCACGGG GCACACCGTG GNTTCINOGN CAGCCTGnTG 
CGAGCITIGA TCCTCTTGTA GACAAAGT 

SBQ ID NO: 1115: (Length of Sequence = 342 Nucleotides) 

ATCAGTGCCT TCTTCAGCTC TATCTGGGAC ACCATCTTGA CCAAACACCA AGAAGGCATC TACAACACCA TCTGCCTGGN 
AGTCCTCCTG GGCCTGCCAC TCITGGTCAT CATCACACTC CTCTTCATCT GTTGCCATTG CTGCTGGAGC CCACCAGGCA 
AGAGGGGCCA GCAGCCAGAG AAGAAAAAGA AGAAGAAGAA GAAGAAGGAT GAAGAAGACC TCTGGTTCTC TGCTCAACCC 
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AAGcnrcrc cagatggaga agagaccatc actgccigtt tagteaggca ggaangcaga gctgttitoct ttctcgggct 

AAAGNCTCCT TCIGACCACA ca 

SEP ID N0:1116: {Length of Sequence = 416 Nucleotides) 

CACCnTGGG AGGTAGGGAT CAIAGTTCCA CTTCATTGAT GAGGAAAACT CTAGTGCAGA GATCGCATAC ACTCTCCAAG 
AACA2GGTGG TGGATGGAAC CCAAACCCCA ACTTTTGCTC CCATCTNCTC TOTCCACTGG CTATCGCTCT TGCCCCTGTG 
TACAGATACA GGCTCIGGAC AAGTTCACCA AATCCCTTAG GdTCAGCCC CCTCATCTGC AGAAIACTGG CT1GGA3TCC 
ACCATCTTCA AGCTCCCTGC CAGCTCTNAX TTATTTAAAT TTGGATTTAT TAAGCAGGAA AAAAAGEAAT GGGAGTITGT 
GGGTACCAAT GGATTAAAGG GGCTflAAATC TGOJGGCTNG TGAGTAAAAT TAGQCTGCCC AAATGG 

386 



AAGGACCGGG ATTCTGATGA AGCCGTCTTT CTCACTGCCT GAAGTTTCCC TITGGAGTTC CAAAGTAAAG GACACATAAG 

CAACACTTCC AAAAACAAGG gaacaagcts gtteattgta aaaacaggaa atcctgcatg tcatpgagaa ctattteaat 

GCAGCTATGA AAAGGGAAAA AAGTGCCCAG TTCTTGhTVr CTTAGATACT GAAGAGGAOG TAGCATTTCA TITATCAAAT 
AIAAGGAAAA TTATTCACCA TTITCAAGCT CACCCTAGAC TATGAAAATT ATATTCACTG CAGAGCAAIT ACTTC3X3TCA 
TTACCTGAAG TGATCAGTAT CTATCITCCr TGTCAXAGCA TGCATCTCTC AAAAAGGCCT CCACTCCTIT CXXTCACATC 
TGTGGTCATC AIGATT 

SEP ID NO:1118: (Length of Sequence = 379 Nucleotides) 

GACAGCAGOG TGTCCAGGGC GGCTCTGGAG GICTTOGGGA AGCTGAAGGA CCTAAACTGC CCCTTCCTOG AGGCTCTCTA 
TATCACAGAG CCAAAGACAA TTCAGGAACT GCTCTGCAGC CCCTCAGACT ACOGCTTGGA GATCCTAGAG TOGATGTCIA 
CCOGGGTCTG GCCCTCACIG CAGGACAGGT TCAGCTCACT GAAAGGGCTC CCAACAGAGG TGAAGATCCA AGAAATGACG 
AAGCTGGGCC ACGAGCTGAT GCTGTGTGOG CCAGATGACC AGGAGCTCCT CAAGGGCTGT GCCIGOGGCC CAGAAGCAAG 
CEACAdTCA TGGACCAGriT GCTCGATACC ATCCGGAGGC CTGACCAITG GCTGCTCCA 

SEP ID NO:1119: (Length of Sequence « 233 Nucleotides) 

CAATATTCAA GAGTCTTEAT TGAAGACTTG AGAIGGGACT TCCAACTCAG AGGATOTGGG AATCCCAGCT CAAATCATAC 
AGGATAAACT GGGATGGGCT AGGATGGACA GGCTGTGGAT ATGGGAGTCA TGGGTCAAAG TCTTATCCCA GATGGCTCCA 
GCTACAGTCG GCTTCCIGGG CTGGAAGCTG GGTCCTCCCC ACTTCATTCT GCTCAAAGCT TCTTGAAGGA GCT 

SEP ID NO:1120: (Length of Sequence = 325 Nucleotides) 

GAAAAAACAA CCATACCCTT NCTTTTGAGG AAAACTTACA AACITTATAA AGAATAAACA TGAATCINCT TAGAAACTTC 
CAAGATAACA TACACAACTG ANTCACCTCT TCATATATAG GCACCACACA CAXAAAGATG TAGCCTAAAT CACAATCACT 
TCTCACCAGG GATGGAGAXA GGAA3TEACA TTCTTGACTT CATTAACTCT CTAAITTGGC AAAAACCTCC AAGCCTTITA 
TACACATGCT GCGTCTAGGC CAGATCTCAC TCATTCTEAT AATTGTGCAA ATAATATGGA GACCAAAAGG GCAGGGTnT 
CATTT 

SEP ID NO:ll2l: (Length of Sequence = 161 Nucleotides) 

ATTAGrEAriT TTGTCTCTAT GTCCEAGCAC TGTTCAACAA CAAATCTINC TAGITCTICT TAATTTTNAT TTGTTATACA 
ATGGAAGCAC AATCTTATAA GGAAAGCTAA TTITAAGCTA ACAACCAGTG CACAGCCTCA GGTTITAAAT TACAACCACA 
G 
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SEP ID NO: 1122: (Length of Sequence = 181 Nucleotides) 

CATCrnTTA CATCAAAGTA CTACCAAGTA AAGAATITAA AAATTACTTG TCTAGTCATG ATATATTTTC CTNCTGCTGC 
TGAAAAATCC CTCTCTTATT ATITCATG1N CLTITATCAT TCATTPGATG ACACPGACAG CAACTIGCTG AACAAGTTTA 
AGAATAGCTG ATATTTACTG A 

SEP ID NO: 1123 : (Length of Sequence = 174 Nucleotides) 

CCCTAGAGTT AAATITCACC CATGAAACRT CAGCCACATG TCATATCAAT TCAACTGTGT AACATTGATA TAATCGGGTA 
CACCACAGCA GCACTGACAG AAACAGAAAT GATTCAGAGA AAGCCAATTA AAACAGCCAG GGGATAAAGC AGATCTGTAT 
GACATTAGCT TTTT 

SEQ ID NO: 1124 : (Length of Sequence = 232 Nucleotides) 

CTTITAGCAG AGACGGGGTT TCACCATCTT GGCCAGGATG GTCTCTTGAC CTCGTCATCC ACCCGCCTCG GCCTCTCCAA 
CTGCTGAGAT TACAGGCATG AGCCACCGOG CCTGGCCCAG GGAAGGCATT TTCNAAGAAA TAATAGTTGA ATTGAGATCT 
GATAAAAGAA GTAGGAGCAA AATNGGGGGG GTGCAGTl'lT CCAAGAAGAG AAGACAGTAC ATATAAAGGG CT 

SEQ ID N0:1125: (Length of Sequence = 233 Nucleotides) 

GATACTATCG GTTCACTGAC ATAGAGACAC AATTCAATTA GCAATGAGCT TCACTCAGGA GCCAGAGAAT GGGTTINTOT 
CIAAGAGATG TTTTAAGTAA CATTCAAATG GCACTGCTGA TTGATACCAG CATCAGGAAG CIGAGGACAA GAGCTCTCTG 
AGAAGGAAGT TGCCATATTA CAGAAGTGAG CTGACCAAGC ACITNTICTA GGTCTGTACA TITAGACATT AAT 

SEP ID NO: 1126: (Length of Sequence - 258 Nucleotides) 

rrrrmTXT tcctaggggc ogcaagaogg ctaatttatt ataattcctc cgccgcactt gccctctggc gcca. oo/cgc 

AGAACGGAGC GCCCGGGATG CAGGAGGAGA GCCTGCAGGG CTCCTTCGGT AGAACTCCAC TTCAGCAATA ATGGGAACGG 
GGGCAGCGTT CCAGCCTCGG nTCTATTTA TAATGGAGAC ATGGAAAAAA TACTGCTGGA OGCACAGCAT GACTCTGGAC 
GGATTAGCTC CAAGAGCTCT CACT 264 



CTGTGAATAG GCAAGCACTT TCITHbTlXJi' ACTAAGGAAC 
CTCTCTTGCA TCAGCAGAGA TAGAGGATCT TGCACAAACA 
TIGAAATTTA CTGCTGATAG CCACTTGGNC ACACCTIACT 
TCAAAGAGNA TTAACCACAG TAATGCATAG CACTCATACC 
G 



TCAAAATCAT AGGCITTTTG TCACCATGTG CTTCCAGGNT 
ATTAAATGCT CTAGCCATAA CTACTGCAAG TTTCCNTTGC 
TCCAGAGGCT AGGAAGTACA GTITTCCCAC AGTCTAAGAA 
ATGGATGACT GGATAATTTT AAAAGAATGG GAATATGCAA 
321 



ACAGCTCAAT GACTTATCAC AAAGCAAAGC CCCAAGAAGT 
AAATCTCAAA TTGACATCCT AACACCACAA CTAAAGGNTC 
ACAAGAAATA ACCAAGCTCA GAGCAGAACT GAAGGGAATA 
AGC7IGTTTTT TTGAAAAA 

SEP ID NO:1129: (Length of Sequence = 163 



CACCACCCAG CTCCAGAAAT AACACATTGA AAAGCTAGAA 
TAGAGAACCA AGAGTAAACA AACCACAAAG CTAGCAGAAG 
AAGACACAAA AAACCTTTAA AAATAGTCAA TGAATCCAGG 



Nucleotides) 
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CAGTCGTACA GCAGCAGCAG ACACGCATCG CAGAGCTGGA GAAGACGTCA GCTGAACACA AACACCAGCT GGOGGAGAGA 
AGCAAGACAT CCANCTGCTA AAGGCATACA TGCATGCAAT CCGCAGTCTC AACCCCAACC TTCAGAACCT GGAGGAGACA 
ATT 

SEP ID NO: 1130: (Length of Sequence = 382 Nucleotides) 

rnrrmrr TrnTrnrr TTTrrrmT tttitactgt tcaaacagca atgtttagit gtacaacaca taaagttctag 

CAACAATTAC AGGNCCAGTT TCACTCTCTG TITCCITGTT TTCAATTGGG AAATTTAACT CTAATCTCAC CCTAAGATTG 
GCTGGGACTG CTAACATITA AGAAACGGGT TGTOCITCCA TCCCCIAGGC GTGGGCCTCT TGCTCCATCA GGACTTGG1T 
CTAGATGAAT GGCCCACAAG TCACCAGCCT TTGAGCAAGT TCT3TCCAGG TGGAGACAGG AAGAGGGTGG GCAAAGGGGA 
AJTCTAIAAA GACACACTGT NTGGGGCAGT GGCACTCAAC ATTCGCAAAC ATTCATGCAT CT 



SEQ ID NO:1131: (Length of Sequence = 406 Nucleotides) 

ATGCTAATTC AGGCTCCACA GATAGTNCTG GTCATGGGGT TACATTTCCA TTTAAACCAG AATCCT3GAA GCXTACTGAT 

actcaaggta agaagcagta tgacagggag 'itlvinclgg adtccagttt catgcctgcc tcta3acaaa aaccagaggg 
ccigcctcct atcagtnatg tggttcttga caagatcaac caacccaaat tgccaaigcg aactctggnt cctogaattt 
tgcctogagg accagacttt acaccagcct ttnctsattt tggaaggcag acacciggtg gaagaggcgt accttttttg 
aatgttgggt caogaagatc tcaacctggn caaagaagag aacccagaaa gatcatcaca gttctgtaaa agaagctgta 

CACCTG 

SEQ ID NO : 1132 : (Length of Sequence = 400 Nucleotides) 

ATTnTGGlT ACTTCAGGCA GGAGGGTAGA CATAGCACTT ATCTQGAITC GATGTAGCCA CAGGATEAGA ATTGTTCGGT 
CATAAAAXAT GTACATGTTC AGCTTTAGTA GATCTTGCCT AGAGTTTAAA AAATTAAAAA TTAAAATATT TTTTAAATTA 
CAATAAATTC AGCTAATTTT AATTTTAGAT AATTTTTATA ATCIAGTTGA TCTTGGITTT AACCAGAGCA TCINGCTGGA 
TTTTNCTCCC CAATCGAACA CAGTAGAGAG AGAAGGTGGC GGGTTCTTAG TGATACCATC CACTTTTTTT TAGAACTTCA 
CTGCTGTATC CCTTCATTTA CAATGTATCA TGAAAAATAC TAAAGAAGGG ATNGTGCTGG TGGTGAGGGA GGCAGGAGAG 

SEP ID NO:1133: (Length of Sequence = 347 Nucleotides) 

CCCAGGGOGC GCCATCCATG GACGAGCTCA TCCAGCAGAG CCAGTGGAAC CTCCAGCAGC AGGAGCAGCA CTTGCTGGCG 
CTCAGACAGG AGCAAGTSAC AGCGGCOCTG GCCCACGCGG TGGAGCAGCA GATGCAGAAG CITCTGGAGG AGACCCAGCT 
AGACATGAAC GATTITAACA ACCTCCTGCA GCCCATCATC GACACCTGCA CCAAGGACGC CATCTOGGCC GGGAAGAACT 
GGNTGTTCAG CAATGCCAAG TCCCCGCCGC ACTGTGAGCT GATOGCCGGN CACCTCCX3GA ACCGCATCAC GGCINATGGG 
GGCACACTTC GAGCTGCGGC TGCACCT 

SEP ID NO : 1134 : (Length of Sequence = 389 Nucleotides) 

GGTCCAGGCC TGCAAGACTT GCCTAGTGAG AAGATATAGG AATGGGAACC CAGGTAACAG TCTGGCCACT TTNCCATAGG 
GCTGCTGCAG TATGCCCAGG GCCCGCTCCA GTCTCTAGTA GCCTCANATT TTCCAGTACC TGGAGTTATC ATCAGTGAAG 
CCICTGAAAC AGCAAAGATC GCAGCCEACC GCTCCCTTTG GAAGCTCTGC CCTAGGGAGG TATGAATGAN CTTNTTGCTG 
GCCCAAACAC ACCICTAGGA GCTGGCINGA GACCCCAGTT TCGAGGITTT GCCCACTGAG GAGGAATGGC ATTGGGAAAG 
TGCTTAAAAA AGCAGTCTGG GCCTCATTTT TATAGAGCAG CTGTGCTAAT GCTGAGGGCT CCACAATCA 
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SEP ID NO: 1135: (Length of Sequence = 402 Nucleotides) 

GCAGAGGCTT AAAGAGTCCT TATTCACTGA GGCTTGCCCT TOCTTACTCC TTCCTGGGAA CCCATTTGGC AACAAGTCGAA 
GAAACCXAGG CCAGCCINCT TCAAGATGAG GGACCAACGG AGAGAGAGGC TCTGCTCTCC TAGCCCTCCC ACAGAATAAG 
TAAGCCTAGC CAACACCAOG T3GAGCAGAG ATGAACCATC TCAGTTGAGC CCAGCCCAAA TTGCTCACCA AAAGAATIGG 
GAACAAATAA ATAATTATTG ITITAAGCTA CIGTGTTTCT GGGIGGTTTT CTATATAATA GTAGCTACCT GATACATTGG 
GATGACCCCA ATTACITGAA CTTCTCriAG GOCBalTlTA TCACGTGGAA ATAGGGGATA ATHTAGTAA TTTNGGGTTG 
CT 



SBQ ID NO: 1136 : (Length of Sequence = 381 Nucleotides) 

CAGGT3CGAG CCACCACGCC CAACCCAGAA CTCTTITTAT TTTGCAAAAT TGAAATTCTA CCCATEAAAT AGCAACTCIN 

crrrrcccrr ctcccccaag cccttggcaa ctgcitttcc atttciatca caatctctac tctagatacc tcatagaggg 

TCAATCA1AC AGTATTTGTC CTTITATGAC TGGdTATTT CACTTAGCTG CTATATTATT AATACCAGCT TTCTGGGGAT 
ATAATTCACA AACTGCAGAA TTGAATGGTT TTNAGTCTAT TCACATOGGA TATGTTTTTG AAGAGACAGT AAAACCAATC 
CTTTTTTCCT TAGGTTCTCA GACACACACA TGCTTCTITA TCTGGCAACT CCCCTTATAA A 



SEP ID NO:1137: (Length of Sequence = 325 Nucleotides) 

TAriTi/riGT ATAGACAGGG TCTTGTTATG TTGCCCCGAC TCGTCTCGAA CCCCTAGPCT CAAGCCATCC CCXTDGCCTTC 
GCCTTCCAIT CCTCIACTIT ATACCAOGGT TATTCACCAA GCTIGTCTTT GTTCAGTGTA CTTCCTCATG GAAAAACTGA 
GGTGATATTT ACCCTGGTIT TTCIACCAGT GTTGTAACTCT CGCTAGTACC AGCTCAAAAA ATAAGAAATC AATAAATCAG 
TGATCACEAT CACTATGTTG CTCAGGCTGG ACTIGAACCC CTGGGTTCCA CTGATCCTCC CGCCTCAGCC TTCCAACTAG 
CTGGG 



SEP TP N0:1138: (Length of Sequence = 422 Nucleotides) 

CAACACACAT TAGCCTTAAC AACAAAGAGC TAATCTTATC TAAAGAACTC TTACAATTCA GAAAGAAAAA GATCCTAGTG 
AAAATGIGGG CAAGAGATAG CAAAAAACCA GCCATATCAT AATAATAGTC AATAAGTGAA TCTGAATGAT GTTATCTNCT 
TTTCTCATIT TAGAAATACA AATAAAAATG ATGATGAATC CNCTTGCTTA CTAAATTAGC AAAANCTGGG AAAAGATGAT 
GATATTCAGG GTCAGATAAA GGGAAAAGGG TGCCCTTCTA TTGCAGTTTG GAAACTAAAT TGGCAC7TGAC TTTTAGTGGG 
GATACTCTTG TAATATGGGTT CAAANGTCTT CAAATCCTGT CTACATTTTG GGGCCTGCAA TTCCACITCT AGGGATTTAT 
TCTAAGGAAG TACCTAAAAA AT 



SEP ID N0:1139: (Length of Sequence = 367 
ATACCGAGAA GCATGCAAGC GGTGGCTCCA CCGTCCACAT 
GATACACTCA TTCAATTQGC CAAGGTATIT CCCAGCCACT 
TOGGGAAAGG GGCAATAAGG CCTCTAGCCC ATGCTCCTCA 
TATTCGTAAA ACIGGACAAC ATGANTGTNA GCOGGAAAGG 
GCTGAGGGGG TAAACdTTT NCATACAGCC TTCGAGGCCT 



Nucleotides) 

CCATCCCCAA GCTGCTCCTG TTGTCTGCAG ACAOGTTTTG 
TCACACAGCA GCGGACCAAA GAAACAAACT CTGAGAGTNA 
CAGTCCTCCA GCAGTT3GCAT TTGCACAGAC TTCIGGGACT 
CAAAGAACTC CGTCGAAGTC AGTGCCACTG ANGCGCTGGC 
CTCCACT 



SEQ ID NO: 1140: (Length of Sequence = 412 
ATCCAAAGGA TATAGGCAAG CATCAGATAC AGCCAAAGCA 
CCAAAAGTAT CCCTTINCTC CTOGTTACAG TATCTTTIGG 
AATATCTTAC AAAAGGAAGT CATITCCATT TTCTAACATC 
TAATCTTCAT CCAACTACAC CCCATGAATT TNAGGTTTAT 



Nucleotides) 

TlVrmCCT AAAAGAGTCT GAACGCATCT NATGCAACAC 
CITTGGAATA AATGATTACT TATTGAACAA TATATGGAGA 
TTTTACATIG CACTAATTAC ATGGTTTAAA TGACTATCCC 
TTAATCAACC TAGTTAGACC AGATATATCC TTCTAAAATC 
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AGTAAAXACC ATTAACAIAT TINCAGANGG CCTGCTCTAG GGTCATTTAT 



ATTTOIAGAT AGAGGAUTCT OLTX1T1X3CT 
TCCAGGGCCT CT 

SEP ID N0:1141: (Length of Sequence = 410 
GITAACCTGT GGOGOGCTCC GGGTATCOQG CGCCTGANGT 

TCTc&nrar cagagigaac cgctgtggtc cccgantigg 

GTCAAACAAG AATGGGAIAA TACOGIGACX GATCTAACCX5 
AATACACAAA TCGAAGAATA. GAGCATTAGT ACACTGGGAA 
AAOCAGNAAC TTTAAATCTT GAGAAAAGAA GATINGTLTA 
GATCTGITGG 



Nucleotides) 

TTTAGCTCCG G1GG0QG0GG CACTCGGGAC G3ACINAAGA 
TGTAAGAAAG ACACOGAAAG TAAAGAAGAA GAAAACTTCA 
TTCATOQGGC AACTCCIGAA GATCTGGTAC GCCGTCATCA 
CTCCAAGAAA AAGCTTTGAA GAGAAAA3X3G AGGAAGCAGA 
TCATGAAGGA GGNTTCTITC TGATCAATAC CAGA1GCAAA 



SEP ID N0:1142: (Length of Sequence = 392 Nucleotides) 

•rrrrrrrrrr TTTTTrrTTT tittccnggg attgaatgtc titattaaat aaacgagtaa atggtagcac aaatcaccat 

CAATATTTTT GGAAGGATTC GGGACAAGAT GTCGAGTCAG AATAXAATIN TCX!ATTTCAG GGTCICAATC TAGCTCAAGA 
ACTCTC3CCCA OTGATCACTA TTACXTTATTG CAAATOCAGG AGGTAAGGCT AAAATAGGAC TTATCCCCTT CAGAAGATIG 
ANTITGAAAC CTTAAAAACT ATCATAATAG TAGGAATGCA TGTTAAGATT TGATAACTTT CITEAGCTAG ACTTTTCAAC 
OCACAGTEAG GAGCAAAGTT GTAAAGTGAG TAGGTNTGAA GAAGGGACAC TCTTITGAGA AAAGAAA2TN GC 



SEP ID N0;1143: (Length of Sequence - 200 
ACTTCCTCTC TCCTGGCATC TGCTATAAAA ATAAGAAGGA 
CCATICTAAC TGCCATGAAA ATAAGCACTG CTCCATSAGA 
GGCTGTGGGC ATEAITTAAA ACACACACAC AAAA3TTACC 

SEP ID NO: 1144: (Length of Sequence = 333 
AACAGAAGCA TGTTATITCA TTCCCATTCC CAGAAAGGGA 
AGAGAAACTT TCTTTTCTGA TATGAACTAT TGCAGATCTT 
CCAACACICT AAACTCAGTG AAAATAGTAA ATGATTdTT 
TITITAACCA TAGGAACTCA TTTCCCTCTA GCTCCTTCCC 
AAXAAAAAAC TAG 

SEP ID NP:1145: (Length of Sequence = 225 
TQGGTTTCTG ATCCGAGAAA AAITCAAAGA CAAACATGGC 
GCAGTGCTGA CCTCCAATCC ACCCCACCCC AAGGCAGCCC 
CACTCAGGAA GCTTCTTCAA ACATATGACT GCCACACCCG 

SEP ID NO:1146: (Length of Sequence = 223 
AAGGNACAAT A2TATICTAA ATAATTTAGA TTTGGAAGAC 
AGGTTACCAC AACTCAOGNT GGCAATTACA CCIX3CTATGC 
GTGAATCTCC CTCCAGTCAT CCGGCTGTAT CCAGAGAGTC 



Nucleotides) 

GCAAATATTC TIGCCTCTIT TTATCACCTG ANCIGAAAAC 
CCAATGCCCA GAAAATTCAG GCEAAGATTC CTGGAAAGIG 



Nucleotides) 

GTEAATCAAG ATAAAAA3TT ATTTTTCAAG GTCTTTATTG 
TTTATAAATA CTTTCASTAA AATGAIGTAA ACAGTAGTAC 
TATTACTAAG ACTGTCATGC AITCT3AAGC AGTTGGCTIT 
T1X1TACTCTC CTGCTCAGAC CA3TAGTAGG TACITTGTTA 



Nucleotides) 

TGGGGGAAGC AAAACGCTGA CACACAATTC AGCTGGCCCA 
TTTCAATCCA AAGTCGACAG AGTGGGCCIT ATCCCAGANT 
CCCCCAAGGT TCAGAAACAT CTTCG 

Nucleotides) 

ATCAAIGACT TTGGAGATCA TGGGTCCTTC TATATTACTA 
AGATGGCTAT NAACAAC2JCT ATCAGACTCA CATdNCCAA 
AGGCTAGAGA GCCIGGGCTA ACT 



SEP ID NQ:1147: (Length of Sequence = 389 Nucleotides) 
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ATTTCAGTGG CCATTAAGAC CCTGAAAGTT GGCTACACAG AAAAGCAGAG GAGAGACTTC CTGGGAGAAG CAAGCATTAT 
GGGACAGTTT GACCACCCCA AXATCATTOG ACTGGAAGGA GTCGTTACCA AAAGTAAGCC AGTTATSAIT GTOACAGAAT 
ACATGGAGAA TGGTTCCTTG GATAGTTPCC TACCTAAACA CGATGCCCAG TITACIGTCA TTCAGCTAGT GGGGATGCIT 
CGAGGGATAG CATCTGGCAT GAAGTACCIG TCAGACATCG GCTATCHTCA CCGAGACCTC GCTGCTCGGA ACATCITCAT 
CAACAGTAAC TTGCTGTGTA AGGTTTCTAA TTTCGGACTT T0G0CT3TCC TGGAGGATGA CCCAGAAGC 

SEP ID NO:1148: (Length of Sequence = 386 Nucleotides) 

ATTAATTGCT TGCCATCATG AGCAGAAGCA AGCGTGACAA CAATTTTNAT ACTGTAGAGA TTGGAGATTC TACATTCACA 
GTCCTGAAAC GNTATCAGAA TTTAAAACCT ATAGGCTCAG GAGCTCAAGG AATAGTATGC GCACTTNATG ATGCCATTCT 
TGAAAGAAAT GTPGCAATCA AGAAGCTAAG CCGACCATTT CAGAATCAGA CTCATGCCAA GCGGGCCTAC AGAGAGCTAG 
TTCTTATGAA ATGINTTAAT CACAAAAATA TAATTGGCCT TTTGAATGTT TTCACACCAC AGAAATCCCT AGAAGANTTT 
CAAGATGTTT ACAXAGTCAT GGAGCTCATG GATGCAAATC TTTGCCANGT GTTCAGATGG GGCTAG 



SEQ ID NO: 1149: (Length of Sequence = 364 Nucleotides) 

GGCAACAGGG TCAGACTCCA CCTCAAAAAA TAAAAAAAAA GAAAGATATT A3TCAAGAAA AGAACTTAGG AGCCAGCTGC 
ACTGGCTCAT CTCTATTATG CCAGTACTIT GGCVGGCCAA GGCACJTAGGN TCACTTGAGG CXTGGGAGTTC AGAGACCAGT 
C7GGGAAACG TAGCAAGACC TOGTCTCTAC AAAAAAAGTG TTTAACAAAT TAGCTCAGTA TGGTCGCACA TGCCTGTAGT 
CCCACCTACT CAGGAGGCAG AGGCAGAAGG ATCGCTCGAG CCCTSGAATT CAAGGCTGCA GTGAACTAAG ATGGTGCCAT 
TGCACTCGNG GATGGCTGAC AGAGCAAGAC TCCATTGCOG CCAG 

SEQ ID ND:1150: (Length of Sequence = 267 Nucleotides) 

GACAGCTCTA ATCTAAGCTT AAATAAACCC CCCGGAGGCT GCACAATTNC TTGGCATCTC TCCCCIGCCC TCTCCATCCG 
CATATTCATT TTGGAGTTTG GAGAAGTATC TAGAA.TCINC TCCCACCCCA AAATGCCCAG CAGAGCCCCC CCGCOGCCCC 
OGCACCCCTT GGAGCTGCGG CTTGCTGAAT CCTTGAGATG TCTGANACTG TCGGGCTTCC CTACCTAGTG CITCAACCAG 
ATCACCTCAC TTITGAGTIT CCITCCT 

SEP ID NO: 1151: (Length of Sequence = 386 Nucleotides) 

GGAAGAOGAA QGAGGACTAA AGGCATGTOT CACATGGCAG CAGGCAAGAG AGCGICTGCA GGGGAACTGC CCCTTATGAA 
ACCCTCAGAT CTCGTGAGAC TTATTCACTA CCATGAAAAC GGCACAGGGA AAACCTGCCC CTAAGCTTCA C7ITACCCCOG 
ACAGCTCCCT CACATGACAC ATGGGGACTA TGGGAGCTAT AATTCAAGAT GAGATTTGGG CAGGGACACA GCCAAACCAT 
ATCAGATACT TACCACATTA GACACTGACA GACAGCTCAC CACAGATTCT GGGCTCTATT CAAGGTCTTG ACTITGATCT 

TirrccAGTr gtaaatgttt catccaaaaa aactgtcatt TTGGCATAAC TTTTITCAAG agttgc 



SEP ID NO: 1152: (Length of Sequence = 239 Nucleotides) 

GCAATCITIT GAGIGACTTA CITTGAGTCT TTGTCACCIT TCCTCTGATT TTTICACATG GTTTAACTCA CTGTACCCAA 
GAGTEACTAGG TGCACTCAAT TCTGCTATTA ACTCTATAAG CAAGTOCTTA AGAAAGTCTAA TGTTAAAAAA TAATCITAAA 
ATTCTCTTGA TAGGAAAAAT GTATTTGAAA TTAAAAAAAA TTCITATGTT GACITCITGG TTTTCAAACA ATGAATATA 



SEQ ID NO: 1153: (Length of Sequence = 275 Nucleotides) 
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CAACCTCCTC TTCAGTGTCA. AAAAAGCCAC GGTTAGACCA GAITCCTOCC GOCAADCTTG ATGCAGA3GA CCCTCTAACA 
GAICTATOTT TICTITCCTC CTTECA1CTC TAAIAATTGA TITACCAICT TtTICTAAAA TACTIGTEAT CTCTTINCTr 
TAAGAAGTGA CAIAXAITTA T3TTTAGTTA CTGTEAXTCA AAI3VTAGCCC TGACCTCAGT GCXAAACTTT AIAGTTCATT 
TTAAAATCAA AAGIATEATT TTGTGGGACT TTAAG 

SEP ID NO: 1154: (Length of Sequence = 203 Nucleotides) 

CCXAAAICIT AAACCTEACA ACAGTTAAAT AAGACCCCTX TCAAAGGGAT TAACACACTG AATATTATAT ACAIACAGAT 
TCVXAHTTAT GOGCTATACA CATATATGOT CTTTATCICT AEAIAAAEAT CTQATGATAA TGATAAAAGG ATAATCATEA 
CAOGEAGGAT AAACATXTAT CAAAAATTCT ACTAXAAATA AIA 



SEQ ID NO: 1155: (Length of Sequence = 343 
GAAAACAAAA CACIAAGCTA TITIGGAACA ACIGTTCEAC 
CCAAATAGGC ATl ' l ' lTA GGC ATTAACCAAA AAAGAGAATC 
CTTCATAAAG GTA3X3CTTCC TTTCA3TIGA NTACATITCT 
AAGITAACTC TEAACAATGA ATATACATAG TTAACCCEAT 
TEA3ATGGTT CCATTTCATA AGG 



Nucleotides) 

ACAGAAGAGA GCTTCTCTTA ATTTAAAAAA AAAAAAAATC 
CAAATGAAAT A3TOTACTTG ATGTTCAA2T TTAATAGCAT 
GNACATCTAT GTTATAAAAT CCAGOJAACA GCCAAACCAC 
AGEAAGCAGC CCdTTGAAA AGCACIGATG CACCCAACAN 



SEP ID NO: 1156: (Length of Sequence = 396 Nucleotides) 

CCCACCAATT GCCATTAAAC CTCCCAATCT TEACTGGGAG GNTCTCTACT TACTSTTTCA AGGCAAAAAG AIGATTAANC 
TATCTCBCAX GGTICTAATT T3GGCCEAAA ATAAATCACT CEACTGCTAG CATITCATCT AGGCAGGTCC AAGGAAGACA 
GA2TICTAGA CAGACTTGGG AAAAGGGTCA AAGAGCCAAT GAGTCTCCCT ATCCTGAGGG ATCCCTTGAC GGAGCCACAG 
CATCANCTCA TGTTITCCTG AATCCATCTC ACTTCATGTC ACAGGAIGGA AATGCITCCT TTCTTAGCCA GTOTTGCTTG 
TAACGAGTTG CCTGCAGCTC AGGGAAGGGA GCAACATGTA CTGCTTTCTT GCTTCCTGTA TAGAGAAGGC AGGAAT 



SEP ID NO: 1157: (Length of Sequence. = 269 
CAGGGTCTCA ATCCCTCTCC CAGGCTGGAG TGCAATGGCA 
TGATICTCCT GCCTCAGCCT CCCTAGTAGC TGGGACCACA 
TAGAGACAGG GCTTCACCAC GCTGGCCAGG CTGCTCTCAA 
AGIGCTGAGA TTCCGGCCTG AGCCACITG 



Nucleotides) 

CAATCTCAGC TCACTGCAAC CTCCACCTCC CGGGITCAAG 
GGCACTCGCC ACCGCAACCA GCCAACITIT CTATTTCTAG 
ACTCCTGACC TCAGCTGATC TGCCTGCCTC GGCCTCCCAA 



SEP ID NO: 1158: (Length of Sequence = 190 Nucleotides) 

CTTATTAGTT AATTCCAOGG CAGATTTTCA TTTCEATOGA ATATAITATA TOEAGAAACT AGGGCCTTAA ATAATTAAGC 
TGACTTTNCC TATTAGTTAT TCCTEAAGAT AAAATTATGC TGCTGAAAAT NACTCTNGAA TITCTCAAGA AAITAAGCTC 
TATAGAGGCA TAAGTAATOG AAAGACITIT 



SEP ID NO: 1159: (Length of Sequence = 340 
GGGCACTGAC TTCCTGGGAG TGTAAGCNNC TCACCTCGAC 
AAAGCTdTT CITCATACCA GACCACACAT GTCGCCCAAG 
TTGTTEACTG GTCTGGCATC ATCTATATCT ACTTGGCTIG 
TTTOAIGAGT TAACCTTATG GGGTGAIGGG ATTTATCGGA 
G330AATCC CTAATTEAGG 



Nucleotides) 

CCCACAGCCA GTGAGCAXTA GTGCTTAEAT TCCATCCTCC 
GAGGGATATT TACTCTGCAC TTTTAGAGTE CTAGAAAACA 
ATTTGGGAEA GAGTATAATC CEAGTCCTOG ATGAAAGGAT 
TEATTTCCAC CCTTAAAATC ATITICTGGG GAAAAAAAGTT 
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SEP ID ND:1160: (Length of Sequence * 215 Nucleotides) 

GTAAACAAAT CAATTAACAT GATEATCCCA GACCTTTCTT TTCTTACIGG AAAAAAGAGG GCATTAAACT GGATGATGAC 
AATAACACCA TAACIACAAG C1T1TATAAA AGTCCTTEAT ATACAGTGTT AATACAGTGA AAGNTCAACC TTATTGAAAG 
AGGTCTGGCT TCTGCCCTCA GCTACTGGGA AACAATCACT AGGCCTCIGG CATCH" 

SEP ID N0:1161: (Length of Sequence = 298 Nucleotides). 

AATCTTTAAA ACTACTTIGA ATCTTATAGA AACATCAGAA TCTTTK3AAT TCAAAAGAAG CCAGGGACTC TAGCCAAAGT 
GGAGTOGTIT TTTAACTCAA GGATTTAGGA CCTTGGCTGA AXACAAACAT TGAATGATTA CTCAGTAGGT GCCAAAGCTC 
AGGACTTTAG ACAGAGTCAG AGTCCAGTTT GTOCTGAAAC ACAATTTGAT TTCAACTATT GTTITAACTG AGAGAGGAAA 
GTCACATTAT TATGAGTGTA AATTINCTGC TTTTAAACTA GAAGTTACTG ACAATIGA 

SEP ID NO:1162: (Length of Sequence = 163' Nucleotides) 

GAAATAAGAA ACAGCTICTA TATAACTAAT GCTTTGAGGG AGAAATTCAA ATGGCTATGA AAAAATATTT ATAATTCAAT 
GATAATAAAA ATCTTACACG TTAAAACTTG AGAATGTAGT TAAAGCAATA CTTGGNCATA ANCTTAGCAC ATATTACTAA 
AGA • 

SEP ID NO: 1163: (Length of Sequence = 393 Nucleotides) 

GCCAACACCA GGAGCATTCT ATTCAGATGT TAAATGAACC AGTTCAAGAA GCIGCTGCTC AAGGAGGAGG AGGIGGAGGT 
GGCAGrTGGAG GAA1TCCAGA AGCTGGAAGT GGTTCATATGA NCTACATTCA AGTAACACCT CAGGAAAAAG AAGCTATAGA 
AAGGTTAAAG GCATTAGGAT TTCCIGAAGG ACTTCIGATA CAAGCGTATT TTGCTIGTOA GAAGAATGAG AATITGGCTG 
CCAATTTNCT TCIACAGCAG AACTTTGATG AAGATTGAAA GGGACITTIT. TATATCTCAC ACTTCACACC ACTGCATTAC 
ACTAACTTGT TCACIGGATT GTCTGGGATG ACTTGGGCTC ATATCCACAA TACTTGCTAT AAGCTAGTAG ATT 



SEP ID NO:1164: (Length of Seque -e = 260 Nucleotides) 

TGCATTCTTG CCTCITTCAC AAGTTCTGCT TCTTTACAAA GGACTTTGCA AGTOCTTCAC CCAGACCATC TCACCTGTAC 
CGAAATAACC TCCCCTACTA GCGAATGAGC AACITTCGAG CAGAAAGCAG AAACTGCATC ATATTTCTCT TACTATGCAA 
ACTGGTAGCT CAAACCTCAT ATCACCTCAA AAAACTATAA TTGCITCAAC CTAAAAAAGC TGATTGTAAA AAAAAAAAAA 
•NGCTGTGGTT GCACACACGT 

SEP ID N0:ll65: (Length of Sequence = 330 Nucleotides) 

CATTGCTATT TAAAAATGAA TATTAATATA ATGAAATGQS TITCCCTTTT TGIAGGCATA ATAAGCCAAA TACTTTTTTA 
CCCAAAATAA TTTTOAGAGA AAATGATGTA ATGAAAAATT CTACCATGAA TTAGGAGCAT ACJnTl'lWCC ATTTAAACGT 
CACCATTACT TAAAAGATGA TTCATTATTG CTATACCAAA TCAGATGAAC TCTGTTCATC ACTTTCCINC TCIGTCCCCA 
AACAATTTGG TTCATTCAGA CTGAAATGTT TGTGTCTTCA ACTTATTAGA ATGGAAGATA ATGCAGATAT TTCICTGGGA 
AATAAAATAA 

SEP ID ND:ll66: (Length of Sequence = 312 Nucleotides) 

ATTCGAGATG CCTTTCTCAA ATTTOCCCAT TTTAAATCGC CAGGAAAAAG AATAATTATT TTCCTGATCC TGAGGTTTTA 
TATCTtAGTA GAAGAACTTA AACTATGACT TCTATTCAAG TCTAACAGGA ATAGAGGTAA TCANTGAAAG TAGTCATTGA 
CCTGGGACAA GATCACTTTG AACATGACAC TATTATACAA ACTCTAATAT TT A ' lTl ' lTA A ACAACCACTT TTCAAAAGCA 
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CTICTGCATA. CATTCCAAAG AAEAAAATGC TAGCTACTAG GHTTGAGAA GCAGAATAAA AXAIGATACT GA 



SEP ID NO: 1167: (Length of Sequence = 305 Nucleotides) 

AGGAAAAGGA TTGATCAGAG GAGAGGTACC AAGGGAGTTC CCAGAATAAT AGAAAAGAGG NTCCTCAAGA AGACAGTCAC 
GCAAGAGACC AAGAGAAGAG CEAATCCAAT TGATCCAGGA GGAAGTAGAG CTTCAGAAAG AATGTCTCAA AAAAGAAAAA 
AAAAGAAAGG AGTGGGTTAA GTATCTGATC ANTTTNCCAA ATTGAGAGGA GTTACA3AGC TCTATTGAAA ATCTTAGATA 
AANNTGATTG ATAAATACAT AGANCATAAA GCAAACACIG AAATAAGGCA ATTATCAACT CCAGG 

SEP ID NO: 1168: (Length of Sequence = 342 Nucleotides) 

AAQGTCTTAG TGATGATTCA CTGAGAAACA TATTTGAAGC AACAAGCACA GTAACTGGAA GCICTAGCTA CTCAATAAGT 

ctcagittcc TinrrcrrcT aaaagctctg CTTTCAAGTC AATTGTATGT ctagagtogc acictctggt ACAGTGGCCA 
GTOCEAGCCA CAXATGGCTC TCAAGTEACTT TAAAGAGGGC TAGTCTOAAX TCAXATGTGT CATACATGTA AAATACTTTA 
AAGAGGGCTC ATCTGAATIG ATAXATCCCA TGCATGTAAA ATACAAATCA GATTTCTAAA ACITrGTACC AAAAAATACC 
AIAAAATAAC TTAdAAXAA TT 



SEP ID ND:1169: (Length of Sequence = 397 Nucleotides) 

GAGACX3GAGC TCCOTCTGIC GCCAGGCTGG AGTCCAGTQG CAOGATCTTG GTTCACTGCA AGCTTCACCT CCCAGGTTCA 
CACCAITCTC CTGCCTCAGC CTCCCGACTA GCTGGGACCA CAGGCGCCCA CCACCAOGCC CAGCTAATIT TITAXATTTT 
TACTAGAGAC GGGGGTTTCA CCCTGTTAGC CAGGATOGTC TCGATTTCCT GACCTCCTGA TCCGCCCGOT TTCGTCTCCC 
AAACTGCTGG GATTACAGGC GIGAGCACCA ATGCCCAGCC TITGGAGACA CTTTTGATTG CCACAACTCA GGGTAGGGAG 
GGCIGGGAAA TATTACTGCT GTCTACTGCA TOGAGGCCAG GGATOCIGCT AGACATCCTG CAA3GCACAA GGACAGG 



SEP ID NO: 1170: (Length of Sequence = 422 
CJTTETAAAGC CICTGGACAG AGCAGTA3TT CGTTTAAAAC 

CTCCCCTTTT tacaagaogg gggccggagg gtqgacactg 

GAITGAAGTG TAAACATGGA GAAATTAGGG GCTGATTTTT 
TCAGGAAATC CAAACAGOGA THACACC3GA TTAACACCCC 

AAACGrnrrc atctctcitg T cmrm o TrnnAAAA 

AAACTCTAGC CCTTCAGTGA GG 

SEP ID NO: 1171: (Length of Sequence = 384 
TCTGAATGGG TTGGflGAAAG GTTACAGGAG CAGACAGCCT 
CCCIGANTOT TCTAATAGGA AAGTCTAAAC ACACAGAAGA 
CTAATOCATA AAGAAAAGXA CCAAACTCAA CAAAGACAGC 
AGAAAAATAN GCATAATEAA AACAGXAGAA GGTGAAGGAT 
AAAAAACITA GTAGAAAAGC TTAACTCAAG AGGATCAAAC 



Nucleotides) 

irrcrrnrrc ttaaaagctt acactgttds gcxaattctc 

GIGGCAGGTT AAGGGAXACT GTCALUTIIAA GAAGCCTGCA 
TAAACIGTGT GAGAXATTAA CCAGCOGCCC TOTTATAAAA 
CTITATATAT T1T1NACAAA AAXACACIGA GAAAAXAATC 
CTGTCAAAAG TCEACAINEA AATATAAAAN ATTAAAAGIT 

Nucleotides) 

CCACACCCAG GCTGCTCTTG GCTATACAGG CTCACCTCCAT 
GGAGCACAAA ACCAATAATT ATCACACAIT CAAAATAAAA 
AATGCCTGAA AACACTGGGC TGTATCAGCA AATAGAACAA 
AATTTnAAA ANTTAGAIAT CAIATTCTCA TTATK3AAAT 
CTGAGGAGGA CCXXX3CCAGT TITC 



SEP ID ND:1172: (Length of Sequence = 418 
GAGAGAAAAA AAAAAAATCT TTTAAAAGCT GCCATCTGAG 
ATAAAIAAGC AATTAGAAAA CGTTCAAGTA TGAAGGGATT 



Nucleotides) 

CTGATGGCTT CTCTGIACTT ACGCCATACC CCAGANTRCA 
TCCTCCTCCC CGCCAAAAGC ACTGCTCVCT GAAGGAAGCT 
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GGTTTCTCTG TAGCTACACC AGCTGTTCAG AAAGCTCATT GGACCTGGTT TTGAAAATAA AACAAAGTTA AAACCCTCGG 
AGGAGTTATT GTNCACTGTG GAGTACTCAG GCTITLTI'AT AAAGAAAAAA AAAGGTTATC TGGTACCAAA GTCTGCACCT 
ACAGACCCTC AGCTACTGCC CTCTGACITC NCTCTATGAC ATCACAAGGC TGCCAAGTGC TGCTTTNCTA GACTAGGGAG 
TlUalXaAQGT TTTGCTAG 

SEP ID NO:1173: (Length of Sequence = 274 Nucleotides) 

GAGATCTAAA TGAAATTIAT AAGAAAATTG TGGCTTCTGC CCAAGATGAC ATCTAAATTG AAGAAQGTAC ACAGTGAGTT 
TAAAGGATCA ACGAGAGAAA CTTITATTAT TCATITCCAC AAGAAGACAC ATTCACTATC TGGATTATCC AATATATGGA 
ATACTTTGAG TT3AAATGAT TAAAGGCTAA TCTTTAATGA TTAATTAACA AATCATTAAT TAANCAAAAT AATATTTAGC 
AAATTAAGCA AGTNCTAAAG GCTACATGCA AACT 



SEQ ID NO: 1174 : (Length of Sequence = 326 Nucleotides) 

AGAAATTAAA ACACITTAAT ATAAACATTT CCAGAATATA GACTGACCIT ATATCAGTAC TTTTNGAGAC CGITTTAAAA 
CTATATATCA TCTAAGTTTA TTATAGACTG TTTCATTITC CACTTTCAGA ACIAGAAAAT GCAAAAATAC ACTGCAAATT 
AGATTTAACA AAGAAAAAAT CACTTTAAGN TATITCATAC ATATTCCTTG GNGAAAGCTG AGACACATAA ACACAGNAAA 
ACAACAATAA AATACCACCA ACACTAACAC AAAACCAAGG AAAGAACTGN TTTTGTAACG CITCCTAATT CTGTCCTTTA 
AAATAA 



SEX) ID TO: 1175: (Length of Sequence = 426 
GCAGTCAGGA TGGACACATT AGAAAGAAAC ATTTTAGTIT 
ATTATATTIN NCAATTTAGG TTCCATTTCT AACTCCACCT 
TCAAATACAA TAATAGTCTA AGTITATTCA CATATCTACC 

aaaaaggcag ctataaggtc ttgtgtttga ntttttaccc 
ccactgccat ccctgcacac atctaaaata ggctaacttc 
tacittctca gagtggatgg tatagc 



Nucleotides) 

CAATGTTACC ATAAAACCAG AACGAAAAGC AGCATGCTCT 
AAAATGAATA TGAACAAACT CATiTl'lMG TGTTTCTCAG 
AACCAAAGCC CAATAAAGCT AAAAGGAAGC CAAGTCJTAAT 
AGCAAGAAAT AAATGATACT TAGTAATCCA TCTTTCCCCC 
ACCIMTCTA ACITCTGAAA TTCTTTTCGG ATTCCICTTT 



SEP ID NO: 1176: (Length of Sequence = 301 
CIAATCCTCA ATCCTATCCC TTINCCTCTT AGCCATCCTC 
AGGTTATGCT GTTCGTGTGT GTGGTTGGTA ATCTATATAC 
TTACTCAATA CTATATTTAT AAGANCCNIT TAAGTGGTTC 
CCATACTCAT GTCCACCACA CTTACTCATT CTCCCTCTIG 



Nucleotides) 

TCTAATTTNT TTAACCTAAG CCICTGTGTC CTCAGAAAAT 
ATGGNGTTAT GCTATTGATT TIUHMA ATCTCCCTTT 
TAT3CCTCTA CTITATTGCT TCTGACTGCT GCATGGNATT 
ATGGACGCTG AAGTTGCTTG G 



SEQ ID ND:1177: (Length of Sequence = 331 
GCAATTCTCC TGCCTCANCI TCCTGAGTAG CTGGGATTAC 
TAAAGACAGG GTTTCACCAT GTTGCTCAGG CIGGTCTCGA 
TC1TGGGATT ACAGGCATGA GCCACCAAGC CCGGGAAATC 
ACTCACTGNT ATCTGACTGT TCATCTGTGT GGTCCATCTG 
AATCTTGCAG A 

SEP ID NO: 1178: (Length of Sequence = 325 
GAAATOTITG GAGAGAATAG TCATACCIAC TTTAAAAGAG 
CCTGGCGTTG CTCTGGAACC TTGTGAGTTA TATGTATGAT 



Nucleotides) 

AGGTCCCTGC ACCACGCCOG CCTAA'lTl'lT CTATmTAG 
ACTCCTGACC TCATGATCCG CCCGCCTCAG CCTCCCAAAG 
CATGCTITTA AACATTACTC TCTATGGTCT GATAATGAAC 
TATTGAATAA AGGAGGAAGG AGTTGAAGAA TAAAGGGGAA 



Nucleotides) 

AATAAATTGC CTTTCCTAAA TNCCTCTGCT TCGCTCCTIT 
TNCTGTACTC TGATATCCAT CAAACTGCAT AACATAGTAC 
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TCATCATGCA CTAAGTACAA ATCiTXTl'IU AAAGAGATAT TCCTIG1NAA CATTTTGGAT TTATAACATT GGCTTATAAT 
AXAIACAACA TCTITATAAA TGCCACCTCA GTTQGGnTT AAGCCTEACA AGAGTGCTAT GACTAAAIAT CACCCACITT 
AAAAA 



SEP ID NO: 1179: (Length of Sequence = 297 Nucleotides) 

CCTTCGGAAT TGTTTCTIGG AAATTAAAGC ATCPCTCTCA CACAAACAGT AGAAGGCATT GAGCAITCAX TACTCTTTCC 
TCAAGAAGAT ATCAAAATGA GACTAGAAAC TCTCT3CTGA ACACAGAATG CTCTGAGGGG OJCCAAQGTA CATIAIGACC 
TTAAAAOGAA CTCCTTCTCC ACTQGCOCTA TTACTCACTG TQGAAAGCAC CAIGCCAGGC ACAGCAAGAG ACTTAAGAAC 
ACCEACAAAG GAAGATCTCT NCCATCCACT TCTCTAATTA TCTITAAAAA GTAATCC 



SEP ID ND:1180: (Length of Sequence = 278 
GCTGCITGGG ACTTGAAATC TCIGGCCGAA GACCNCTCAC" 
ACCACCCAAA TTCACTCATC CAGCGTTTAC TTTTTIGAAT 
AGXTGGGTGG GGQGGAAATG AAOACTGAGT TGGCCTTEAT 
ATTGAGTTTT GGGTCCTOGT TGGITTCT1T TAnTTGT 

SEX) ID NO: 1181: (Length of Sequence = 331 
AA2TGAGTTA CAGGAGAAIA CTGTGAACAA TTGTACAGCT 
CACACAAATC ACAAAANCTG ACTCAAGGAG AAAXAGAAIA 
ACCAAAAGCC TTCCAACAAA GAAAAGCCCN GGANTAGATO 
TAACACTAAT TCTACTCAAA CTCTTCCACA AAAAAXATCA 
GCATTACOGT G 



Nucleotides) 

TACATAACIT CAAAAATAAT CAACCACCCT CCCTTCCCAA 
CCACTCAGAA C1TITIWC1U CGACCCCCCT CCCTAAATGG 
TTTITAAAAG ACTTTTTGAT CCAAIGAGGC CCCCTAAAXA 

Nucleotides) 

AAAAGTAAIA A1CEAAATTA AATGTTACACA TTCCTAGAAA 
TCTCAACAGA CCTATAACAA CTAAAGATAT GGAATCAGXA 
ATCTTCACTG ATCOTITCTA CCAAACATTT AAGAAAGATT 
GANGAGTAGA GAAAACTITC TAAAATATCT TATGAGGGCA 



SEP ID NO: 1182: (Length of Sequence = 345 Nucleotides) 

GTCTCTjNTAG AGGGATGGAC AGGATGCICT ITAl'l'lNCCC TITdTGGAA ATCGACCTTC TCTCXXTTCC AT1TGGACAC 
CACACTGGAA GCTGGTGGCC TGGAAGGAAG GATTAGGTCA TQGACATTTG AACAGGTGCC TTGGGCATGA TGTA3AGATG 
CAGTCATATA TRCCTTGCTG GGOTSGGGTG CCACCICCAG TGQICAGCTC CAGATCCAAG GAGCAGCCCC CTGGGGATCG 
ACCCCATTCA TTCATCATGA CTCCCAACAG TTITINA3TG TGGAAGAAGA AAdTTNGCA TTATAGAGAC ATCATCACAA 
AACAGTANAA ACAAAATCAA CCCTG 



SEP ID NO: 1183: (Length of Sequence = 272 
ATGGAAGATT CAGAGATCAA AGGTCAAGTC CTCTATCTCG 
CAAGGCCTCC AAGCAGCATC GTCTTAAADG CTACCACAGC 
GGCCCCGGGA GGCOGAGGTT CGGTTCCTCT GTOACGAGGG 
CCCTTNTCCT GCTCTXATGT GCTGACCA3T CG 



Nucleotides) 

GCTACEACCA ATCAGCCITC GACTGGNATG ATCAAACANC 
CAGACCTATC GCAATGGGTC CAAGTGCGAC CTTAAIGGGA 
TGCAGGTATC TOTGGGGACT ACATOGATOG CTTGGAOGAG 



SEP ID NO: 1184: (Length of Sequence = 335 
ACATITTCCA AACTCAGTTG ACTCACCICA NATTTGCCAT 
CTCAAGGNTC AGAITEAGGG GIT3CCCCCC WCCCCGCAA 
ACTGIATTAA GAGAAAGAGG CATGGGGGCA GAGCAACAAG 
CnTCAACCT TAAACCACCC TIX3GOJCCCA AATCTGCATC 

ACATrnrcc caaca 



Nucleotides) 

TCCAATTACA GGGCCTCGAA AGAGTCAGCA CTCAGCCITC 
(XTCCCACCT ATTCTITCAA ATCTCCTCAA GACAATCACC 
GAAATAAATG AGGCITGAGA ACTCTGTCTA GCTGGGGTTA 
AGCAGGGGCT GGGCTATCAT GCTACAGANC CCCAAGGAGG 
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SEP IP NO: 1185: (Length of Sequence = 383 Nucleotides) 

GAGAGCTGAG CAGGCCTGCG GGGGGGGGAC TTCIGCAGAG AAAATATTTT TAAAGTCATA AAACCATGAA AATAACAACT 
ACICTACGTT TTATTITATA GAAATCAAGT AGTATCTAAT AGACAAGGGA AGACATTGAT CCATAAACTT TTTAAAGAAA 
ATTTGCTAAT CTCTTAAAGT ATTTCTATGG CITIGAATGG GTGTNCTnT CTAACITTGT TTTAATTTTT ATGATACACT 
TATAATTGTT TCAAATAGGC ATTTCTNCAT TTTAAAACTA CTAGAAGTTA CACTGAAGAA AAGCATTCAA AAGAAGACTT 
TTGGACAAAA AAAATTGTTG AATGAGTCAA ATGCCTGAGG TAGCTCAATT TACCAAACAG GAA 



SEP ID NO: 1186: (Length of Sequence = 373 Nucleotides) 

GGGGCTCAAG GTCTGCATCT NTGAGGGAAG AGAGAGAGAG AGAAGGCOGC CTCANAGGTG ACTTTCAGCC TGCNAGCCIT 
CTTCCCGGGG CGCCATAAAC GCCCCCAATT TCCCAGCTGC TAAAGGAAGA GGAAGGTACC TGHJOCTGCA CGCAGACGGG 
AAGGGCTGGG GAAGCGGGAG GACTGAGAAA AGCCAGATCT TAGCAAAGCA ATGTCTCAAG ATCGTGCITC TCAGTTCCAA 
GAAGTCATTC GGCAAGAGCT AGAATTATCT NTGAAGAAGG AACTAGAAAA AATACTCACC ACAGCATCAT CACATGAATT 
TTGAGCACAN CAAAAAGGGC CTGGGTGGAT TTOGGAAGCT ATTTCATAGA TIT 

SEP ID NO:!!?"-. (Length of Sequence = 365 Nucleotides) 

TC~\CGCAAT ictgaataaa gtttattaaa taatatctac agcaaatgta gtaattcaac acatctattt atcaaatcaa 

TCCACTGCAA TGAAGAAAAA TAAATGANCA GAAAAATCTA TCTCTGCATA GGNCATCCTC TCAGTGTGTA ATTTAAATGG 
GAATACTTTA AATTAAITGG TTATATATAA TGICAGTTAT TITCCTTTCA GAATATAACC TJ.T1T1 GTAG TAACCTATTC 
TAGCAATAGG GCTTAATACG NCTGCAGATA AATAGGNCTG CAAAAACCAA AAACCCAAAA TAATGAAATT NAAAAGGGGA 
AAAAAACTGT AACTGNGNTC AGAGFTACCT TICCTCCCCC ATAGG 

cr X) ID NO: 1188: (Length of Sequence = 350 Nucleotides) 
- aCTATGGCT tacatttatt ttaaaittca ctaaatacaa atcttgattg tcatgccagt 
agaatggata aattcaaata atcataaatt acggtaacit tttattatac caaggtgttc 

AGATGCTTCA AACAACCTGC ATTAAATTAT ATTTNNAATA AAATTAAAAT CTATTTTTAA 
GAAAACGTGT CGNCTTTACC TTAGAGCTAA AGGCTTACTT TATGCATACG GGATATTTAA 
TAAACAGNCC CTTAAAAATT CCATATATTC 

SEP ID NO: 1189: (Length of Sequence = 393 Nucleotides) 
GCAAACITOC TCACTTCCTC AAAGAAGAGT AGTGCACTAA AAAGAAGGTT GCACCCGGAG AGCATGTAAA GTGTCTCAAG 
GGGGACATCT GAAGTNCCCC GTTCCCAGGG AGCCCACIGG CTCCTCACAA GTAATCTAAT GAAAGCTATG CATTCTCTCT 
GGGCTCCTCA TAT3AAAAAN CCCAATGTAT GANGCAAAGC CTAGAAAGGA TTCAATACIG GAGAAATGCA CACAGCTACC 
GATAAAGACA GCTCAAAAGT CCTAAGGCTG CIGACATGAA CCAGATAATT GGTGGCTACA GTTGTCCCTG CTAAGATTIG 
GGTGCATGGG GCTTCGCTTT GGTTAGCTCC CATGGTCTTC TTTTTCCAAA AAAAAAAAAG AAGNCTTCAG GTT 



TTTAGATCTT ATTAATTTNC 
TAATGCCATC ATATGANGAC 
CCTATTTGTA GTCACAAACC 
TAGTCTACAA ATCAAAGGTT 



SEQ ID NO: 1190: (Length of Sequence = 365 Nucleotides) 

AGTGTAAACA TTCACATATT TAATAGTACC TTTAAAATAA GCATTACTAC ATCTAAAATG GTTCCAAAAT GAATCTATAA 
ATGGTAATAT AAATTAAAAA ATACGAACTT AAAGTGAATA AATCTITAAC CTTAGCTATG GTATAAATAA TCGTAAATGT 
ATAGTGTACC TNTGAGTCAT TAAAATGTCT TAAAAGATAA CAGCTTGTTA CCAGAACATT AGANACCATA GCCATGATTC 
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TCAAGOGNTA ACAATCIACA TTTGNTATTT NCTTGGCCAC TGCATTCTTC AAATGANTAA TAAATTTOCA GAATTCCCAT 
TCCCATGGTG '1'JL'rriCCCAA TAGANCTTTT TCACACTOGA 1GTJAJ 

SEQ ID NO: 1191: {Length of Sequence = 303 Nucleotides) 

CCCGGAGAGC TGCCTTCCTC TTCTACCACG TGAGGACACT GCAGGAAGAC AGCTGTCTAA GAACTAGGAA GT3GGCCCTC 
ACCAGACATT GAATCTGCGC TCCTIGAACT TOGACTTCCC AGCATCCAGA ACTGTGAGAA ATAAATTCAT GTTATTEATA 
AACCAACCTG TCTATGCTAT TTNTTCTAGC AGCCTGCAGC TCTCIATCAC TCTTGTITAT AAGAGGCTGA A bTITA CTTT 
ACCTCAGGCA GAGCTAAGCA AAAAAGATTA CATCCCGATT ACAAGATGAA AGTAAACAGA ATT 

SEP ID NO: 1192: (Length of Sequence = 315 Nucleotides) 

ACTCCAGCCT GGGGAACAAA CAAGCAAGAC TCCATCTCTA AATAAAAAAG AGICTCCCCC TAAGATGCTC TGCGAAATAT 
TCTAGACTGG TGTCTCTCIT GGATGATCIT TGCCGTCAGC ATTCACCAAA TAAACTTCCT CTCTGGGAAA AAAAAAAAAA 
TAATAAATAA AAXAAACAGT AAGAAACACC CATAAANCAA ATTTCTATGC TCCTGCAGCC TCTTTTTGCC TGAGCAAGTG 
GGACCITGGT ATACACATCA CCTGTW7TIN CCCTTTTCTr TGAAATGTGG TGTTTGCTGT TAAATTGGGA TTGAA 

SEQ ID NO: 1193: (Length of Sequence = 313 Nucleotides) 
CGAATIAGTG AACTGTGCIT O^GGTTCAGG AACCTGCTC7T TAGCTCCTTG CCTGCIGAGA 
TCTCCAAAAG CAAAACACCT AAAAGTCATT TOJCCACTCT TTTGGTCAAG CACATC7TAAG 
GCOGTTINCTG AAAGTGAGAC ACATGCCCCA GGGAAAGGGT AATTTTAAAA TTCITOXAT 
TGCTATGTCC AGCATCCTIN AGTCCCAGCT GCAGGGCCTA TATTTAAATA COCTCATGCT 

SEQ ID NO: 1194: (Length of Sequence = 341 Nucleotides) 
GA3TTAAAAG CAAGTNATTT TNAAATCCAC GAAAGATGCC TACCTTGGNT CCTNCTCTGG TCCTTATTAG CCACACCTCT 
CTTGACAGGC AGAGGAGTTA GGAGTCAGGG GATATTCCCA CCAAGACCCT ACAAATTGCA CTCTTAGGCC ATGCCCTGGG 
TACCCAAACT CTAGAATTCC CTCCTCAAAG GGACCTTAAC CCAACTTCAG AGCCTATATA GGCCAAITCC TTGGTCCATT 
TTCCAAGGGG TGGNCAAAGG ACAACCATTT TOGGGAGGGN GANGGGAGTA GGATGAAGCT TPGGNCACGT GGGTCTTGGG 
CAAATCCCAC ATATCCOGGA A 



TTITSAGTTA CAAGTAGAAT 
CTTTCAGGAC CAGGTGGTAT 
AGGTCCTCAT 
TTATCGCITT TCT 



SEQ ID NO: 1195: (Length of Sequence = 239 Nucleotides) 

TIATTGATTC 'ITITITIGAA ATGGAGICTC GCTCTGTNNC CCAGGCTGGA TTGCAATINC NCGATCTCAA CCCACTGCAA 
CCTCCGCCTC CGGGGTTCGA GCGA1TCTCC TGCCTCANCC TCCTGACTAG CTGGGACTAC AGGTGCGCGC CACCATGCCC 
AACTAATTTT GGTATTTTTA GAGACAGGGT TTCTCCATGT TGGTCAGGCT GTTCTCAAGC TCCCAACCTC AGGTGATCA 



■ SEP ID NO: 1196: (Length of Sequence = 291 Nucleotides) 

CCATGCTOGG CTCAGGGCCT GGGGCQGGGT CCTGGGTAGA GTCCTAGCCC CAGAGCCCCA GCCCCTCATG TCCTGCCGCC 
CCTCACTGAC CAGAOGATGA TCGGNAACCT CITGAGAAAA CATGGCAAAG GATTAGAAAA GGGCAGGCTG AAATTNCCAA 
GCCACTCAGA CGGAACCCAG ATGATCTTCA ATGCAGCCAA GGAGCTGGGT CAGCTGTCCA AACTCAAGGT TCACATGGTA 
CGAGAAGAAG CCAAGAGCIT NACCCCAAAG CAGTGCGOGG TrGTTTGAGT T 



SEQ ID NO: 1197: (Length of Sequence = 303 Nucleotides) 

CTTCATATIT TTATAGCTGG GGTCAAAATA TGCAATTTAA AAATAAATAT ATCCATITNC CTATTCITAC ATTTATGAAT 
AIAAAANTAA AATCTAAGAA ACATAATGCT GCCAACTAAT AGTAGTGGAG GAAAGGAAGC TGAGAGAAAG ATAAATATAT 
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TANTCTAATC ATTACTCAGA AAAGGCAGTA AAAGATACTA TCTATAGCAG GCATCAATAA ATATGANCCA TGAGCCAAAT 
CAGGCTTACC ACCTGATTTT NTAGGATAAA GTTCATTGNA AACACAGTTA CAGTGTTCTTr CCA 

SEP ID NO:1198: (Length of Sequence = 318 Nucleotides) 

CTCAATTTCT TCTCATCTTT TCTJATGCTAT TATTGTCATA TAAGTTACAT TCCTATACAT TGTGTGTCCA ACACAAATTT 
AAAATTATGC CATTCTCTCT TAAGTCATAG AACAAAAGAG ATACAAACAA AACATACATT TATCCTGTCT TTTATATTTG 
CCIATCCAGT TACCITIACC AGTCTTCCTT ATTTCTNCAT GTGGATCTGA GTTACTGTCT TTNAACTTCA ATCTAAAGNN 
CTITCAGTCT GAAAGACICT AATTTOMTT TCTNGTAGGG GTAGGTT AAC TAATGATTAA TTCTCAGTAT TCTGAGGA 

SEP ID NO: 1199: (Length of Sequence = 326 Nucleotides) 

TCIAGTTATT CTGAGAACTA CAACCAAGAA AAGAGGGAAG CACGGGGT7IG GCCAAGGCCA TCCGGAGACT TC7ICCK3CIG 
GGTGATTTAA AAAGCITITC TAGGATAACG TTGGCTITCC AAGTG GTl'lT CCAAGCTGAT GTCTTTCCCA CTGAGGAGAA 
GCTGTAGGCC TCTGGACTGC CAGGTAGGAG GAGGITGAGG TTTAGAGGAA AGAGGAGAGC AGGAATGGGT TGTTTNCAGT 
GGGGCICTTC CCATGGACTC ACCAAGAAGA AATCGAGGTG CTGATGGGGC TGCACAAGTG CTTATCAGAA ACAGCTCTAA 
CAAGTT 

SEP ID NO: 1200: (Length of Sequence = 341 Nucleotides) 

GGGTCACAGA GTGAGACTCA GTCTCGCIGA AAAAAACAAC .AACATPGCTT TACAGTGTGA TTCCAGTTAC AGAGAATATT 
CACATAGGTG CATAAATAAA TGAAAAAATT ATTGGTTAAT CTCTCTCTAT GTTGGGA1TC TCAGTGATIT 1OTITINCTA 
CTTTTOATIT TTNATAATTC CTCCAGTCTG TTGGTGTTAG CTITATAGAT TATATCAAGT AACCTTETGC TGCACCAAAA 
AACCCCCCAA ATCTACTGGA TTAAAACAAA ACCATCITAC AATTTTONTC AGAACTGTCT AAGGCTGGAT ATTITACTGG 
GCTCTCTCCT GAATGTGGGG G 

SEO ID NO: 1201: (Length of Sequence = 312 Nucleotides) 

GTCTI'XNITA CCCTGCTAGC AATAGCTCTC AGTTTCAGAG GCACAGTCTT TGGAGACCAT TCAGCACTGA GAAAGCAATA 
TTTAGAACCT ATTGCAAAAC TGGGCCTGAG TTAGGCATGG TGATGAATGC ATCAGCAAGG AATAGAAAGT NCTTATCGTG 
AAACCCTTCA ACCTCAACTA TGCCITCATA GACACACACG TTCATGCACA TGTAGGCACA TGTACCATCT CACATCTTTC 

AcrrrcccGA gatgccatat acaattacct ACATTAATAN CTGTAGCACT ataccttttt GAGCCCGAGA ga 
SEO ID NO: 1202: (Length of Sequence = 344 Nucleotides) 

GGAAAATAGC CAGACTGGGT ATTATGCATG TAACAAATGA GGACATTGTG CATAAGAAAG GAAACATTAG TTITCTGTCA 
TCCTGGGCCA AGTACCTCAT TACAGTAAAT GTGTGTCITr GGAAACTCTT TGCTTGTNCT GATGGCGCTA AGCATGGGGT 
CCCAGGCAGG TTCAAAGGCT GAACTGTAAG AAATGGGCAA GACAATACAT 'XTXUX ' XTX GG AAGGAATTTC TCATOGGATA 
AGTTTCCCAA AGCTTGAATT AGAGGCTATC AAATAAAGCA AATAGATGGA GGAGAAAACA AGTATTGTTT TCAAAAAGGT 
ACCAAGTCAA TTCTATTTAA AGGA 

SEO ID NO: 1203: (Length of Sequence = 370 Nucleotides) 

GTTCTTIATC TTCCTCCTCT TATGTCCACT ATGTAATGTC CTCATCATTT TAAAAGTGAG TTCCTATTGG GOGGGCGOGG 
TGGCTCACGC CTGTAATCCC AGAACTTPGG GAGGCCAAGG TTCCTGGCTC ACTTGAGGTC AGGAGTTCAA GACCAGCCTG 
GTCAACATGG TGAAACCCAG TCTCTACAAA AAACACACAC AAAAAATTAG CTAGGCATGG TGGCACACAC CTGTAATCCC 
AGCTACTCGG GAGGCTGAGG CACGAGAATT GCTTGAACCC AGGGAGGCGG AGGGTTNCAG TGAGCCCAAG ATCGTGCCAC 
TGCACTCCAA GCTITCGGGT GACCAGAANC GAGACTTTCT CAAAACAAAA 
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SEP ID NO: 1204: (Length of Sequence = 346 Nucleotides) 

CTCTITAGAA AGCCTGCCTT GGCTGGGCCT GGTGGCTCAC CTCTAATCCC AGCACTTIGG GAGGCCAAGG TGGGAGGATT 
GCIT3AGCCC AGGAATTTNA GACTAGCTGG GGCAGTCTAG TGAGACTTTG TCTCIACCAG AAAAACCGGG CCTGGTTGGCG 
CATGCCTGTA CTCCCAGCTA. CTTGGGAAGC TGAGGCAGGA GGGTTTGCTT GAGCCCGGGA OG1GGAGCTG GCAGXAAGCT 
GTAA3TGTGC OOCTACTC CAGNCTGGGT GAIAGAGTGA GACCCTGTAT CAAAACAAAA CAAAAAACAA AAACCTGCCT 
TCTNGGGATT GGGCITCTGG GTITIT 

SEP ID NO:1205: (Length of Sequence = 292 Nucleotides) 

TACAAOGAGA CACTTGAGCA CAOGOGTACA CCCAGACATC TTCGGGCTGC TATIGGATTG ACTTIGAAGG TTCTGTGTIGG 
CTCGCOCTGG CTCCATCITT GANTCAGGTG GAGAAGCACT TCAACGCTGG ACGAAGTAAA GATTATTGrlT GTTATTTITT 
TTTTTCVCVC TCTCTCTCTC TTAAGAAAGG AAAATATCCC AAGGACTAAT CTGATOGGGHT CTTCCITCAT CAGGAACGAA 
TGCAGGAATT TGGGAACTGA GCICTGCAAG TCCTGAAGAA GGAGATTTGT TT 

SEP ID ND:1206: (Length of Sequence = 336 Nucleotides) 

TIGCCAACAC AGTGTGTCAT GTITATTGGG CTATTCACAG CTAAGCTTAA AATACAATGA AAAGAAAAGA CCAGACGTTCA 
TCAGGAATGT GGAGAAACAA AATATTEAGC ATITCITAGT TTCAAATGIT ACCATTTCAT TGCAGCTGAG GAATATAGGC 
CATIOGTTGA CAIAACTGCA ATGGCTGAGA CTTATTITEA GCCACAGGAA GCAAAXACAT TTAACCAATC ACTTTTAGGA 
CAGGAAGCAA AAAAGAAAAC AATATTTTCA TCTAGCAAGG ACAAGANAAT CATTTATACA AATEAAAGTG GATAITAAAA 
TACCATTATA AAGAGG 

SEP ID ND:1207: (Length of Sequence = 319 Nucleotides) 

TGCCTCANCC TCCAGAGTAA CTGGGATTAC AGGCGCCCGC CGCCACGCCT GGCTAATTIT TGTAlTnTA CTAGAGATGG 
GA3TTTNCCA TGTTGGCCAG GCTGGTCTCC AACTCTTCAT CTCAGGTGAT CCACCTGCCA CAGCCTCCCA AACTGCTGGG 
ATTACAGGCA TGAGCCACTG OGCCTGCCTC CATTTCCITr TTATAATTCA TCCCTGAACT CCdTAAGGT AGAGAAGCTG 
TTTGATCCTC CCAGCCCCTG GGAGGCTGAA AGGTAACTTN ACCAGCTCCA TGCCTGAGTT TAGCACCTGC TGTGCCAGG 

SEP ID NP:1208: (Length of Sequence = 357 Nucleotides) 

GAGATGTCTA AAAATGAAGT GGAAGTTTTT TCTTITTGTT TTGTTTTTGC AGAAAAAAGA TTTTTAATCG CITGAATGTN 
CTGCCATAGT TGCGTCAGAT TGTCAGAAAA TTATCTICTA CATCTGAGAG AGAAAAGAAG AGCCTTITGA GGAGCTGCGC 
TAAAATTA1T TTITGTITAG TCTCITAACT CTTTGGCTIG AATGAGTTCAT TGACTITCCr TGCCAAGATA GGGTTAGCAT 
TICTTITGTG TTCTAAAAGC AGGCCAAGGG AITGCCACGA GGGGAGACAA CCTGAGCAAC TGAAGGAAGG AATTTCTAGA 
AATTGTGTTT ACCAGTTGTT TTAGTCTGAA TGTGATT 

SEP ID NP:1209: (Length of Sequence = 362 Nucleotides) 

CCCATCTGCT CCACCCAAAG AAATCAGACA AAGTAAAATT TATTGAGACA GACAGAAATG CACCTACTCA GGACTACAGT 
TAAGCATTTA CTATEAACCA AAGAGTTGTG TTCACATTCC AGATAAGTCT AOGTGGAAAA GCATTCAGAA TTTACIAGGT 
TITTNCTACA TCACTATTTC ATCTACAAXA GGGACAACAA ACTCACACTC AGGATTTGAT GGGCTCTCAT TACAATOCTA 
TACATTTAAC AGGGNCAAAC ATCAGTGACT TTGAGGAAAA AGITATAAAA NGACCAAAAC CACCCACTCT AGGATGGGCT 
CITCGATGTT ACTGTACAGC GTGGGTCAAG GTAACAAGGA GG 

SEP ID NP:1210: (Length of Sequence = 349 Nucleotides) 
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GAGAAGATAG TAGAGAAAGT CAGOGTTACA CAAAGGAGAA CCAGGAGAGC TCCCICTTTT GCCGCAGCTA CCACITCCCC 
TACTCCCAGA ACTACAAGAG CTQGTAGGAA GAGTCTAGAG CCACCTAAGC CTAAGAAGCG GGCCACAAAG GAGCCCAAAG 
CACTAGICCA GAAAGCTAAG TCIGAAGAGA AAGAGACTCT GACCICTGAG AAGTGCCCCA GGGTATTTAA CACTCGCIGG 
TACCTGGAGA AGCACATGAA COTACTCAT AGGCGCATGC AGATTTCTGA TAAATOIGGC AAGAACTTIT TCCIGGGAAG 
TGAGCTGTCC CTTCACCAGC AAACAGACT 

SEP ID NO: 1211: (Length of Sequence = 344 Nucleotides) 

Tirrrmrr titittcagg gaagagcttt atigcitcca toggggtcgc ctgggacggc tgccacagct tcgctaagct 
cctigggcct cANrrcrcrr TGGTCCAGGC taaaggcaga acccmccac ctcgcagtnt tcitccigaa acctagaaca 
TCTGGCAAGT TGGTGACTCC GGGCCTGOQG TAGTCCTATC G^m^SCTGC agcigtcgag gggagcictt cccagcaggc 
GGAmGGGCG TCACCCTCCT GAGdTTAAA GTTCTTTCTG CTATAGCCCT GGGGCGGTCT TCITCGCTCC GAAGGAATCG 

gctccagggt ttccccatgg GACA 



SEQ ID NO: 1212: (Length of Sequence = 364 Nucleotides) 

AAAGAAAACC TGGTATTTTC ACCATCCTCT CTGAAAATAA ATACTITCAC TTCCACIGAT TACTACTTCA TCAGCATTCA 
ACTCCGCTCC GTGGCACTCT CTGTGAATAA TITTAAAGGC AGATIAAGCA TICIAAAAAT AAATTCTATT GCTAAATTAG 
GATATCAGAT GdTCCATTA TAAAAGCCTA TCCTATTCTG TACTCTCAGC TGGCAGTCAT ATCCAGATCT CAAGCIACIC 
TOGCTCTTAT TGAACAAGAA CCTATTCCAG GQTOTGAGCT TTIGAAGAGG GGATCTCTCA TCGTTAACTA GAGNCAGGAA 
GAGGCAGAAT TGCCCACATA CTCTOGCAGG AGTTAAATAA CAAT 

SEQ ID NO: 1213: (Length of Sequence = 302 Nucleotides) 

CTAATTTTTG TATTTTTAGT AGAGAOGGAG TTCTACCATG TIGGCCAGGC TAGTTTCAAA CTCCIGACCT CGGATGATCC 
ACCOGCCTCG GCCTCCCAAA GTGTIGGGAT TATAGGCATC AGCCACIGTC CCCGGITACr TTITCCTTIT TTAAAACACT 
GAAATTGCTG TATCTACCAC ATTAACATIT TATTTAAAAA AATTIGTTAA ATAGCATATG TATGTAAATT TAATATTAAT 
ATACCTCTTT TTITGTCCTr CTTTAGGTGG TTGGAGCCTA GGGATACTTA CTTACTCATT IT 

SEQ ID NO:1214: (Length of Sequence = 317 Nucleotides) 

CTAATTTINC AGACAGGTIT ACATCTAAAA GGCTAGCTAT TTAGCCACCT CAGCATTGAT TAGTTITCGA ICTCTAAGCT 
CTGITACACA TGGCTTCCCA TGGCTTCACT CTACAAAACA TATTINCAAC GIGAAGGNTA CATCTACAAG AAATCTACAT 
TTCAAGGGTT TTACAAATCA ATCTTGTATC TITCCCCTGA ATOGACTCTC ACAGACCCCG TCCCCTCGIN ATINCCTTTG 
CCCAGCTIAA CGGTCCAAAG TCTACTTAAA TGCAGCTCAA AAATGTTAAG ATIGGGCAAC AGATITACAG TTCCTCTT 

SEQ ID NO: 1215: (Length of Sequence = 276 Nucleotides) 

ATAAGGTATT AAACAACTAT TGTTGTACTT GANTTAAAAA AAAATCAAGC TGGCTGCAAT TCCTCATCGC TGTAATCCCA 
ACACTITGCT AGGGTTAAGT GAGAGGTTCA GCCCAGAAGT TCAGIACCAG CCTCGGCAAT ATACTGAGAC CCCTTCTCTA 
CAAAAAAAAT GAAGAAAITA GCTGGCTATG GTIGCATGTN CTC1GGNCCC AGCTCCTCGG GAGGCTGAGG CTGGAGGNTC 
ACTCGGGCCC AGAAGGTCAA GGCTACAGOG AACCTT 

SEQ ID NO: 1216 : (Length of Sequence * 354 Nucleotides) 

GCATAGGCAG CCCCTGCTCT TCCATTIACC TCCCACCTGA ACTAGCXGCT CAGTCATTGC TCTGGAATAT GGAGTIGTGA 
TCTAGAAATT AAAGATGGGA TIAGGTAACC AGIGAGGTCC CITCIACTGC CACTGTATGA CICICTICTT TGTAAATCTC 
ATATCTAGGG TTCTGTACAC AGGACAITIT CTTCATIX5TA GITCCTCAGA TGCATTGAGC TCTCCIGAAT GACTTAGOGG 
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GGAAGCTCAG TTGCAGCIGA CCCTATTAAG GGTICCTCTCC CATIGTGCTC T3CCCGCTOG TEAGCGTAGG ATTCNTCCCC 

CAOGGCCcrr cctgttitct aagggcttgg cm 

SEP ID ND:1217: (Length of Sequence = 272 Nucleotides) 

CITCCCAGCT TTIGCITGTT GIAAACAGCT GGCAGTGGTT ACATCIOTAT TIGTTAAGAG GCAGAGCACT bTATTi ' lUlU 
TAAGA3AAGG TGCEAGTCIT GGCCAGGCTC CCAAGCTQGG GCTNTTTAAA AXAAAACTTT TAAAGAAAAA TTAXAGCATA 
A33VUVITACA CAATmATT GGAAAACTCA AGGTGTTCAA CCAATGCTAG TTITTAAAIA TA1TTAGAAA TACEATTTCA 
GGAAATTCTA ACTACACTCA TTAGTCTTAT GG 



SEP ID NO: 1218: (Length of Sequence = 281 Nucleotides) 

GTIGCCCAGG CTGCAGTGCA CTIGTGCAAA OGGGGCTCAC TGCAGCCCCA ATCTCCCACT CTTAAGCAAT CCTCCCACCT 
CAGCCTCCTG AATAGCTCGG ATTACAGCTG TX3CACTGCCA CACCCAGCIA ATTNCTTIAA TTTCTTETAT 'l'l'lTA GTAGA 
GATOGAGTTT OGCTATGTITG TAAAGGCTGG TCTGGAACTG CTGGCCTCAA GCGATCCTCC CGCCITCGCC TCTCAAACTG 
ClGGGGfTEAC AGACGTGAGC CACCATCCCT GGGCCTCCTC A 



SEP ID ND:1219: (Length of Sequence = 231 Nucleotides) 

GTCTTCTCTC CCTCOTCCC TITATTGGCA CTGCCOGGAA CCAGGCAGCC AGCAGGGGAT GGGATCAGGA TGCAGTICTC 
ATCGAAACGG TTGGGGATCC ACAGGAACGA CATTCATACA GGGACATTTM 1GAAAGCAAA GCAAGAATCA NTCCTTTCCC 
GATCTCAGAC TGGCTGGAIT CAGATCATTG HTTGGCDGG TTCTCATITT AAGGGGTAAG CAGITTGCTA T 



SEQ ID NO: 1220: (Length of Sequence = 409 
AGTCACTCAG AAACTTACIT TCCTTACAGC CTCATTATTC 
TIGCCTTAAA TTTNCTAAIT TTCCTGGCCA TTGCTPTCCT 
TATACTGTCA ACATATATTG CATTACTTCA GCAGAGCTGT 
AGATCATACA CATTTCATTA TGCCCTAAAA GATCAACATT 
ATCAGTAAAA TAAAAAA1GC TGCAGNACCA ATATCCACTA 
AATCTCAAG 

SEP ID NO: 1221: (Length of Sequence = 396 
ATCTGAGATA CTITGTCCrC ATGAATAAAT TAGTTAGTAG 
AAAAAJAATA ATGTAGTAGT CAATTTTAGC CCTTTAAACC 
AATCCTGTCA CACTIGCAAA CACATAGAAG CAACAAGACT 
ACTTCCAGGG TAAGGTTCAG AAATTTNCTT TCTAATTTCC 

tcactttcac aiatatciaa citacaggaa atttttgaag 



Nucleotides) 

TTTTTrGTAT TIGTTAAGAT ATTCCGTCTG AT3ACATATT 
GTGAITIGAA AATGTTACGG TAAGTGdTA GITIGGAAAC 
AGTTCCATAA CATAATAAAA TGATGCTTIT TTTAATAAGA 
CAAAGTTCAC TTITCTCTTG TTTTGATATG ACGGATATAT 
ACTCAAACAT GCTGTGGATT TGTAGGGGCA CTGAGCTAGC 

Nucleotides) 

AATCiAArrr ctagatcctt CATAATGGTA ATTGAGGGTA 
TATGGGGAAC TCTATGAATA ACTGTTIGAA ACTGCAGGGT 
ATTTCCTCTC ACACTTTTAA TTAAAAXAGT GCCTGACTAG 
CTGTITEAAT GACCACTACT TTTAAAGCTA TGCTGGGAAT 
AGCCTAAATC TCTATGGGTA GATTCAATGT TTCdT 



SEP ID NO: 1222: (Length of Sequence = 350 
GTAITIOTTr CTGGGTACTC TTCATGGCCT GCTAGAGAAC 
TGTATTGTCT AACTCCACCT GTGCTCCTCG TCAAGATTAT 
AAGGCTGAGT CAACIGCATG ACAA1NCTCA TGGCTCACIG 
TCCCAGATGA CAAGTCACAC CTCAACAGCT GGATACTACT 
TAHTGGATT TGGAGTACAT ACAAATATTT 



Nucleotides) 

TITACTAAAT TATAGTCCAG TAGCTGGACA GAGCTGCATG 
TTTCCACTGT TTQGIGGTGT TGAAGAGGAA TACTGTIGTG 
GCTCATGAGT TCTGGCATGA CTAGAAAGCT CTGCTTGTAT 
CGCATCCAAT TTGCTTCCAA GTTAACAXAT TINCAGAAAA 
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SEP ID N0:1223: (Length of Sequence = 370 Nucleotides) 

ATAAGCATAT GANTTTATCT ATAGGCCAAG TTAATGACAT AACTACAAAG AAATGACTTG TTTCACATGT TTTAAACCAG 
TGTTITGGCT ATACTAACTT AGTGAGACAT ATTCTAAAGA AAAATAGAGA CGCAAAGAAG ATCTTACACT TTAATAGTCA 
ATTTKJTAGT TGTAATATTA CTATOGATCA TTl'lCTAACT CTCCTATATA GGCTGTAGGA TCCTGGAAAT AACTAAITIT 
NTEAATGITG TTAGGAACCA AGGCTATCAG TCTAAAATGA AGGAGTIACA AGCATAAGAT TGANAGACGG TAACTAAAAA 
GCTCATTAGT ATAGTTCCAA GTTTAACITG TCAGGGATGA GCTCAT3ATT 



SEP ID NO: 1224: (Length of Sequence = 188 Nucleotides) 

ACATGACCNA GGCCTCACCA AATCAGACTA AATCCTANTA CCTATACCAG AGTTATTGAG AAAGATAAGN TTrGGCXTTGC 
NGGCCTTldA CAGTGAAAGG OTNTAGGCTT TGGAGCTCCT CAQGGCCACT GCTTCAGGGA ACCTTGCTGA CAGTGAAGCC 
AACACAGATG AAAGCAAGGC CAAACATT 



SEP ID NO: 1225: (Length of Sequence = 353 
CCCCAGCCAA GGGAGGCAGT N7VCTNAGTGT GGTACCCAGC 
CGGATTAGAA GATCCCACTC AGGAACCCAC GNCACTGGNA 
CCTCTCANCT GGAATCTGCC TAACCCTGCA GAGCTCCIGC 
CCTAAGCCAT TTAA 



Nucleotides) 

CTGGGAAACC GTGdmTN CCATGGNACT NTGCAACCCA 
CCTAGAATGC CAACCCCAGA GCTGCACAGA TTCTAAACAA 
GGGGAGGGCT GACCACTGCC ACANCTGCTG CTGCCTGCTG 

254 



CAAAAAGTTA G.jAAAACATG TAAACGTAAG TOATSAGGTA 
ATTITCAACr GOCAGATCTC TTGCITTAGT LTXTl ' l NCCT 
TTGAGGATGT GAGGGTTGCA GTACTTTACA GCAGGGTCAG 
AAGACCAAAA ATATTTCCTT AAAAAGTTCT TAAAAGTTTT 
TCTGTGTGAC TTCTCITTCC AGAGGAGGAC TTT 



TTTCATAGAT ACAGTCGCCCA TACAAATNCT CTTTCCCACA 
TATATTIGGA GAAACAGAAG AGTTTGACAT AAAAGTCCCT 
AAAATGAAAG TAATAAAGCA ATA7TTACAT GTITTTGTAT 
TTAGTCCTAT AAACACTCAC TTTTATAGGG CACATGATTG 



SEX) ID NO:1227: (Length of Sequence = 352 Nucleotides) 

GGCATCTGTT TTTTrGTITG TTTTGAGATA GACTCTCACT CTGTCGCCAG GCTGGAGTGC ACTGGOGTGA TCTCGGCICA 
CTGCAATCTT TGCCTCCCGG GTTCAAGCGA TTCTCCTCCC TCAGCCTCCC AAGTAGCTGG GAGGTGTGCA CGCCACCACA 
CCCCGGTAAT TTTNGTATTT TTTGTAGAGA TGGGGTITCA CCATATIGGC AAGGATGGTC TCAATTTCCT GCGCTTGTGA 
ATCCGCCCGC CTCAGCCTCC CCAAGTGCTG GGATTCCAGG CGTCACCACG GOGCCCGGCC GGNATCTGTA GA'ITITAAAA 
GGCCCCACTG GTTCTNATGC ACACCCCCAG AG 



SEP ID NO: 1228: (Length of Sequence = 387 Nucleotides) 

AGTTTTCCAA GATTGAGTGA CACTATTGTA ATGAGAATCT TCACIGGAGC ATCAGAAGAA CTCATTTCAA GCCAGTTITG 
TTGGTCAGCA CGGTCAAAAC TTCAGAAGAA TCITGTGCTC TGAGGdTTC CAAAGCTTTC TTCCCCAGGG CAGTAACAGC 
TTCCAGTGTT GGCAGAGTCT TTAGTATTAT CACCAGGGCA GCIGCACTGT GGCCTGTAGC CATCTTTCTC TTITACTACG 
ATCCCACCTG TCAGACTTCT TGAATTPGCA CTTCAAATTA GAGCCACAAT CAAATTATCA GTTCACGNTCT TTATTTTTCT 
CACCAGAGAA AGGACAGAGT CTGTTTCAGC AGAGTTTGGA GCCAG3TACT GATCTCTCTT CAGCAGG 



SEP ID NO:1229: (Length of Sequence = 366 Nucleotides) 
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CTGAIAAGGA GGTAATITCA TAGGAGCIGC TAAGATGGGC 
TGCTGAAGGA ACTCAACAAG TGCCGGCTCT CAGAGACCAT 
GCCCACAAGG CTCTGCIGGC CTCTGCAGCT GGCIAdTCC 
CTATGTGGTG GACTTCATCA CCCCTGCCAA CTTCfllAGAAG 
TGATCAATCT TGGGGTCATC TACGAGGTAG CIGAGCGTCT 



07 

ATGAGGSTTCA AACTCCAAAG CACCAACCAC CCCAACAACC 
GTCCGACCTC ACCATPGTGG TGGGGAGCOG CTCCTTCCCG 

AGAAccrcrr ccigaaiact gggctigatg ctgccaggac 

GTTCTGAGCT TTGTCTACAC TTCAGAACTC TTCACAGACC 
GGGTAT 



SEP ID NO:1230: {Length of Sequence «" 343 
AGIGGAGAGA AGCCCIATGA ATOTTTTGAG TCTGGGAAAT 
CCACACTGGA GAGAAGCCCT ATAAATCTAG TCAA1GTGGA 
GGAIGCAXAC TGGGAAAAAT CCCATCAGTG TAACAGATCT 
CGAGAACTTN TTTTAGGGAA GGAL'ITITKj AATCTAACCA 
ATCTGATCAA CCATACCAAA GAG 



Nucleotides) 

O tfriTlU CIG GAGCACAAAC CTCATTOGAC ATCCCATTAT 
AAGGCCTTCA GTCGCAGCTC GTKXXITCACT CAGCATCAAA 
GGGAAGACCT TTTACAAGTC GACAAACCTC ACTTACCCTT 
CTGAGGCAAA TATTTTTCCA GAGGNAACAT CITCCTCTGC 



SEP ID NO: 1231: (Length of Sequence = 406 Nucleotides) 

CTCTCGCOGG GCAGCITGGA GAAGGOGCAA TACTCTCCAG CTCCACOGTT ACTTCAGCAT GGCTGGGGAG GCCTTGGAAA 
ACTTAXAATC ATGGTGGAAG AGGAAGCAAA CATCTCCTTC TTCACATGAC GGCAGGAAGG AGAAGTGCTG AGCAAAGGGA 
GGAAAGCCCC TTATAAAACC ATEAGATCTT GTGAGAACTC ACTATCATGA GAACAGCATG AAGGTAACOG CCCCATCATT 
AANTTACCTC CCATOGGCTC CCTCCCGCAA GAGGTGGAGA TTATGGAAAC TACAACTCAA GATGAGATTT NGGTGGGGAC 
ATAGGCAAAC CATATCAATC TACATGTGTC TTTATGCTAG AATGATTTAT ATTACTITAG CTAXAEAGCC AGTATTGGGA 
ATTGCT 



SEQ ID ND:1232: {Liength of Sequence = 380 
AGACCATCAA AGGCCCAGAG GAGAGACTCT TGGGACAAAT 
CCACAAGCAA AGGTAAGATC CATGCTCCAA AAAGGCCIGA 
AGAACGAATA CCAAGATAAT AGCAAAAATC CTCCCTGGAA 
TCCACAATGC CTAATTTCTA ACAACAACAA CAAAAACTCA 
AAACCTTCCC CGGAGGAAAC ATAAGCTTCA GGCAAACTAG 

SEP ID ND:1233: (Length of Sequence = 357 
TTCAAAGTTT ATCACAACCA CCACCATCAA GACAGCAAAC 
TTGGTTCTAA TTTTAATGCA ACTTCITGAT TGACTGCAGG 
GGTAATGGAG ACATTGCCAA A3TTATATTC TCTAATTTIN 
TTCCTCAAGT TGCTGGTCAT CAGTITCTGT CTGGTTGCTG 
CCAGCAAAGT TAAAGCATCA GGTTCCTTCT TAAGTTT 



Nucleotides) 

AAATA1TTAA AAGCAGTTGC CTATGAGAAA ATGGAAAAAG 
GAAAATCTTA AACCTTCTCC TCAGATTGAT CCCAAAGCTT 
AAGACTCAGT CTGCAAAAAC CGGAAAAGGA GGTICTTTTT 
GAAAACATGG CCCAATAAGT GGAAGAAAAT AAAGTGAOGG 
ACAGATTCTA GACTGTCTAA 

Nucleotides) 

CAAAGGGGCA TGGTCAAAAGA AAGITCCAGT GACTCTGGAT 
GTCAGCACTA CTTCGAACTG GCTTTQGCGT TTCANCX3GTG 
CGTTCGGTCA GGGGAGCATT ACATCATTAT ATAATGCTAC 
CCAAAATCTA AAGATATGAT TCTNTCTCCA GOGGCTGGGG 



SEP ID ND:1234: (Length of Sequence = 313 
CCAAGAAATC TTAATTNCTT TATTGTTTGA CTTITIGACr 
TCTIGTTGTT ATGAGCCTTT TGITTICTNC TCGTTAAATG 
CAAGGAGGGA GGGGCTGGGG CGTGGGAGGT GGGGAGGAGG 
TAGAGACAGC CAGAAAGACA TGGGGAAAGA GTGITGGAGA 

SEP ID NQ:1235: (Length of Sequence = 386 



Nucleotides) 

CAACAATTTT TTTAAAACIT TTIGTTTITT NCTGAAACCT 
CACTCGACCC AAAATTGGTT TGGCATATCG AAAAGGAGAC 
CCCGAATGGA CAGAAAGTTG AGGAXAAGAG AAGAGGAACA 
CAGAGAAAGG GGAAGGCAAG GGAAAGCCAA AAG . 

Nucleotides) 



WO 93/16178 



PCT/US93/01294 



308 

CTCTCTCAGC ACAGCCTGGG GAGGGGGTCA TTGTNCTCCT CGTCCATCAG GGATCTCAGA GGCTCAGAGA CTGCAAGCTG 
CITSCCCAAG TCACACAGCT AGTGAAGACC AGAGCAGTTT CATCTGGTTG TGACTCTAAG CTCAGTGCTC TCTCCACIAC 
CCCACACCAG CCTTGCTGCC ACCAAAACTG CTCCCCAAAA GGAAGGAGAA TCGCAGCCTC CACATCTCGG GTTCAAGTGA 
TIATCCTGCC TCAGCCTCCA AGTAGCTGGG A1TGCAGCTG TCCACCACCA TGCCTGGCTA ATTTTTCTAT TTTTAGTAGA 
CAOGCTITCA CCATGTTGGC CAGGCTGGTC TGGAACITCT GACTGTAAAT GATCTGCCCA CdTTG 

SEP ID NO: 1236: (Length of Sequence = 401 Nucleotides) 

AGGATGTACT TCTACTAATG TCACTGAAAG CAGATATCAA AATTCATTAC CAGGAGTACT TTGCTGTIGA ATGGTTCCTG 
TGCCATACAG AGATAAGATG GAGTCTTTGG AAAGTICTTT CXTIGCCACT TCTTCTGATT TTNTAGTTIG CTCAGTGAAT 
AAATCTAGAT CCCCAGATGT TACTGTAGAC AGGGTTGCAG CTGCTGGTGC AGAGGGTGTC CCCTGAGACA AACACCAAAA 
TAAGCTATCA AATTCTGCAT AGTAAAGCGC ANTTAATCCA TTACTTAAAA TCCAAATAAA GfTTATAAAAT TAGATAGGAA 
TCAAACAATT CTAGAAGGTA AAATCCTGCC ATTCAAGAGG ATCACTTACA AGCCCAGCCC ATATAAAACC ATCTACAATC 
A 

SEP ID NO: 1237: (Length of Sequence = 372 Nucleotides) 

TTAACTCTIT OTTTCITCA GTCGGATTAT AGAGTTGGAG CAAATGTCAT GATCANCTTT NAGGCCTAGG CCIGGNCTCT 
TGAGGTCTGT GltT.GTGTGT GTGTGTGTTGT GTGTCTGTGT TICTTTCTCC ATAATACTCC CAACCCTAAA CAGGGGTATG 
GCACAGTACT TCTIATGAAC AAAAGTGCTA TTGGTCTACA AGGGGACTTG AGCCTGCACT AATTGTATIT GATTAGGATT 
TTICTGCTGT CTGTATGATG TTTAACCACA CTGTCAATTA CAGACITCCr TTAAGGAATT TCCAGGAAAC CCCCTTACCA 
TAAGAGTTTA AATTAATAGT TTOCTAGTIT AATGACAGCA GTTGGTAAAG GA 

SEO ID NO: 1238: (Length of Sequence = 304 Nucleotides) 

GGACAAAATT CCAATTATTG TAAATGTAAA AGAAAAGACA ACAAAAATAA GCTAGAAAGA TGAAAGCTAA AAATTCTATT 
TGAACTATCT AAGATCATCA CAGATATTAA ACAGTAATTA GTCATGAAAC AATCATTTAA ATGCTETINC CAGGGGAACT 
GCAGAAGTTG AGACCCTCAA AGAGCATGCA AGCTACTAGG GAGGCTGCGA CTCATACCTT TGAATdTTC TGTTCTGCAA 
ATTCTCAACT CTTACCAATT TAACTCTGCA GTACTGCTAT GGAAATTACA TAAGAGTAAA TTGG 

SBO ID NO: 1239: (Length of Sequence = 389 Nucleotides) 

TOXTATAACT GGCACTTTAA TTTGTTTITG GAACTAGAAT TTAGGGGCAG TIGGATGAAA TTGCAAATTT AGAAGGGGAA 
TAAGAATTTC CTAGTGCTAT ATAAAGAAAT GATGATGGAG ACAAAAGCCT TGCTTTCCTC TETTTAGAAT TTATITNCGA 
T1TJLNAGCAT ACTCTGGGGC TTTTAGAGCT AATATGATCT AAATOCAGAA AATTTAATTT TCATAGTAGG CCAGGTCTGA 
ATTACTTATG TTTGCTATAG AATGCTTATT TAGACTAACA ATAAATTTAC TTIGCTITCr AAGGCCAGTC AGOGAATGTG 
GGGATGAGGC AGGATGTTTT AAATGAGCCA GAGATGATCC NCAAGGGGAA CACTCGACAC AGAGGTCTT 



SEP ID NO: 1240: (Length of Sequence = 365 Nucleotides) 

CTCCAGCCTG GGOGACAGAG CAAGACTCCG TCTCAAAAAA AAAAGCCTTC CTTGCCAGGT GAAAGCAAGA GTCCTATGGA 
ACATTTATTT AAACATAAGA AGCAGAAGGT TCCTCCTCTT GCAAGTATCT TTTCTCTAAA TGTAGCATTT CCACTGGAGG 
AGGTGGTCTG GGTGGATGGT TAATATCTGA GGATT3TNCA GCCAGGCAGA TAACCAGGCC TCTCCATATA CAGATACCCA 
CAGCCCAGGA ATCTTGAGAA CTGAATGGCC CATAACAACC TCTGGCACTA TOGGAGCTGC AGGGAGGCTT GGCTGGGGCT 
ACTCCAGTCT CAGGCCCCTG TTCTTAGCGG GAAGTCACAA GGAGG 
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SEP ID NO: 1241: (Length of Sequence = 350 Nucleotides) 

GGGGAGGCGG TAGGGTCIGC NCTOTCTCIN AGGGGCTTGT GGCTTCGCQG GTGGGdTTG CATGGTCTCG CCTCITCAGT 
CCAGCCCCGT CCTGATGQGG CftGAdTCTG TOCGTOCTGC TTOCIGGCTG ATCTCAAIAC TGAAIGAGAG GGCAAGAGAA 
GGGGAAAGGG AACOGCCCAT ATGTNCTTCA CCTGCTGCAA GGGGGCTOIN TGGITCCCAT GAAATCGTCA GCAGAGACTT 
TOGGOTGGGT ATGACTOGIG GGTCACAGGG TIGACTAGAC AGAATCTAAA GAAGGTGGGT GCTTAGCTNG GAACTCITCA 
CTAGGAACGG ATCACTCTGA AGCTCTAGGG 



SEP 3D NO: 1242: (Length of Sequence = 392 Nucleotides) 

CTCITAOGAG TGAGGTTAAG TATTGAACAG ATATTTAAAA GCTATAAGCT TTTAAACAGA ATAGGCATAT TGCTGATACC 
AGTATTIGAC AACCX3CCTTG TITTTTCAGA TAAGAAAACT GAAGCACAGA GACCATAAGG CATCAGCCTA TGGTCATTCA 
CTTOGTGCTA GTCAGGTCQG AGCTCACACC AAGGCCCTCT GGCTRCTGAT AATCTCPGTA CTAGGCTGCT TITCAGTAAA 
CTCTTGAATC AATGAAAGAA AGAACACAIA CTGTTGACIT TTGAACTTGA ATCTAAACAA AACCTATGTT GAACTCTAAG 
TCT3TAATCT AAGAACTATC AAACTIAAAC TTGrTTACAAA AGGNGCTGAT GAGCACAACC ACTITCTTTT GG 



SEP ID NO: 1243: (Length of Sequence = 377 Nucleotides) 

CTGGGGCRGG CCTSAGCTAG GGGTGGGCTG GGGATGACAG TC^ACACAGC TTGGACCAGA AGCCCATGGC GCCTCGNTCC 
CTGGAAAGGC ACAGGGCACA GACGGATGCC GCCTTTTT1TG C1GGGACACT CCTGCCACCA TCCACAGCTC CCCCCTCACT 
CCACX3TTCTT GTAdTGGIG AACAGGTTGT AAAGAACCCT CAGGCTGGAT TTNAGCTCCA AGTTAACCAC GTCTTCAGGA 
CGAGCCITCG GTTTNTTNAG GCCTCCGTCC AGCATCAGCT CAAAGGCGAA GGACACATIN TGGACCTTCT GATCGAAGCT 
TTCOGGACTC AGGTAGAAGT GGTGGAGAGG AACAAAGTAG TCTTCCAGAA GGCCCAT 

SEP ID NO: 1244: {Length of Sequence = 312 Nucleotides) 

ATnTTNCAT CAATGTTCAT CAAGGATATT GGTCTAAAAT NCTCTTTITC AGTTGGCTCT CTGCCAGGCT 
GATGATCCTG GCCTCATAAA ATGAGTTAGG GAGGATTCCC TCTTTTNCTA TTGATPGGAA TAGITTCAGA 
CCAGCTCCTC CTTGTACCTC TGCTAGAATT OGGCTGTGAA TCCATCTGGT CCTGGACITT VLVVlXXaViX* 
GATTATTCCC TCAATTTCAG AGCCTGTTGT AQGTCTATTC AGAGATTCAA CITCTTCCTG TTTTAGTCIT 

SEP ID NO: 1245: (Length of Sequence = 320 Nucleotides) 

GGAGATOGTG CACATCCAGG CCGGCCAGTG CGGGAACCAG ATCGGGGCCA AGTTCTGGGA AGTCATCAGT 
GCATCGACCC CAGCGGCAAC TACGTGGGCG ACTCGGACTT GCAGCTGGAG CGGATCAGCG TCTACTACAA 
TCTCACAACT ACGTGCCTCG AGCCA3TCTG GTGGACCTGG AACCCGGAAC CATGGACAGT GTCOGCTCAG 
ACATCTCTTC AGGCCTGACA ATTTCATCrT TGGTCAGAGT NGGGCCGGCA ACAACTGGGC CAAGGGTCAC 

SEQ ID NO:1246: (Length of Sequence = 275 Nucleotides) 

TiTiTi ' mT TrnTmrr atcigacagc aatagattta ttaagtatcc ccgaaaaiat aaacacaaac cagtaaaaaa 

CAAAACOGIA AAACGTCAGG CCTGGAGCTG CAATAAGACA GAGACAGGAG CAGCTCACAC GTGGCCTAGG TGGGGAGGAC 
GAGGCCATAA ATACTGCAGG AGGGOGGCAA GGGAGCCCTA GGGOGAGGGG AAAGCAGGGT NTCGGCAGCG AGATGGCTCC 
GGGGGTTTAG ACACIGCT3G CTTCGGCCCC GGCCG 

SEP ID NO: 1247: (Length of Sequence = 384 Nucleotides) 



TIX3CTATCAG 
AGGAATGGTA 
GTAAGCTA3T 
GG 



GATGAGCATG 
CGAGGCCTCT 
GGGCCTITCG 
TACACGGAGG 
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GGTCITGCCG GAGAACTACC CCCCTCCAAC CGAACmTG GACCTGCAGC CCITGCCCGT NTCTGCTCTG AGAAACAGTG 
CdTTNAGAG TdTTACCAA GATAAATTTC CTITCTTCAA TCCCATCCAG ACCCAGGTGT TTAACACTGT ATACAACAGT 
GAOGACAAOG TGTTTCTGGG GGCCCCCAOG GGCAGCGGGA AGACTATTTG TGCAGAGTTT GCCATCCTGC GAATCCTOGC 
TGCAGAGCTC GGAGGGNCGC TGTGTCTACA TCACCCCCAT GGAGGCCCTS GCAGAGCAAG GTATACATGG ACIX3CTACGA 
GAAGTTNCAG GACAGGNTCA ACAAGAAGGT GCTACINCIG GACAGNCGAG ACCAGCACAG ACCT 



SEP ID NO:1248: (Length of Sequence « 225 Nucleotides) 

AATITCGAGA AGATAGAAGT TTGAAGTGGA AAACTGGAAG ACAGAAGCAC GGGAAGGOGA AGAAAAGAAT AGAGAAGATA 
GGGAAATTAG AAGATAAAAA CATACTTTTA GAAGAAAAAA GATAAATTTA AACCTGAAAA GTAGGAAGCA GAAGAAAAAA 
GACAAGCTAG GAAACAAAAA GCTAAGGGCA AAATGTACAA ACTTAGAAGA AAATTCGAAG ATAGA 

SEP ID NO: 1249: (Length of Sequence = 393 Nucleotides) 

CATCTATAGT CCATACATAT CTATAATCGA CAGAAATATG AGAATOAATA AGCAAAGATA CTTATCTACA CCAATAATAA 
AGTAAGAAAG GTAAAAAAAT TCATGTAATA AGAAAAAATA ACAACCCAGA AATTTAAGAN TTAAGTAGTA GTCAAATCTA 
ATTGGAATAA CTCACCTATA TAAAANACAA GAGGAAGGAA ACTITATACA TAGCTCTGGA AAATATCACA ACTATGTTCC 
CAGAAGANTG TTTATCTCCA CAGCATCCAA CCTAGTGTCA TCCACACAGT TGGGACTCAG CCACTGTTGC CTGATXGATT 
ATCAAGNCAG TCACTGTGAT CAACCCAACA GTAATTGAAC GTrCATTTTT AATANGCTCA GTGTTAAATC TGT 



SEQ ID NO:1250: (Length of Sequence = 391 Nucleotides) 

OGTATGTATC TTTNATTTAC ACIGCACACC TTGCAGCATC CTTACCTTGC AGAGTACTCA GTCCTGGCTT CATGAATTIN 
ATCTCAAGTA AATGGGTTTT ACTCATCCCT AGTTCATCTG CATGTNCCGA GAAAAAGGGG AGCITCTAAA ACATGTCCGC 
AAACCACAGG AAACACTGCA ATCCTGTGTG TCICCTATTC CACITACTCC TCAAGGCCCC AAGGTAGGAC GCATGTTTGG 
TGGCTITCTG GCTTACAAGT TCCAGTGCCT ACTCCCATTC CCTGAGAGCT TTGCTCTGAT CACTGAGGGG AAGCAGAATG 
GAGCATCGTG TGGTCCTTAC TGGAGGACTC CTTGCAGCAC CTGAAACAAC CCAATGTTCT TAGAGGCAAA T 



SEP ID NO: 1251: (Length of Sequence = 320 Nucleotides) ' 

GCCTCANAAG GTCCITCCCA GGCITCTCGC AAAGGAAGGC ACTGCCTCTN CACACCTTGT GAAACCITTC CAGGACCTCC 
CAGTCAGAGG CCGTCTGGTT CICACTCTCT GCAGAGCGCC CTACAGCCTG TCTGTGGGTG AGCGTCTCTG TNAACTCITC 
TCCATCTCIT CTCTGATCT3 TCTGCTCCTC GAAATAACIG ATITTOTCTC ATACACCTTG GAATCCTGAG TCCACAGAAC 
AGAGGCTCAT ACAAAGGAAG CTTTCAAAGA GTGCTCATCG ATTTCTAGGN TTCITGAAGA CAGGCACCAN GTTTTGTTCT 

SEQ ID NO: 1252: (Length of Sequence = 367 Nucleotides) 

CAAAAAAACA AAACCAGTTA TGCAAAAACA AGACTACAAA ATCCCCCTTT CTCAAGCTCA GTTTGAGAAA CTGATTTCGN 
ATCTAGCTTA TTGATTATAC TCAGTTTCAA TTCTCCCTGT GCAAATAATA CATAAAGTCA TTAATGATGA TTTGATGANC 
TGAAATCATC TTCGCTTAGG ATCGTTIGAC ATCATAACCC AAATATAAAA AAGITATTCA AGATTCACAG AGATAAAACA 
GTGCCTCGGA AACATAATTC ACCCATCTAT ATATAATANT TTINGAACAT ACTITITAAA CATAAAATCA CAGTCAAGGC 
ACTGATAGCA TTGCATACTC AGTGCATTAT TTCATGTAGT GCCTTCC 

SEP ID NO: 1253 : (Length of Sequence = 393 Nucleotides) 
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TIGCTTTCAA GACAACACTC AGTTGCTAAA CCCA.TTTCCT 
GAAAAGTGCC TTAGAGATCA TCTAGTTCAA CCTCTCOGTT 
AGATAATTSA GCAAACAACT CCAAGTAATG ACAGAAAATT 
TTAGCATCCT AACTATCAGT TTAGAAAAGG TAGAACTEAT 
GTTACCITCA NGNTAAAATG GAGACATACT TTTTOCTTTA 



TTTCTTTAGG ATATTTTCAT TGTCTCCGAA TTTTAGAGCT 
CAAAIX3GAGA ACCTGAGCCA CIAAGNTTCA CAGGNGAGTA 
AXAGGAGAAT CACTACAAAC TCIGAGAATT TACTATGTTT3 
AAGAAAAGTT AAA TllalTlT AAXATGAATO GGATTCCACT 
GGTATTATAG TTAAAGGAAT ATTGTATCCN CTG 



SBO ID NO: 1254: (Length of Sequence = 377 Nucleotides) 

CAAAAGCAAG GAGATGAGTT GAAAGACAGT TTINCITTAA GTCATCACTA TQGGATCTCA GCAGAACAAA AATTAAAAAG 
ATTAATTINC CITITGATCT AAAACTTCCT TAGTTTGAGC AGTAGCTGCT ACAAAATTAT TraCATATCT TAGTATCATA 
GTTAAATGTA A3CTCHTEAG GAGAGGAAAA CAAAAGATAC ATTTNCTTTA AATTCATTAA GAAATTTTCA AATTCAdTT 
GTAGCCCATG CTGNATAGAA TTGGGCTGTG TTGCTACATT TGAAACACTG TTTATGTTGC TTGAAACACT TATTTNTTTA 
ATOGCCGATO TGATGATGCC TATGGCOGAG ATCANATATA GCTAGATTGG CTAGGCT 

SEP 3D NO: 1255: (Length of Sequence = 307 Nucleotides) 

ACAAATCTTA GCTITCTCTG GCCTAGAAAA AGAAIAGGNT CATCAAGTCA TAAAAOGAAG TATGnNATTT CAGCACCTCC 
ACAAAATGGC TTCATCAAAG AAGAGAATCC CATCACATGT TACCTCTCCT CTCIAGGTTC TTCAGCTGGG GCITTGCCTG 
CCCCTCTACC TATGGCAGAA CCCACTGACT CCTGGNCTTT CCAGCACTTC CACTTGCCTC CATTAGACAC TTAACCCCGC 
TGNCCGCTGC CTCATGCCAG GGAGGGCCAA TCTCCAGNCA A1GCTNCTGC TGGdCTATG ATGACTG 

SEP ID NO: 1256: (Length of Sequence = 326 Nucleotides) 

TTGAGAAAAC TGCAGAAGCT GGAAGGTCAA TCTCTGACCT TCTTTCCTCA GACACCITCA TGTTGACAGGTT GTTCCCACTTT 
ATGCCTGGAG GGAAGGAA7G ATAACACAAA GATACCAAGA AGAATGTGAA GAGACdTTC TCAGTTCCCC CCAGTTCAAG 
ACCATTATAT CGTACCCACT TTIXTTCTAAT CANGCTTCTA TATGACTATC CATTCTTTAT CAAAACTAAA CATAGAAATA 
TACGATTATC TCAATTTCTG TCTTTGNTTC TGAAGGCTCC TCTGTCACAT AAAACITACA TTAAATAAAT TTGTATGTCT 
CTCTIG 

SEQ ID NO: 1257: {Length of Sequence = 224 Nucleotides) 

TTTITINAGA GGGATTCTCA CACACTCACC CAGGCTGGAG TNCAGTGGCG TNATCTTGGT TCACTGCAAC CCCTGCCINC 
NGGTTTCAAG CGATTCTCCT GCCTCAACCT CTCGAGTEAGC TGGGACTACA GGCACCTGCC ACCATCCCCA GCTGATTITC 
CIGIUTINAG TAGAGACGTT GGCCAGGCTG GTCICTTAAC TCCTGACCTC AGGIGATCTG CCCG 



SEQ ID NO: 1258: (Length of Sequence = 329 
CAGGGGTTTC TITCCCTACC CTTTGTGAAA ACCAATCAAT 
CCAAAGTCCC TTTTGGAAAT ACAAGCCATA ACAITCGAAG 
AGCIGCAGGT AGTCTTGACA AGGAGCGITT AANCAGAAGG 
TAAIGTTAAG TGGGGTACAG NTCAGCTGCC CCCCCACGTA 
ACAAGGTCC 



Nucleotides) 

TACTAGATGA GTGGATGGAT GCAGAAAAAT CTGGGCTGAG 
GACATCAGCG ACCITGGCIT GTITIAGCTGA TTTINCTTCC 
CTCAAGATGC ATTCCTTCTG TAGGTGGGNG AGAGCACTTC 
GCCTGGACAT OGTCTTNTCC CCATAATCCT TNNCATCCCT 



SEP ID N0:1259: (Length of Sequence = 374 Nucleotides) 

GGTCATATGT TACATGCATG TITCINCAAT ATGTGTATGT CAGGNCCATC TTCACAAATT TNCATAGCCC CTTCTCTGAT 
CTGTTAAATA GGTATATTTA GCCAACCCTC TCAGCATAAA GCTCCTACCC CAGCTGCTCC CCCTTCCAAG TGCCTGCATC 
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TGCTCITGGC TGGGAGCTOG CTTCCCAGCC TGTAGGATGG CCACCTTGAA GGCTCTAACC CITTAGAAGA AATAAAGTCT 
CCTnTCTAA ATTTATAGAT TCTATCATTG TTTTAAGCTA ACAATAGCAA TGGCATTATC ACCTCACTCT CTCTGTCTGT 
GCTTAGCATA GTACCTGACA CATGGCACTT GAGTIGGTAG CTATTITITA ATAT 



SEP IP NO: 1260: (Length of Sequence = 353 
CTCAGTCAAA AATAGCAGCT GCTCAATTAG CATGGGCATA 
TGCNCTATGA AACTGACTAA AGTTTCATIT CCTGATTCAA 
AATTTTITGA TAACAGATGT GTTGACTCCT TACAGTATAA 
ACAGTACATC AATTTTAAGT AATCTGCCAA ATCATCGCAG 
NAAAACAGGM GTTTCAAATC ATCITCITCA TIT 



Nucleotides) 

CCAGGCAAAT AAGCCTGCAT ICTCATAGCG TICCCITGAT 
GAATIGCAGC TAAAATATCC TCIGGACAAA GAAGAAGGGA 
AGCCAATTTC TCTCATATCT CACCAACAAT CCTGGTTTCT 
CAAAAATATG TTCCCTCTAG CTGTTAGGGA dTTGACTTG 



SEP ID NO: 1261: (Length of Sequence = 294 Nucleotides) 

TTAAAACAGA CAGCTAAGAT TATAGGAATA TTTTAAATAA ACAGGATTTA TTITAGACAC ATTTCAAATA GAAGCCACAA 
TAATCAAATA GATATTATCT GAAAACGTTT CAAAAATATT AACCCTTTAA ATGTTCITCT CTGAAAAATT AGTTTATCTT 
TAACAAATTA TTCTGAATTA TTCTGTCAAC ATATAAGGTT ATGCATATAT ATNCACITCC TGGTCTCTAT GTTAAAGCAA 
ACTAGGTAAA AACTAGAGGA AATATCTGGA NCATAAAATG GTTAACAATT TAOG 

SSQ IP NO: 1262: (Length of Sequence = 292 Nucleotides) 

ATGATGAAGG GTTGGAGTGA TGCACCTAGA AGTGAAGGAA TGCCAATCCT TGCCAGCAAA GCACCAGAAA CTAGGGAGAA 
ACAAGGAAGG ATTCTNCCAC AGTTTCAGAG GGAGAATGGC CCTCCCAACA CTCTGATTIT GGACTICTGG CCTCCAAAAC 
TA1GAGACAA TAAATOCCTG TTGTCTIAGA CCACCCAGTIT TCTGGAATIT UTTTACAGCA GAACTAGGNA ACAAATACAG 
TTTTmTIG CAGTAAAGAA GTTTTAAATC TGGGTTATGT CCAATSTATC AA 

SSQ IP NO: 1263 : (Length of Sequence = 303 Nucleotides) 

GCTIGAGGTT CTGGGTAGGA TGAGAAGACG ACAGGATGAA TCTTACCCCC CAGCTITAGT GGAATTCTGT GAAACACCTG 
GGAATCTGTT AGCATCAGGA GAATTCCTCT AAGGTATGAA GAATGACAAC CTCGGACCTT TCTTGTAGGT GGCTCTGAAC 
CTAACTATTC CCCAAAGATT CCCAAGTGGT AGGAAGGAGG GGCTGCAGAG GGATATTAAT CATGGTCATT AAGTCTCAAA 
ACATTTCTAC TTCAAGTGAA TACATTAACC ATGCIGAGGC AGTTGAACAA CTGAATGCGT AGT 

SEQ IP NO: 1264: (Length of Sequence = 313 Nucleotides) 

GGGACTACAT CAAGCACCTG CGCGACATCT GCGAGGGCTA OGTCCGGCAG TGCCGCAAGC GCGCAGACAT GTTCAGCGAG 
GAGCAGCTGC GTACCATCTT CGGGAACATC GAGGACATCT ACCGCTGCCA GAAGGCCTTC GTGAAGGCCC TGGAGCAGAG 
GTTCAACCGC GAGCGCCCAC ACCTGAGCGA GCTGGGTGCC TGCTINCTGG AGCATCAAGC CGACTTNCAG ATCTACTCGG 
AGTACTGCAA TAACCACCCC AACGCCTGCN TNGAGCTCTC CCGGCTCACC AAGCTCAGCA AGTACGTCTA CTT 



SEQ ID NO: 1265 : (Length of Sequence = 290 Nucleotides) 

7TTCTATGTG TAAGAGAAAA TAGAGATGGG TATACATACT GTITCTnTIT TTGAGCOGAG AAACTGTCTG ACCGGGGCCT 
CAGCTGGTGG GCATTGGGGG CTCCTCTTGC AGATGCCCAT TGGCATCACC GGTGCAGCCA TTGGTGGCAG CGGGTACCNG 
TCCTITNTTG TTCAACATAG GGTTAGGTGGC AGCCACGGGT CCAACTCGCT TGAGGCTGGG CCCTGGGCGC TCCATTTTNT 
NTTCCAGGAG CATNTGGTTC TTTGGCGGGA CCCACGCAGC CCTGAGGATT 

SEP IP NO: 1266: (Length of Sequence = 322 Nucleotides) 
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CGGACAGATG TCACTCTCK5C CCGAGAAGGG GGACACTGTG ATGGTGTTCT TAAGCTCATA GAGTGGCAGG TTCTCTGAAA 
TGCCACCATC CACGTAGCGC ACCCCCTGGA GGGAGGGAGG GATGAGCCCA CAGTACACGG GGATGAAACC NCTGCAGACA 
TIGGCCTGGA TGAGCTCGTC CTTOGAGTIN AACTGGGATA TAATGACA.TT NTOGCOGTCT GAOVCGCGGG TCAGGGAGAT 
GCCCAGGCGC CCACTGGCAT GCTCATCGCT ATCAGCAGGC AGGACCTINA GCAGGAAACT CGGGATGATC TTTTACCAGG 
TT 



SEP ID NO:1267: (Length of Sequence = 310 
CTAACCCATC CCATAGGGIT GTNCTATCjTA TTCTTGCCAG 
GATAGTAAGG GAGTCAGGGT TTCTTCATCT TCCCTAGAGT 
GAGOGCCCTT GGCACCTGCT GGCTGGAAAT CAATTTAGCT 
GGACTCATAG TGGTTGAAGC AAGATCTACC AGATGGGGAC 



Nucleotides) 

CTGGGGTTGG AGCACCTTGT GAGCTCAGCA GCCCAACATC 
TAGAACTCAC TTCTACAGCC ACTGTCTCAG GGACCACTTT 
GIAATGGATC TGGCCCAGCT TrVCCTCTCT TGGGTCATCT 
ATTGAGATGG TCCCTTTCrC CITCTCATTT 



SEP ID ND:1268: (Length of Sequence = 338 Nucleotides) 

GGGCTGCTCG TGAGGATGGG ACAGCATTGA CTTACTGGGG AGACTCCCTT GATCACAGCC TTACACGGTT ATTCATAAGG 
AGGCAGGAAG AGGCGCTAAC AGTAAGCATG TTCTGGGTCG TdTOGGGGT GCACATGTGC AGCAGCTGTA CCTGCTTGCT 
TGTATGTTAC ATGTCTCATT AACATCTGAA ATCTCCACCC GGGAGTGTCT TITINACTAT TATAATGAGC AAAGGTTCAG 
TCTGAGGACA GCTAAAATCA AAAATGTGCA CCCTCITACG GGGGAAATTC CITACTGGAG CTAGTTTGGC TTGAAGNGAA 
CTGGACTACA GTGTGAAT 

SEP 3D NO:1269: (Length of Sequence = 363 Nucleotides) 

CTGCTAGAGA GXATTTCAGG GTCTGCAGCA TGTTCTTAAG GCCATTAAGC ATATCTIAAG GCCATTAAGA GCACTAATTA 
TAAAAGGGCC CIGCTAAAAT AAATATCAAG TTCCCITAAG AAACTTCAAA ATTATGAAAG TTTCAQCTCA TXR ITI ' X GCT 
ACAAATGANC TEAGCAGCIA AGNAAAATCT CTGCCIGdT ATAAACTAAA TATGCTATAA TTATATATIN CTOTTATCTA 
TITCTAAAGC TACAITITCA CCCTAACTCT ACTACAAACT AGTTTCGGGA AACAAAGTAA AAGCAGGGGN AATCCAACTT 
CAAATATAAT CAAATATAT 339 



GATAACTGAG ACTAATGGAA TCGTTTCCCT CTAACTTCAT AAAAACTCTA AGGATTATCT TTCTTGAGTT CTCTGTATTT 
CTGTTTTAGA AGAAAAGAAC AAAATTTCAG AAACAAGATT ATAGIGCTTT TNCTAAAGTA TAAATACGTG GGCCCTATAC 
AAACIGGCAA AXTCATIAGT CTTAAAGCAG ACATCCAAGC TA3TGTGGGT GTTCGGATGA CACCATTTTC ACAGIAGGAA 
ATCATTTCAT TCTGAGCGTG GGAATCGGCA TIGGTTAACG CATGAGGTTT TATGTGGTAT AAACACCTGG GAAGTGAGAG 
AAAAGNCAGC ACAGAAGCTC TGTGGGAGCT CITCTGAGCA TTG 

SEP ID NO:1271: (Length of Sequence = 335 Nucleotides) 

ATGCCTCTGG CTIGTTIGAC TGCAAAAGCT GATCTGCAGG GGTAGAGGTA GGCTACTAAT TTACACTCAC CAAAATTAGT 
ACFGKEATTA ATCAGTTTAG TTGGATTAAG ATGAACAATG TTTAATGCTT TAAGGNTCAT TTTTTGCCCC AACAGGACXG 
TGCTATA1TA AA3GACACCG TGCCCAAAAG CTCAAAAATT ACATAGAAAG TAAAGTACIT CTTGAATACT AAAACAGTTA 
AGCAXAAAAG GTTGTGAATT GCTCCCAAAG TGATATTAAC TTAAACATIT AATCCTACGN NCTATCITAG CTGTACCCTC 
TAAAAATGCT TAGGA 

SEP ID NO: 1272: (Length of Sequence = 323 Nucleotides) 
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GTHTAGATA TTTTAAGATA TTTAACTGTC CCCICTGGCT TTTAAGGAAA AAATAAGTAT AAATNCTTGA ATATTAAGAN 
TTTTAAATCA GCTAAATTCA GGGCCAAGAA C7TATITAAGA TGATTCANTG AGAAAGAAAA GGACCTAACC TGGAAAAAGA 
GTTTCAAATA T3CCAGTACG TAGGGTATTT NTGGAAATAC ACAGTCTAAA ATTAAAAATT NNAACTNATC AAT2GAATTT 
AAATCTATAG CACTTTAAGG CTCTGGAGCC CAACANTAGG GGNTAdTIG GGGGCACATG ATCTTTCAAA ACATAAATTA 
GGG 

SEP ID NO:1273: (Length of Sequence = 368 Nucleotides) 

GCAGCCTGGG CAACAAAGCG AAACCCTGAC TCAAAAAAAA AAAAAAAAAA AAAGTCTCTT AATCACAACA GCAAAGCTCC 
AAAAGTTCAA GCATCACAGG TAGCTAGTGG CTACTATATA GGNCAGCACA GACACAGAAC GTTTCCAACA TCACACACAG 
TTCTANTGGG TAGCAATGAC CTATACTGCT GACCATGCTG NCCAACATCT NTCCAGCAGT CCCTCATCCC TCTGTNCTCC 
CCIGTTACAA GCTTAGANCC CCCTCCNNAC GCTCCTCCCC CATAAACAGG GCAAGTNGGG CAGAAGCTGG AATCCTTITC 
AGGGGGCAAA T 331 



GCAATGGGAT CTGGAGCCAA AGAAAAATAT ATCTGAGTTC TAGCTCCTCA CTAAGTAACT GTGTGATAAT GGGTATCTCA 
CTCACCCTCT ttcagctttg ggtcctitat GTGTAAAAGG GAAAAACATA tgcctacatc ATAAGGCAGA TGTGAACATC 
AAATGTTATC AGTAACTGTC AATCDGTTTT ATTAATTGTA GAATGTCCAA AATATTAGTT TCTATGGACT TCAATGAGTA 
TGTnTGTGG AGTGGACTGG GGGAAAGGGA TCATTGCTTA CCCTCTGCAC ATATCATGTT TCAGCCTAGT ACAAGGCAGC 
CATGAGCACA AAGGGCTAAG CTACTTAAAT CAGNCCCCAA ACAACTTC 



SEP ID NO: 1275: (Length of Sequence = 319 
AGATTACTCT TTCCAGAATT TTGGrCTAATT GTGAAGCTGA 
TGAACAGGTA TTCTNCCCAT TACTAGTATT GAAGTCAGAA 
GCCAAAAAGT ACACAAAATG GACGCCATAA ATNCTGAAAT 
CATTTATTAT CAAGATAGAA AAGAGCAGAG AATGACGTGG 



Nucleotides) 

AATATCCTGA CTCTACCTCA AAGTTAATGT TTTAGGTAAC 
TACAGAAACA AATAGTTACT GCCAGAAGCA GAATGGAAGA 
AAAACTGTAT GATGTGTTCT GAGTCACTGT AGAAGTCATC 
GACATTGGTC CTOGGAGGGC TTCGTANGTG CTTCGGTCC 



SEP ID NO: 1276: (Length of Sequence = 324 Nucleotides) 

CTGCATTGGG CAGGACAAAA CCTGCCAGAT TCAGAAGGTC ACGANTCATC TGGCCTITAA TGCTGATATC CAGTGGAGAG 
CTGGAGTGGA GGCTTGGGGA AATATTGACT TCCAGGACCC AGGGCTTGAG GITTTCNTCr AGCATGATGT CAAAACCAAA 
GAGTTCATGG CAGCTATAGG GCOGTCGCAC ATACATCTTG AGCAGGCTGG TCACATAGGG CTCTGACGAG ATGATAGTIT- 
TGACAACAAC ATCCTITATC TTCTCCCAGA TCGOGTCGCT ATTGATTNCC CTTCTGGGCT CAGGTAGTTC CACAAAAGCC 
TTCA 



SEQ ID NO: 1277: (Length of Sequence = 388 
.AGCAAGGCGG TGGGGTAAGT NTGGACCTTT GTGTACCAGA 

crrrciGGAA agcagtcaca gcggaatttc TGGCCATGCT 

GGTGGAACAG AAAAGCdTT ACCGGTCGAC ATGGTTCTNA 
GTGCTTTGGC CATATCAGCG GTGGCCACAT CAACCCTGCA 
CCAAGTCTGT CTTCTACATC GCAGCCCAGT GCCTGGGGGC 



Nucleotides) 

GAGAACATCA TGGTGGCITT CAAAGGGGTC TGGACTCAAG 
TATTTTTNTN CTCCTCAGCC TGGGATCCAC CATCAACTGG 

Tcrcccmn ctitcgactc agcattgcaa ccatggtgca 

GTGACTTTGG CCATGGTGTG CACCAGGAAG ATCAGCATCG 
CATCATTTNG AGCAGGAATC CTCTATCT 



SEQ ID NO: 1276: (Length of Sequence = 354 Nucleotides) 
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GGACTICTAC CCTGGGTGCT GAGAAGACCC OTTOT TA3TAGTGCA TITCIGTAAG TNACTOGGAT AATCATCITC 
AGITGAGCAT TrTATOTGAG TTTCIGAAAG OCTTEAATC AACT0CATA6 ACAAGAITAT AGTOITCCAC AGCAAIAGGC 
AIGGGOCATG TCTGCACTGG AGGTAAGITG CAAGGTACAC CCADGGGTGA TTTATCACTC TTACAAAGAT GATAACTAAT 
GAAGACCGCA TCTAGAATCC TCTTACTGGA GATGGTTIAC AGAGCATTCT TAATCATCAT ACTTAGATIT ATATTAATAT 
TIUmTCAA ACTAAATTAT TCCAAACTGT GCCC 

SEP ID NO:1279: (Length of Sequence = 347 Nucleotides) 

CCACTTCAGT GCITCTCICT CCCGAAAAGA TCTTTK3A0G CATAGGGCCT AACTCTAATA CACTTAAAGG ATAAGTCTCC 
ACCCCAAGGT GAACATCGGT CATGTGTTAC ACGCACATTA GTTCATTATC CATCTC1X3AG GACCTCCTTT GTGAACAGTC 
ACAGCTCCTC CTATAACCTG TXAAATATGT ATCT1TCATC AACCCATTCA ACTTAAATNC TICTCITACC TCTCCITCCC 
TOVAACTGCC TGGCTATACT TCCCAGCCTG OGGGATGGCC ACCTTGCAGG ATCGAACCCT TICTAAGAAA TAAAGTCTCC 
TTTCCAAATG TACACATIGT ATGACTT 

SEP ID NO:1280: (Length of Sequence » 344 Nucleotides) 

ATCCTIAGCA TGCCTGIOTT ACTGAGACCA TAAAdTTTT TNTTITCCIT CTGCCTTCAC CCAGTGTCTG TTAAGTCTTC 
CTTCTTAAGC TCCCACACIT AAATGGCTGC TTGCAGAATT GCAAAGGGAC TAGGGAGAGA ACAAAAACAG ATATOCAGGT 
GCTGGITGrrr AACCAGACAG GATTTCTAAG GAGGGTTCAG GCAGTCAAGT GGTTTOJTCT ATCTNTTTrA TCTTCATACT 
TITGAGTTTT ACAATGTCTG AAGCTIAdT TTCCTAGCAT TAGCTATAGT TTATTTTCAA AGAATGAGGC TCCTGAAAAT 
AAACATCCCC AGTAAACTAT ATCT 

SEO ID ND:1281: {Length of Sequence = 331 Nucleotides) 

TGAGGAACAT AAAATGGCTT GGTAAAAGTA ATAAAATCAG TACAATCACT AAdTTCCTT TGTACATATT A1T1 ' 1X3 CAGT 
ATAGATCAAT ATTACTAATC AGTTTGA1TA TNCTCAGAGG GTGCIGCTCT TTAATGAAAA TGAAAAITAT AGCTAATCTT 
TTTCCCTCAA ACTCTGCTIT CTGTAACCAA TCAGTGTTTT AATGTITGTG TGINCTTCAT AAAATTTAAA TACAATTCGN 
TAITCTGTrT CCAATGTTAG TATCEA1CTA AACATGNTAG TACAGCCATT TTTTTCA37VT GTGGAGTAAA AATAAAATTA 
GTATTTTTAA A 

SEO ID N 0:1282: (Length of Sequence = 310 Nucleotides) 

CCATGTCAAA TGTAGTTIAC AAAGGGAAAG GACAAGTACC TTTNTATAGA ATATACAGAC ACAGCATCAC ACCACAGGGC 
CCACGGGAGG GTCGGGGAGA CGACAdTTT TCCCTGGGAA AGGCAGCTCT AATCCCAGGA ATCGTTCTCN GCAGAGGCTG 
GCTGGCCAGG AGCACTGTCC TCTAGCCCCC TAACTCAGCC TCTGCITCAN CTCGGITCCC ATTTCCTGCC TCTACCCCCC 
AACTCCTEAT AAAGAGCCCC ATGAGCTAAG ACTAAGGAGA GGTTCA1NTC CCTTGGGGOG TCTGCCCCAT 

SEO ID N0:1283: (Length of Sequence = 323 Nucleotides) 

ATGAGGATTA ATTATATCTG OOTCACCCAC ACAGCTCCCC CATACCCATA ATCTTTATTT ATTTNCTTOG TITCTTCCTT 
ATACCITGTT TCAGGCATTA AACCATAACC TGTEATTTAT NCIATCCTTT TCAAAACAGG TGTGGACCAT GCACAGATGA 
CCTATGACGG GCAGCACTGG CACGCCACGG AAGCCT3CTT TNNTTGTGCC CACTGTAAAG CCTCTTINTT GGGATGTCCC 
TTCCITCCCA AACAGGCTCA GAITTACTGC TCAAAAAOGT GCACTCTTIG GGTGAAGACG TCCATCGCCT CTGAA3TCIT 
COG 

SEO ID NO:1284: (Length of Sequence = 283 Nucleotides) 
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TTTTTTCACA AGGTGAAAGA CCTTTATGGA CATGACAGAG AGGACCTGAG TTAAGAGGGA AAATACATCT NCATAGCTAG 
GTTCACATTC AGTTAIGTTA GTCCCAAACC TACAAATTCA ACATGATCCC TATTAAAATC CTACCAATAT AGTTCAAAAG 
CTTGACAAGT TGATTGTINAC ATTTATATGA GAGANTAATT AAAAAAAAAA AAAATAGGGC CAGGTGCAGT GGCTCACGCC 
TCTTATCCCA GCACTITAGG AGGCCAAGGC GGACAGATCA CTT 

SEP ID NO:1285: (Length of Sequence = 341 Nucleotides) 

CATTCTNATC ATGTAGAGGC CAAAATGGTA TTINATAAAG AGGAAATTAC TTCTGANCCA CCCCAGCTGG AAACACTGGT 
AGTATOGGCA GCAGATGTGA TTACATCOGT TTTGGTATTA CACATCGTTAT TTACAGCAGA CATGACTGAN CTGGGAACAC 
TCCCCTX3TGA GACAGCCTGA AA bTlTlTlW GAGATTTIWT GTGAACACTG TCTGAATTCA CATTTGGCAA AATGATTCTN 
CCAGTTTCTC CX3GCTTCTGC TAGTTTGAGG CAATCTGTTT TATGTGCCCC AGCTGAAGAT CTTTCACTAA CTCGATCTTT 
AGAAGCTAAC TGCATTGCTG G 

SEQ ID NO: 1286: (Length of Sequence = 354 Nucleotides) 

GCCCTATITG TACAAAGTGT GCATGTNAGC GTGCGTGTCT GTNTTGGATT TTTCCCCCTT TAGGIGGTTC AAATCTGGAA 
TTTCTGAAGG CAGAGCIGAT AATTAGAGAC AATAAAAATC TGCAGAGTAG ATGGTTCCAC AAACAAGACT ATGAAAGAGG 
GGATAAAAGA AGAGGTCAAG AAAGACTCAA GAACAGTATA TAGAAATAAT TCAATIACAT TATGTGTATT TTAAAGAAAA 
CATGTCTCAAA CTGCATGAGA CAGAAAATAG CACTCNGTTA TCCTCCTAGA CTTCINAAAG TTTTCAGrriT GTCTGCAATC 
'"'rTTTCCATT AATCGNCTTT TGCCATCTTC AGAA 

SEQ ID NO: 1287 : (Length of Sequence = 354 Nucleotides) 

CTCTCTCACC OGGIGGCCTA TAGCCCCCAA CGTTGGTCAGC AGCTGCCICA GCCATCCCAG CAGCCIGGIT TACAGCCCAT 
GATGCCTAAC CAGCAGCAGG CGGCTTACCA AGGCATGATT GGGGTCCAGC AGCCACAGAA CCAGGGCCTG CTCAGCAGCC 
AGAGGAGCAj CATGGGGGGC CAGATGCAAG GrrTGGTGGT' TCAGTACACT CCACTGCCTT CTTACCAAGT TCCAGTTGGGT 
AGTGACTOGC AAAATGTGGT CCAGCCGCCT TT CCAGCAAC CCAT [ZIGGT CCCTGTGAGC CAGTNTGTGC AAGGAGGCCT 
NCCAGCAGCG GGGGGTACCA GTGTACTATA GCAT 



SEQ ID NO: 1288: (Length of Sequence = 231 
TTTACITAAT TGGTATAGAT TGAGGNTCAT GCATCANCAA 
CIGGGTAAGA AGTCGCAGGG CTCCTGGATA CTCATTAAGT 
ACTAGGTCCC GGAACTGCAT TTNCTTGCTC ACAAGTAATT 



Nucleotides) 

GCAGTTTTGA AATTNTCCCC AAGTGATTCT NACCTGCAGC 
GAACTGTGGT AAGCACTGAT GTAGCAGGAT TACCIGCCCT 
TITTTAAATG TATGCTCGCA TCCCTGCCTT G 



SEO ID NO: 1289: (Length of Sequence = 329 Nucleotides) 

GGACACTGTG AGGGGAAAGG ACAA'IMTIAA AATTCC7ITTT CAAGGAAAAA AAAGGTCTCT ATCCTTTGCC ATGAGGCCAC 
ATTCAGCTGC TATTTAANCT TAATATCITG AACCTAAAGA ATGCTGACTT TNCCTACATT TCCAGAGTTA GGCAGTATTC 
TACACTTAAA GACTACTACT ATTTTNATAA AAGGTAATCT ATTCAAATTT CTTCACAGAT TTCCC7ITCCT GGGGATCAGT 
TAGTAAAGAA GGAGGAATTC CTCTTACCCA AGAGGAATTG CATTGdTTA ATTTAGCAAT CTGAGGTAAG GCCTGCCNAG 
TGCCCAGGG 

SEQ ID NO: 1290: (Length of Sequence = 297 Nucleotides) 

GGAGGCACAT GTGCAGCTCT GTITCATGGG TAAATTGCAT GTITCTGGGG CTAATGTGGT TTCTITTACA GAAAAAAGTA 
TCAGAAATAA TOGGITAACT TTNCTCACAT GGTCTTAACT CTTCTTCAGG AAATATCTAA CTTGTAAGTG CAATCCTTCT 
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TCTATAGCTG CCAGACCAGA CCCAGAXAGA CCAIAATAAA ATAAAATACA. CACTCAGTTT TTAATGCAAG CCAGAATCAC 
TCTOCICTAT CTTTAGCCTT TCCAGGGGGA TACAGTGAAC TCAGATATCC CTGCTTA 

SEO ID NO: 1291: (Length of Sequence = 317 Nucleotides) 
CnVTRATCCC AGAACTXTGG GAGGCCGAGG TGGGCGGITC ACCTGAGGTC AGGAGTITCAG 
QGAACCCCAT dNTACAAAA AIAAAAAGCA AGAIAXGCAA AAIAATGTGC CAGXNTQGTG 
TTACTAAGGA AGCAGGGTCT CTNAAACAGA AGAATCACCT GAGCCCAQGG AGGTOGAGGC 
GGTACTGGTT AAINGGGCCT TGTPGAAINAT TCAGCATAAG GRACICTCCA ATAl'l'lTlTl' 

SEO ID ND:1292: (Length of Sequence = 293 Nucleotides) 
GAAGATGGAA AXAGACCACC ATACAAAACA AAAAAGACAG AAGAGAATAT TAGCACICTG 
GCTCAACTGG TAAGTAGAAT GCAAATAXTC CAATATCTCA AAAAAATCCC AAATCCAAAA 
TTTNCTAAGG GATACTCAAC AGGTATTTCA AAAGATCAAA ATACAGATCA GAGAATATGG 
AACGAGGA3T AAGGNAAACA TGTTIGGAGGA CTTTTEAAAA AICTGTEAAA GGG 

SEP ID NO: 1293: (Length of Sequence = 310 Nucleotides) 
TCCCAGAAAC ATTACGGTTT GATATCAAGT TCCIA2TITA AGAGTCACCC ATTTGCCCAC CATAAGTNCC TGGAGAAGGT 
AGGGTATTAC AGGACTAACC TTCCAGTGGC TGATTCTGGT GCTTTCCACA TTCAGGTITC TCTGAT1T1N ACAAGCITIT 
TCCCAXAAAG ACTGCATTIN CTTTAAAAGC TTCTCCTGCA AAANAGCCAT AAA1TGAAGC ACCAGTGAAG ACAAIAAAGT 
AACATACAGA CCX7TITCA3T GGGAGGGGGC CCNGAATCNG AGACAAAXAA GTCCCTAGTA AATGGCATIT 

SEO ID ND:1294: (Length of Sequence = 275 Nucleotides) 

GAATGACGAT CTCAGGGGCA TCAGGAAAGG TAAGGGCOGG GAAACCGGGC CCTTGGAGAA CCCTGCCCAG GGGAGGCCCA 
GCCTACTCAC AGGNTCCGAC ACTCCAGGCA GAGCAGAGGG CAGGAGAGGC CCAAAGAGCT AGGTCAAGCA GCTGGCTCCC 
CTGGGGTTAA ATACATOGGT TTITGITTTA CTGCICTGCT TGATATACAT GAAGTAATGA ATACCAAGCA ATTCATTTTT 
• CCTGCAXCTT TACTTITACA TITGTNdTA GGTITCCCTAA AACATTTNAA AT7VCAATAAA ATGACTGTAG CAAAAATTAT 
TGAAGCT 327 



ACCACTCTGG CCAACA3X3AT 
CCGTATACCT TTAGTCCCAG 
TGGCTAAAAA TAGATCTGGG 
AAGCICTCAG AAAATCC 



TTGCAAAGGA GAATAGGTAT 
TACTTCTGGT TCCATGCATT 
ATACTTGAAG ATEATGAGCA 



CAACCTCTGC CTCCCGAGIT CAAGCGAXTC TCCTGCCICC CGAC7EAQCTG GGATTACAGG CATGATCCAT CACGCCCAAC 
TAATTTITTA TTTTTAGTAG AGAIX3GGGIT TCTCCGTCTT GGTCAGGCTG GTCTCGAGCT CTCGACCTCA GCTGAITCAC 
CCACCTCGGC CTCCCAAAGT NTTGGGATTA CAGGTGTGAG CCACCGOGCC AGGCTACTGG TCTCAATTCT TTTGGATACC 
CAGAAGCAGA AATGCTGGGA TCACATGCTA GTCTC 

SEO ID NO: 1296: (Length of Sequence = 247 Nucleotides) 
, GGAAGGAACA ATTGATAAGA ACCGGGGACA TCAGGGAGAG AGAGTATTTG AGCTGGGCTT GATTCCATCG GGTAGTATCT 

GGAAAAAAAA AAAAAAATCC CAGATGAAAG AATGTACAAA GACATCAGCA TGCAGGGCAC ACTTTGGAAA ATCGGNGAAG 
e TCTGACAGGC CTGGGAGAAT GAAGACAAGT . TAGCACCAGN TTNAGAAGGC CTTGATIACA NGGCCAAAAC TTTTGGATIT 

TACACTA 



SEO ID NO:1297: (Length of Sequence = 246 Nucleotides) 
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GACITCTCAC AATGCAGCAG CAAGAGAAAA TNAGGAAGAA GCAAAAGCAG AAACCCCCAG TAAACCCATC AGACITCGTC 

agactcmtc ACTATCACTA gaatagcatg ggaaagacca gcccccatag gtccactacc tctccctcgg tccctcccaa 

AACATGTGGG AATTATGGGA GATACAATTC AAGITAAGAT TTCAATGGGG ACACAGTCAA ACCATATCAT TCTGCCCITC 
GCCCCT 



SEX) ID NO: 1298: (Length of Sequence = 263 
CATTGCACTC CAGCCTGGGC AACAAGAGCA AAACTCCATA 

rrrciCTiTA agttcacaac agtcataatt ctgtaaaata 

ANTCAGTAAG TAAAAAGGAT GTGTAAAATC TTAATAGGGG 
NCACGTTTCA GTATATATTA TAG 

SEP IP NO:1299: (Length of Sequence = 272 
ATCraATTGT TGTGTAGTTT ATGGCAGIGG TCTCGAGACT 
CATCGACGAG GGGATGGGGA GGAGGCAGGG GTGGTTTCTG 
TTCTCATAAG GAGGCAAAAC CTAGATCCCT TGCATGCACA 
TnTTGAGGT TCCATGCTTC CCATTTGGCT TT 



Nucleotides) 

TCAAAAAAAA AAAAAAAAAA GAATTCCIGA CCTTTATCIG 
CAAGGCAAAA CTCTAGTITC TGATACTAGT AATATATCTA 
AAATAATTAT TGTATGANCA AGCAATTTCA AAATCAAAAG 

Nucleotides) 

TTITGGCACT AGGGACCAGT TTAATGGGAG ATAATTTTCC 
GATGAAACTN TTCCACCTCA GAAGATCATC AGGCATTAGT 
GTTCACAATG GCACTCCTCG CATA1NCCGT CGACAACCCT 



SEP ID N0:1300: (Length of Sequence = 277 Nucleotides) 

ACCACTGCAC TCCAGCCTGG GTCACAAGAG -3AAACTCCA TCITAAAAAA AATGTGTAAA ATCAAGATTA TCATACTACC 
TACATCATAG AATTCTTTTT AGTGTAAAAT GTGTGTGTCT ACATTTATGT AATAGTTAAC ATTTAAAGAG CACCTAC7ITT 
GTCTAAACAT ACTTTCTATG AGATACTGTT CAAATATATA TNCTAATATA TGCAACATAT TATATATGTN AGAATAGGGT 
CTTATATATC TTAGGAAGTT AGATCTTATA TGTTTGA 

SEP ID NO: 1301 (Length of Sequence = 304 Nucleotides) 

GGITGCGGGT TATGTAAATC CCAAACTTAT GAACAGGAAA TGTGTACAGT GCA1GATAGG TTAAATTTIN CTTTATTGTT 
CTCCAACGCA GGTCCTTTGG AGAGAAAAAA AGATCACAGT GCTGACCAGG TAACTCAATA GGTTAAGTCA AGGTAACCAT 
TGAAAGATAA TAGGATTAGG GAGGTGTTTA TTITATGGCA TCITCTCTCA TGGAGTTCTT AGCACTTCGG ACAATTTGTC 
INITCCCCAC TTTGTACAGC TGTTATOTGT CATTCACCAG CGGGCIGTAT TTAACTTGCC TACT 



SEP ID NO:1302: (Length of Sequence = 335 
AGTTTATTGC CATACAGAAA ACATTTTATA AAATAATATG 
GTGCAAGAAA GIGATCACAA TTAAGCATGA AGACATCAAA 
TGTCCCITCC TAGAAAATGT TGGCACATTC ATTAACTCCT 
AATATATTIN CATAACTACA CTCTGTTTACA TTAATCCTGG 
CTGGGCACAA TGGTT 



Nucleotides) 

GTAGACTTCT ACTTCAACAT ATTCACGTAA AAACATCACA 
AGCCAGCCAG TATTTTAACT ACAGAGCAGA ATATTCTTCC 
CAGGTTACAA AAATCACTTC CTGTCCACIT CCTGTCCTTC 
TGGACAAATT AGCTCCTATA AAATCTAAAA ACCTTTTCAG 



SEP ID NO:1303: (Length of Sequence = 316 
TGGAGCTGTA TA1GGTCCGG AGTTATATGC AGCATCCAGC 
CCCTATCAGG AAGAGGGGGT ATCAACACTT ACATTCCITT 
GCAGCCGCTT TCAGAGGAGC CCATTTNAGG GGCAGAGGGC 
CATCCCCGCC TATCCAGGTG TGCTITACCA GGGACGGATT 



Nucleotides) 

TTTCAAGCAG ATGTOTCCCT AGGCAATGAT GCAGCAGTGC 
AATGATTCCT GGCTTCCCTT ACCCTACTGC AGCCACCACG 
GGACAGTATA TGGTGCAGTC CGAGGGGTAC CTCCAACAGC 
TTACGGTTGN TGACCTCTAT ATAGATTCIG CAAACT 
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SEP ID KD:1304: {Length of Sequence = 211 Nucleotides) 
TAITITITNC TTCTTCrCrC CCTACATAXA TTCTAAACCT TCTAAAGTTT TTINATTTIT 
AAAIAAAATA TCCITITCAT ATAATAAATT ACCTAATAAA AAGTCTTTTT TTTTCAIAXr 
TITATATCGT AATAAAOGCC TTTATTAAAA TAGANTATTA AATEATAAAG A 

SEP ID NO:1305: (Length of Sequence = 316 Nucleotides) 
GAAATGATTC AGQGAAAAAA ATTTATAGTA CGTTTTCAAC TlTl ' lTl ' lTl ' TTTCTTTGAA 
GGACACTAAA TAACCTGATT AAGCTAGAGT ATAGAOCAAA ITCCCACTTA CTTTGAATTG 
TIGAATAAAG ATAACTTTCA TTAGACATCT ATCTTTATGT CTTCCTGCCA TCATTICAGT 
TTAGGAACAA TGAAAAAGCT TAAGAAATGA ACAATCATCA TO CTXT1 CTG TATGCTTAAA 

SEP ID NO:1306: (Length of Sequence » 310 Nucleotides) 
GGGGAirnr gaaggcttcg cigtggatgg ccgagaacct gctcggggtg taggtctctg TGTCTGGGGG ACAGTITCCA 

CATCTGAGCA CACGGACIGG ATTTCTGAAA TCTCAAAGTC TGATGCATCA CTGCCTCGGC GGCTGCTGGC CCTOCPGCCA 
GCnTGCTTC CAGCTCGACT TCCTGGTCGG CTGGGAGTCT TCTIGGAATC AGCAAACTCT GTTCGGACTC TGGCAGNTGC 
ACTTGTTATC AAGCCACTGT CCTCCCCANA GTGGAAGCCT TTCCCTGATA AAAATCCTGG AAGTCGAAGC 

SEP ID ND:1307: (Length of Sequence = 302 Nucleotides) 

TAAIAAATAG TATATCTAGT GAAGAAAAAG TTATAACAAG TATACATTAC ATTTAACACA CCTAGCACAT AGGACACCCT 
CAACAAACAG CTACAGCTGC TGTAAATCAT GTGTATATAA TATAACATGC AAGCATATCT TCATGTATTG ATTAATTACT 
ACTTCTTGGA AAAGGATCTG AGGAACATAT TIAATATATT TNAIATGCCr GCTCATATGT NCATTTAGTG CTTATCAATT 
ATATTCACTG CTTTTCrATT AGCTTCATCC ATITQATTAA GATAGCAACT IXJIAITATIT AA 

SEP ID ND:1308: (Length of Sequence = 285 Nucleotides) 

CGCCGGCCAA CXJTQGTCTIC CTCIACATGC TCTCCAGGGA TGTTATCTCC TCCGAGGTGG GCTCGGNTCA CGAGCICCAG 
GCCKTTCCTCC TGACATGCCT GIACCINTCC TACTCCTACA TGGGCAACGA GATCTCCTAC CCGCTCAAGC CCTTCCTGGT 
GGAGAGCTGC AAQGAGGCCT TTTNGGACCN TTGCCTCTCT CTCATCAACC TCATGAGCTC AAAGATGCTG CAGATAAATG 
CCGACCCACA CTACTTCACA CAGGTCTTCT CCGACCTCAA GAAOG 

SEQ ID NO:1309: (Length of Sequence = 319 Nucleotides) 

TTTCCAATEA TIATITIGCC AATATCCTCA ACTCTTTTGC CCA LTITN AT CTTCCATTCA ACCCTCCCTG CAAAATCCTG 
ATCXAAAAGC AACCCAAGTA TFTGCCTdT CAACCTCCCA GCTGCTGACT GGTTIT3GGA ATTACACAAC CACTAAGCTT 
GGTTGCAGATG CACIATCGCC TCAATAGACT CCCCCAGTGC TGCCCACTTT CICCTTCCAT ATTTCTCCAC AGCAGCTGGT 
CAAAATACAT TTNTCCCCAA ATGTCTIACA CAACCCCCTT CTCTCTTATC ATCCTTANCT CACCCCCACC CCAGTTCIT 

SEP ID NO:1310: (Length of Sequence = 356 Nucleotides) 

TCAAurrriG CTCTTGTCGC CCAGTCT3GA GGGCAATCTG CGATTTCAGC TCACTGCAAC CTCTGCCTCC CGGGTTCCAG 
CGATTCTCCT GCCTCAGTAT CCCAAGEAGC TGGGATAATA GGCACTTGCA ACCATGCCCA GCTAATTTTT GTALT1T1TAG 
CAGAGAOGGG GTTTCACOGT GTTGGTCAGG CTGGTCTTGA ATTCCTGACC TCCTGATCK3 CCCGCCTCGG CCTCCCAAAA 
TGCTGGGATC ACAGGCATSA GCCACCGCAC CTGGCCCTAT ATCCTCCTTC CTATCTCGTG GGTCATGGTG TA3X3GCTTTT 
ATTTATTTCA ACCTGCAGTT (7TCTGCAGAA CATCTG 



TTAAGGATCA CITTATCATA 
AGCCCAGGTN dTTGCTACA 



ATGGAGTAIG CTCATAAAAA 
TTTITACCAA AGCTATCACT 
GAGATCAGAG GAAAGTTAAA 
GTGAGTACAT GTAAAA 
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SEP ID NO: 1311: {Length of Sequence = 331 Nucleotides) 

AGCTCAGATT CATGTCTTCA GCCAAACAAG TGAATCTATC TNAGAAGACT CAGTACCACA TGGTACTGGG AGATCTTACT 
CACTTCAGCT GGCX3TTGCTC ATTAGTGAAT GTATGACAGC AGGATGTGAG GGGATGCCCA GGAGTCAGTG TTAGCATTGT 
CATCTGAGAT CACTGCTATT AATATCATCC A1TAATTTAT TACTGAGCTT CACTATATCC AGACTGGGAG ATAAGGAGAA 
AATCTGTCAC ATTCTCTCTA GCTAATCAGA TCAGCTACCA ATTAATGAGA TTCTGAATGA AATATCAATA TGTGTTTTTC 
TAATTTGGAC C 



SEP ID NO: 1312: (Length of Sequence = 347 
TirrTTCcrr tataaattac ccagcitcag attitttnat 

GATTAGCAGT GAGAAATAAA ATCAGTIAAG TTGATGACTT 
AATATCACTG TCTTCACACT TAAAAAGTAG TATATTGANC 
AATTATTGAG ATAACTGTCC TTGAGCAAGT TACTTGCT1T 
TGGTCTTTCA GAGGGGGGTT CTATATA 



Nucleotides) 

AGCAATGCAA AAATGGCCTA ATACACTTCA GAACCTGGAA 
CTAGTATITC AC7TACATGGT TGTOTGCCA AAATGAAGGC 
TTTGAGGTGA AAGAGCK3GG GTTTAAATTT GTOCTTTACC 
CNCTGATCIT TAGTTTTCTT ATTTGTGAAA TTGGAAATGG 



SBQ ID NO: 1313: (Length of Sequence = 336 Nucleotides) 

GAATTCCTCT ATCAAAGTGT TCATAAAACC TGGAGCTGCA GCTGGCCCCC ATTAGGTAGT TTCTTGGTCA ACGTTTTCCA 
AGGAAAACTT TTTTTTAACA ACTTCATAAA GCCAAGCACA AAAGGACATT GCAATGACTG GCTGAAAGAC ATGGGACTTT 
TTCnCTTCGA CGACTAAAAC GTTAAATGGG GGCTTACTIT GTGCATTTAT GGAAGAAAAC TTGGAA3GCA TTAAAGGCTA 
CATTTIGAGC CTTGCATCAT TTCATTCATT TATGCATGAA TTCATTTGTT CAACATTTAT TTAGTACCCA CTATATCCCA 
GGCAC1CTGC CAAATG 



SEP ID NO:1314: (Length of Sequence = 391 
CCGGTTTAGA- CCTCAGTCGG CGCTCTGAGG GCACTGTCCG 
GCTGGGGCCA CTCACACAGC ACAGCAGGCC ACAGTCTACA 
GAAAGGCTTA TAGAAACACA TCCCTGACTC TTTGGTTATG 
TTCCTTTCTG CCTC^CTGTTC TCCCTTGGAA GTCCCTC7ITG 
CTOCACACAC CTTC: 77TAT CTTCCACCTG ATAGGCAGGC 



Nucleotides) 

CCCACCTGCT CGGCTGGCTG AGCTAGCTCA CTGGAGAGAA 
GAGTAOGCCA GCTAGAGCGG TTAGAGIGGC AGCCGCTGGA 
TCCCAOGTCC TCTGTGTCTC CTTCCCCITC CCTACTCTCC 
TCAGTGCATT TNAGTGCATT GACGTCTCCT AAACACTGAT 
CCCAGANCCC LTlTmCCT AGCTTTGTTC T 



SEP ID NO: 1315: (Length of Sequence = 374 
GAATTCCCTG GAACACTGGT GTTTACAGAG AGAGATACTT 
TAAAAAGTAG TAGCCGTTGT TTACAAATAA CTACCAGGTA 
GAGAATAAAA TAATCACCAA GAGGCATCGA GTITGAAAAG 
TGTTGGNCAA CATAATGAAA TAAATAAAAG ATCTGCCCTG 
GGGCAAATTC GAAAGCGCTG ATCAGGCAGG GAAGAGAGGG 



Nucleotides) 

TCTGGAATGG AGCTTACATG ATGAATGAAA AAGAGACCGT 
AACAAAGAAA TCA Cl ' 1 ' lX. ' l ' l ' TCCCCTTTCT AAGGATAAGG 
TATATAACAG ATTTCTTTAT TATTA1TTAC AATCAAGTTC 
GCCTGTGAAT TTCAACTCTC CTTGACTTAA GTTCTCTGAA 
CAGGTGGAGG CCAG 



SEP ID NO: 1316: (Length of Sequence = 353 Nucleotides) 

CTTCTITACA GGTTITCAAA GGTITGTNAG ATTACTATTT ACTTTTAATT TTTTGAGTAA TAGAATGCGT TTAGGTTCTA 
AATTACTATG GAAATGGCAT AGTGAGGATT CINCACAGAT ATTAGAGACC TTCAACAACA TACTGAAAAT AGATTTGTCC 
TTTCITGTAA ATAGCTGAAC TATGAAAATT TCANCTGTCA CTGGAGGGGG CATTTGCNCT GAAGTTTGCC AAAGTAAAAA 
TAACTTCNCT CTTTAGTAAG AAAAAGCTAT ATTTTNCAAT ACTGCCTGCC ACAGCAAACA AACAAAGTCT TGTTTGTGTT 
TTAATATTGG CAAAGGAAAA ATTCTCTATA TAA 
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SEP IP NO: 1317: (Length of Sequence « 316 Nucleotides) 

GAA1T00GAT TATAAGCATC AATATOCA3A AAATGCTTAG AGATCGACCT GATATATAGC AAACACTCAG TAAATGTTAA 
CTATTATTAT NACAGCACAG CAATTTATTT AAGATTACTG ACTGTTCAAA TGAAAAAAAA GACATATTAA CTTATAIAGT 
GCCATTICTG ACATAAGAAA TACACAAATA GAGCTAGTTT CTGAAACAAA GATCAAAAAA ATCTATTGTA TGCTGTCTTG 
TATCAATGTPG GCXAAAATIT TOGAGCTAAG TTTTAraAAA GACAGATCAT ATTTCANGTA GGTGMTITT GTATTC 



SEP ID NO:1318: (Length of Sequence = 300 Nucleotides) 

GIQQGACTAC AGGTGCAGGC TATCATACCC AACTAA3TIT TCIATTTTEA GTAGACATGT GTITCCCCAT CTK3GCAGGG 
CTGGTCTGAA ACTCCTGACC TGAGCTGATC CACCTGCCTT GGCCTOGCAA AGTGCTGGGA TTACAGGTGT GAGCCAACAA 
GCCTGGCCCA TITATTIACT TTTTAATTIT CAnTTTCTT CATCATCTAG AATGGACAAT TTCAGGAAAC TCATAGAAAA 
TACTCTCTAA CATCAAATTT TCAAAAAAGT TTCTCTCTAA CAGAXAAGGC AGTCAATJTC 

SEP ID NO: 1319: (Length of Sequence = 306 Nucleotides) 

CAATAAGCIT TAAAAAGTTA GTGCCACATC ACCAGCATCG ACIGGCCTCA GACATCTGCA AGCACTCACC CAGGCCACAG 
GGTCAGGTAG AGGGCTCCT3 GGCCCACTGT AGCCCCTGCT GGGTCAGTGT AGCTGGAAGG CTACGGGNCC TTAGIGGGGA 
GCCACAGCCT TTCCCACTAG GGGGCCTCTC ACTCTGACAT CTCCCICTGG TGTTCGGACC AAGGGTGGGG AGGGAGACAC 
GCTCGCCCIA AAGGGAGCTG GTEAA3NAGIG AAGATCTCCA GGGCCAGNCC ACAGGGCTCC GTCCAT 

SEP ID ND:1320: (Length of Sequence = 373 Nucleotides) 

GCTCTTGATC TCCTGACCTC (HX3AXCCACC OGCCTGGGCC TCCCAAAGTG CTGGGATXAC AGGOGTGAGC ACOGTGCCTG 
GCOGAGATAA TTAT1TJ.TNA GTGACGATTT AGCAACCTGA AAACCTIGGG TCTITGGGAT ATCACCTCAG TATCAACACA 
GAATATITGA ATGCTSGITA AXATATTTNT TTTAAACTCT GATAGAATTG AAATCTTGTA GCCACATTTT GAAAGTTTAT 
TCTTCATTAA CEAGTLTl'lT CTCACCTGAT TTTCXACAAG AGAGAATCTT CCAAAAGGTT AGTTCTOGTT ACATTAAGAA 
CTTGGGGnTT GNTTGACA.TG AAATCTTTCT ACACCAGCAG GTCTCAGATC AAT 

SEP ID NO: 1321: (Length of Sequence = 366 Nucleotides) 

GTITGGCTAA TCATCCTATG AlTi'iCCTAT AGCITGAAAA CITTTTATAT CTTAAAITIT TTNATAATTT TGAACTATTA 
TICTTTGGGC TTTCTATATC CAGTGTATTT TCAATTAAAT TCCCCTAACT AAAGTAATTC AAAAGGAATA AAAGTGTAAT 
GTGGGCTGGG CCTGGOGGCT CATGCCTGTA ATCCCAGCAC TTTGGGAGGC CCAGGCGGGC AGATCACCTG AGGGCAGGAG 
TTOGAGACCA GCCTGGCCAA CATGGTGAAA CCOT3TCTCT ACTAAAANTA CAAAATTAGC CGGGTCTGGT GGCACATGCC 
TATAATCCCA GCTATTIGGG AGGCTGAGTC AGGGAGAATC TCTTGA 

SEP ID NO:1322: (Length of Sequence = 362 Nucleotides) 

AGGGAGGGTA AAACAAATCC CCCTCCAATC CTTK7TAGAA GGGGATTAGA ATCACTGTGG AATTCGGTAT TGGCTAATAA 
AGTATAAACG CTAAAGATCA ATCCCTCAGT GCACACTTGT CCTTCAAGCC ATTUTACTTC TGdTTCCAA GANTAGANGA 
CTACTTTTTA ACCAAGANTT AAAAATAANC TCATAATTEA AACACCTCTT TCATGCCAAA T3GAAATCTT AGTGTTGAAT 
AATCAGGCTC ACCTGAATAC AAAGTTGTCC TGAAAATGCT GACAATCACA AAAAAGGTTC TAGAAGCTTT TTCAAAAAAC 
AAGTTCAGAT GGTTCCCACT GACTTEACEAT TTGAGGrlTAA AG 

SEP ID NO:1323 : (Length of Sequence = 244 Nucleotides) 
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CGACCTCAGT GTAAATCACA AAACGGGAAG AGCTGATATT GGCAAAATAA TTACATGGCT CATTTCCTIG CATCTCAAAA 
TAGGA.TTTGA TTGGTIGTAA AAGATGACAA ATACCTTTNC GGTTTCAATG TTCTTAAGTG GGAAGTCACT TATTACAGAC 
CTNATTGGGA GTAAACAAAG CTCTTAGACC TTTCATTATC AGTCCNNTTA ATCCCTTCAA TAATCCCCCT AAATCAGTCA 
GGCG. 

SEP ID NO: 1324: (Length of Sequence = 279 Nucleotides) 

GATCCATGCC ACAGTGACCT CTGTNACCCT GCACAGCACA GAQGGGAAAG CCCTGTACCA GGTGGCCTAT GAGAATGAGG 
TAGGCAACAG CTCTGACTTC TATGACATCG TGGTCATCGC CACCCCCCTG CACCTGGACA ACAGCAGCAG CAACTTAACC 
TTTGCAGGCT TCCACCCGCC CATTGATGAC GTGCAGGGCT CTTTCCAGCC CACCCTCGTC TCCTTGGTCC ACGGNTACCT 
CAANTOGTCX TAATTOGGTT TCCCAGACCC TAAGCITIT 

SEP ID NO: 1325: (Length of Sequence = 338 Nucleotides) 
TCAGTIATTT GTGTCTGTGT CTGTTCTCTGT GTGTIGTNCAT CTGCAAACCC TGCACTTCAT 
TTTTATAATC AGAGAAAATC CTATTTTTAA ACCCTACCAC TGCTGACCAA ACAACAATCA 
CTGTTCAACA AATLTATi'lT AGTGTAGTAA TTAAATAATT CCTAAAATTA TAGACATCCC 
■ GTTCCTCAGA GTGCAATCTG TGGAGCAACT ACCTTGAAGA AATTTGGGGG AATGAGACCN 
NATGGTGCTC TOGGGGAC 



TATCCAAAAA TTATTTGATA 
CAACAGCATA ACACTAAATA 
TAATATTCTT TCCNTTAGTG 
TGGGAACCCT AAATGTTTAG 



SEP ID NO:1326: (Length of Sequence = 393 
AACTTIGGAG GGGACACCAT CACTCAAACC ATAGCTCTAA 
ACGTTCTCCA TTTTTACTAC TTTTITACCT CTAACCCTCT 
TAATTTTGCT GCCCCAAAAT TCTCAGTGAA ACAATTTCTG 
ATATTCTTCA ACTTAGNACA AATCTAAAGG CTCCATTTAT 
TATCCTCCAT GCGCNAACCA AACACTAANG GGNACCACCA 



Nucleotides) 

ATCTATTCCT TGAGTCCAGA TCACAAATTA CCAAATCAAC 
GTCTACCTAA GATGAATATT TATTCATTGA ATGAATCATT 
GATACCTCTC CATCACTAAG ATAATCACTA TAGCAGTGTC 
CCCTACTAGA AGTGTTCTGT TGTCTITTTC ACTCTCAAAA 
TATCTTGCTC AATGGAGGCN AAATCACTTT TTA 



SEQ ID NO:1327: (Length of Sequence = 381 Nucleotides) 

CTCTGGAGAA TTAATTCAGC AGTTGGTAAA ATCATTCTAT AATAATGGGT ACCATTCTGC TCT3TCCCAC ATTTTTATGA 
AGTCTCTTTA AATITAAAAA GGCAATCTGC TTVGTGGTTC TIGAGCAACT TAAATACGTT GCTCIGAATA GTTATTGTGA 
TGAGGTAATT TGTAACAACT TTTAGGATCA ATCCTAATTT NCTTAAATGT TTCTGTAGTT TCCCCITTAT TATAAAGTAT 
ATTAGGCTGG ACTCITGGCT GTAAGTGGCA GAAAACTCAA CTCAGATTAG TTAAGAAACA AAAGGGTPGTT GGTGACAGTG 
GTGGCTCTCA GACTATTGCT GCAGGCCCAC CTGCCATCCT CTTACACCCT CAACATACCC T 



SEP ID NO:1328: (Length of Sequence « 289 Nucleotides) 

AGAAGAAAAT TCTTAAGCAG AGTACTTAAG TACAAAATTG AGTGACTCAA AGATGCTTAA TCTAGGGAAA TTAAATCAGA 
AAAATACATG GTCTCTCTNT TGGAGGGGGA GCTGGAATTC GAATGGGCTG GAGTGATCAA AAAAAGCCAA CAGATATAGT 
CITCTGTITT GTAATATAGG CTCAATACTA AATTATGTAG GACTAGATAA TCTAGGTCCT AATGTCTCCT TTTTGCTGGC 
AACCTGGGGG CCAATTACAC TAGAGGGTTG GTAGAAAAAA GAGGAATAT 

SEQ ID NO: 1329: (Length of Sequence = 364 Nucleotides) 

TTGTATATTT GGGATTCTCA ATAATCTAGG CCACCTGGAA GATAACAGGC TATTTTGGAT ATITNCTAAT TCCAATGGTT 
ATATTTCTGT GTAAATGCCT ATACAAATGT TTGCTTGGTG ACATATGGAA AACTTAAGGN CTTTTATGAA AAGGCGACAA 
TGGGGACCTC CAAAGCGCCA AAGTTTCTGC TAGGCATAGT GTTATTTTTA GATTACATTA AAATGGCTAT TTAGACCCAT 



oeucrw>tn. .um 



WO 93/16178 PCI7US93/01294 



323 

CTAGCTGAGA CTATTCCAAA ACAAAdTTT TATCANATTG TNATCAXAAT CAAdTTCIA CAGGCTAATC ACTTTA.TAGN 
TTIACTNCIA GTCTAXATCT ACIAGCACAA TTGGAGCCAG TTCC 

SEP ID N0;1330: (Length of Sequence = 221 Nucleotides) 

CAATAITIAA ACAAAATGCA AAACTGAACG TTACCTCAAA ATGAAACAGT GTCTGTACTG GCTGTTAGAA GTTGATGGCG 

CTcrcAcrorr tgatastcac tgocatcttc ctcigoccca ctctacctca actcgggacc goctcaccta atggtgggct 

TTCCCGCTTT ATCCCNTCEA GAGNAGACAC TGGGTAACCA CAGCAAATCA ACACGGOTTC C 



SEP ID NO:l331: (Length of Sequence = 279 Nucleotides) 

AATAGAGATA ATCGTCAACT CTTGAGAAGA ACCAAATGCT GGTCCCATCT TGGAAGIGCT ACATCACCTC 
TrCCTTGAAC AGCAAXATTT CTGGATTTCT TCTGCAAGCC CCAGGCAGTTG CAGGATSCGT TIOTTTTCAG 
CTICTCAGAG AACTGGCCCA AGAGTTTCTG GACAAATATA TnTGATCTT TCAGAAATAT GTTCINATTC 
TTOGCACATT NTCCAAGGGC CCAGACTTGA AATTGGAGG 

SEP ID ND:1332: (Length of Sequence = 290 Nucleotides) 
GGAOGAGGAG ATGTCTTTGG TGGACTTGGG AAAGAGGTIG CTAGAAGCAG CAAGAAAAGG CCAAGATGAT GAAGTCAGAA 
OGTIGATGGC AAATCGCGCC CCATTCACCA CAGACIGGCT TGGAACATCA CXXCTCCACC TTGCAGCTCA. ATA.TGGTCAT 
TATTCCACAG CAGAAGTACT CCITCGAGCA GGTGTTAGCA GGGATGCCOG GACEAAAGTA. GACAGGACCC CCTTGCACAT 
GGCTGCAGCC GATCGACATG OGCAGATQGT GGGAACIGCT TOTTCGGAAT 

SEP ID NO:1333: (Length of Sequence =* 201 Nucleotides) 
OGCCCAGCTA ATTTTICTAT TTTNAGXAGA GACXSGGGTIT CATCATTTOA GTCAGGCTGG 
GATCCACACG CCTTGGCCTC CCAAAGTACT GGGATTACAG GCATGAACCA CCAOGCCCAT 
GGGTAAAGNC TCAGGGCOGG CCCAXIGNTT TCAGGANTTT T 



CTCCTCTTAC 
CAGCCAGTTC 
ACTCCTACAT 



TCTCAGACTG CTGACCTCAT 
CTGATTTCCC 



SEP ID NP:1334: (Length of Sequence = 267 Nucleotides) 

NNAXAACirr TPGITGAAAT TTAGAAAATG TCGATCrnT ATACITGCTT TCCCTTTTCT TCTCCCATCT TTATCTTCTG 
CTGAAGGAGA CAAACAlAXAT TTTAGCTGAC ATCTATCACT TTATGTAGGA CCTGCAAACA OTZATOITGT CTTOGGACAG 
ACAAATGGAG AATGTAAATC TGTEACACTG TGACAGGATA TAATTNTGGA TTGCATAGGN TINCAACAAA GTGTCTGTCT 
GATGANTAAA TGCTAAAATA TATTTAT 



SEP ID NP:1335: (Length of Sequence = 279 
GGNTCTTGTT AGAATGCAGA TTCTAATTAA AAATGTGTAG 
TGATACTAAT GCTACIGCTT CACAGATCAC ACTITAAATA 
CAAAAATCTC CAGAGCAGGA AGACCAAGAA AAAAAAATGG 
ATTCTGCACA ATATTTCATC ATACAAAACT GNITTCCCA 



Nucleotides) 

GACAGGGCCT GAGACTCGGT ATTTCTAACA AGTTCCCAAG 
GTAAGGTTCT TGAGAGAGAT TAGTCTCAAG AGAAAAGAGA 
AAAGTAGCCA CTCGATTATC AACTAGATGG CCTTACTGAG 



SEP ID NO:1336: (Length of Sequence = 398. Nucleotides) 

TTITTTAAGC ACTCTTGTGT GGACIGGTCA AAGATGTTCC TAAAACAACA TIGCICTCAC CAAGCCTCCC ATGANTTAGG 
CTOGCTCCTC CCAT3TGGAT ATCTGCTTCT GCATAGITGG TGAAGAGGAA GCATCCTCAG TCAAAGCTAC CAGCTGAGGA 
ACCCITAGGA AACCCCGCTG GXACCTQGCC TGTOITTTGT AAGEATACAT CAGGCCAGGG GGCTGCTTGC CAAGCAACAT 
CATTGACTGC ATACTGTTTA GTGCATGCAT TACCAGGGCT CAAACATCCA ACTGATGCTA CCTGAATAAG TCGAGGAATT 
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TITCATAATA AACATAAGCC AAATCCAAAA AAATCTTCTG GGTITTTCCA TCATTTCCAC TCMTAGINC CAGGAAAA 
SEQ TP NO:1337 : (Length of Sequence = 272 Nucleotides) 

CTTTCCTCAG TATCACAGGT ACCTCTTTTN CTGGAATTTA TTTAAAATCT CACCTTCTAG TGTTCCCTCT CTAGGGCTGT 
TTGTTTCATT TCCCTCTGAA TGAATGCTGC CACACGGTCA TAT3TCAGCC AAGTITTACAA GAATGGAGTT GCTGCTGAAG 
AGATCICTCA TTCATCTCCC CCAGTGCCTG TCCTTCACAA TCATAACGTT ACCCTTGCTT GACAAATATA CTCTATGGCA 
AGTCATAAAG GTCTTOGAAC AGGACTTGAC CC 



SEP ID NO: 1338: {Length of Sequence = 212 Nucleotides) 

TAGTCCCCTT TATATAATAT AATCAAGTTC CTCCATCTGG GCATTCAGTT AAATTCTACA ACAITGCCAA AATCTGATTT 
GACTCTACAG AATATGTATA GTTTATTTAA CCAGATAGTA ATTTAAAATT TTACAACATG CGTATTTCAT GTAATATTAA 
TAACAGTAAT TTAAATTAAT ATTCAATACA TACCGTTTGA 'ATTTTTATAA GG 



SEQ ID NQ:1339: (Length of Sequence = 280 Nucleotides) 

TTTCTAGGAA TAACAAATGT TTATTCAGAA ATGGATAACT AATACATAAT CACTCTTCAT CTCTTAATGC CCCTTCCTCT 
CCITCTGCAC AGGAGACACA GATGGGTAAC ATAGAGGCAT GGGAAGTGGA GGAGGACACA GGACTAGCCC ACCACCTTCT 
CCTCCCGGTC TCCCAAGATG ACTGCTTATA GAGTCGNGGA GGCAAACAGG TCCCCTCAAT GTACCAGNTG GTCACCTATA 
GCACCAGCTC CAGATGGCCA CGTGGCTGCA GCTGTACTCA 



SEQ ID NO: 1340: (Length of Sequence = 324 
CTGTTCCACC TCAGATCATC AGGCATTAGA TTCTCATAAG 
AGGATTPGCA CTCCTATAAG AATCTAAT3C CACTGCAGAT 
TCGC :CTC GCCTACTGCT CACCTCCTGC TGTGGGGTCC 
CTAC XT AACANGGNTG AGGAAAACAA CTGGGITCAT 
TCC? 



Nucleotides) 

GAGTGTCCAA CCTAGATCCC TCCCATCTGC TCTTCATA&C 
CIGGCAGGAG GCGGAGCTGA TGGTGGGAAG GTGGTATT'^C 
AGTTCCCACC ACAGACCACT GGTCTNTGAC TCAGGGACCA 
CACACAATTA TTITAAAGTT CAGGTTTTNC AAATAACTTA 



SEQ ID NO: 1341: (Length of Sequence = 376 
CTAATCAAGG GTACAAGATG TCTAAOTCAA AGGCCCAGCT 
GGAACCAGGG CCCTCAGCAA GGAATGANTA CAGCCTATAC 
GTTCCTTO3A ATCACIGGCT TITCCCGACT ATGGNTCCCC 
ATACTCATCT AGTAGAATGG AGACCCAGAG GGCAAAXACT 
AAAACdTTA AAGCAGGCCC TTCTINCAAG CICCAGCCTT 



Nucleotides ) 

CTGCCTACAA GTCAAATATC TAGGCCTAAT CTTGGCCAGA 
TGGdTATCC TOGCCCTAAG ACATTAAAAC AGITCTGGGG 
AGATACAGOG AGATACACTC TAAGGAGACC CAGAGGGCAA 
CATCTAGTAG AATGGGGACC AGAGGCAGAA ACAGCCTTTC 
TAAGCCTTOC CACAGG 



SEQ ID NO: 1342: (Length of Sequence = 335 Nucleotides) 

ACCCTTCCCC ACTCCCTGGT CCCCGGGAGC AGCTCCTTCT GCCCGANTOA CTCACAGTGC AGGGAAAGGA GGCAGGGAAA 
AGACCAGGAT TCTGTGAGTTT CTGAGGTTGC CACACACAAA GAAGCTCTGG TTTCTCTGCC TOGGCCACTG ATGAGACTAA 
AACTGGCITC CCCTTGGAGA OGGCAGATCT CAGGCTGATC CCTGCTTAAG CCCTCTCATC CCCACGCTGG TCCTGGTATT 
GATACAAGAC CCAGCTGCTG ACAAAGCCTC CAATCCTGGG GGTCCACGGA GCCTGGGGCT GANATITCCA GGAACTATCC 
GCCAGTCGGC GCCCA 

SEQ ID NO: 1343: (Length of Sequence - 379 Nucleotides) 
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GAACCCAGGA GGOGGAGGTT CTAGTGAGCC AAGATCCTGC 
TTAAGAAAAA AAGAAGGCTG TGATAGTTAA ATTTATGCAT 
ATTATTCTAG ATGTTTCIGT GGAGGTTAXT TTITAGATGA 
TACCCT3CAT AGTGTGGTGG GTCTCATTTA ATCAGCTGGA 
GAAGGAAA3T CITCCCCAGC AGAACTTCTT NGGGCAGCAG 



25 

CATTGCACTC CAGCCTCGGC AACAAGAGOG AAACTCCATC 
CAACTTGGCT AGGCAAIGGT GTTCCAGATAG TTGGTCAAAC 
GATTAGCCIT GTTAAACTGCT GAAAATTGGG TGAAGGAGAT 
GGCCTCAATR GGGAAAAAGA CTCACCCINC CCTGGAGCAA 
AATGCAACCA TAAACTCTT 



SEP ID NO: 1344: (Length of Sequence = 400 Nucleotides) 

GAOGGATGGG ATCGGGGCTG TGCTCTCCAG CTCCTCCCCA GAGATCTPGT CAJEACTGOGA GGGATGCOGC TCGTAGGACA 
CCCTGCAGCC AGAGCCCTCC GCCGTCTGGN AGGCTGOGCT CCTGCGCTTC TTCTCGGGGA GAGCAGCTGG CXjEATCTNTN 
TGCTGCCCTG GGGCCAGAGG TCGGTNTGGC TGGGGATCGC CGCCAAGAGG CAGCTGGAAA GGAGGGCCAA GAAATGGAGA 
CCCAGACTCC CCCAAAGACT CTGGCAAOGG GCTAAGGTTC CAGGGCCGTC TGCTGAGCTA TCTGGTCTGC GTEAGAGAGG 
TCTTNCTGGA GGAATTCATA GTCGGGATCA TAGCAGATCT 1GTCCCCTTT CTATACCATC TGTCCTATTT GGAGATNGCT 

SEP ID NO: 1345: (Length of Sequence = 347 Nucleotides) 

CCTCITCCCC CAAGGAGCTT GCAATTTTAG GAACTAATCC AGTCTGAGGG CTGAATTTAA GTIAAAATCA ATTACTGCCC 
TATCTACTCC TITI'AAAACA ACATTAGGTC AAGACCCTTT CAGTCCTAAA TAAACTGATT TGTCATTATC ATACATTCAA 
GTITIATAAA TGTGTTTITC CI^CTTCAC TCAAATATCA GAATCCAGCT CAAAAACAGA ATCAAAGAGG AGA CJ.T1TA A 
GCTCATTCAA TAAAAACTAT QGTAOGGTAA TATTCAAAAT ACTGGAAATC ATTATATTAT CTAAAATTCT CAGGAAACT3 
CTTTAACCAT GGATTAAAXA ATTTACC 

SEP ID NO: 1346: (Length of Sequence = 287 Nucleotides) 

CAACTCAATA CCCATAATTA AGTCAAGITG CCAGCCTTAA TTATA3TIOT NTCTOGCTCG TTCACTCTCT CTCTCCITCC 
CTCCTTCCCT CTCIGCCCCA CCCCCGTGTA CAITATATAC CAATTCATTG GAGATATATA TATGTTNTGTN TNTGNCJTNTG 
TCTGTCTNNC TGTCIGTGTC TGTGTGTTAA AGAAGGAGGA TGTCTTACAC AGA1GTTTCA TATATTGAGG NATIACAGAG 
TAATTACAGG GAAAGGTATT ACACTGTTCT TCAACACCCT AGGCAGT 

SEP ID NO: 1347: (Length of Sequence = 295 Nucleotides) 

ATTAAACAAC TTTnTAAAC TTTTTCTGCA CAGGACAGAA AACTGCCTCT ACATGCTATC TCCACTTITC GAACACAGAT 
TTTTAACAAT TATGAATGCA CAAAATCTTA CATATCATGC AACTCTATCC CAAGAACCCA ACITTCTTCC ATGCAACAGA 
TATGAAGATC TAAATGGAAA CCEAGCTAAG TCTTAAACAC TTITCCAGTA GCAAGTATAA TAIATCTTGT TGAGGGAAAA 
CCACTCTTAA CAATTNCTTG TACACAATAT TCAT3TCCCA AATACAATGN CAGGN 



SEP ID NO: 1348: (Length of Sequence = 332 
AGTCCCTGCT ATGTGGATAT TTGGTAGCAA TGACTGATGT 
GGTAGAAGAA ATCCAATACA TGATATCCTG GTITCCTCIG 
TCTTGATATC AACAAGACAG AAGGTGAAGA AGATGCACAA 
GCAGCAAAAT CTGAAAGCTT AACACCCCAC TTTGACCCTC 
GGGAATCCAT TT 

SEP ID NO: 1349: (Length of Sequence = 296 
GCOCCAAAAA CAATGACACA AAATTCATTT GGTTAATTCA 
AGTGGGAGIA TGATTAGGAG GGGTGAGATG AAAACIATTT 



Nucleotides) 

GGAAACTACA TATGCAGATT TTATTGCTTC AGGAAGAACA 
CAAGTGGCAA CAGCAATGAA TTAGCCTTGA AATTAGCAGG 
CGAANTTCTA CAGAACAAAG TCGKGGAAGC CCAGGGAGAA 
GGCCACACCT GAAAATGTCT CAAATCTCCA GGGNGTATCT 



Nucleotides) 

TGTAAAGGAA AAAACAGCAA CACCACCACA CAAACAGGAA 
TACACTAACA TTTCCACCAA AAGACTGTCC TAAGAACACG 
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CTGTCAATAC AGTTCACAGG GAAAAAGCAA ATGTQGTATT TnTKSTATT TJ.MTA AAAGC TCCCTGGGTC CCAGGTGTTT 
TGCAGTTTTC AAGGNCTTAT CTGCTAAAGG AATGCCCTCT TAGGCTCACA GCAGGT 

SEp ID MP: 1350: (Length of Sequence = 317 Nucleotides) 
CTGT3X3CCCA GGCIAGAATG CAATGNOCTG ATCTTGGCTC TCACTGCAAC CTCCACCTCC 
GCCTCANTCT CCCTAGTAGC TGGGATTACA GCTCTTCACC ACCACGCCAG GCTAATTTCT 
GrTTTCACCAT GITGGCCAAC CTCGAACTCC CAACCTCAGG TGATCCACCT GCCTCAGCCT 
GGCATGAGCC ACIGTGCCTG GGCCAATAAA CTATATTTTN TCAAGCCAAA GTAGGACAAG 

SEP ID K*0:1351: (Length of Sequence = 349 Nucleotides) 
CGGATGGGTG GGATGAGACT TCAGCITTAT TGGAAATGTT TVATTTCCTT ATCTAAAAAA ATACTAGAAA GAAATACAAC 
AAAATGTTAA CAGTTGTTAA TGTCGGCCTC TGTAAATATA GATATTGTGT TACTTTAGTC TTTTTTITAA TCTCAACTAA 
ATIAAAAAAG GAATITIACT LT1T1TITAT CTCAACTAAA TTAAAAAAGG AATTITAAAA CCCTAGTGTT ACATGCAAGT 
GAGTCCAATA ATGGCAAAAT AATAATGAGG NTACATAGGA AGGCTGACCT AAATTTTAAT GGCTGAATAC TGGGTCCCOG 
GTACAAGTTT GANAAATTIT GAATTTCCG 

SEP ID NO:1352: (Length of Sequence = 304 Nucleotides) 

TITITATACT ATITAAAAGA ATCCTTAAAT GATGGGTATT CTCTAAAGCA TGCGGGGCTT AAAACCTAGA TGATGGATTC 
ATAGCTGCAG GAAACCACCG TGGCACATAT ATACCTATGT AACAAACCTC CACATTCAGC ACATGTATCC CAAGACTTAA 
AGTAAAAGTA AAAATTAAAA AAGATGGGTA TTCTATATTT ATCTTTCATG TTACATTTTT CTTTGTCGGG TTTCTAAATA 
AAACTIGTAA CATGAATCTT TTATTCTCAT TCTGTATTIT AAAAAGAAGC TGAGTAACAA AAGG 



CAGGTTCAAG TGATTCTCCT 
GTATTTTTAG TAGAGAAGGG 
CCCAAAGTGC TGGGATTACA 

CACAGTrrrr aaaaggg 



SEP ID NO: 1353: (Length of Sequence = 307 Nucleotides.) 

CTTAGTCTGA CATTAGGTTA TGAGAAGTAC AAAAGATCCA CAAGTACAAA AAAATCICTA TAGCTTTGOG CTAGTTGAAA 
AAAATGCAAG AGAACAAAAA AATTITITGA GTAATATTCA TCTCTGCAGA TCTGACTGAC AGTCCGCTTG AAACACCGCT 
GIAAAACTGG TAAAAAATGA TTTCATTCTG ATTATGTXAA AATTTTTGAT GTCTCTNTTA CTTCTTTTAG GGGAATCTGG 
TCTTCCTGNC ATTTATACCT GGATANCTNC CITrCCCTGT AATTTTTNCT GAAAGGCTCC AATTTCC 

SEP ID ND:1354 : (Length of Sequence = 407 Nucleotides) 
CTGAAGTTAA GCAGCAAGGG CTGAGAACCG CTCCTCCAGA GAGGCCAGGA GGTCTGGfTCA 
CAGGCACCTC TCTCTGTCAG TTTCCCTGGA GAACTCATGA GTTTGAAGAG TAGGCAGAGG 
ACTGATCAAT GGCCAATGAG AGINCAAAGG GTAGCTCTGA GCACAGGATG TNTAGCAAGA 
TCCCACCANT GCCAACTGGG GGATCCITAG CAAGGTACIT ACCTCTTINN TGCCTCTGIT 
ACAATAATGT CAGATTCATG AGGGATAATG AGGACTAAAA TTAGGNTAAT TNCCTATAAG 
TTATAAA 

SEP ID NO:l355: (Length of Sequence = 355 Nucleotides) 
ATTACTATTr GCCTCTATAG GAGGTITCAT TAGGCATCTN CTTCATTATG AGTGCAATAT AATCAAACAC TTATCAGTAC 
AAGGCAGAGA GACCGGGACT AGCTGCCTAC ACATCCTCAA TGAG OTl'A G GAAATGTGAA GGAAACATGG ACTGAAAATC 
TTCTGGTGGC AGGTACTCTC ATGTCTICTC CTATCTGATG CTCTCAACAA CCTCTAGGGG TAGATATTGT GACCCTCATC 



GAGGCTGGGG CCCCAGCCCC 
CCAGCTGTCA TCACTGACTC 
CTCCTGGGTT CAGCTCCCAG 
TCTADGGCTG CAAAATGGGC 
CTGCTTCTAA AOCTATTTAC 
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TTGCAGAAGC CIT3GCTCAA GTATATCCTC AGAATCACAG AGCTGGAAGA TAAACITGGG TCTCTCTAGT GCCAGAGNCC 
ATCNCCTCTG ATCTCTCAAG GGCAGAGGTA TTACC 

SEP ID NO: 1356: (Length of Sequence = 406 Nucleotides) 

TmTmAG TEATITCACr CTCTCIGTTA AATTTATCTG ATAGGATTCT GCAGAGAACA AAATTCAACA GGGCCCTOIG 
GAGCAAGGAG CCCCITITCC CTATCTCC3T CCTCEAAGAG CTACACCCAG ACCAGCTGGT TATCAGCGGA GGCCCCGCTC 
CTCCTCATGA GAAOGCTGGT GGAAGACGAA GGTGATGGCA CTGGAGGCAG CATCCCAGGC AGCCIGGAGT ACCTCATCCC 
GGAGCCCCCA CTTATCAGTG CAGTGGTTCC ACCCTGCCAG GCTCINAAGT GCAGTCAGAA CCATCAQGGG GTOGCCGGAT 
CTGAD3GCTG TTNACACAAC GTCGGCACTG CAAACCTAGG GACAGAAGGC ACANCINAAG TCACTNCAGA TCOCATCTTC 
CTACTG 



SEP ID NO:1357: (Length of Sequence = 231 
TTTCACAAAG AATTTATGAT TGCTTCACCA GGTCACXAGT 
AAACTGATTA GAATTTGAGA AACITTXACT ACATTATGTG 
TAAAAAGGNC TACATTCTIT GCACCANCTG NTCAUTITCA 



Nucleotides) 

GAGCIAAAGT CAAGGAATGA CIACAATCTT GTAGCATTTT 
TTACTATCAT AAGAACACTC CTTIX3GGGGC ATTTGAATAA 
CCCACATTCC ACTATTTTNC TCTAACTTGG G • 



SEP ID MD:1358: (Length of Sequence = 302 Nucleotides) 

CACAACTAAT TTGTAAGCCC CITGAGOGCA GGAACTGGTXT TlTl ' A AAGAA TGATCTATTC TTCACACTGC TTTCCCTTTC 
TGTEACCCAG GGAGCACATG GCAATATAAG GGCTCCTGGG ATTGANTCTT AAGTACAGAG AAAACCTAAG AAT NLTl'l'l A 
GATAGACAGA TAAGAGACCA CNAGAGAAGA GCAGATTCTA AGCTATNTGT GAGAAACGTT ATGTTAATGAA AAGAXAATTG 
ATGACACACA CTTCCAGAOT GTGCTGGCGA GAITTGATTC AAAAGCACAC GGCTAGGGCA CT 

SEP ID NO: 1359: (Length of Sequence = 356 Nucleotides) 

TAATGATCAG CCTCTGGGTC CAGGGAGAGG ATAGGACTIG ATGCTTTCCA GGGGAAATAT TTAAAATTTC AGTACTAAGT 
TAACTCTCTA TCATTTTACT TITTTEATAG TTTCITATTT TATGTTGTAT GAGATGAAAA GCTIGCACAT AAAAGATGAT 
AAGAAAXTAG AATTCATCGT TTCIGTTCTA CCAAGAAGAA CCTTACTGAT CTCTAAAAGA ATTGTTGTTA AAATATGGAT 

TCENcrrrcc ttctagtact CCCCEAGCAT GACANTGAGC gtgtcatcca ttaccaagtc tcctcatcaa aaccacagtg 

AGTCAGCCCT TCACAGAACT ACTACGGGAG GAAAIT 

SEP ID NO:1360: (Length of Sequence = 366 Nucleotides) 

AAAATCTAAT TCAACTGACC CATCCCACOG GGAAATGCCA CTAGGAAGGT GTAGCCTGCA CTTTEACCIA ATAAGCACAA 
CTGGAGGGGA AXAGAAACAC AGAATTGTGA GGGAATOGCA AGGCATCCTG CTCAGAGCAT GCCTAGCCCT GCACTGAAAG 
CTATGAGATA CTGGTTCTGA GGCATCGCTG TGCTTGCTGG TGGGAGOGGG CATCCTCCCT TGGCCTCCCT GGGACACCTC 
CTGTOCTCCC TCCACTGCAC TCCACCTGCC TGGGC7ICTCT ACACAACTNG CTGCAGCTTC ACTAAAGAAC AGCTGGCACT 
NCAGCITCTC CX3GGTCCTGC TGAGCACAGG GNCCCGCCAN CCTTGA 



SEP ID N O: 1361: (Length of Sequence = 347 Nucleotides) 

CCTCCTACTG TCTTGTCTGT GGGACAGTTG CCIXXCCCTC ATCTCCAGTG ACTCAGCCTA CACAAGGGAG GACCAACAGG 
NTCTAGrnT TCCACGTGAT GGAGTTCCAA G ClTmYlT ' TlUnTlUlT TICTTTOGCA AAATAAAAAC AATACACATT 
CCAAGAGAAA TGAATGCATC TNTIGACACG TCTCTATTTC TCATTTACAT A1CTACACAC GNCCCTTGAG TCGCTGCTGT 
TGACAOGGCC CNGTCTGGAC GGGTCAGGCC CGAGGCCCCT CGGGAGCAGA CCHUIAGCTC TCTGGGGGAT CAGGGCTTCC 
ATTAGGGAGA AAGTATTAGC AGTTTCT 
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SEP IP NO: 1362: (Length of Sequence = 358 Nucleotides) 

CCATTCATTC ATTCATTCAA CAATATTCAT TCAACAAATG AAGCAAAGGA GCACACAGCC AAGTGATGGA GCAAAATCAC 
AAATTAAAAG GTAATTCAGG CCAGCTGAGG TGGCTCATCC CIGTAATCCC AGCACTTTGG GAGGCCGAGG CAGGTGGACC 
AGCTGAGGCC AGGAGTTINA GACCAGCCTG GCCAACATGA TGCAACCCCG TNTNTACTGA AAATACAAAA ACAAACAAAC 
AACATAAAAA AATTAGCCAG GTATNGTTTG CAGGOGNCTG TAATINCAGC TTAGTCAGGA GGCITTGGCA NGGGCTTCAG 
TTAGCCAAGA TCGGACCCTT NCAdTTCAG CCTGGGTA 



SEP ID NO: 1363: (Length of Sequence = 312 
TATTTAAATA ACCTGCAATT TCATAAATCA GCACATTTAC 
AATTAGCGCA TGTTTCTCTT TATGCCCACT TGTATTAGCA 
TCTGTATAGA CCCCGAAGGA AAAGGAGGAA TTCGCCGTGC 
TAAACGTITr AAATCACATA ctgaccaact tgtcttgata 



Nucleotides) 

TAGATAGGTA GGATACTTCT NATCCATTIG TCTGTTAAAA 
GAATAGTCTT TTCGGATTCC CTGAATSGNT CTGTTATTGAG 
CCGAGAATAG CTCCGTCCAG CAGTITANGG NAGAAATCTC 
TTTGCTGGAA AAATTTIGAA AGNTCAAGAT AC 



SEQ ID NO: 1364: (Length of Sequence = 345 Nucleotides) 

CTCACAGATT TACAGATCCT GACCTATTCA AAAATACCAC AGCCAGAATG GGCTAAACAG GTATATAGTT AATACAACCA 
CCACCATCCT TTACITTTAA CATAGCTCTT AGTAGGAATT TCATAAAANT GGACATCACA GCTAAAATGC ATTATTAATT 
CTCCTATCTG CTGACAATAA AAAAGCAGCA AACTCAL.IGA TTTCTATTTA AATGCACTAG ATGGGAATAT CATGTTCTAG 
GGGTGTITGC CTTCAAACCA AACCCACAGC AACACACACA AGCAATTTCG GTATCCACCA TTTTAAATTC ACAATCTGAG 
NCTAAATGAA TGGCTATTTA TATTT 



SEP ID NO:1365: (Length of Sequence = 255 
CTCCAGAAAG CCATTGATCT GGTTGAOGAAA GCCACAGAGG 
CCAGCATGCG GTGGAGTACT TCCTCCACGC TATCAAGTAT 
ACTGCGTGCA GTACCTAGAC CGGGCOGAGA AGCTGAAGGA 
AAAGAGAACC AGAGT 

SEP ID NO: 1366: (Length of Sequence = 322 
AAAAAAAAAA TTCCAAAGAA ACAGAGTAAT TTTCCTCCIT 
TCATTGTTCAA ATTTAAAAGG GAAAAGGAAA GACTTTTATT 
CTGAAATAAA CAGAATTTAC AACCTTCGCA CCTTTGCACC 
GAAAACGGGT TAAAAAGCTG TATACTTTTT TAAAAAATAT 
AA 



Nucleotides ) 

AGGACAAAGC CAAGANCTAC GAGGAGGOGC TGCGGCTGTA 
GAGGCCCACA GCGACAAGGC CAAGGAGAGC ATTCGAGCCA 
TTATTTACGA AGCAAAGAGA AACACGGCAA GAAGCCAGTC 



Nucleotides) 

GCCTCAGCCC TAAGTCATCT CCCAGACAAA AAAGCAATCA 
TGANTGAAAA GATTTTTITC AGTGTCATAG AGAGGGAAGA 
TTCCTCTTCT AGCAGTATGG CAAACTAAAT AACTTGCACT 
ATTTNGOTTA TCTCATTGAT CTCCAGAGIT TIGAATACAA 



SEP ID NO: 1367: (Length of Sequence = 349 
GAAAACAAGG TCAACATCAC TCATGATTAG AGAAATGCAA 
TGGCTGCTAC TAGAAATAAC ATGCTGCTGA GGCTGCAGAG 
GTTCAACCAT TGTGGTAGAC AGTGTGAAAA TTCCTCAAAG 
ACTGGGTATA TAGCCAAAGG AATATAAATT GTTCTACTGT 
ACAAGAGCAA ACACATGGGA TCAACTTAA 



Nucleotides ) 

ATCAAAACCA TACTGAAATA CCATCTCACA CCAGTCAGAA 
AGAAAGGAAT GTITATACAC TGTTAATGGG AGTNTAATTA 
ACCTAGAGAC AGAAATACCA TTTGACTGAG CAATCTCATT 
AGAGAAAACA TGCATGCATG TTTGTTIGCA GCACTATTTC 



SEQ ID NO: 1368: (Length of Sequence = 379 Nucleotides) 
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CTGGGAGAGA GACCTTTGCA TTCCTCCATC TCTTGGCTTC AGCTGGGACA GAGACCTTTG CATIGCTCCA TGTGTTCGGG 
CAGCTCTTCC ATTTCAATCT CCTCTGCCCT AATTIATTAG CCATACTTGT GCTATITATT ACTTTTAAAC CCTAATCCTT 
TITCCGTAAT TTGITTACAT TTTGCAGAGT GCCAGCATTT TACAATGTGT CTTTTATGTC TCACAGAGGT CATCATTAAG 
TTAGACdTT GGCTTCA1CT GTCTCCCGAG AGATQbTl'l'A TAAAATTTGC AINCTTCTGG CACAGCTGGT GTCGCTTAGG 
GATTAGGACA CAGCCTGCCT GAGTTCACAC CTCATCTCTC CCACITAACA CTGATAATT 

SEQ ID NO:1369: (Length of Sequence = 319 Nucleotides) 

ATTTCTGGTC TAAGttTITAX TATTTCCITT CTTCTSCITC TTTTAGGCTG ATATTGCACT TCTTACTCCA GTTTTCTAAG 
GTCGAAGCTT CGACTATTCA TTTCAAATCT TTTINCTTITJ CTAATCTATG CATTCAATCT TAXAAGTTTC TGTGAAGCAG 
TGMTTCArr GCATCCCACA TTTTGATAGG TIATATTTCC ATTTAGTEAC AAATAATTIA AAITTCCCTT GAGATTICTG 
CTITGACTTA TGTCTEATrr GGAACTGTAT TITIATTCTC CAAATATTTA GAGATTTGCA GCTGTCTTTA TGTTAITAA 



SEQ ID NO: 1370: (Length of Sequence = 343 Nucleotides) 

GGAAAACATA AATNTTGACA AGXAGTTCAA GACTGTTGGG ATAAACTTAG CXAGAGTGCA GGTCATAACT ACCCATCTTT 
ATAAGGAAGC TGAAAAGGGA AGTATGAGGA CAGGGAGAAC AATGACTTIN TCTCTCAAGC TTGACTIAAA CCACCAGGAA 
AGTTCITAAA GCCAAAGCCT ITCTCAGACT CTCACCAAAC CATAAGAGTC AGAAAAATGG TCGTTITCAA AGGAGTAGAA 
AATTCTGTAC AAAGTAAACA ACAGCTGAAG CAGGAAAGGN ACATACATTT NNTCAdTAG TGGCACGCAG GCAAAACAGA 
ACAXAGGGCC AGCTTGGTTA TTT 

SEP ID N0:137l: (Length of Sequence = 295 Nucleotides) 

ATTTCTNCCT GGGCGGCGAT GATCTGAGCA ATGCCCCCCA CAAACITGGT TTTCACTACA ACATCGTCGT CATCAGCTIT 
GCCAAAAGCT GCCITCTGGG CTGCACGGAC AAGATK7TNT GAGGCTCTTT TCACAGCATT TCCTGCOGCC TCTAGCCGCC 
TCATGGCCTC TNAATCCTGG TCGGCCTTCA CCTTGCAGGC CACCAGCAGC TGAGCCCT3G AAGCGGCGAC CTGCTTGGCA 
GATGAGATGA GCTTCTCCTC GCTGGOGTGT CCCTGAACGG AGGCATTGGC CGCCT 

SEQ ID NO: 1372: (Length of Sequence = 340 Nucleotides) 

TTTGCTTTCA GATAATCTTT CTGTATACTT TATAAATGCT ATCTGTGGTTA TCTCCTGTAT AATTNACAAT GTTTGCATGT 
AAAAAACAAA ACCCATAGAC CTTAAAAAAA AGAAAAAAAG AAATATACAC TATACATAGG CACAGCTTAT GCCCAGAGCA 
TAGCAGGTGC ATAAAACACT (7ITCCXATAA ATGCAAGAAA AAGGTCATTT AACCACAATC ACATTTTTIT NCATAAGNGN 
GTCTGAAATC TATACAATAT ATACATCTAT GTITCAATGT GGAAATAATA TTLT1T1AAA TTTCAAGGCG TGTXATACCC 
OT3CAGGCCT GCATAAATGG 

. SEP ID NO: 1373 : (Length of Sequence = 315 Nucleotides) 
AATCCTGGGG GTGATTTAGA ACTTAGAGGC ATTCTCAAAA TGGACCAAGC TAAATGGTAG CCTTIATTTN CTGTAAIGAT 
TCACCATGGG AAAATTAGTA ATTCTITAAA CTTCTTACTT AATCTTATAT GTATTCCAAA ITINCTAAAA AGAAATTAAC 
CEAGAGGTTT TACAGAACTC CAl'lTITlTl' TTAXTTNCCA GAAAGGAAAA ATTTATCTGT NCTCTNATTT TGTTAAAAAT 
CCTATTCCAG CTACTACTAT GGAAAAAGGA AAAGAAGAAA GGAGGAAAGG AAGGGAGAGA GGAAAGGAAG GGACG 

SEQ ID NO: 1374: (Length of Sequence = 327 Nucleotides) 
GAGCCAGTGG TGGCCCCCAA CAGCCCAATC TGGTACTCAG TCCAGCCTAT CAGCAGAGAG 
GCGGATCCTG GTGATAAGAG AAATTCAGGA GGCCATCGCA GTCGCCAATG CAAGCACTAT 



CAGATGGGAC AAATGCTGAC 
GCACTGAGAT 
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AAAGGAAAAT ATAAAAGAAA ATAAAATCTC ACATTGCTGC TTAGCAGGAG AATTTTTAAA GACTTACAAA TCAACAAGCT 
GTTCAAATAA ATAATGAATG CTGCAGCTGG CTCTTACATG GGGCTTINAG TGTCCCANTA GTAGCAGATG TCCCAGTTCT 
ATAAAAT 

SEP ID NO:1375: (Length of Sequence = 338 Nucleotides) 

TCCAT3GAAA CTTAATCTAT TCAGGTCCCA ACTITCAGGC TVCVCTGCTC TGACAAGTAC TAGAGGCCAA TATGATAGAC 
TAGTCTGACT TGGATGCAAG TTAGCCATTT CCAGGAATGA TACCAGGATA ACTATAATGG TCGTGAATAT AACCGGATTT 
TAAGGGAGAA TGATTACACC TGGAAACAAA CTGTCAATAC ACAACTAACT AGTTGTTAAA GATTTCTAAT TITGACCAAA 
GATTTTTACT TTCCTGCTAT AGAAATGGAA ATAAACATTN ACAdTTAGG TTTTGAAAGC AACCACCTCC TAACAOGGTT 
CTGAGTTGGG GGCCAACA 

SBQ ID NO: 1376: (Length of Sequence = 307 Nucleotides) 

CAAGCCTCCC TCAAAAAAAT CCCCAGAGTA ATGAAAATAC AAAGTCTGCT TGTTCAAAAT TATGGTGCGA ATAAAAAAGG 
AAAGGGAGGA AGTCATGGAG TAAAGTTCAG ATTAAAAATA AACGGAAAGT CACAACAGTC GAAAGGTCGA AAAAAACCGC 
AAATGCCCAT GANCTGATGA ATGGATAAAC AAAATCTCGT GTGTGTGTAT ATATGTCTAC AAACTTCCIT TTTATGATGA 
AATAGTATTT CATTGTGTCT GCACATGTTN CACACACANT TTAAATAGTA TTTCCTCATA AAAAAAG 

SEQ ID NO: 1377: (Length of Sequence = 353 Nucleotides) 

TGGAATACAC TTCTGAATAC AGTGTGTAGG ATACATTAAC AGITITCTGA GTGGGCIGCT CTTXTTTCCr CAATACTGTA 
TATATTTTNN TTAAGCTCIT CITCAAAAGA TAAATA1TTT TCATACTTCT CTTAAATCCT CAAGGATTAA CTCTGAGTCA 
CCATTTCTGG TATTTTAAAT CCTTTTAAAT AAATCTCTGT ATTTGCA£7T GCATCAAAAC AGTAAAACAT TTCACAGGGT 
AGGATCTGAT GACCATTTTA TAATCAACAT TTTTAGGTAC CACAAGAo " ACTTCATGAG CATCCACTGA AATTATQGGC 
ATTATGTCAT ATAAATATCC AAAAATCCAT TTT 

SEP ID NO: 1378: (Length of Sequence = 315 Nucleotides) 

GATTTGGCAA ATATTTGGGT GAGATTTGAA AATAAATTAC ACCACPC-.VIG CACAAGTTAA TGTGAATCAA GCATCTGTTT 
ATTTCATTCA GTTTATGCCT Ti:^'.mT TTTTGTGCAG TGCAGTTGGG GTCACAGACT CTCAATTTGA CAAGACACTT 
TAAAAGCAGG AGTAGAAATT AGGC ., . \GGGT TTTACAACTA TTACAGGAAC TGTCATAACA AACTTCAAGT GGATCAGTTT 
ATTTCTGATT TAACTIX3GGG ATAAACAGTG TTCAATATTT TCCAAAAGAT TCTCCCCATA TAGAAGTCCC AAAAG 

SEP ID NO:1379: (Length of Sequence = 352 Nucleotides) 

ACCGCAAAAT TTAGCTGTTT ATTAGGTTGC AAGTCTCTCC TTCTCTCCCT GCITTCTCTT TCTNCITTTr CTCCCCACAA 
ATCCTCTCAA AACACATACA AAAAGAGAAA ACTAGAAGCA AGATTCGCTC AAACATGAAG AACACAGAAA GCNTATTAAA 
TAGCTAGCTT TAAAGGGCTC TTTTTCAGTT TGAACAAAAG TAAAACGTTC TCAAAAGCAA AAACAGAAAA CAGAGCTTCC 
ACCCAGATTG TGCAACTTAA TGAGAGGAGG TTAGTGCTGA TAAACCCATT GTGAAATCTA TTATAAAGTG ACAGGTnTT 
CAAGCAAGGA AATCCAATCC AGTK3GGGGT TG 

SBQ ID NO:1380: (Length of Sequence = 261 Nucleotides) 

AAAAATTTAG TGAAGACGTC AATAGATATT NCTGCAAAGA AAACATACAA GTGGTCAATA GGTATATAAA AGGTATTCAA 
TATCACTAAT CATCAGGGAA ATGCAAATCA AAACCACAAT GAGTTATCTN CTCATACCTT TMATGATGGC TAATATTAAN 
CGAGAGATAA CAACTGTTTA TGGGGCTGTG GNGAAAAGAG AATGTTCGAA CACTCTIGGT TGAAATATAA GTTGGTAGAA 
CCATTATGCA AAACACTATG A 
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SEP ID NO:1381: (Length of Sequence = 273 Nucleotides) 

GCCACIACAC TCCAGCCTGG GACACAGAGC AAGACTCCCT CCCAAAAAAA AAAAAAAAAA TTATEAGAAA GAGGAAGAGA 
GAGATCNCAA AGCCTTTTAC AGTTGGGTGT T3GGNGTTAG AGACCCAGTA CCCCAGCCTG ACATACCTAC AGAAGCAGTG 
AATTTACITA TPEAL'IUTJA TCAAAAAAAT AGATGCTGCC AGCCCTGCAC AGCAGAAACT ACIATTGANT CATATOGTTT 
TAGCCTTCAC CTTTAAATAT GTCTAATTAT ATG 

SEP ID NO: 1382: (Length of* Sequence « 296 Nucleotides) 

CItXaCAGCr GCCACATAGA ACAAGCAAAT CTGACATCAC AGCTdTTTA AAAATCTCCC AGAATTCTAC ACTGGAATAA 
AGATCACCCA GTAAACTCAG CIATGTTGAT TCGTTAGGAAT TTCTCCTTGG AGTTAATAAT AATCATTAGA AAAAAAAIAC 
AGGAAGAAAT AACTTCCTCC TATTCTTATT GTGATAAA1T GTAACAATAG CAGACATTOG TATATAGATC CTATAAGCGA 
CAAGAGGGAA AATAGGATTT GCAANTTAAG CATCTGGAAT AAATA Tl'lTA GGAAAA 

SEP ID ND:1383: (Length of Sequence = 293 Nucleotides) 

CCAAGGACCG GGCOGTGOGG CTGCTCTGGG ACCX3CIT0GT GCGGGGCTGC CGCGCCGACT GGTACGGAGG CAATNACCGC 
TCGGTCATCT GCTCTGACCA CITINCCCCA GCCIGTTTTN ACGTCTCTTC GGTTATCCAG AAGAACCTGC GCTTCTCCCA 
GOGNCTGAGG CTGGTGGCAG GCGCCGTGCC CACCCTGCAN CNGCTGCCCG CCCCGGCACC TAAGAGGGGA GAGGAGGGAG 
ACCAAGCAGG NCGCCTGGAC ACGAGAGGAG AGCITCAGGC AGCCAGGNAT TCT 

SEP ID NO: 1384: (Length of Sequence = 378 Nucleotides) 

GGrlGGTTTTG ACATCXAGAA AATAAGATGG AAGGCTGAAC TAGGGCAGTG GTGTTQGCAA ATAATCAGAT TTCAGGAATA 
TCACAAAGTC AGGNGCCCAG GATTCATGAC CA'ITiTNATG TAGGAATAAG GGAGGAGCCT AGGATGACTC CCCCAAGTIT 
CTGGCTCGAG TAACTGGGAT ATCAACAAGT CATTTAGCAA AATAGAGAAA ATAGGAGAAG CAGCAATTTG AGAXAGAGAT 
AGAGGCAATA TAAAGNNTTA TATATTCACC AT3GTAAATC ACCTAAATTC AGAAACITGT AGAAAACTTC GGTCTGGANC 
TCAGGAAAGA CACTGGA2AT GTAGATTTGG AAAGTTATCA ATCTCAAACT GATTGCTT 

SEP ID NO: 1385: (Length of Sequence = 204 Nucleotides) 

TCA1TCTTGG GTGTITCTCG CAGAGGAGGG NTITGGCAGG CTCATAGGAC AATAGTGGAG GGAAGCTCAG CAGACAAACA 
AGTGAACAAA GGTCTCTGGT TTTCNTAGGC AGAGGACCCC GAGGCCITCC GCAGTGTITC TTTCCCTGGG TACTTOAGAT 
-TAGGGACTGG TGATGACTCT TAACGAGCAT GCTGCCTTCA AGCA 

SEP ID NO: 1386: (Length of Sequence = 238 Nucleotides) 

CCCCATCATG GGCAGCCAGA GCTCCAAGGC TCCCOGGGGC GACCTGACOG CCGAGGAGGC AGCAGGCGCT TCCCCCGCGA 
AGGCCAACGG CAT3GAGAAT GGCCACGTGA AAAGCAATGG AGACTTATCC CCCAAGGCTG AAGGGGAGTC GCCCCCTGTN 
AACGGAACAN ATGAGGCAGC OGGGGCCACT GGOGATGCCA TCGAGCCAGC ACCCCCTAGC CAGGCTGCTG AGGCCAAG 

SEP ID NO: 1387 : (Length of Sequence = 295 Nucleotides) 

TTTTrCTTIT TTTTTTTT1T TTTIANTTAG GCAAGAAGAG GTCTGAGTAA TTGAGGAAAA ACTGACAGAT GCTTTTCCTA 
ATACCAAAAT TGAGCITACA ATTAGGAACT GAOTATGTCT AACAGGNTAC AGGTGACAGT GAAGATAGAA GAACCACGNT 
GACCACAGAC TCAATGTGCT CTGTAACATC GCACAGTTTA CCCAGCATGA CTITCCTTAG GAGGCCCCCT CCTCACGCTA 
GAGTAAAAGT CCCAGITAAG TGAAGCCTAC CAGAAGAACT AGTAGAAGAA GCTTT 

SEP ID NO: 1388 ; (Length of Sequence = 201 Nucleotides) 
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GCIACTNATC TCTCAGACAC TTGGTCGGTA GAAAAGATCC CGCACCATCC TCCAGGNTCC AATGGCCITG GAGAGAGGGC 
TGCAGQGCCC ACGGNCATIG CIX^CTCTIT AGAACGTCCT GACATGGAGC CAGACCACTC GGCCCTGAGT GCGGCGAGGA 
CCCTOTITOT GGATCTGGAG GAGCGCGGGC CX3GAGCATTC T 



SEP ID NO:1389: (Length of Sequence = 399 Nucleotides) 

GCTGCCCTGT TATCTCGTAA AAGAGCCACT TATGACCTCA GGfTGCTACIT AACCIGGGGG GCAATTGTTT CTTAGGCCTA 
GCAGATGTTT GGGATGACAC TAAAAACTCA GTGGTGAGAT GATTCCCTTA GCAAGATTGC TGAACTTAGG TTTAGAOGTG 
GGAGGCTGGG TAT3TGAGCA ATGCTGCCAA TAGCGGCTCT TTATTTGCCT TCTCCTCATT ACTGCCATCA GGAAGGTCCT 
ACTGGCCTCG AGCCAGGCTG TTCATAATCT GGOdTGGCT TAACCAGACA AATAGAACXT CTTTTCCTAG ACIGTTGGCT 
TTNTGGAGGT TGGGAGCCTC TATCACAGGN TAAAATTTCC CAAATCCATT TACCCACTAT ATTCACTACA ATTTnTCC 



SEP ID NO: 1390: (Length of Sequence = 381 Nucleotides) 

GGATTGAGGT GAAGATACAA CAAAGAAAGG AAATIGAACG GAATTATTAA GAGGCTCAAG TITGATAGGC 
AGGTATCAGC AAGACATTTC AAACAAAAGG AACATTATGT AATTTTITAA AAAAATACAT GAAAATAATA 
GAAGGAATAT GATAAAAGAN GGATAGTTAG TAAAATTTCG ATAACATAAA GATTATTGAA TCTCCAGTOG 
CCIAAACTAC TGGGGAGAGG TCTCATGTCA GATTTTGATT ATCGAGAAAG AGGGGTCAAG AGTATAAGNG 

TrcrrnTGAA cttccagtgt cccnctattg tgggcaaata tcaaattcaa accaaatata c 

SEP ID ND:1391: (Length of Sequence = 327 Nucleotides) 
GAAGAAGTCC TTCTTAAGCA AGGCTXACAG ACTCCCAGGG AGAACAAAAT CTCTTTATCT CTCTGGGGIT TTAGGACCCT 
CATCAAGTCA TAGAAITCAA ATAGAGAACA TCAATTCINC AAL'lTl'l'l'AA TTITAATAGT TTITGTAGTA CATAAAAATC 
ATGTTATGAA TI^TTTTGTA GTl'l'l'AATTA TAALUTITIT AGCACinTA CCATATTCTT AAAAATTAAA AATTATGAGT 
NCIGAGAAAG CAGIX3AAATC ACATATAGGTT ATTPGATTAA LTHTATCTG ATC1T1TACC TCAAGCTAAT GlTlLl'I'AAA 
ATCAAGG 



AGATAAGACT 
TTTAANCAAG 
TCAAATTTAT 
AAATTCCTIT 



SEP ID NO: 1392: (Length of Sequence = 223 
TTTITTAATA TTTAAAACAA TTTTATTCAT GAAAATATCC 
CACACGCACA CTCTGAOGGC ACGGCCACGG TACACIGCCT 
GCCGGACACT TATAAATATG GGAGAAGGGC CAGAACTNGC 



Nucleotides) 

TGTACAATGC ACTCTACACA GCCTOGACAC GGCACACAOG 
ACGATACGCG CCGGGGAOGC CGOGCCCACC GCCCGTCCCG 
GOGGAGAAAG GGGOGTCGGG GTT 



SEP ID NO:1393 : (Length of Sequence = 296 Nucleotides) 

GAAAGTTTAT TATTTCCCAA TGTNCITTAC ATTTNCATIT GGAAATATCA TTCCT3ACAG AAATAGNTAC ATTATACCTT 
CGAAAGCAGA AAGATCTTAA TTAATTAAAA CAGTITACAT TTACCTTAGC ATTAGGTCTG GCTGGCTAAT TTCAAAGGAT 
TAAAAATTGC ACCNATTT3G GCCAACTGGG CTCCTGAATA ATTATCCNGG GTAAAAGTAT AATATTTCAT ACTTTATACA 
TTTTGCTTCA TCACACATTT ACITTCCACA CAGT3OTCAA CITCACATTT AAAAAG 



SEP ID NO: 1394: (Length of Sequence = 281 Nucleotides) 

ATCTITCCAT CCCTGGGACG ATTTCCAGTT GAGCATCGTC AATAATCTTT TTGATAGGCT GTTGGATTTG AGTTGCTAGT 
ATITTNTTGG GGCATTTTGC ATCICTOTTC ATCAGGGATA GTCGCCTTCA GCTTTCTTTT CGTGTCTGTIG TGTCCCTGTC 
TK3TTCTCGT ATTGGGGTAA TATTGGCCTT GTAGAATGAA TTTAGAAGAA TTCCTTTCCT TTTGATITTT TIGGAATAAT 
TTAAGAAGAA TTAGTATTAG TTCIN Cl ' lTA AATGTTTGCT A 
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SEP ID NO: 1395: (Length of Sequence = 323 Nucleotides) 

crrrmTAA gaiittcaaac tcggttacac actggaaaag gctgggttaa gggccgaaat tiaaiaaatc tgteactgata 

ACTAAAGGCT ACAGAGATTT CATA3M.TJ.T TTTTAACnT TAGAAATCAG AGTCCTTATA AAATGGCTGG CTCAT3GCTC 
TGTX^CCCAG CATCTCTGAC GCCGCCTCCT AGCCTTCGTT GGTGAGAXAA CCNGQ3ATAG TGATTCCA1G OGTAAACAAC 
AAGAATACIA AACCAATAAA ACTAGCTTAT CATOCAAAXA TEANGGCATC IAGAAAGTCA CTTAAAATAA TATICTCATA 
GAG 

SEP ID NO: 1396: {Length of Sequence = 384 Nucleotides) 

TGCCTCCCGG GTICATGCGA TTCTOCOGCC TCAGTCTCTT GAGTAGCTGG GA3TACAGGC AIGCACCACC ATGCCTAATT 
TITGTACTGA TGCCAGCACT TTCTIAGCAA CCCCAGCTGG TCTCCTACTA TGCCCCCTCC AGTCCACTGT CTCTGGGCCC 
AGTTCAGOGC TAGGACTTCC TTAAGAGTTT CAGTCCTICT AGCCTAXACT GCCTTTNACG TTTATTTAGA GATCXAGAGC 
A LT1TA ACCC TCAGTGGCAA GGTTTGTGGG AACTIGAGTT CGGACCACTG GGATTGGCAA ATTCCCCTCT GGGCTAGGGT 
TGCTTTAAAT GCTCCCTTCA OGTGTGGGCA ATCAGCIGAG TTTQGTCCAG TTTTCCITTC TGCT 

SEP ID NO.-1397: (Length of Sequence a 370 Nucleotides) 

TTGAGTONT TCAGTGGCAT CCCCTGCTCC CCTGAGCACA CACAGTCTTT TCTATTTATG ACTCTAGTGC CAAGCAGAAT 
TTCCATOINC TIGCTAGCTG CCCA3TCTCA CCCCTCAGGG TCTCATACIT CTCCCTGGAA GCCTCCCAAG CAGTCAATGT 
GACAGGGACC AAGTATGTAC AAGGCAACAT ATIGGGTTCA AGTGCAAACT AAGGGAACCA GGGCCTGTTT TTCTAGTTTG 
GAAGTTnTC TTEATCCXAA GAAAAGAGAC AGACCAAAAC CAAGAAGATC AACAATAACT CTTCTCTTTG TCATCACGGT 
GATCACATCA AGGXACTGAT ATTAACCAGA ACTTACAACA AGAAGGAATT 

SEP ID NO: 1398: (Length of Sequence = 307 Nucleotides) 

ATCAGCA3TA GGITITCACC AAAGTGATAC AAGTCTGAAG GTCTTCATCA GCAGTCTCCC TCATAGTCAG OGCCATACCG 
AAGAGGCCIG TCCCTCTCAT AGGGCCITCC AGCCACTNCT TCCCCACAGG CCTGATTCTO CICTGGCTGG GAGICTGGAC 
TCATTTGTTA TGATGTGAGA GATCCCNNGG GGICTGAGCT ACCGCACCIG GCTCAACTTT CAAGGAGAAG TITGTGCATC 
ANTTITCAAA AAATTATGAT ATCAAAAGAT AGCIGTGCCC TACATTTGGG AAAGATACAA AAACXTC 

SEP ID NO: 1399: (Length of Sequence = 380 Nucleotides) . 

CIGAATTATT GAGGATGAAT TGATAAAGAC AGCTCTAATC AACTGAGGCC GGGCATTAGA CTGAGCAGCT GACTGTCCCT 
CAGAAACCAT AACCTTGCTA CCCGCATTGG GCATTGTGAC AACTCTTGAC ATCAATGCAG ACIGCAAGTN AGTTGGCAAA 
GCTGCTGATC TGTTAGCTGA AGTTGTGATG GGATTGGAAG TGACAAATAC AGTTATTTGA TTTGGGGGCA AGGGAGTNGA 
AATGGAGGAA GAGCTAACAG GTCTTGACAT TACTT3GAGGG ATGCTTGGTG CAACGTTAGA ACTGACCTCA CTCAATTCGG 
GGATGCACAA GGGATGAACA CAGCTCATTT CCTCTNAGCT AAGTTTAGGG AATTAGAAGG 

SEP ID NP:1400: (Length of Sequence = 232 Nucleotides) 

AITATAGATA CACACCAOCA CACCOGGCTC CTCACATTAA AGTGGGNTTA TGACCA3GAA CACTTCGTAT TAATAAATGT 
CTCAGCACAC CCAAGCCTGA AAATCTGATC TAAACCTCCT TAACTTGAAT TCCATCCACA ATCCACAACT TNCTCGGNAA 
AAAOTTNTCC CAGCITCTCC TTCCTCTAGC CCAAGAAACA GCCTTAACAG CGNGCGATTT CATTCCTACA CT 



SEP ID NO: 1401: (Length of Sequence = 349 Nucleotides) 

AAGCTAAATT TATAATGAAC AGAHTGAAGA AAAATAAAGA GCTACAGAAA GTTCAGGAIA TCAAAGAAGT 
ATCCATCTTA TCOGAGCCCC TCTTGCAGGC AAAGGGAAAC AGTTGGAAGA GAAAATGGTA CAGCAGTTAC 



CAAGCAAAAC 
AAGAGGATGT 
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GGACATCGAA GATGCTCCTT AAAAATCTCT GTAACCATCT cmTATGTA CATTTGAAAA TGCCCNTTGG NTACTTGGAA 
CIX3CTAAATT ATTTTATITr TTACATAAGG TCACTTAAAT GTAAAGCGCT TAAAAGACAT CTTTOCTOGC ATTGCCATCT 
TAATATC AGATATTACG GGATGTTAG 

SEP ID NO: 1402: (Length of Sequence = 338 Nucleotides) 

GTAATTGCTA TTTGATGTITA TlTl'AAGAAA TTAACCCTTA AAACHTAAT TCCITAAAAC AATCTCAAAC AGAAGAAGCA 
AAAGCITCTN CICTGCTCCA GGAAATAAGA TTCAGCACCA ATGAAAATAA ATTATAGAAA ATCAGAAGAT GGGTCAATAT 
GAGTGGAAAA AACCTAACAT TTTAATTGTT TITNCTCTCA ATAATIGTGT TGAACCATCC AAAAAAGTAT GATACAAAAA 
TAGCACTATA CTAAGAGCCA GATGACATGT CCTTAAAGCC TTAGCTCTCC AAATTATTGG TTCTGTAACA CTAGGGNACA 
ACACTTAGNC TCTCCTAG 

SEP ID NO:1403 : (Length of Sequence = 381 Nucleotides) 

GGACTCTCAC TTTGTTCCCC AGGCTAGAGT GCGANGGOGT GATCITOGCT CACCACAACC TCCATCTCCT GGGTTCAAGC 
GATTCTCCIG CCTCAGCCTC CTGAGCAGGT GGGGTTACAG GTGCCQGCCA CCGCACCCAG CCAAdTTNT GTTCTCAGCA 
GAGAC ZGJGC TTOGCCATGT TGGTCAGGCT GGTCTOGAAC TGACCTCAAG TCATTTGCCC ACCTTGGCCA CCCAAAGTCC 
TGGGATTATA GGCGTGAGCA CTINCACCTG GCCTCTAAGC TTAATCATTT CTAGGCTTTT MATTTAAAGT GAGAAACATG 
TGACTCTTTC CnTCATITG GGACACTTTA AAAGGGGTTA TTAAATTGAC CCTAATTACA A 

SEP ID NO: 1404: (Length of Sequence = 325 Nucleotides) 

AGCTCATCAG CTATCATTTG TGTTAGTGTA TTTNATGTAT GGCCCAAGAC AATTCTNCTT TTTCCAGTCT GGCCCAGGGA 
AGCCAAAAGA TTGGATACCC CIGACAGGAT TCCAGGATTC TTTTGTAAT7 NCTCAGAGGC CCTCTGTGCA TACTCCCTAA 
GGACTATCCA CATTCTTTAT TACTTTCATT GGCAATAGGT ATAAAATTTT AITIlrTl GGN TA TITI ' A CTG NAATOTTACT 
TUiTlTlGCT TATTTACTGA TTGGCTGGGA GGAAGTCAAA GGATGAATAA ATCTAACCNT TTTTAAAAAG GAAAGGCTAA 
AAATA 

SEO ID NO: 1405: (Length of Sequence = 349 Nucleotides) 

GGATTATGAC TGAACGTCCT CAGCATGTTG GCCTTCACCC CTGGCGGTIGG CTCGAACACA AAGATGCGGC COGCAOGGAG 
CAGATTCACA GGCACCTTGG GGTTGATCTC CATGGTTAGG AAGAGTCGGA AGCAGGCATG OGGCTGCAGG GAATGCAACT 
TCTTCTCCAG CTGCATCAGC CACCCTGGGG CCAGATGCAC ATTCITCAGC ATCACCCACC TGCCOGANTT TACAAGOGGT 
GTTTTATTGC CTTATCTGCT TNGTTAAAGC CTTCTTCAGA GCCGATTGCA ATTGAAGGGA TCTTCGGGGT TCTNCTOGGC 
TNCAAAGGTC CTCGACAATG TTCCCCTTG 

SEO ID NO: 1406 : (Length of Sequence = 392 Nucleotides) 

GGACTGCCCG TTTGTTTATG AGACAGGGTC TCATTCTCTC ACTCAGGCTG GAGTGCAGTG TCATCATCAT GGCTCACTGC 
AGCCTOGACC TCTCAGGCTC AAGTGATCCT TGCATCTCAA CCTCAOGAGT AGCTACGACT ACAGCTATGC CCCACTATGC 
CTGGATAATT GTNCCTTTTT TTTITTTGGT AGAAACAGGG TCTCATTCTG TIGCCCAGGC TAGTCTCAAA CTGCTGGACT 
CAACTGATCC TTCCAACTCG GCCTCCCAAA GTGCTGGGAT TACAGATCTG AGTCACAATG NCCAGCATGG ATTGTCCTTT 
TCAGACCCAG ACCAAAGAAC AGGACTTATT TCTCCCAAGA CCAATCTAGG NAAAGTATAA GCTGTCTICT CA 

SEO ID NO: 1407: (Length of Sequence = 362 Nucleotides) 

GTTAATTGGG NTTCACAAGC AATAATTTCT CCACAACAAA AACCACAACT TCAAGNGAGT TGAAAAGNGN TCAATAGK3G 
AAACAGTCGC CTCAGTACIT TTNCITTCTG GNTTTCATCT CTAGAAATTT NAAGTGTITN AGNCAGAGTC CACCCmXT. 
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GCAAGGCGNG AACCNA1GAA TGGACTCCTT GTCTGAATTA 
GAGATTCA3T TTTOTTCAGA AGTAAGGGTT AAXAGGAGGA 
AAATCAAAAA GTAAGATATT TTAGGGGCCA TACCCACATC 



TTGCATCTTC TTCCAAAGCA GGTTCATCAA GACTTTCACA 
TAGAATTK3G TTCCNAATCT AGTGNTAAAA CTGTCCAAGC 
TT 



SEP ID NP:1408: (Length of Sequence = 388 Nucleotides) 

CCCCGCAGCA CCADGAGCTG ACCTCGCTCT TOGAGTGTCC GCTCIGCTTT GACTATCTCC TGCCTCCTAT TCTGCAGIGC 
CAGGCOGGGC ACCTGGT3TG TAACCAATCC OGCCAGAAGT TGAGCTGCTG CTOGAOGTCC AGGQGOGCCC TGACGCCCAG 
CATCAGGAAC CTGGCIATGG AGAAGGTGGC CTOC3GCAGTC CTOTTTCCCT GTAAGTATCC CACCAOGGGC TGTTCCCTGA 
CCCTGCACCA TAOGGAGAAA CCAGAACATG AAGACA3ATG TOAA3ACCGT LULTA CTCCT GNCCATGTCC TGGTGCITTC 
CT3CAAGTGG CAGGGGTCCC TGGGAAGCTT TX3ATICT0CC AINTOAAIGG AACGGCCCAC AAAGAGCA 



SEP ID NO:1409: (Length of Sequence = 348 Nucleotides) 

CAATGAACTC CTTAAGCTTT GTTAATATGA GAATCTCTTT ATCTCTTCIT TATTTCCAAA GGACAGCTIT GCTCCTTAAA 
ABOTCTIGG TTAALrTlTiU TTTTTAGTAC TTAGCATATA TCATTCCACT CICTCCTQGC CTGTAAAGCC TCTCCTGAAA 
GATCCACITC TAGCCTTMT GAAACTCCCT TLTAltal'lAT TCGNTTCINC CTCTIGCTGC TIO^ACATC CIKllTl'lUr 
CCATAAITro TAACAGATTG AATATAATAT GAATTAGNOC TCTTTAGACT GAATCTCATT GGAGNCTTIT CACCCTTCIT 
GTTTTTGGGT ATTTAINTCT TTTCACAG 

SEP ID NO: 1410: (Length of Sequence = 370 Nucleotides) 

GACTATTTAT TCTGCCITAA ATCAATGGCA AATAAGTCAA GATGACATTT TCTGAATGTA GACTATGGAT ACACTCCTAA. 
TAGATPGATC TACTCATAAA AGGGGGTCAA GTAGATGTTT TNCIGTTATG TAAGCAATAA TTTTCCOCTS TCTIATTGAG 
TATOGCTAGC GATTAITIAT TACATCCTAG ATGGGTTCTT T3CATCTGGG TTCCATATAG CTGCAGAAAT TTCCTCAGCC 
ACTGGAGGGA TTTCGACCAT ATTICTCAIT TGGATGAGCT GTl'ATIAGAX TGAAATCTAC ACATCATTTC ATTAAAAATT 
GTCCCCTAGA AAACGCAAAG CTNTPGCACA ATGGCGATIA AAATTATCGG 

SEP ID N0:1411: (Length of Sequence = 385 Nucleotides) 

GTCTCAAACT CCTGACCTCA GGCGATCCAC CCACCTCAGC GTCCCAAACT GCTGGGATIA TAGGCCTGAG CACCGCACCT 
GGCCIATCAG TGCTCnTTA ATTAGGAAAT TIACATTTIT ACA.TTACT3A GATTGGTCTT TTGGGCTATT GTACnTTTT 
TTTTTITITr. TTGAGATGGA CTCTTGCTCr CTCACCCAGG CTGGAGTGCA GTAGTSCAAT CITCGCCCAC TGCAACCTCT 
GCGTCCTGQG CTCGAGTGAT TCTCTGCCTC AGCCTTCCAA GTAGCTGGGA CXACAGGCAT NTGCCACOGC ACCTGGGGTA 
ATTTTNGTGG TTITEAGTAG AGAATGGGGG TTTTGCTAAT GfTTTGGCCAG GCTIGGGCTT GAAAT 



SEP ID NO: 1412: (Length of Sequence = 337 
CCATTCAGAT TCCTCCTGGG CCICCTCGCC CCATTTGCGA 

(*. ATGATCAAGT GCATTSAAGA GAACAATGGT CTGGACAAGA 
CATCGACGGA GCAGCCATCT TCCAGTGTCT GGCGGGGGTG 
AGATTTTCAC CATTCEAGTG ACTGCCACAG CGTCCAGTGT 

* GCCA3TATCC TGGGAGG 

SEP ID NO:1413 : (Length of Sequence = 367 
AIAAGTGGAG TGAAGAAATT AATGCATAGTT TCAAGCCIAA 
TGAAGATCAC CTGGCCAAGG AGCTGGAAGA CCTGAACAAA 



Nucleotides) 

CAGATTTGCT ACCTCCTCCA GCTCAGQGAC CCTTCCCTCT 
GGATCAGCAG CTITATTCrC CCCATCGGGG CCACCGTGAA 
TTCATTGOGC AACTCAACAA CGTAGAGCTC AACGCAGGAC 
TGGAGCAGCA GGOGTNCCAN CENGAGGGCT CCTCANCATT 



Nucleotides) 

ACAATACAAG CATCTCACGC TTK3GAGTCA ACACTGAAAA 
TGGGGrTCTTA ACATCTTCAA TCTX3GCTGGA TATTCTCACA 
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ATAGACCCCT AACATGCATC ATGTATGCTA TATTCCAGGA AAGAGACCTC CTAAAGACAT TCAGAATCTC ATCTGACACA 
TTTATAACCT ACATGATGAC TTTAGAAGGC CATTACCATT CTGAC3TOGC ATATCACAAC AGCCTGCACG CTGCTNATGT 
AGNCCAGTCG ACCCATGTTC TCCTTTCTAC ANCAGCATTA GACGCTG 



SEP ID NO: 1414: (Length of Sequence = 360 Nucleotides) 

CTATACAGCG TGGTCCAGCC ACCOGACAGC GAGATOGGCA TTTTAAGAAA CGCTCTH3GC CAGATCTCCG AACCAGAGCC 
AGAAGGAATC TNTACAAAAA ACAGGAGTCA GAACAAGCAG GGGTTGCTAA GGATGCAAAA TCTCTGGCCT CAGATCTTCC 
CCTCTACAAG GATGGGGAGG CTAAGACTGA CCCAGCAGGG CIGAGCACTC CCCATCTNCC AGGNACATCC TCTGCAGCAC 
COGACCTGGA GGGTCCCGAA TTTCCAGTTG AGTCTOTGGC TTCTCGGATC CAGGCINAGC CAGACAACTT GGGACGTGCC 
TCTGCATCTT CAGACAGAAT TOCTAGCCTG CCTNAGGAAA 

SEP ID NQ:1415: {Length of Sequence = 314 Nucleotides) 

CTCAAACACA GCATTTGAAG TCTTAATATT TTAGTACATA CTATACTATC TCINCTTACA ATPGTTTnT GTTAAAGAAA 
CCATGTTTTT NATTCTAAAG AGnTCCTTT ACTGTGGATT TTACIGATTG CATCTITGTT GATGGGtfTAA GATPGTCCNN 
" ' ATAGGAT TAGTINCTTTC AATGTGCTGT ATTCAGTGCT GCCTCIGGGC TCCTAAACTG TGGAGGGCIG TTTGTCCCTA 
nAAATGG GGACAGATTG TCCIGCTX'IT TAATTTTCAA TGCCTDGACIT TTACCCNCTA ACITITCCCT AGAT 



SEP ID NO: 1416: (Length of Sequence = 370 Nucleotides) 

TTCCArrrrr GCTCCTTCTC AGGATAATAG CAGACCGGTG ATCACAACTT TAGTnTGAT .GAGATAACCT CCTTATC. .. * 
TAAAAATCGT CTLTA'ITATT TTCCAAGAGA AGACCACTAA ACACTAAACA CCTGCCITCA TCTCAGTGTC TTAGATGTTT 
TCCTGTTTCT CCTTTATCCT AGCAAACTCC CCAGGTTGCT ATTCTTATTC CCATTTTATA GATGGGCAAC TGGGTAAGAG 
AGGTAAGCTT GCTGAGGTCA CTGAGAXAGT GGGGAAAGGA GCITGGTTCA CATCAGGTAT GCATTCCCCC AAGGTTCCAC 
TGGGGCATCT GAAGGAAGGG GTTTCTGGAA GTGCAAAATA TAGGGTACTG 



SEP ID NO:1417: (Length of Sequence = 365 Nucleotides) 

GACTCCTTOG CCAAGGGAGC CATCAGCACC AGTTGTTCCA GAGCAGCCAC AACACCAGTG ACCTCCCITC TGCTTCOGGC 
CAATCCCGAC AGAGCCTCTT CCCGAGTCTT GAGCTCCTGG ATAGCIGCCT CAATAAAGCA GGACTCGGGA GTGTCCTTCT 
CCTCTGCCAG OTGCTGCTCT ACTGCIACTT TCTCCTCCAG AACTACCCGG TGCAGCACCT GCXCCTTAGA GGCCAGCAGC 
AACTTGGAGT ACTGGCTCTG CTCTTCATCT CCTAGATGAA TGGGATGGTC. TACATTCATC CATTTGGGAT TCTGGGCAAA 
AGCCACCAAC AACCCCTTTT TITCCCTCIT CAATCAAGCT GCAAT 



SEP ID NO:1418: (Length of Sequence = 354 
CCAAATCCTT AACTITACAA AGCTGTTGGA AAACITIGTG 
AAGCTCACAG ACACTAAATT TTATGTCATG CCATAAGCTG 
GAGCAAATGA AAGGCACATG GACGAGCACG CIGGIGCAGT 
GCACTTTCGG GTCGGTCAGG AGCTCAAGGC TGGTTTGTGT 
AAGGGCTGTC CACANCAGCC TCTTGGGGTC 1TTT 



Nucleotides) 

TCCTGATTTC AACAATCAGG CITICTTTGA AAGATGAGCC 
GAGAGGAGCC ATTTGGCTAC AGCIGCGGAA CITCATTCAG 
TCATGTTCTr CCTGCCIGTG AATTGAATAC TGTCCTCGTA 
GGCTGACTAC GGATGAGCAC TGAAGTTGCC TCAAAGAATT 



SEP ID NO: 1419: (Length of Sequence = 363 Nucleotides) 

CTGGAAAACG TGGAAATGAT GTGGCCACTG AAAGAAATTC AAGACAACTG AAACAACTGC AGATTTCCAT TTTCAGCTCG 
TGTITrrCTTA TGAACAATAA CATTGCAGAA GGGGAAATAT CAGAAAGTTG ATTGA TITIT AACCCAAAAA TAGAA L ' l ' l ' IT 
TGTAAGCTAG GAAAGCATCT AAAATTAACA AGAATACAAA AATGCACTTT TCTTTACATT TGCICTATTT AGATCTTACA 
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AGAGATTATO TCITCAATCT ATCCT3ACTT CAGCAAAAGA CAAAAGAACG TTGAAAACAT CCTATTTCCA AATCGTTTAC 
AGGAAGTTAC CTAAGGAGNC TCACAGATTC AAGQGCTGCT ACC 

SEP ID N0:1420: (Length of Sequence = 326 Nucleotides) 

GAAGATTTTC TAGAAGCAAA TAGTCCCACC ATCCGTCATC MGNICTGIT TCTAXAAOGC TIXjTTTTCTCT TINAGACTAC 
GTAGCTGGTA GCTEATCACT AGTAATG1NC TTITGTTAGT AAATCTCACC AAATAAGCAA ATAAGAGAAA CATCAAGGCC 
AAAAACTOIN TTACTATTCA GGAGAAAATG GAGGGTTEAG CAACAAXACA ATGTAGACIT CAAAAEA1GA AAAATCAAGG 
AAATINCrGT CATTGTCTTT AAGGGCCTCC AGAGAAGTTAT TAATTTCTCC TTTATGTGAA TTIAATGAGA TCATCT3AAA 

SEP ID MO: 1421: (Length of Sequence « 294 Nucleotides) 

ACCCAGTACA GGTACTCTCA CAGGAGGCAC TCAGCAGGGA 1X3TAGTGACA GCAGGTAAGA NTCCACCTCT NTCCCTGCCT 
GCNCCIGGGA TCCAGIATTG GCCCA3CTAT CrNCCCCATT TCCTCAGGCT TCCTGGACTT TTNTTGGAGG GAAAGAGGAA 
CAGAAAGAGG AGCAGGCAGG AGAAGCAAGA GCTCCCGGGG GCTATGAAAG GTAACATACC TGGAGAGTCT NGGGAGAOGG 
CGGCTTGTOA GAGACAAGQG GAAGAGACAG AAACAGGAGT ATTCTAAGAA GCAT 

SEP ID NQ:1422: (Length of Sequence = 306 Nucleotides) 

GAAGGGCATA TTTAATAGCT GCTGCAAACA TATCGAATAG TG L ' ITIA ATC AGTGGTGAAC AAGAAATTGC CTGITGTTCG 
TTATAAAAAC AAGGGACATT AATCTNCTTG TTCTTGTACC ATAGTAATGT GNAAAAAAAA ATACTGGTIX3 NAATGGTCTT 
TAATTCCTAC AGTITCTGTC AAAGTAGAAT GGGNCAGAIA TTTIGGTGGA TAGGCTTTTG TCTTAGfTTAT AAAAATTAGG 
NCATTIGGTA TGATAAAGGC NGAGAATCTT AACAATCGGG CACTGGCCCA GAAAATTNCA GGGTGC 

SEP ID NO: 1423: (Length of Sequence = 274 Nucleotides) 

TOIGTOIGIG TGTGTCIGTG TGTGTGAGAA ATGGGGAAAG ACTGGTCTAG ATAATATTPC AGCTACCTTC CAACACTAAA 
ATGCTATGAT TCCCAGCTTA CAAAAAGCAA ACTATTTTAA TATTCACCAC TCAATATACT CTATCAAGCT CTCG GTITA T 
GITTAAGGGC TTAGGGNACA GCAGCAACTA TTOGTGGGCA ATTAATNCAA AAACTCATGT TACCAAAAAG GCATGTTTAG 
(2JCCTGCAGG ATAGTGAAAA AGCAAGAACA CTCT 

SEP ID NO: 1424: (Length of Sequence = 297 Nucleotides) 

GGAGGATEAC TTGAGCCCAG AAAAAAAAAA AAGCCTCAGG GGTTTCGGTG AATCTTGTGT GGAC1TCOGT GAGAACAGAC 
GTXTGA3CTG AACTGANTTC AAGGCTGATA CAGCCCAGAA CCAGGNACAA GCTGAGAAAC TGCTOGTTTC CGGGAGGCAG 
GACITCCTAA CCGGGAGGCA CTGCAGINCA CITTCTGAAA CAGGTCTGGA GGATAGGGAA ATTCCTGNCA GCCOGGGGGG 
ATCCACTrAG TTTCTTAGNA GOGGCCGCCA CCGOGGTGGA AGGCICCAGC ' I ' lTlUlT 

SEP ID N0:1425: (Length of Sequence = 276 Nucleotides) 

ArrmrcAA ggatggaaag gtcagagaaa aaxaaaataa aacatctttc aatagtcttt cctogtaaaa gcagcctctc 

TNTGGGCTGG GGAGIAAAGG GTGOGGGGCA AGGGGACTGG GGAGAGGCTG TAAACCTTCC CCCAAACCCC AGITITAGAT 
CCTTTGGTTT CCITCTCCCA GAAGATGGNC AGAAGGGCAT NGTGGGNAAC AGCAGGGNGG AAAATATGGT GATGACAAAC 
OCCAGA3GAT CAAGGGGCTG ATGCTCCTGG GGCCCA 

SEP XD NO:1426: (Length of Sequence = 295 Nucleotides) 
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TAGTCGCATA TGGACCGGAA AGGGTTAATT TAAAGGGQGG GAACCTCAAA AGTnTTCTA AAAAAGAAAC TIGTCIGCCA 
CAGTATGTCTA CCAGTGTTAA COTTCTGCC AGTTAGCAAA CITITGCCTT AAGCdTTTT CCTCTAGGAT ACTCCCCATG 
TTTCGGTAAT CITGGGCATA CATnTITAA GNATGGACCT CTriGCCITG 'I'l'l'lVl'l'l'I C ATGCTGCTGT ATGTCCAAGT 
ATTCITAATT TCATAAXAAG ACAAGAGTTG Cl'l'lUi'l'l'lT TAATTCCTTT TTCCC 

SEP ID NO:1427: {Length of Sequence = 207 Nucleotides) 

TCAGGAATGA TAGTATCTGG GATCAACTCT TCTTTAATAA GATTCAGGCC AGTOTTGGTG GGTG1OTGCG GATGATTGTT 
ACTGGNGCAG CCCCAGCATC ACCAACAGTT CTGGGAATIT CTCCGGGCAG CTCTAGGGTG CCAGCTTTAT GAAAGGTTAT 
GGCCAAACTG AGTGCCACAG CTGGATCTAA CCTINCACCA CTCCTGG 



SEP ID NO: 1428 : (Length of Sequence = 223 
TAACATTCTC TCCAACCTCC CCAGCTCCCA TCAGTGTTGA 
CGCTTPGAAT CCTGTGCCIT TCCAATTGNC CCTTATAGCA 
TCAAAGTCCC CATGGGCACT AGGGGCTCTG GGAACCCAGT 



Nucleotides) 

GAAGGAATCT AGGCCAGCTC CTGGGAGATG CCAGTTAAGC 
GTCGATGTCA GGGATIGGGA CAACITTCAA AACAAGTCCA 
GTCGAGAGGC TTAGAGNCAT TGC 



SEQ ID NO: 1429: (Length of Sequence = 222 Nucleotides) 

AAAACCAAGG AGCAAAGGGG AGACAGAGAG AAAAGTGGGA TGGATTCAAA GACATTGCAA CATAGAACTN ACCGAACTGG 
CITGTOTCAG GTAAGGGNGG CAGGATCACT CACAGGTTTC TGGGATTATG TGCAACAGGT GGAAGGTGAT GCCATTAGCC 
AGAATAAGGC TGTAGGCTNA AGGGGAGTNA AACTGCTTCT GGGGGTATAA CATTGATAGG CC 



SEQ ID NO: 1430: (Length oi Sequence = 246 Nucleotides) 

CAAAATITCC TGTATCCTIT CATGGG'ITIN CTTTIGTTIG TTITGCTAAG AACATCTAAC ATGAGATGTA TCTTTOAGIT 
GTTGTItTrGG TTGANCTTTT TTAGATACAT AGTCTCACTC TGTTACCCAG GACTGGACTG CCAGTGGACA TGATCCACAG 
erC^uTTGACA GGCCTCAAAC TCCTGGGACC CAAATGAATC CCTCCCACCT NCAGCCCTCC CAAGTAGGCT AGGGACTACA 
GAT3TC 



SEQ ID NO: 1431: (Length of Sequence = 364 Nucleotides) 

CTINCCACTC GATGATGCIT CTATAATTTT GCCCTCTAAC AGAAACTTTC AAAAGGGAAG AGTTTTTGTG AATGGGGGAG 
AGGCTGAAGG AGGTCAGGCC CCACTCCTTC CTGCATTGTT TACAGTCATT GGGAATAAGG CATGGCTCAA ATCGGCCACA 
GGGNCGGTCA CCTTCTGCCC CAGGGTTITG CCCCCAAGTG CCTCCATTrA AAAGCATTAA GGCCGGTACG GCATCTTCAA 
AACAGAGGGC TGGCATTCGA GGAAACCCTT GCTGCTCTAG TCCCGATAGG GTATTTGAAC CCCGCNTATA TTTTAAGGCA 
TTTTAAATTC TCTTCCCCCC ATTTTATTGA CTTIGAACAA TTAA 



SEQ ID NO: 1432 : (Length of Sequence = 208 Nucleotides) 

CTGACTNAAC ATGGATGGAA ACAAATTATT AGGTTGTNCA AAGTGAAAAA CACCAAAAAT AAGATTTAAA AAGAATCTCA 
GGTATCCATA GAAAAATATT AATAGCTCTA ATACATATGT AAAANTTGGC GTCCCAGGGG GMAGAGACTG NAAAGTTATA 
TTTINNATGG CTGAAATCCC CCCAANTTTA ACATAAAGCA CAACATTT 



SEQ ID NO:1433 : (Length of Sequence = 274 Nucleotides) 

GGAAGGTTCT TAATGCATGA AGTATACTTG TGATCCTCGA GCTTGGAAAA GATTCAGTAA AGATAAAGTT TGGCAAAAAT 
GATTCTNTCC CTAGGATTTG GGGATATGTA AATCAAACCA AAGGCACATT CTCCAGCTCA CAGCAACCTT CA TITITI GT 
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CCIAGMTCA GTTATCEA.TC AAGAATCATT CATTCCCTCT CAGCCCITCC AACICTTTCC NATGACTITC GACTTGGCCA 
TGCAACTTGC TTTGGCCAAT ACAATGTGAG TIAA 

SEP ID NO: 1434: (Length of Sequence = 249 Nucleotides) 

GCTCCATAQG TCEAAGtfTIG ANCTITTCIA GAAAAGGATT TGCAGGACGA TCTGACGAAT CTTGGGCTTC CAAATEAGTT 
CCAACAGTTC TAGTAXTTTr TJ.T1T1T1TT TTTTGACAGA AGCAAA1AAG TAAGTTCNAC TTTGTGATTA AAACAAAAGT 
GAAATCCATT TAGTCCCAGG AAATGNCAAT CCTTTCTGCA TCINA LTm ' TITrGCTGTG ACCTCGAGNT TCTCITGTCC 
TCITCAGTT 



SEQ ID NO: 1435: (Length of Sequence = 201 Nucleotides) 

GAATCGGGCC AATGGCACTC ACTGTNTCIT CAGGCCCCCA OGGACGGCAT GCCTGGGGAA. GCCTAGTCIA CTIACCATCA 
GCACGTTGAT CINTCACACA GCATGGAGCC ATAGTTTACA AAGGACCACG GCAGCTCAAG GACAGGCCAC TAAAA C1T1T 
GGTTGCTGGGC ACATNACCCA CCCTCACCAN CATCAAAGAC A 



SEP. ID NO: 1436: {Length of Sequence = 312 Nucleotides) 

GGGAAAGGTA TATTAACCTT CTGCATCAAA GATCTAACAG TCATGGGGTC TTCGTGGCCA TCTGGTCTGA GTTAGGTACA 
GGACAAGAAA GAGTCAATTA ATCTATAATA AAGATCAATG ATTGAAAGAA GGGAGATCTC GTCTCTCTCT CTCCTAGTCA 
TTIACAGAAC AAGAGCAATG AGGAAGACCG TTATGCTATA ATCTAAGNAA CAGAAITGGA AATATGCTAC TGACTCAGTC 
TCCAGGGGCT TAACTTCCCC CTTGGCATAA TAAATITAAG GACTCCTAAA ATTTIMTIT CCCTTACATT GG 

SEP ID N0:1437: (Length of Sequence = 294 Nucleotides) 

ATTCCAATGG TAATACTAAC GAATTCTGCT ATCTAAATAT TGGAXACTAA AAACGTCAAC ATTTAGAAAA TGTATATCAC 
ACAGGGAACC AATATTTINC AAATTATCCA CATCTAATAT TAGGCAACCA CGOGCAANAA AAGACACGTT CAAAGTTACAG 
GAGAAATGGA TGGATITTAA TGTGAGATAG TACAAGANGT TTATTGATAT AGTTTCAAGA TTCCATATTG TAATAAACCT 
TTAANGAAAC TTTCAC1TCT TGAGITITGG GTATAGGAAT CCAAAAAAAA AAAA 

SEQ ID NO:1438: (Length of Sequence = 311 Nucleotides) 

GGCCCTITGA CTTT3TC3AAT GAGCACAATG AAATGCCGCC TACTGATGCT TCINATGATC AGAACTCTIT TTTAAXAAAA 
TAAATAACAT AAATCGTTGA ACATAATCTT CCNGTTGAAT GCAAANCAAA AAAAATATGG NAAACATTTT GNTAAAATTT 
TTTCCNGNTA AAACCATCAA CANTGGCTAT GATGAAGGTT ATTACATATG GAAAAAAAAC TCACACAAGC ATATTIGNAT 
TTCGCTTGAA GGGAACCCAT CATIAAATGC AANGCTAGGG ATT LTITI NG AAGCAGTTGA TCCTCAGCTT T 



SEP ID NO: 1439: (Length of Sequence = 265 Nucleotides) 

CGTGACACAG TTGAAGGAGT CGCTTAAAGA AGTCCAGCTG GAGAGAGATC AATATGCTGA ACAAATAAAA GGAGAGAGGG 
CCCAGTGGCA GCAGAGGATG AGGAAAATOT CGCAGGAGGT TTGCACATTG AAGGAGGAGA AGAAGCATGA TACGCATCGG 
GXAGAGGAGC TNGAGAGGAG CTTNTCCAGA CTCAAAAACC AGATGGCINA GCCACTGCCC CCGGATGCCC CAGCAGINTC 
CTCTGAGGTG GAGCTNCAAG ACCTT 

SEP ID N O: 1440: (Length of Sequence - 241 Nucleotides) 

CTITIACrcr TGTGAAGATA GCACTTTAAT CCTAAATCAG CATGTAAOGT GTGACAGATC CTATATCAGT TTTAATAATT 
GAAGCAGATA CTAATAACTA GATTATTGAC AlTmUNCT CATCTGTTCA GCTATTGCTT CAAACTTGCT CAAATTATAC 
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TTGQJATnT ATAGTGTCTT ATTTATTATA TACTCTNCTT GTAATAANNT GGTAATCTAG TITCCAGAAT CAIGCAAATA 
G 



SEO ID NO: 1441: (Length of Sequence = 247 Nucleotides) 

GACCCCGATA TTCCGGCATC ACATAGATAT CCTCCAGATA AANGGTGCGT CCCTTCCATG TACTGTAGAT GAAATAGTAT 
ATCCCATAGC CCACCACGCA GGGCCCCAGT AGCTTCCCGG GCGCTGGAAG AATCICTGCT ACCAAACAGT GATAGAAAGG 
ATTGTOTCCA AAGCCATCTG CTCTCAGGGC TTCTTCACTG ATAGGNGTTT TTTTCAAGNA ATAATCCATC CTAAGAATGG 
GCTATTT 



SEQ ID NO: 1442: (Length of Sequence = 233 
GATTACAGCC AACTTCATGA ATACAAATAA AATAGCAATT 
GAGATGGGAG CATTATGCTC AGAAACCGAA GAGCTCTTCC 
CCTCCTAACA CGTATGT3CT CACATGTCCA AAGACCTNTA 

SEO ID NO: 1443: (Length of Sequence - 288 
AATAAACAAT CTGCAGGTTT TTATAACTGA TCGGAAGAAG 
AGGCTTTCTC CCITICTCCT TTTCCAGAAG AAACTTGGAG 
GGCmXlVTA AGGGTGAATT CACAGATTAA TTCGGAAAAG 
TTICTGNTTA TTTAGGNCCT TCTAAAGGTT AACCCTAACT 

SEQ XD NO: 1444: (Length of Sequence = 208 
GGAACTGACT CACAGGGCCA AAGCCCCCIT TNCCTCAOGT 
CCACACACCT CGGCACTGA7 GGAGCACTCT CCAAAGGAAG 
CCCATANCIT TAGAGTGCCA TTTTTCAGCA ATGGGTAATA 



Nucleotides) 

TCCCTCATTC TCTLT1TICT TTTCK3NTCA GAGAAATCAG 
AAGAGCTCCA GCTTAGAGTC CAGGdTCCA GAGCATGCAG 
TTACAAAATA TTCAGAGCAG NA1TTCTNTT AGG 

Nucleotides) 

GTTGACCCNC AGTTATCACC TTTAAAAAAT GGTCTTAGTT 
TCTGTCAAAT TTCACAAAAT ACCCTGTTGA GATTTTCCTT 
AATTTACGGC TTTCTAATCA AATTGTTCCT TCCAGGGGNT 
TTGATTAT 

Nucleotides) 

GAAGCAACTC AGTAAGATGG CGCTGCACTG AAGCCTATTC 
GCTGAAAGGA CAGCAGGTGG TTGCCTTNGG GTCdTCCTT 
GCATCAAC 



SEQ ID NO.-1445: (Length of Sequence = 239 
CCCCGGTrCTC TOGGACACCA ttttctgccg ctcgacgcaa 
AGTTTGAAGG TGGCCCCTGT NCIGTTATIG CACCTGTNCA 
TCITCTTNGC GGGATTTITC AGAGGANGAG cagaaggnac 



Nucleotides) 

ggotttgtgt ttagagaatc agagggatct gcattagaac 
ggcatttctt ttgaagaagc tcctgttttc ttcggagaag 

TCCTTTGTCA TACCTTGTGT GATATTTTAG AAAGTGCTT 



SEP ID NO: 1446: (Length of Sequence = 243 
TGCAGGGAAT TTOTTGATGC AAAACCAGGA AACAATTTAT 
TAGGGCAGGG AGGATCTNTA AAAAACAATA TTTGCCAAAC 
ACAAGTTCTG AAAGTAGTAA CAAAACCAGG GAGAGTTAAA 
ACC 



Nucleotides) 

CTCCACTGGG AATACTTTGA AGAAGGGATT AGAGOGGGGC 
TAAAAACACA TAGGCACACA TGGGNATTAT TTTACTTTCA 
AGAATAATTT AACACTNA'fG NTTCAGGAAT GCTAAAGGAG 



SEO ID NO: 1447: (Length of Sequence = 371 
ACTTATAAAT GAACATCTGT TGCCTACTTA ATAGGTCATT 
Tl'iTi'ACATA TTXGTATCTA CTTCATTTTC CCTTGAAGCT 
TATGCTGTAC CACCITCTTA AAAATTGAAT TATCTTTCCT 
TTTCCACTCT TGACCATAAG ATGCTAGCAT TCCCTAAGGA 
TTAAATCGCA AATAAAAAAT AATAATAAGC AGCAACTGAT 



Nucleotides) 

GAGXAGCTCT GACCCATTCT TAATTTCTAT GTAAGCATAT 
TGCCAAATTG GTACACTTCA GTTTGAACTC ATGTCTCTTA 
TCCACCTAGA TTGTTCTCAA AGCATTTGTT TTIGCTGGAC 
TATTCCAGCA CAGTCTAATT CCACTGGTTG TCATCTACAG 
TGCTCAAGTT G 
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SEP ID N0:1448: {Length of Sequence = 366 Nucleotides) 

AATTTTGTGT CCTOTAGGAA ATCCTTCCTT GGGTCTITGT ATTAXAGCCC AATCCAAGTC ATCCCTGAGA ACATCCCCAG 
GTT3TAAGGA TTAGTCAGAA GTCATGATCA CIGTCCTATA TAAATATTTG GCCTATTAAC TAAAATTAGT ACCTINCCAT 
TICTCCNCTT TCTTQGGCX3G GGCAGCGGGG GACTGCAGGG GAGGGGAAAT AGGGAAOGTN CAATTCIOTT TCAAGTAATC 
CTCATAAAAT TCTTAQTCAA AGATCATCIT GCCCTCCACC TTGGTGACCC ACOGCATACG GGGTACATCT ATCTQGCCTG 
TCTCTAGGCC TAGACAGAAG GAACAGGGAG GGrTTATlVlT AACITT 



SEP ID ND:1449: (Length of Sequence = 234 Nucleotides) 

GTK7IGGGAG GGACCCGGTG GGAGCTAACT GAATCATAGG AGCAGTTTCC CCCATGCAGC TGTCQSJGATA CTNAGTrTTCT 
CAIGAGATCT GCTGGTTITA TAAGCITCTA GTGTTITCCCC TGCTGGCACT CATTCTCTCT CCTGCCACCC TGTCAAGAGG 
TGCCITCTGC CATGATTGTA AGTTTCCTGA GGCTTNCCCA GCCATGCAAA ACTCTGAGTC AATTAAACCT CTCT 



SEQ ID NO:1450: (Length of Sequence = 220 Nucleotides) 

GCTmNCTC TCCCTGTTIT CTTITGTAAC CTAAGGAAGC AGAGCCTCTG AGACCACACA CAGCAGOGTC GCCCGTCCCC 
AGAGGCACCC CGGCCAGGAC GGGCAGGAGA GGAGACCCCC GITCCTGCAT GCNGTGTTCGC CCCGCCACGG TGNTCTCCGC 
AGGGTGAGGC AGGAGGGTIGG CTGGAGGQGC CACTGOTCCT CAGCTGGAAG GGCGGGGCAT 



SEQ ID NO: 1451: (Length of Sequence = 403 Nucleotides) 

CCX5CTGTTCA CCTACGGCCT GATTAAACTT GCCTTCCTGT CCTCCAAGAC CAGATCA3GA TTATTCTCCA CCGTCTAAGA 
GACCAAAGGC CAATGAGCIA CCGCAGCCAC CAGTCCCGGA ACCCGCCAAT GCTGGGAAGC GGAAACTGAG GGAGTTCAAC 
TTOGAGAAAT GGAATGCTCG CATCACIGAT CTACCTAAAC AAGTTGAAGA ATTCTTTGAA AGGAAATATG CTCAAGCCAT 
AAAAGCCAAA GGTCCGGTGA CGATCCOJIA CCCTCTnTC TAGTCTCATG TTGAAGATCT TTATGTAGAA GGACTTCCTG 
AAGGAATTCC TTTTAGAAGG CCATCTACTT ACGGAATTCC TCGNCTGGAG AGGATATTAC TTGCAAAGGG AAAGGATTCG 
TTT 

SEQ ID NO: 1452: (Length of Sequence = 353 Nucleotides) 

TGCCTAGAGA GGGGCCGGGA TTTAGAGAGC TGTTCTTCTG CCIATCTCAT CGCCTCCTCA GACACTGATC TATTAGTCTA 
GTGCTGCAAT TACTTGGATT GTAATGTTTC CTTGCAATTT TTGCITITCA AATTCTTTTC ACCCTAAACT GTAAATACGC 
CAGGAGTAGG TAAAAACTTA CAGGTAAACA TTCCCAAGAN ATAAGGATTT TOATGTCTTC TGCTCAGTGG CATAACTCAA 
ATCACATCAG ATAGATTTCT TIGCATCICT CCATTGTATT TCTCTGAGGC TAATCTACAG CACTTTGTCA CGTCAGGNAT 
CAGTGCIGCT ACTCTCCAAC TGG 



SEQ ID NO: 1453: (Length of Sequence - 258 Nucleotides) 

GTTCCCCCTN CTCTCTITCT GTNACCCAGA GAAAGCCTCA CAAGCATGCC TC^JAATTNAG TTGCACCATT TTATTACAGC 
TCAAAGANTT GANTGTAAAG AAGGAAGTTT AATAGANCAT ATAATOCAGC AGATTTATTG ATGGGGAGGT ATCTATTGTA 
GTTTGGCCAG TGAAGGCAGG TCATAGAGGA AAATTTAGGT AAGTCGGAIT T NCl ' lTA AAA AGAGGCCCAA GAGTTAGTAC 

■c 

* CTCAGGATTT 'UaTJLTI'LT 



SEP ID NO: 1454: (Length of Sequence = 328 Nucleotides) 

GAGATGGAGT CITCCTCTGT CGCCCAGGCT GGGGTGCAGT GGOGCGATCT CTGCTCACTG CAAGCCCCGC CTCCCAGGTT 
CAOGCCA3TC TCCTGCCTCA GCCTCCCGAG TAGCTGGGAC TACAGGCGCC TGGCACCAOG NCCAGCTAAT TITTTGTATT 
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TITGCTGGAG ACGGGGTTTC ACCGTGTTAG CCAGGATGGT CTCGATCTCC CGACCTCATG ACCTCCCCGC CTCGGNCTCC 
CAAATTGCTG GGATTACAGG CGTNACAACC GCGCCOGGCC GGTAGCAATA GTTTTAA1TA AGGTCTTAAA ATCATACAAA 
AAGGAATT 

SEX) ID N0:1455: (Length of Sequence = 342 Nucleotides) 

AATTTAGCTA GATTAGCATT CCCATOIAAC TTACCAGAAT CAGAATGAGA ATTCAGAAGT CACCTGANTT GGCCGGGCAT 
GGTGGCTCAC ACCTGTAATC CCAGCACCIT GGGAGGCCAA GGCAGGCAGA TCATCIGAGG TCAGGAGTTC GAGACCAGCC 
TGGCCAACAT AGTGAAATCC CGCCCCTACT AAAAATACAA AAAATTAGCC AGGCACCCTG TCCACAGCCC CCACACAGAC 
TCGAGGGGCC CCCATCTCCT GTTCTGAACC CAACAGGGTG GTCCCACIOT GGGACCACAA ACCAGGTATC ACIGTTINAG 
AAGCAGGCTC ACTACCAGOT TA ' 

SEP ID NO: 1456: (Length of Sequence = 296 Nucleotides) 

ATOTTGACC TATTAGGTGA ACAAATGAAC CTCACAGGAC ACACACTATT TTTTAAAGGC AGACTCGCTC TCTTTTTTGC 
CAGTNAGCAG TTCTAGCTAA CCAACTTACA CACTGTGGGT ATTCCTGCCT GCCTCCTGAA TACAAAGGCC TAGTTCAAGT 
CTIG LTl ' l ' lT TNATTTCAAA TCAATTTTIT CTICTTTCCT TI^TGAGATA AAACTATTAA AAGTACTACT ATATATATAA 
AANCTCAAAT CAACTTTTCG GCCTCCTCCT CGTGTACCAG GGAGTATATT CTGAOG 

SEP ID NO: 1457: (Length of Sequence - 314 Nucleotides) 

GAGGATTCAT AAGTAGAATT TATAAAGAAC TCCAAAGAAT CAATAACAAA AAGACIGGCT ATCGCCTTCG NAGAGCAGCT 
GCTGTCCTGG AAATCAGAGG ACAGTCAAGG GAAGTCCGAA GATGAGCCTG ACACCATTCC GACATCCGTC CTCCTGCAGG 
TGGTQGAGCT GCTAGGAAAC TTCTTNTCGA CCACGGACAT GGCAGCCTGC NTGAAGGAGC TTGITITCCA TCTCCTGGCA 
GAGCTCCTAC GCACGGIGCA CACCCTGGAG CAGAGGCGGC ACCCCGCTGG CCTGINCTCC TCANTCGCCC TCCA 

SEP ID NO: 1458: (Length of Sequence = 254 Nucleotides) 

GTTCCACTCA CAGATGTTTC ATTATCACTA TTCAATATTA TTAAGCATCT AATAAGTATA AGGATGCATG ACTCAAGGGT 
CCCTACCTTC AGGTCGGAAG CAGGAAAGAG ACCAGATCCT AGAACAATAG GACATGGTAC CCGCTGCCTA GACGGAATTT 
AGAATCCGGC TGGGGTCAAG AGATTAATGA GCGAGTCATG CCATCAATCT GCTGTAACTG AGCTCCTAAA AACCACCCAG 
CCGOGACACA AACT 

SEP ID NO:1459: (Length of Sequence = 343 Nucleotides) 

AGAAAGGCTC AGGGATTAAG TAAAAAGGCT AGTACATCTG GGCTCCATTC CATTATTTAG TCATCCAAAA GAAGIGAAGT 
GGAGGATAGT GAGCATCTAG TATATGCCAG GCACTAGACT GGCTGCAGAG GATICAGAGA TACAAAAAAC ACACTTGTGA 
CCAATTTAAT TTGAATTTAC CAAGTIGAAT GGCAAAAATA TCTTAAAAAT TTAGATGCCT TGATAAATGTT ACTGGTATAT 
TATGATAGCC ATTCTATGCC TTGAGATACC GTGTATTCTA TATTCTATAG TTGAGGGATT GAGGCCAGTT GGGAGGAATA 
AATTATAGCT TGTGCTTATC AGG 

SEP ID NO: 1460: (Length of Sequence = 348 Nucleotides) 

ATTGTCAACA GTGTITTTAT TTATACCIAC AAAAAGAAAA CAAGATGATG GTATCAAAAG GACAATTTAC AAACTAAGAA 
TAGTAACATA GCTTTCAGCA TCCTCTGCCT GANCATCACA CATCTACAAG TCTTTCAACT CTTAATGCAA CAGGAATGTN 
TCTCGAGACC NGCAAGAACA TCAATAGAGA GCACTGATCC CAAGCAAAAG CCACTAACCT TITAGATGAG AAGTCCNCAC 
AACGNATTGT TAGGGAGGAT TTGGGAGAAG CAGCCCCTIT GCTTAATACA TINGGACCCC TTTCCCCTAA GTTGAGGTTC 
AACCCITCAA TGCAATAACT TGGCATAA 
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SEP ID NO:1461: (Length of Sequence = 343 Nucleotides) 

TGGGAAGATC AGGTCTTACT TGTITITCTC TCCCCTCCAG CGCTAGATCA ACACAGTGTT AAATTAGTIG AATTTCAGTG 
GAGGAGATAA GACAGAAATG AAATCTGTGA AGA2TCAGAC TTTCCCAAGT TAAAACCAGT CTTGAGTTAC AGATCAAGAX 
GATCCCAGAA ATAACATCAC ACTGAAACAT CAGTTCAAATG TAGTCATCAT GGCAAAGGpC AAAIGTCCCT TTCTTTTTIT 
GCCTCCGCCT GCCTGGGAAT TTAGCATCCC CIAAAGCCAC TCATCTGGGA CAGGAITITA GGGTGTGTAC ATGTTTITCA 
ATCTCCACAG GACCCAGCTG TGT 



SEQ ID NO:1462: (Length of Sequence = 335 Nucleotides) 

GGCATCGAGC AGGCAATGAC TTGTICAXAG TCGCTGCAGT TATCAGCACC AGCTTGAACT TAGGAACTCT TATAAATTTC 
TOTTTTCAAC CAAGTATTCA GTGTCTGCTA TGTGTCAGAC ACTGOGCTAG GTGCTGAAAT CTCACTTCTA CTGAGGAAGA 
CAGGAACAXA AATGGTGATG ATCATTGCAT TAGAAGIGAT GCCACGGGAA TAGTGTGGGG CCTCTCCAGG GGGATCTNAA 
GCTAGGGAGA CCACACTTCT CCACTGCTGG AGAGQGCAGA CAGCGTGTAT NGGGICCTCA AGGTCTNA1T GGAAAGGTCA 
TCTCTEAGCT GTTCA 



SEP ID NO: 1463: (Length of Sequence = 382 
GGACOGCTTT CGGTTCCTCA ggataaacac gagcatgccc 
COGGGACCAA CACCGAGATG GACACCCTGC TGGIGTCTAG 

CTGrrrnTAc tgtgcgaact taacctgggc gagatcctag 

GAAATCdTT CTAAAGAACT TCACCGGCGT CTCACACTTO 
ACTTGCTTGA AAGGCACAAT TGINCAGGAG CACTNCCAGG 

SEP ID NO: 1464: (Length of Sequence = 187 
AANGACCTCA TTTCAAAGAA GAGCOGTCTC CTGACAAGGG 
AGGCCCTGGN AGCCAOGAAA GCCCTCCAGA TGCCITGAGG 
AGACAATGAC AAGAGGCAAG ACAGCCG 



Nucleotides) 

ACCAGGGTCA AGGCGGAGGT GACAAACACC AGCAGCACTC 
GIAGGACTTG GAGTCCCTCC OGCTCTCCGC CAACCCAGTG 
CGTACAGCTG AGGGCAGATC TCGTCATTGG AGAGGAGCAT 
AGGTCGCTCA TCAGCACTTC GGAACCCAAG COTTCTGNCC 
GGTTTCCGTG GAGGGTCTAT CT 

Nucleotides) 

AGGTITCCCA GAGAGGAGAC GTGTEAGTGC AACAAAGACC 
ACGCCGTCTN TAGCCCTCTG GGCCAGGNCC GGCTGGGGAC 



SEP ID ND:1465: (Length of Sequence = 276 Nucleotides) 

TTTACACAAT CAGTATAATA CTGAIAGGAA AACTTGACTO AGTTCAGAAA ANGAAAAOGA AGTAGAGATC TCACTTGCAT 
CAGAACAAAA TGTCAATCTA TTAGCAGATA ATATTCATCA GTATTTTITG AAAA3ACAAT ACCACANGAA AGAAACAGTG 
GACATTIQGA GGGdTTGAG GCCTGTQCTG GAAAAGGAAT TATCTNCCCG TAAAANCTAG ATAGAAGCAT TCTCAGANAC 
TTGrnGTNA TGTGTGCCCT CTACTGACAG AGTPGA 



SEP ID NO: 1466: (Length of Sequence = 375 Nucleotides) 

GGGCTTTNAC CATGTINCCC AGGCTGGGCT CAACTGATCC ACCCTCCTTG GCTTCTCAAA GT3CTGGGAC TACAGGTGTG 
AGCCACICTG CCTGGCTGCT TITTNTTITT TNAATCAACA TGTTGCAAAT CACGCAGAGC ACCINTNATT CTGCATTTNC 
TGGGTCTATAA CAAACATTGT CATCTCTGCC TACATTTAAA AGGCTCTGGT GTrATTTTAA TATGTCTTIT CAATTTAGTA 
ATTAATrCTA ATnTCCITT GAGCTGAGAX GTTATTCAIT GITCTCCTAG AGTITGCTITT AXITCTTCAT ATATGTCTCC 
CTTAGCATCT TTTTCGTATC TCTTAGTTAT TAGATACCTG AACATTTCAC ATTGG 

SEP ID N O: 1467: (Length of Sequence = 319 Nucleotides) 
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TCATAAAAGG AAAACGOTTT GATTTATAGT ACCAAGTGCT TAAACACAAG GATAGTGTTA GATTTTOGAG TGACnTCCT 
TTTTCCATIT TTTGGCAGTA AAAGCCAAAC GTTGTATTTG TCLTiTlCAG AGTTGTCCAG CCCnTTTTC C1T1CTCCAA 
AATGATTCTA AATAGAATCT AATAAACCAA TGTAGCATTA TITITTrCTA AATGAAGCCC CAAAAAAGAA AAGTIGCCTTG 
CATCATTTAA AAAAAATAAT TAAATCCTCA TGGCCTCTAA ATTAGGTATG TAGGGCACTG AAAAGTTCTT AACATTTCT 

SEP ID NO:1468: {Length of Sequence = 352 Nucleotides) 

HTGGTTAAC ATTCCAAACA TCTATAACCA ATTAACATGG CCTAGGGTTT TCTTTTTATT GGTATTCACT TCAGTAACIT 
GAATCCAGAG ATATAAGCAG TATATAACCA GAAAGTTACA AGTAAACACA AATTATACAT GGAAATTTCT GTTCACAAAG 
GTCACATGTC CAGGTACATG ANTTAGAAGC GTCCATCTAG GATTATGGCC AAACTGTTTT AAAAATGCAG AAATGTAAAA 
TTACATCTIG AAAATATCAA GAGATGGTCT ACACACTTCA AAAATCAAAT GTTGCTTATA CCAGAGATGT ATCTCAATCA 
QGGOOTCAA GTGACAAGCA GTAAGGATCC TC 

SEP ID NO: 1469: (Length of Sequence = 427 Nucleotides) 

GAGATGGAGT CTTGCTCTCT NACCCAGGCT AGAGTGCACT GGCGAGATCT CGGCTTACTG CAACCTCCGC CTCCTGGGTT 
CAAGTGATTC CCCIGCCTCA GCCTCCCAAG TAGCTGGGAT TACAGGCGCC TCNCACCGCA CCCAGCTAAT TTTTGTATTT 
T13AGTAGAGA OGGGGCTITA TCATCTTGGC CAGGCT3GCC TCCAACTCCT GACCATCTGA TTCACCTGCC TCCACCTCCC 
AAACTSCTGG AATTACAGGT GTGAGTCACC ACACCOGGCC GGATTCTGTT AL/i'lTlVl'lT AATGCATATT GAGTTTCITT 
AGTTTTAACA CACITAT CTTGGTTGGA CCCAAACTAT TCACTATGTT TCTTGGGGGA NAGCTIWGAA TCTIGGGGTG 
GNAGCCAATT . JGTAATAGC CAGGCTG 

SEQ ID ND:1470: (Length of Sequence = 426 Nucleotides) 

AGGAGTTIGA GACCATCCTG GGCAACANAG GAAAACCCCG TCTCTACAAA AAGAAAATTT GGTTTTNATA TTTATTPGTA 
TTAAATTTIT TAGAAACATA GCTGGGCATG CTGGCACACG CCTGTAGTCC TAGCTACTCA GGGGGCTGAG GTGGGAGGAT 
TGCITGAGCC CAGGAAGTTG AGGCTGCATT AAGTGTTCAT CACACCACTG TNCTGCAGCC TGGGTGACAG AGTCAGACCC 
TGOGACTCCA GACAGGT3CA CACCACCACA CTCAGCTAAT 'ITITIGTAGA AATGAGGTCT CACTAT3TTG CCCAGGTTGG 
TCTIGAACTC CCGGGCTCAA GTGATCCACC TGTCTCAGCC TCTCAAAGTG CTGGGATTAC AGGCATGAGT CACAGTCCCT 
GGGCCCAAAT TCATACTCCT AAACAT 

SEQ ID'N0:147l: (Length of Sequence = 372 Nucleotides) 

AGAATA1TAA AAAAGACCAG ACGCTTAAAG CAAGANTTGA AATACCTAGT TGTAAAGATG TGGCACCTCT GGAGAAGACT 
ATTAAGTTGC TTCCCAGTAG CCATGTTGCA AGACTACAAA TATTCAGTGT AGAAGGACAA AAGGCAATTC AGATCAAACA 
TCAGGATGAG GTTAATTGGA TAGCGGGTGA TATTATGCAT AANCTTATTT TTCAAATCTA TGATSAAGGA GAAAGAGAAA 
TCAATATAAC ATCAGCTTTA GCAGAAAAAA TTAAAGTTAA TTGGACTCCT NAGCOTAACA AAGAACACTT GCTACAGGGT 
CTGCITCCTG ATCTGCAAGT ACCNACATCT CTAAAAGATA TNOGCTATIT CC 

SEQ ID NO: 1472: (Length of Sequence = 332 Nucleotides) 

GCTAGAGACA GGCTCTCACC CTGTTCCTCA GGCTGGTCTC AAACTCCTGG GCTCAAGCNA TCCTTTCACC TTGGCCTTCC 
AAACTNCTAG AACTGGCCAG GGCTGCTGGC TCATGCCTGTT AATCCCAGCA CTTTNGGAGG CAGAGGCGGG CAGGGAGTTT 
AAGACCAGCC TGGCCAACAC GGTCAACCCA CTCTCCACCA AAANTACAAA ATTTAGCTGG ATGTIGGTGGTT GGGCGCCICT 
AATCCCAGCC ACTCAGGAGG CTGAGGCAGG AGANTCACIT GANCCCGGGA GGCGGAGGTT GCAATCAGCA GAGACGGCCT 
GGACGACAGA GT 
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SEP ID NO: 1473: (Length of Sequence » 434 Nucleotides) 

GCCTTAATT TCGrXTTTNCT ATGCCAGTAC AGAAACATCT GGACAACACT CITGAGCCTG CAGAGGCTCA CGGCCACACC 
CACITCTGCC GCAGGACTGT CTGTTGAGGA GCQGAACOGA TGAQGCACAG TAGCCAGGCC CTCCCGAGGG CTCCAGAAGC 
TCTAGGTITA OGGGGTCACC TTCTTCTAGG TGACGTGAAG ATCCTGAGTC ATK3GCTGTN TCX3TGGTTGC CATQGAGACC 
GICTGCTCAA CnTTCCCTTC AGAATTCAGC CTGAACITCC GGCT 3A ICTC CTCTAOGTOG GGCTCCITGG CGAAGGAGAT 
CCIQGCGA7G GAGTQGGATC CGATGCACAG NTCCTCCCCG TTCAACTCGC CCTCCTNCAC TTTCCANCAC GGCTGTITTC 
1TGGOCTGAC AAAAGGCCAC LTITI ' IU SIG TOGG 

SEP ID ND:1474: (Length of Sequence = 402 Nucleotides) 

GAOHTOAGG TGGGAGGTTC G1TTGAGCAA CATAGTCAGA CCCCCTCTCT ACACAAAAAC AAAAAAAATA AAAAATTATC 
TCAGCATAGT GGAGCATCGC TATOCTCCAA GCTACCT3GG AGGCTGAGGT GGGAGGATTG CTTSCNTCCA GGAGTTCAAG 
GCTGCAGTAA GCAGTAATGG TGCTACTTCG CITCAGCCTC GGCGACAGAG CAAGACCCTC TCTCGAAAAA ATAAATAAAG 
TAAATAAAGT TGAGAATCTT CTATTTTGGT ACAGAAGGTC TATGCCOTN AAATGCTCCA TTIGGACACG CTTAGGGCAG 
GAOGCTCTGA AACTGGGAAG CCTGGGGCCC TGTACANTCT TGGCTGTCCC CTGTACANTC TCCTAACTCT AGAGGGCTGG 
TT 

SEP ID ND:1475: (Length of Sequence = 324 Nucleotides) 

TTGCATACCT GTGCTGTGTC AGACCAGGCA GAGTCATCTC ATTCCACTGG TCTAATGGAT GGCAATTGAA TTTAATTAAC 

AAAAcrccrr tgacttagtt tcatactcts ctgaatgtaa tcgaatcctc tctccccccc ttatctctct cictitcact 
CTCTCTCAAC taaaaaitct ccttaactaa catccacttt aagaatatta aaggctatac attatacita aaagatacaa 

TACAGTCATC CCCCTITCCA TGACTCAAAT TGTATAACAT AAAATAATTA AAAAGNTACT TTGGATACTG ATACACAGTA 
TAGG 

SEP ID N O:1476: (Length of Sequence = 244 Nucleotides) 

GAAAAACCAG AAACTCAAAA TCAGAGTGCC TCTCCTCCTC CAAAGGAACA CAGCTCCTCA CCAGCAACGG NACAAAGCTG 
GACAGAGAAT GAdTTGACA AATTGAGAGA GGAAGGCTTC AGAAGATCAA ACTACTCTGA GCTAAAGGAG GAAGTTCGAA 
CCNATOGCAA AGAAGTTAAA AACTTTGAAA AAAAATTO3A CGGATNGATA ACTAGNATAA CCGATGCAGA GAAGTCCTTA 
AAGG 

SEP ID ND:1477: (Length o*f Sequence = 338 Nucleotides) 

ACAACACATA CTTGAAACTG ATTATGACTG 1OTTTGAATG CATTTTGATT CCTTAGCTAT GCCTCTCAGG TGAAAGGACC 
AATOGCAAGA GGAAGCAGAG GA1TCATGCA CTAGAAAATA CTGAGAGAGA TCAGAGTATT CTGTCTACTT CACTGAAGAT 
A0X3CTCXATT GAGGGAAAAC TAATTAACAG TIGATCCAAG GAACAAAAGA ATGCTCTTAT GTCACATTTT GTTGGGAAAC 
TGACTCXAAT AATAATAAAN GAAATCTCCA GAGGAATGTG TCACATAATT NCAGTGTTTA TGGTTGATAA TTCAAAGGCA 
TAGATGAATT GGGATTCT 

SEP ID NO: 1478: (Length of Sequence = 397 Nucleotides) 

ACCCTITCCC ATTCTGATAA TCTGGCCATG ACTAGCAGAA GCACAGCTAG GCCCAATGGG CAACCCCAGG CCAGCAAAAT 
TTCCCACTTC AAATTGGTCC TGCTGGGAGA ATCIX3CAGTG ' GGAAAGTCAA GCCTGGTATT ACGITrTGTC AAAGGGCAGT 
TCCATCAGTA CCAGGAGAGC ACCA1TCGAG OGGCC1TCCT CACCCAGTCC GmTCTNTAG ATCACACAAC AGTGAAGTTT 
GAGATCTGGG ACACAGCTGG GCAGGAGCGA TATCACAGCT TAGCCCCCAX GCTACTACAG GQGTGCCCAA GCTNCAATCG 
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TCGGTTTACG ACATTACTAA TCAGGGAAAC CTTITGCCCG AGCAAAGACA TGGGCTGAAG GGACTACAGC GACAGGC 
SEP ID ND:1479: (Length of Sequence = 389 Nucleotides) 

GCIAGAGNGC CGGCITCCGG GGTTGAGTGG CCCGAGCTAA GGGTGCGGAG ACCCAAGGGC GGOGACTACG AOGGCGTTGA 
TATCGCTGGTT AACGAOGGCC TCAGCAGGCG GGGAAGATGA AAGGCCGGNT CGAGCTGGGA GA7CTGACAC CACACAATAT 
TAANCACTTG AAAAGATTGA NTCAGGTCAT CTITCCAGTC AGCTACAATG ACAAGTTCTA CAAGGATCTN CTGGAGGTTG 
GOGAGCTAGC AAAACTTGCC TATTTCAATS ATATTOCTCT AGCTGCACTA TGCTGTAGGG TGGATCATTC ACAGAATCAG 
AAGAGACTTT ACATCATGGA CACTAGGGAT GTNTGGGCAC CTTACCGAAG CTAGGAATAG GGACTAAAT 

SEO ID NO: 1480: (Length, of Sequence = 384 Nucleotides) 

CTCAGAGCCA GGAGCTCTTG CGGAGAAGCC ACTGTCTGCA OGCCACCTGC TTCGATGACC CTGCTCIGCC ATCCCTGTCC 
TCCAAGGGCC GGGCCCTGCC GTTGCCTCTG CCAGAOGGGT CICAGGGAGA TGCCGGCCAG CAGGTATGCA TGGCGAGGCC 
TGGGCATCAA GGCCCGGATT CTATGGCTGC CAGTTTCATT CICTObTlUT TTGTCCCCCT AGCAAGACIT ATGAGGTTCC 
TIGAGGACAA GACTCCCTCC TGCCACCTCG TCTOTITCCT GAACATTCAC TGCACTAGCA OGGNCCQGGG ACGCAGNCCT 
TCGGAATCAG GCCGTCGGCC ATGGTAGAGC GGCTNGCACT GCTCGGCACC CTGACGGACG TTTG 

SEO ID NO: 1481: (Length of Sequence = 257 Nucleotides) 

ATCTCTAGAG CTATTCTGTT TTCCCAAGCC ATTTGGCTAG TAGGCCCTAA TTCGTCAGTG GGTTCK3ACC CCCCAATCCC 
TACXTTCAGCA GCAGGAAAGG GAAG7GCTGG TOTCCACCTG TOCCCACIAA GGCCCCCTGG TATCCTGGCA GAAGCCTCTG 
CATCIATCm CGCTCTGAGG ATGGGGGTCT NAAAACAAAA TAAGACCCTA CGTCCTACTA CCTTGAGCTT GGCTCTAAAA 
CCACGGGAAA GGAAGAG 

SEQ ID NO: 1482: (Length of Sequence = 345 Nucleotides) 

AATTGAGCTC AGACTAAA3G AATTCITTTT TGACTAAATA CTGATTAAGT TATGATATTC CTGTTGGCCT AAGAACAATG 
CCTATGATIT AGTTGTCITA TGTATATTIU TACTTATAAC CAAACAATCG ATTGGGTACA AGTAGCCITA GGGCAATACT 
TCCTTAAAAA CATGTTTCTG ATAAACTAAA GdTTAGCAT TAACCAGAAG TCATAATTTA ATAGTATICT AAAAATACCT 
CATTTATTTr AAATCCTGTG TTGGGGTAGA GGATTACAGT TGTCATTTCA AATACATGAA TCTCITGTCA AAAGNGCTAC 
TTTGACAGTT TCATGGGAGG TCAGG 

SEQ ID NO: 1483 : (Length of Sequence = 344 Nucleotides) 

CTCATGTTACT GTTTTAATAT GCTGAGTACT GTTGATTCAA CAACAAACCT TAATGGCTGA TGAGCTTTTG CATACCAATA 
TCAATTTOTC AGCACTTCTG AAAACTGGCC ATCATTTINC AAATTCACAA TTTCCTGGAT GTCAGGGAAC AATAGGAAGA 
AGAATGAGCG TCAATTTTCA TGTdTCCIT TCCTTCTTCA CTGGCCITCC ATAGAACJTAG TCAGAAAAAA ACAAAGCACC 
ATCAACCACA CTTCACAAAC AATTCATGTT GGCCTAAGCT TTGCTCAACA TTCATATCAC AGAAGCTAGtf ATAATCAAAA 
GGGACTGCTG GGCATCACTT TCCC 

SEO ID NO: 1484: (Length of Sequence = 380 Nucleotides) 

TTCCTAAAAG CAGTdTTCC TACAACTTGT ATGCAGTAAG TCACTTAAGC ACITAAGTCT CATATGGGTA CTTACATGGA 
ATTAGAGCAC TTCCTGAATC GAATTAGAAA AAGGCAAATT GTGCATACTA CIGATGCATT CATTTCCTAC AGAGATATGA 
TACCAAGGGC CAATAAGTGA ATAGAAAAAG GGAGGAGGAT TTATTAATGG AATGACTTCT AACCCIGTCT CTTACCAGCC 
ATATGACTTT GGGNTAAATA ATCAAACGCC CAATGAGCTC AACIGTCTAT TATTAGGGGA ATTIAAATGA GAGAATGCAC 
ATTAATTATG CATIX3CAGAG TACATGGGAA AATAGTAAAA GCTTAATATT TAATAOGCTC 
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SEP ID MP:1485: (Length of Sequence = 334 
GAAGGAGCGG GGAACCAGTT TCTCACTCTC CTCCCACTIG 
TCAGGAGATC AAAAGRAGAC ACTGCTGGGT GGTCCCTTAG 
GGCACAGTGC CAAGTGTCTC TAAGAAACTA GTCATCCCTG 
GGCTTGTCTG AGCCXGCCAG TCCTCTCCTC TGTCGCTCTG 
ACCCACTGGC ATCT 



Nucleotides) 

CTATK3TCAG AAGAGOQAGA TTTCAGGGCA GCAGAGAGCA 
CAAGTTITAG CITCTTINCC TGCTGGGAGA GTATTCdTC 
ANCTTAAGGG CTCGCGGATT CTOGGT GCTG GATTTCCITA 
ATTTCCATTC ACGCTGAGCA GTCTGCAC1N CCTTGGACAG 



SEP ID NO:1486: (Length of Sequence = 164 Nucleotides) 

CTGAAACGGA AAGATGGCGC TGCTGTTJCTT CTAAGCCTAG GCTTCTTGCA CTAAAGCACC AAGGGCATCG CACACAGGCT 
TGGCAGAGGG GCCATGGCCA GANTCACCAC CTTCAGACAA GTATGTTGGA GGTCTCGAAT CCCTTGGCAC CCCCAAGCAT 
GCAG 



SEP ID NO: 1487: (Length of Sequence = 298 
TTGAACCCAG GGGGCAGEAGA TTGCAGTGAG CCGAGATCGT 
TTCAAAAACG AGAACCCAGA GGGCTCACTT GCCCCTTCCA 
GCCCTCACCr AACAGGATCT NCTGGGCCTT GACCCAGGNC 
AGCAGNCCAA ACAGAATTAG AACCATTAAT TTCTATTTCT 



Nucleotides) 

NCTGCTCTAC TCCAGCCTGG GCAACAGAGC GAGACTCCAT 
CCACACAGTG AGAAGGCACC ATCTATGAGC CAGGAAGCGG 
TTTACAACTT CTAGANCCAT GAAAAATITC TGflTGTTCCf 
CCTTTAGCIT AACACTGG 



SEQ ID NO: 1488: (Length of Sequence = 343 
TTGCTAGTIC AGGNTCAATG TCATGGCTGT AACTAAXATA 
TGCTGGGCTT GCTGTGCCTC ANCTGGCTGG TTCCAATCTG 
CATCAGCTCC TGCACAGAGT CCAGACTACG CTGCCGGTGC 
AGCTCACTGC AACCTCCGCC TNCCGGCTTC AAGCAATIOT 
CGCCACAACG GCCAACIAAT TIT 



Nucleotides) 

CTACATTCGG CAGTCGCAAC GCGAAATGAT COGCTGGACT 
TGGTTGTGGT AACCATCCCG CCCACTGCCT GCCCACTCTC 

TCGcrcrrrr gcccaggtttg aactgcagtg gogcaatctc 

CCCCACCTCA GCCXTNOGAG TAGCTGGGAT GACAGGCGGC 



SEP ID NO:1489: (Length of Sequence = 412 Nucleotides) 

ATTACCITIT TATAACCCAA GANTGCCATT ATTACACCCG GAACCCTCAC CAAATAACTA GGAAAACTAC ACTGAGAACA 
ATTCGGCCCA GCTGrCTCTG GCCCATTTCC CTTTCTACCG CCTCTTGTGC ATTCCAGCAA TCTAACTOGA TGAATGATCT 
TCCAGTTGGA AAGATGGGGA CTTCACAATG TCCAGACCCA AAGATCTCTC TTCCAAAGGC CAATCACCAC TGTATCCITC 
GITCCITTAA ATGTCGTTGT TTATITCAAT ATATTAAGGA ATAATATCAA GGCTAATTAT CTATGTATAA AATCTATGNT 

TAAnTTITA GGGGACCATC axactgtttt tccacactgg ctgtacattt tacaattccc ACCAACAATG CACAGGGTTC 
CATGGTTCCT AT 



SEP ID NO: 1490: (Length of Sequence = 356 
ATACCITCTr TCATTTAAGC CACCCAGTCT ATCGTACITC 
GGTITCAGATT TTNCTAAATA AAATGTGTTT GTGAGGGTGG 
AGCCAAA3TC CAACAAGACA ATAATGTCTA ATGCACTCTC 
AATACCCAAA AGGGAATGAA GTCAGTCATC ACCACAGCCT 
AATGACACCA TGTGGATTAA ATGGGGCTAC ACAAGT 



Nucleotides) 

GTTATGGCAG CCTTAGCAAA CTAATACGGA TTCCTCATCA 
TACAAGCAAC ACTGATATAT TTCTTTAACT ATTTTCCCCC 
TGGTGAATCG GAAAATCTCC TGAATGAAAT AAGAGCCTCT 
GTGAATGAAA ATAACTGCTC TGAGGAAAAC ACATGTAAAA 



SEP ID NO: 1491: (Length of Sequence = 335 Nucleotides) 
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TTCACTACCA AAACCAGTIA CAACAGTTCC AGCCAAATAA CACAGGCTAC CCCATATGCC ACGACACAGA TCTTGCATTC 
CAACAGCATA CATCANTTGG CTCTOGGTCT GCCTGATCCN CAATGGAAAA GCTCAATTCA GCAAAAAACA GATCTGNTGG 
GATTTGGTTA TTCTCTACCT GATCAGAACA AAGCTAACAN TGCCTTACTT TACATTCCTG ACTACCGNTT GGCTGAGGGA 
TIGTNTAATA GAATCCCACA NAACCAGTCT NAGGA1TITA GCANCCACCA GCTCINACAA CAGCTCAGGA AGGAGTT3GC 
ACTNTCTCAG GTGGG 

SEP ID NO:1492: (Length of Sequence = 321 Nucleotides) 

GACTTCATAA AACATCCITT ACTATATTIT NAAAGAAAGC AGAAGTAACA GCAATATATC TAAAAGTAAT G NT1TA ATSN 
CTATAAGCAA GNCAAAGCAA TAGAATTCTG CTTCTITIGC AGACTGGGGN CAAT3AAATG TTTAGCTACA ATTTOCCCAT 
ACAAACATGA AACAATA1TC ATATAGNNTA ANCACCCTCA CAAATAACIG ATGGGTCATG ANCACACACC AAGTTCGACC 
AAAGCAAAAA NTAAACTCAA AATTCTTGGG TGGGGTTATT CATATTTTAA ATTCAACATG CTTGCTCTAT TTAAAAATAC 
C 



SEQ ID NO:1493t (Length of Sequence = 315 Nucleotides) 

GACGGAGOGA GGGGACAGAG CCCAGGGATG GAGGCGGGAT GCGGGGGACA GAGCCCAGGG ATGGAGGCGG GATGCGGGGG 
AGCAGCTCCT AATGTGCAGA GACTGGGAGA GGGCGGTGTC CAGGTGGAGA GTATITCAAG GAAGAGAAGG ATTAACAGCG 
TCCACTCCCG CAGATGGGCC AANCNGAGAT GGGACTGGAA ACCAACCACT GCATTTAGCA TCCTGGGGNC TGCTNATAAC 
CTTGGTITCA TGGCTCCTCA AGAAGAGCCA NAACCCTTNA AAGTTAGTTC AAGAGAGAAG GGGNGAAGAG ACACT 

SEQ ID NO: 1494: (Length of Sequence = 405 Nucleotides) 

AAAAGTTCAC AAAACATAAA CTATCTCTAG ACAGCAAGGA AATAATTTCA CGAGATTGCT AAATTGATGT CAACACCTGC 
AGTCTAAAAT TTATACAGTT CAATATCTGT CATTTGATCA CTGGCATCTC AAATATAGAA CAGCIATGAC TTTGCTGGCC 
AGTAAATTAT CTAGCACTGA AAATCACTTT TTAGGAGAGT OGCAATCAAA CATTGTXTAA CGTGGGAGCC TATAAAGATC 
CAAATTCCTG AACAACAGTC TCTAAGAAAA CTACATTCGG TCACTCTGAA CAGCTGGTAT GAACATTTCA TTTAACTGCA 
AGATCTNCNG CTOTTTACGG GCTTTCTCAC CATCGNATGA ATCTTACATC CX3CIGATGAC TNAGAGCAAG CAGGGGOGAG 
CTCCC 



SEP ID NO: 1495: (Length of Sequence = 364 Nucleotides) 

CGTCTAATGA AGAGCTTCGA AACTTGTCTT TCTCIGGCCA TCTGGGATCT GACAGCCTCC CTGACCAGCT GGTCAACAAG 
TCIACTTCTC AAGGATTCTG TTTCAACATC CTTTCTGTTG GTGAGACAGG CAITGGCAAA TCCACGTTAA TGGACACTTT 
CTTCAACACC AAATTTGAAA GTGACCCAGC TACTCACAAT GAACCAGGTG TTOQGTTAAA AGCCAGAACT TATGAGCTTC 
AGGAAAGCAA TGTACGGCTC AACTTAACCA TIGTTCACAC OGTGGGATTT GGAGACCAGN TAAATAAAGA TGACAGCTAT 
AAGCCGNTAG TAGGNTATAT TGATGCCCAG TTOGAGGNCT ACCT 



SEP ID NO:1496: (Length of Sequence = 370 Nucleotides) 

GTCTCTIGGA GCAAGGACCC AGITATTCAT CTTAATTCTC AGGGGAATCT CI CTA GAGAT GAAAAGCAGG AGAACCAAGG 
CAGCCTCGTC TCCCTGGGTG ATCAAAAACA GACTAAGAGC AGGGACTTCC CTCCAGCIGA GGAGCTTCCA GAAAAGGAGC 
ATGGGAAGAT ATCGTGCCAC CTGAGAGAAG ACATTGCCCA GATTCCTACA TCTGCAGAAG CTGGTCAACA GGAGGGCAGG 
CIACAAAGAA AGCAGAAAAA TNCCACAGGA GGGAGGOGGC ACATCINCCA TGAATNTCGA AAGAGTTTTO CTCAAAGCTC 
AGGCCTTAGT AAACACAGGA GNATNCACAC TGGIGAGAAA CCCTACGGAT 



SEP ID NO:1497: (Length of Sequence = 376 Nucleotides) 
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CACACACAIA CAAAATCTGT CCATTPGCCG GAGNAAXNTG 
CCAAAGAXTT AAAACIAGAC ATGACTTAAA AACAATITCT 
TTPGAGTGCA TTTTSTGGCC AGTCCATCAG GGQGTIACCAT 
AGGATG1GIG AGGGACCTTG AACCTCAGCT GTATTAAACT 
ANCCTGAATT CTC7ITGGGTC CNTTCrrrrr CCTTTTVrGTA 

SEP ID NP:1498: (Length of Sequence = 281 
TTTATAGGAC TTCTAATCTA ATTTNCCIAT ACTCTGACTA 
CCTEAAATAT TGCTATGTAT AATAAGCCAG TTATTATATC 
TCTCCAGTGG OC3GCGGOGGG GAAGGCGGAG GCAGAGGCAG 
GGGGGGAGGA CTCCAGGTGA GCCTCTGCCC TOQGGAGGCC 

SEP ID NQ:1499: (Length of Sequence = 395 
TTTEATCACA CCCTUTITIC CAAGGGTCCT GTTACGTACC 
TATTCCTTCA GCATCTATIT TOATGTTCAC CITCCTCTCA 
ATTIGCATGT AGCCAGAGCA AAAAATGATT TCTTTCCCTT 
CATTATACCA CAAGTATAGT GTCGAAAGGA CTCTAAACAT 
ATAAGGCAGA TTCAGATTTG AACTGAA3AG ATGGAGGAGT 
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TATGXATGTN AGITGGAGGG TATTAAAAAT CAGTTTIATT 
GGAGCACTGC TTGCTGACAA TCTCGTAGTT CTCTGCTCCA 
GGGA3TATAT 1TGAATGTGT GGTGCATCCT TCCTGGATGA 
CTAGCGCCTC CAGTCRGTGC ACTAGATCAA AdTITAGAC 
GGCAGNCTNC AGCATG . 

Nucleotides) 

AAAGGGAGGC AAA3TA1TGG AACGGASTAT TCAAATGGNT 
AGGACCATGT TCTCTGTAGG CCACIXjITIT NCTCTCTCAT 
CAGCAGCCGC GCTGGCTGCA AATGAATGAN CCCCCAGCTT 
C 

Nucleotides) 

ATTCACCATT CTGCTTAGCA ATGGCTTGTG AGATGGCATT 
CCTAAATTCC TCCCCCACCC CAATAACAAT TAGTTGTTCT 
AAGTTACTAT TATTATAAAA GGGACGATAA ACACATGAGT 
AGGCTCACTG AAGAAGGTCG CATITCGGCC AGGGCTCAAA 
CATTTCAAAC AGAAGGAATG NCATAACATG TGGAG 



SEP ID NO: 1500: (Length of Sequence = 272 Nucleotides) 

CTGACTAAGN GTTCCCAGTC GGTCCCACTG CTCACAAA1T TTNTGGCACC GATCATTGAC ATTCACAGCG TCGTCATAGT 
CCAGTTCATT GAGCTCCTCC GCGATGGCTG CGATCTGCTC CACGCGCTCC TOGTGGGCTG CCAQGTOGCT CTCGAACGNC 
TCCTGCTTCC GCAGCAGAGC CXX3NACCTCT NTUAGOGACG CCGACTCGTA ATCCTIOTGC AGCAAGATCT GCTCTTTGCC 
ATAAGCCCAA GTCTCGTGCG TTCAGGCCTT CT 



SEP ID NO: 1501: (Length of Sequence = 394 

Tirrrrrrcc tggacctctc acaagctita ttctccogag 

GGAGGGGTGA ATGAAGGACC TGGGGAGGGG ACATGGCTGA 
ACGGAGGCAG AAGCTCCCAA GGAAACCGCT TCTTGGACAC 
QGCACCCTCC TAGATGGACC TCTGGCICTT AGTAGACTAA 
CTAGAAAGAG CTCTATTTGA NCCTOGGTTA GGNCACTAAA 



Nucleotides) 

CACAGACTCG CCACACTTCA ACAATTCCAC TCTGGGGAGG 
GCCACANCCG GGCX3GCCACA CGGGGCGGGC TGAGAGGCCC 
CCGTCACCAG GAGCCCACCT CCGGGGGCTC AGOTCCTCCC 
TCGGTGCCCC TACCGATGGG GCAGAGCTGC CTGAITTTTG 
GCATCCTTCT AGACGGCTGT TAATAGAACT NCAT 



SEP ID NO: 1502: (Length of Sequence = 373 
GAAACAAGGC ATAATGTTGT CACAGAATCA GAGATCCAGT 
G1CTGCTCIA ATGGTTTGCT TCAATCCCTT TCCAACTCTT 
AAGAAAGGAG CITGGGTGGA AGGGACCATG CTGACCTCCT 
TCCATTTCTC AGTEACCATT ATTTOCTGTA TCAGCTTTGT 
TGITGTCITC TGCITCTGCT CTITCCTATG GTTTCAGGNT 



Nucleotides) 

CTCACTTITC CACAAATCTC CAAATCTCCA GTCTTATCTT 
GTTITCAAAG CATGGGGCCT GACTGTTCTC CACTCCTCCT 
CCATCAGAGG GCTCTTCCAG TACTATTCTC GGATGCAACC 
CCTTCCTGOJ GGGATGCACA CTGATCOGGG CCACCACT3T 
ATTTTCTGGG GTT 



SEP ID NO: 1503: (Length of Sequence = 266 Nucleotides) 

GNCAACAGGC CAGTOTTTAA AGAGGCTCAA GTGGAGGTGC ATAITCCAGA GAATCCTCCC GTAGCTACCT CTGTAATTCA 
GCTCCATGCC ACTGATGCAG ATATAGGCAG TAATGCTGAA ATCCGGTACA TITTTGGTGC CCAGGTCGCC CCTGCAACCA 
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AAAGACTCTT TCCTTTAAAT AATACTACTG GGCTGATTAC ANTTCAGAGG TCCTONGATA GAGAGGAGAC AGCCATTCAC 
AAAGTGNCAG TCCTGGCTAG TGACGG 

SEp ID NO:1504: (Length of Sequence s 311 Nucleotides) 

AGTGGATGGA TCTTTGATCT GTGTTGGTCA TGAAGTTGTT ITmTmT TTAAAAAGAA AACCATGATC AACAAGOTT 
GCCACGAATT TAAGAGTITT ATCAAGATAT ATCGAATACA GCATGGGATT GGGAAAGTTA ACTAAAGGTA TTIGAGCTTG 
CACTGGATCT TGAAAGGTAG AAAAAGGGAG CAGGAGGAAA CTCATCCAGG TAAGAAAAAT AGACTGTNCA AGATGGGCAT 
GAGAAACAGT GAGGTCCCNN GCTGGAGCTG GGTGCTAGTC ATGTIGAGCA CINCTGGCAG GAGAGGTi'lT T 

SEP ID NO: 1505: (Length of Sequence = 363 Nucleotides) 

CCACTCATGG CAGAAGGGAA GGGGAGCTAG TGTGTGCAGA AATTGTATGG TGAGAGAGAA GAAACAAGAG AGAGGGAAGG 
GAGATAGCAG GCTCITITCA ACAACCAGCT CTCATGGGAA ATCATAGACT GAGAACTCAT TCACTACCAT GAGAATGGCA 
CTAGGCCATT AATGAGGGAT TCGCCCCTAT GACCCAAATA CCTCCCATTA AGCTCTACCT CCAACACTGG AGATCACACA 
TCANCATAAA ATTIGGAGGG GTCGAATATC CAAACOTTAG CAACTTGGAA CCACCAGAAG CTGGAAGAGG CAAGGAAAGA 
TITIOTCCrA GAGGCTTCAG AATAAGGTAT TGCAATTCTG AAA 

SEP ID ND:1506: (Length of Sequence = 177 Nucleotides) 

CGGACAGAGC AGGGCAGAAA AATGAGGGAA GGATGACAGA AGCTCATCAG AAAGCCAGTA ATACATAAGA TTAGTTTTNT 
CAGCAAAACC TNCTAAACTT TGACGITAAA AGACAAATAT TTTGATCTCT CATTCCCACT CTCAAAAAGG TTTCTAGTTC 
ATATTGTTTT GCTAAAA 

SEP ID NO: 1507: (Length of Sequence = 345 Nucleotides) 

CITGCTTGAT TTTCCCCIGT GTGTCAGAGA ATGTGCACAT TGAAAGAGAG GGAGCTCTCC ATCACCAAGA GAGCCCAAAA 
ATAGCCCAAC TGATCATAGC CGTTGTAAAA ATATTCATGG ATGTAAGGAA AGATCCTTTC CCAGTCTGAT GCTCCTIGAC 
TTGTGATTIG CTAAATITGA GAAGCCATCA CTTACACAAC CIUITITATA GACAAATCCT TCCAGTTTCA GAAGAAAAAA 
TGTCATCTAT CTOV-.CCTCC ATCTCTTTTT CAAAGTTCGA TAGATGAGAA GAAAATGCTG AAATAAATTT TITAGAATCA 
GTTTTGCAAG ATIGG3TTTC AAGGA 

SEP ID NO: 1508 : (Length of Sequence = 326 Nucleotides) 

AGTIGGATTT CAGCTACTCA GAGTAATTCG AAAAGGCCAC AGCCTGGTGG GCTTCACAGC TTTCAGAGAC CTGGTAGGGG 
ATGGCTAACA GGTTCTOCTG CCAGGAGACA ACTGGCAGAC CCAGGIGTGA AACITXTACA GGTCCCACCA AGCCTITCTT 
ATGGAGCACA GAGCATAAGG ACAACTTCTG CAGAAATGGA ATGGGGTACT TGGAACCAAA AATACATACA CCTCCTTTCC 
CACCTGCCTC CAGCTTAGTA GCCCATAGTC CTCTITCTCC CTCACACTGA GCCAGGGCCT GNCTTAGATC ATGAAATGCA 
TGGCCT 

SBO ID NO: 1509: (Length of Sequence = 329 Nucleotides) 

AGTATGGGTC CCTTGGTACT ACTCAAGGIT TACAATATTG CATTAAACAC ATTCAAAAAT ACACGAGAAC CTTGAGGGAT 
CACATTITAC TCCAATATGT GATITCCTGG TGAGACTCCT TGTGCAGAGA TGATTAGCIC ACAGAGCGTT CTAAGCACGT 
ACTCGCAACA CCTGAGCATG CCX3CAATGGC AACAGGAGCT ATCITCACAA TTATGATGGT AGTACAGTAT GTTACTGCAGT 
TGTTTACACA GTTATGATTT AGTACTACAT CTTTACANTT GGNTATTINC TWCTATTTT GAATGGTATG TACTGTCTGT 
GTGTACATA 
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SEP ID ND:1510: (Length of Sequence = 247 Nucleotides) 

TAGGAAAGAG TAAGANCITC TITOCAGGCT GGAGGTGCTC GTATGGTGGG ACAGGAAAGG GGAAAAGAGA AAGGGGCAAC 
ATGGCAGACA TACCAOGGTT CCEACAGAGA TTAGGGGCAG CCCTQGCCCG GGAACTACAC AGGGCAGAGA GC1GACTCTC 
AGGCCAGGAA GGAGTTTAGC TCTNACCCAT CCTCANGGAC CACGGCTCTC CCCCAGCCTC AGCTGACACA CACACAAAGG 
AGOGTTT 



SEP ID NO: 1511; (Length of Sequence = 369 Nucleotides) 

CCACITGCTC CriTATTAAC TCINCITCCT GTAGTGTOTA TITCGGATCC ACTGGGAATC ATAGAAAGGA ATCAGTOCTA 
GGNTCTGTIG GGATIGCACC CTGAGGGATG TGGCTTIGGC TTCTCTATCA AOTTTCIXTT TCCCTTGTCC TATAGGAGTT 
AACTCCCTIT NATGCCCCCT ACAGTGGATT ATAGCTATGG CCIGTGGCAG GTGTAITCTT TACAATAGCT GAAGAATTTC 
AGGCCCATGC TTTAIGGGGG AGGGTCTINC TAGCEAGTAG TCCCCTTTCT TTCTAGATTG CAGCAIAAGC CTGAACCNCC 
AAGGAATGCC ATATTTTAGA ATCCTGTNAT AGGATGGTTA AGGLT1T1T 



SEP ID ND:1512: {Length of Sequence = 236 Nucleotides) 

ATGCATEAAG AAAAGACAGC CAAATGACAG ACTGATAAAA TATTTTCATT ACAAAATIGG TTGAGAACTA CCGTGTGACG 
TAAATGAAGT TTCTATTACA CATGrTACEAA CAGAGACITT TCATTACATA TTCTAGGATA TATTTAAAAT ATATGTATAT 
TTTGATATTA AGGGAATATA TTITGTTCTC ATTTTACAAT GTCTAACTAC ATATATATTA NGGCCTTTCC AATAAA 

SEP ID NO:1513: (Length of Sequence = 408 Nucleotides) 

CATEAAIATT CTCAGTGTTG GAAATA3TIT NATATTGCCA AGACCATAAT GTGAGC3NGTG CAGCTGCAIA ANTCCCIGAG 
AGAAGA3TAG TGGGGCTAGC ACCITACAAG GAAAGACAAG CITCTTGGCT GGGCCCAAGG ACACTCAAAT CTCTGCCTGA 
CMTCTCCAC ACAGAAGGGT TGCTCAGATC ACTTAGGACA CCCAGAAAGA GCTCACAAAG GGCAAACAAC CTAAGGCTCaJ 
TATTCTCCAT CTAGCGGTAC TTACCTCGGA ACTGAGTGGC ACTGGACAGG AAGCAGGGCC T3GGCEAGGG AGACCCTCAG 
GAGGAANGGG GACCCAAGAA GTEAGAAGTC CATTCAXTCA TATACTCATT CATTCAGCAA ACATGCGCIT GACACCTTCT 
GTTATGCT 

SEP ID NO:1514: (Length of Sequence = 359 Nucleotides) 

TTNNCCAGGC TGGTCTCAAA CTCCTGGGCT CAAGTOATCC GTCCACCTTG GCITCCCAAA CTNCTAGGAT TACAGGCATG 
AGCCACTGTN CCTGGCEAGA AAATNTNTTT TTAAAAGTNA GGATGTAGAA TTNCCTAGCT ATGTAGGCAA GGCAGGAGGA 
GAGGGGCCCA GTTGGGAAGC ATAGCCCACA AGAGTATGAG GGCCTGANCC AGGATGCTGG CAACAGGGAT GGAGAGGAAG 
GOCTGCCAGG GCATGGTCGC TCACACCTTA TAATCCTAGC ACTTTGAGAG GCTGAGGGAG GAGGATCAXT TTNAGCCCAA 
AAGTEAGAGA CCAGCCTGGG GNAACAXACT TAAGGACAC 



SEP ID NP:1515: (Length of Sequence = 343 
GAGCCCCITG ATGGCAAGAN CTGACCCTTC CATCCTGGAG 
GGACTGTGTG ACTAATTCGA CATGTCTCTC CATGGAGCTT 
TGCTGGCCAT TGCTCAGAAC TITGTGTGAG TTGAGCCCAG 
ACCACCCTTT TGCTAAGGGA GCITNGGAGC CACATGGCTG 
AAXAAACGIA TTCATTTAAA AAG 

SEP ID NO:1516: (Length of Sequence = 380 



Nucleotides) 

AAGAGGAGAC CAATTTNAXA TTA3GGAGGC AGAATATACA 
GAAGGGGACA GAACCACAGG TGCAAAACTG CTGTAGGTAG 
GCCTCTGGTT GCAGGACTCG TGAATGGAGC AGTTCTGAGA 
CTCCCITCAC ACTGGGTAAC AGTGTAGTAT CCTGTGAGAG 



Nucleotides) 
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TTITGCCTTA TTCTATCCGA TITITrCCCT AAGCITCTAC CIGGNATTTN CCTITGGAAA AGTCTCTGAG GTTCCACCAA 
AATATOGAAC TTOATTTIGG ACACTTTGAC GAAAGAGATA AGACATCCAG GAACATGCGA GGCTCCOGGA TGAATGGNTT 
GCCTAGCCCC ACTCACAGCG CCCACTGTAG CTTCIACCGA ACCAGAACCT TGCAGGCACT GAGGTAATGA GAAGAAAGCC 
AAGAAGGTAC CTITCTACCG CAATGGGGAC CGCTACTTCA AGGGGATTGT GTACGCTGTG TCCTCIGACC GITITCGCAG 
CITINAOGCC TTGCrGGCTG ANCTGACGNG ATCTCIOTCT GACAACATGA ACTCTGCCTCA 

SBO ID NO:1517: (Length of Sequence = 411 Nucleotides) 

TGAGCAAAAC ACAGAGGACT GCACCTCTAG TGGCTOGTAA TGAGAAAGAA GATGGTCTCA AACCTGAGAA AGATAATCTG 
GACTGGACCT CTGITCTCTC AGTATIAACA GTrCCCITCTA GGAAGTAGCT AGCATTTCTG AAAATAGAGT GAAGCAATTG 
ACTGATGGAT TTAATCTTTA AACTGCITAG GTAACCATCA ATCTCTAATG AGCTTAATAC TCTTAACTAG GIGC3ATTTT 
NCAICTCTGC TACTITGCCA GTGATAAAGG ATTACGAAAA ATTCTTTACC AGAGGAAAAA AAAAAATTGA ATGACCTTTC 
TTGGGAAGGT GGTCCCTTCT TTCTGATCAA ACTTIGACAA GAACTGGTAA TTAATTTCCT CTAAGGAATT NACCXHTCTC 
ATAGTGTC7IT T 

SSQ ID NO: 1518: (Length of Sequence = 388 Nucleotides) 

GGTQGGCAGC TTCTCTCTGC AGCTGCTCTC CCATCATCIG GCIGAATATC GGGCTTTNAT GGGCCTCAGG GGAGGAAGTC 
TCTGCNAAAT GCTCCGTGGG CAAACATGGG OGGGCCTGGA AAAGGCACCA CAAGTTCCCA CCCCAGTCAG TAGGATCAGC 
AGTCTGACAC CCAGGCTTCA GGCCCTCCCC GACITGAAGG TGGTTGCTTCA CCAAGGACTC ACCCACTCCT GCCCAGGAGC 
TTGTOTGCCT CCTGCTGCCA TTTATGGTGC CCAGGCIGTT TGINCCAAGG AGTGrTCTGTG GGCCAGCNCT GAGCTGCCCT 
CAGCACCCCC TTGGCCTCTT TTCTCTNCTC ATTGGTGCCC AAAGTCCGCA GCAGGCTGAA GTGGCAGG 

SEP TP NO:1519: (Length of Sequence = 358 Nucleotides) 

TTGGTTAAGA CCAAAGTCAG ATCACTCCCT CCTAGCTCCA AACCTGCAGT GGCTCCCAAT TCTNTCAGCA TACAAACCCA 
GATCCTCAGG CTGCCATTTN TGGGCTGAAT CCICTCCCTG CIGTCTGATC CCACCAGACA TAATGGAGGC CTGAGGTTCC 
CTGAACACTC CTAGTTTAGC CTTAAGTTAA GTATTTGCAC ATGCTGGTTC CEATGCCTGA GATAATCTTC CACATTTOAT 
CCCKTTCdT GCCAGAAATA GAAACCCTTC CACATAATTN CAAAACAGAG TTTACANCAC AGAGCTTTGG GTGACTGCAG 
GCCTCCAAGA ANGGNAGGCA GAAGGGGCAC TGAAGAGT 

SBQ ID NO: 1520: (Length of Sequence = 379 Nucleotides) 

CCAGAGTTAA ATATCCCCAG GCTGAAAGAA GGTGTATAAT GTATGGNCGT NCTTATACCA AATGATITCT TPGGAATTTA 
AACAAATATG TITAGTATTT TATTCCTAAT TTAGGAAGAA AAAGCAACTA AAGirGTNCT GACATTGTAC ACAGATGAGT 
AGCAOCTAAC TTTTATTTAG TAAGCCCCAT AGGATAGTAN GGNATAAAAG TTGITAGTGA GCAAAACAGG AGTATCCTGC 

CAnTGcrrr AATrcTNcrr gtgatagtit tgagggtaca ataattccig tgtscgtgtc actcaagcaa accagaaagt 

GTCTITTGTA AATACGCATT TIGGGCCTCA TCCTCATGGA GGITCCCGTr GTTTGTIGG 
SEP ID NO: 1521: (Length of Sequence = 339 Nucleotides) 

GGGACAGGAA GCCTCTTGGG TTGGACTCAG ACTCAGGAGG TGACTCAAGC CTCAAGCTCA GAAGCCCTCT GTNACCATCT 
GTTGACTCAG AAGCATGCCC ACCATCCCAT GCACTGCCCT TGCAGGCACT GTCCTGTAGC AGACGGAGTT CAGGCTTTGG 
AAGTAGACAG ACCTGGGTTC AAATCACAGC TCOGCITCTr CCGCCTGAAG CTCCATAACC TAGGATAAAG TQGCTAAGCC 
TOCCCAAGTC TCAGATTTCT TACCTCTAAG GTGAANGGAT TGGATTCCAC TTTACTTCCC CCCinTCCC TTTANGGACT 
CTGCATCCTC NTTTGCTTG . 
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SEP ID NO: 1522: (Length of Sequence = 405 Nucleotides) 

GIGRAITrCA AGCAATTGTT AATGGGGACC AACAGGGCTG CATTAAGAAA ACCACTTINN ACTGATCTCT CCCCCACATA 
TTTTTAATTT GTLT1U.T1T GTTXATTTTG GTTOTGCAAG TCCTTTCTCT TCATGAAACA AGTCTAAGGC TCTAAGGCTA 
AAAXAATAGT TATTTTICTG GGCCCCAAAX AGCTALTi'lT GAATTTCTTT CTITAGTAIA TCTCAAATCT GGGGAACATG 
GAACITGAAG ACTCCTAACC ATGAAGCATT TGGAAAAATA CATATCATTC ACTTITCACA GAACCATTIT CTTAAAAATA 
AGGGGGCAAT ATCCAGATTC ACATGCATGT TCATAAATAA AGCITTGGTT TTAAAACAAA TCCACACCAG CAATCAinT 
CAGCT 

SEP ID ND:1523: (Length of Sequence = 284 Nucleotides) 

AGNTCAGAGA ACTCCAATTC TTTRTTAATC ACAGCITGCT CACAATGACA TACAGGAAAA TAGCACTAAT GAAGNGTAAA 
TOTGCAGGCA GCAACCTTCA GGAGTTGGGA CTTGGGGAGA AAOGNCITCA AAACTGCGAT AGGIACTTAT GGIGGGTATC 
TGCT3ATTCT NAGITGGCAC AAATGCCCTG CCTAGCCCCC TTAACTGCGT CACTTTCACA GATGGNGTCT TTTGrTTCTTG 
GTCOTGrrCAG TAGGCAGGAT T3CCTIACAC TCGGGAAGAA AGAC 

SEP ID NO: 1524: (Length of Sequence = 299 Nucleotides) 

GTGCITGTAC GTCACAGTTT TCTCTGATCA CATTTOGGA AGATCATGCT ( JITLTINCIT CTTAAGrTATT TATTTTNATC 
AGTCAAGTGA TAGGAACTTC AATTTCAACT ACAAGACATT TGGATCAAGA AGTCACTATT ATTTATTTAT TTNAGATCGA 
GTCTTGCTCT GITCCCCAAG CTGGAGTCCA GTCGTGTGAT CTCAGCTCAC TGCAACITCC TCCTCCTGGG TTCAAGCAAT 
TCCNCTGCCT CAGACTCCCG AGTAGCTGGA ATTTACAGGC ACCCACCGGG ACCAGTGAA 

SEP ID NO: 1525: (Length of Sequence = 398 Nucleotides) 

GCCCATOAAG CAGCTCTGGT GGATCGGAGT CTCATGCCTG CAGCTCTCCC ATACTGGACT TGCATGCTGG TGGTCCTACA 
GIGCTGGTGT CTGGGCACTG GCCTCACTCC CATGGCTCCA GGAGGCATTG CCCTGCT3AG GGATCTCTGT GGTGGCTCTG 
TCCCICTNAC AAGTTTCTGC CTGGGCTTCC AGGCTGTCCA T3ATATCCTT TGAAATCTAA TPGGAGGCIG GCATCACCCC 
ATCGdTCCA CACTCTCTGC ACCTGCAGAA TCAGCACCAT GTGGACACTG CCAAGACCTA CCTACCACTT GTGCTCTCTG 
GAGCAGCAGC ACAAGCTACA TCTGGGGCTG CTTGAGCCAT GGCTGGGGCT NCCAAGGAGC AGAGTCCTGA GGGTGGCC 

SEP ID NO:1526: (Length of Sequence = 318 Nucleotides) 

GTCTCTCTCT ACTGCACCAT GATGCCTTTA AAAAGAATCT AGGGGCTGGG CACAGTGGCT CAOGCCTOXA ACCCAGCACT 
TTGGGAGGAG TTCACTTGAG CTCAGGAGCT CGAGACCAGC CTAGGCAACA TAGTGAGACC CCCX3TNTCCA CTAAAAATGA 
AAGCAAATTA GCTGGGXATG GTGGTCCATG TCTGTACTGT GGTCIAAGCT ACTCGGGAAG TTGAAGCAGG AGGNTCACTT 
GAGCCCAGAA GGTCAAGGCT GTAGTGAGCC ATGATIOTGC CACTGCATTC CAGCCTGGGC AACACAGTOA GACCCTGTT 

SEP ID NO: 1527: (Length of Sequence = 313 Nucleotides) 

TIGGCEAGAA GGGAGGCTGG AGCCTTTCAT GGTGGCTTIT GAATGCCATC CTGAATAGTT TGTC L ' ITIA T TIVINATTGA 
ATAGCAATTT GTACACTTCT GAGCTATTAG AGTCAAATGA TTAAGCCTGT GGTTTAGGAA GAAAGAGCCT ATTAGGGAGA 
TAAATCTTTC CCIAGTTGTA GGAAGGGITG GAACAGTATG ATATGGAGAG gctagtaatg aatganggaa TOGAAAACGA 
GAA13VAJTTC AATGAIACTG GAGGTCCAGT ATACAAGTIG NGCAGTAGGT TIATGTCTAG GAAGATAAGA AGT 

SEP ID NO: 1528: (Length of Sequence = 405 Nucleotides) 

GCCX3T0GCTA CCX3CCACCGC CACCGCCACC GCOGCCGAGT GCTCTCTCTA TGGCGAGGAG GAGGAGGAGG AGCGCGAGTC 
AGCGACACAA CTACATAAAT AAAGGAIAAA AXATTITATG AAACAAATCT TCAATCAAGT ATAACATTTT GATGCTTGGC 
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ATCTAGACTC CCTTGTGCCC TCACTATGCC AGCGGAACTG TAGATCATAG CCAAAGAATT TGTGAAGTTT GGGCTTCCAA 
CTIGGATGAA GAGATGAAGA AAATTCGTCA AGTTATCCGA AAATATAATT ACGTTGCTAT GGACACCGAG TTTCCAGGTC 
TGGTTGCAAG ACCCATTGGA GAATTCAGGA GCAATNCTGA CTATCAATAC CAACTATTTC GGTGTAATGT AGACTTGTTA 
AAGAT 

SEP ID NO:1529: (Length of Sequence = 241 Nucleotides) 

GAAGGAGAAA CA LTJ.IT1 GC CTCCATAATT CAGACAGTAA ACTGATCGCT GAGATTGAAG TTTGCTIUIT TCCTGGGGAA 
GCTTOAAGAT CCTCGTGGGA CCACCATCCC CTGCTCAGTC CTCCCTGGAA GGGGGCACTG GCTGGGTATG AGCCGCGTCA 
CCOTIGGGTT TCTAACTITO TGGATGGTGC CIGGNTTTCA CCIGGGGCIG GCTGAGGAAA GGGGAGGCGG TAGGNGTCTG 
C 

SEP ID NO: 1530: (Length of Sequence = 356 Nucleotides) 

GGTCTCATGC AAGGGTTTCC CATGCCKJIA AGTCPGTTTG TAATCCCACA TGTATCAGGT GCCTGGCTGC TCTGGGACTT 
GCAGTAATTG TCTCTTGITT GTCTCAGGTC TGATCCCCTG GGCCQGTTCTG TTCTCGGGGG AGAAGACTTA GACCCTTTTG 
GGTGAGTACT GCTGGGGAGG TGGCAGCAAC ACAAC7ITGCT TTTOTGGCIT TINAGCCCCA GCTCATCTTC TAATTTNAGA 
GTTITCGGTC AGTCTCTTCC TITGGGNGTN GAGGAGGCAG TTGTTTGCIG AGCAGCTGAG AAAGCACTGC CACATACGCT 
GGCCCCTCCA CACCTAGAGC GGTGCAGGAG AGCACT 

SEO ID NO:1531: (Length of Sequence = 379 Nucleotides) 

CCAACAGATG CTGCTACGTT TCCTTCAAAA TIGTTAAACA TCTCTTGCGG AAGAAGCTGC TTAGTIATAT CCAGCGATTG 
GTTCAAATCC ACGTTGATAC AATGAAGGGT GGGGTATCTA GCAGGATGTC TAGTTCACGC ACTGGGTGAA AAACAACCAG 
AGCTGCAGAT AAGTGAACGA GATGTTCTCT GIGTTCAGAT TGCTGGACTT TGTCATGATC TCGGTCATGG GCCATTTTCT 
CACATGTTTG ATGGACGATT TTATTCCACT TGCTOGCCOG GAGGT3AAAT GGACGCATGA ACAAGGCTCA GTTATGATGT 
TTGAGCACCT TATTTAATTC TAATGGGATT AAGCCTGTCA TGGAACAATA TGGGTCTCA 

SEP ID NO: 1532: (Length of Sequence = 307 Nucleotides) 

GATAAACTIG AGCCACCAAG AAGTGGACTC TGCCTAGGAA GACAGTITCC TGAAGTTAGA AAGTACIGGT CTAGGAACCA 
GAAAACCTGA TTCINCCCAA GAGTTAGAAT TCTNACTMAG TTCTTNCIGG TTTTNAGTTT CC7TIATCTGT AAAATAATTA 
CCXAGTTCAA TTGGATAATC TCTATGATCC CTTCCACATT CTGCATACTT GGATATCTAC TGTCTCTAAA TATTTTCGCA 
TTTCTTATAA AGCCCTTTCA CATTINCTTT ATTATTTTTC CCTCACAAGA ATTCCTGAAA TAGGATA 

SEO ID NO: 1533: (Length of Sequence = 337 Nucleotides) 

ATGGCTCTAT TTGCTGATTG AGAAGTGGTC CAGCCGTIGGG CTAGCAGTCA TTTACATATC AGTCACCAAA TCCAAACATA 
CCCGTACTAA CAGTGCTTIG GTCCATGACA TACQLT1T1G ACAGCCCAAA GCTGAAACGT CAACTCTATC TGGGGTTACT 
TGCTTATACA AAGATGTTAC TCTAGCAATT GTTGCTTGAG GGCAAGACCN GATGATIGTC ACTAGTAGGA AGAAAGCAGA 
AGTGATGCAG CTTACACTGC ATAGTCCCTA CCCTINTGGA TTAAATGGAA AAGTTGCTCA AACATAAACT TGTTCTTAAC 
AAAGGTGGGT AAGANTC 

SEQ ID NO: 1534: (Length of Sequence - 317 Nucleotides) 

ATGGGCATGT GGGTACTACG ITTAAATATT TAATTATTTT AAAAATAAAA TAGGAAAGAT AAAATAGCIT AAAGTGTATT 
GATGCTCTGA ATAACITTAT GAGTGAATAG ATACTGAAAT TTGAAGTCAG TGTTTTGCAC AACAAATCAA GATTTGGGAC 
TGGACTTACT GGGTTGGGGA CITCTTAGGG ATAAOGGTTGG TGCTATGAGC ATGCTGGAAA GATGAGAAGC AAAAGCCTGG 



BNSOOCID: <WO 9316178A2 I > 
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3S5 

AATIGGGAGT CCTCTACICT CTITAGGGra TGCAAAGftGG CTCCTTCTTT TCTMUIWT CATCAGTACA ATATCAC 
SEP ID NO: 1535: {length of Sequence = 323 Nucleotides) 

ATATIACKIT GATGTCAGTC TTTAAAGATG GAGTAGGACT TINCAGGCAG CAAGGAAAGG GAAGGACATT TCAGAAGCAG 
AAAXACCATT TCITAAGGGA TCACAGCCAA GAAATATTAA AGCAIMTTG GAAAGTATTG AAAATCTCTG TCIGGCTAGA 
ACTTTRGATO AAGAATCAGA TACATCT3GA GAAGSAGA1T NAAOCNGATC ATCAIAAAGA ACATnTATT TAGGCCATCG 
TAAGGCITGG GCACINTGGA GCCCATGAAG GTTTTIT3GAC AAGGGAGTTT CCTTAGGGAG GAGTATOAAG CCAIAAACCA 
AAT 



SEQ, ID NO: 1536: (Length of Sequence = 305 Nucleotides) 

AACCACMTT TIACTGCATC TOCTCCACGC TGGATTCCAA CATCCIGGCC OGGAGCGTGG CTGGCTGGAA GCAACTCCAA 
CAGGITITrc CCTTCCCOGT CATGTACATT AITEATTTTT GATCCTACTC ACTGTCCCAA GTGCAGAGGC AGTCACAAAA 
AACACTCTTC ATCCAAACCG TGAGTGGCTA CAACACACGG ATGGGGGTGG GOGCGATTCC CACAACAGGG AGTGGAATCC 
GGGGAAGATG ATATATAGGG GCAAGAOGGC CCCTTACTIT GCTAAGAGTA TATCGGAGCT CAAAA 

SEP ID N0:1537: (Length of Sequence = 279 Nucleotides) 

GGTGGCAGCG GOGGCGOGGC GACTGAAGCG OGCGAAAAGC TGAGGCGGCA ACGTCGGGGA OGGCIGQlOS GGACGGCICT 
GTAGSAAGGA ACTTGSITCC CCCTCCCTCA GCTTCCGCCC CAAAAGATTC AGAATCGACA GTITAGAAGA ACCTCAGAAA 
AAAGTCTTTA AGGCTCGAAA AACGATGAGA GTNAGTOATC GTCAGCAACT TGAAGCAGTG TACAAGGTCA AAGAAGAACT 
NTTGAAAACT TGATGTCAAG CTGTTAAA1N GCAACCATC 

SEP ID N0:153a : (Length of Sequence = 310 Nucleotides) 

ATA3TTCCTT CTCCTCTCAC TCCGGAAGAA CTTGCACTGT TGCCTAGGCT GATAATCCCC GAAAAAAAGT AACAAAT3CA 
ATINTACCCC CCACCCCCAT ATACAGCCCT CATATATATA TATCAGAGAG AGAGAGGAAA AGATCATGAG ACATCICITC 
TAGGGAAAAA AAATTCTAAC TTCCCTAGCC ACTGTAGTCA TITCAAACCr GAGTEAGACT ATCAGTTAGG AAGTRTTTTC 
ATAGAGTTCA ATTAATATAT TTCTGCTCTA TGCATGGATG CTAACAGGTT TAAGGAAACA CAAAAGCCAA 



SEQ ID N0-.1539: (Length of Sequence = 267 Nucleotides) ' 

GAGATmAC TTTGTAATOG AGTAATTTAG CCACACTCTT GTGAGGGAAC AAGCCAGAGC CAGGACCGCA TATTACCCGG 
TAAAGCTGCA GAGAAGACIT GAGACTTGTA AGATT3GNCC NGGCTGCAGT CCGGTGGTCA GTAACATCTG CAACATTATA 
CAGCCAGCAG ATCAGCTCTT CCAGCTGACA GCAAAATGTC TTCACACATT GCACCAGT3A TTCTTTTCCC TGTNCTCCTC 
CTTTCCTGGG GAAGCTGCCC TINAACA 



SEP ID NOi^O; (Length of Sequence = 3S4 Nucleotides) 

ATTTATTCAG ATGAAAAAAA ATCAAGGCTT AATTTAAGTA ACTTGTCCAA GGTCAAGGAG TTGACAAGTG GCIGAGCIGG 
AGTTCAGCAT CTCSGACATC TTCCTTTGAA TCCTTX3CCTT CCTTGTGAAT TTCAGATGAC GGAGCATGAC GGCTGCATCA 
TOOGGGGTC ACCGGGCCTG TCCIGGGCCT GAGGGACCAA GGATCAGAAA GGGCAAGAAC CAACTCGNTC AGCTAGTGAA 
AGTGCAA3TC GACANTGATC CTGTTTCCGG GNTTAACCTT CX3GCTK3GCC TTHAAGAGGG NTTCTTGAAA TGCACCAAGG 
GGGCCTAGAG GAAGCAAGCA AAC1NCTTGG ACCT 

SEP ID NO: 1541: (Length of Sequence = 403 Nucleotides) 
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GXGATGTIAT ATCAGGTAAA ACCTCTCTAA GGAGAATAGA CAGTAGTTAG TTCAACITAC TCATTACCTA TTAGGAAGAT 
TAACCTGGTT ATCATTGTTT TATACATATA TATATGNAAT ATAT7VTGAGT ATTCCTATAA ATATAATACT TTTACCTTGT 

Tr A'iig i ' ATrr actcaatatt crcenTrcc tciaaaataa tctgaagiga ctattatcaa taagtttact atgccaaaat 

TCATTAATTG CCTTTCACIT AA LTJ.T1 GQG GCCATAATAA ATAATAAAAT GTATIGCCAT AACATTAATA AACTACCTTA 
CAAAACCACC AATTAAAATC AAACAACCAA AAAGGIXHTA TTTACATCTG NNCACATAAA TCTACTAAAA ATACAGGGTT 
CAT 



SEP ID NO:1542: (Length of Sequence = 333 Nucleotides) 

CTGGTACATG ANTTTATAAA AACATCTCAC GCCCGGCTCT CTGGCTCATG CCTGTAATCC CAGCACTTIG GAAGGCCGAG 
GCQGGCGGNT CACAAGGTCA GGAGATCGAG ACCATCCTGG CTAAAACGGT GAAACCCGTC TCTACTAAAA ATACAAAAAA 
TTAGCCQGGC GTGCTGGTGG GCGCCTCTAG TCCCAGCTAC TCTGGAAGCT GAGGCAGGAG AATGGCATGA ACCCNGAAGG 
CGGAGTITTC AGTGAGCAGA GATCATGCCA CTGCACTNCA GCCTGGCTGA CAGAGCAGAG CGGGGACTCC GGAGCAATGG 
GNAGTACAAT CCT 

SEP ID NO: 1543 : (Length of Sequence = 329 Nucleotides) 

CCCCTCATAA ACCTATCAGA TTCTGTGAGA CTTATTCATT CTCATTAAGA ATAGCAGGGG AAAGACTGGC CCCCATGATT 
CAATIACCTC OXCTGCATC CITCCCACAA CATGTGGGAA TTCIGGGAGA TACAATTCAA GTTGAAATTT GGGAGGCGGC 
ACAGCTGAAC CATATCAGTC TGTATTATCT CICCWITITI' CTGCTTTAAG NGACTATACG NAGGTGTTGT TITCAGGGNT 
TATACATAGG TATTCTGAAA GATGGGGTTA TlTll ' llil ' l ' l ' CANACTITGA CTAAGTGGCT TCTETTGTCC CCTATCTGCC 
AGAATAGCC 

SEP ID ND:1544: (Length of Sequence = 313 Nucleotides) 

CGGAGATCCG TGATGTAACA AGGATTGANC GAATCGGTGC CCACTCCCAC ATCCGGGGAC TGGGGCTGGA CGATGCCTTG 
GAGCCTCGGC AGGCTTCGCA AGGCATGGTG GGTCANCTGG OGGCACGGCG GGCGGCTGGC GTIGGIGCIGG AGATGATCOG 
GGAAGGGAAG ATTGCCGGTC GGGCAGTCCT TATTGCTGGC CAGCCGGGCA CGGGGAAGAC GGCCATCGCC ATGGGCATGG 
CGCAGGCCCT NGGCCCTGAC AOGCCATTCA CAGCCATOGC OGGCAGTNAA ATCITCTCCC TGGAGATGAG CAA 

SEC ID NO:1545 : (Length of Sequence = 384 Nucleotides) 

CCCAAAACCT GGAGCTAAGA ACTTCATCTC A CITI ' IG ACA CCCCAGCCCC GAAAATATGG AAGCCCAGGA GAGCCAGGAG 
AAXTTATAGC AGAGGCITAA AGAGAAAGTT ATGATTTGTT TAAAGTAGAG AATAAGGTGA AAAATAAAAC CIGGTACTCT 
GTCIGGAAGT CCTGGAAGTC TCCTIGCCCA ACCTCAACIG GCCTGIGGGC TCCIGINTCC TTGCTCTGGG ATGCCATGGT 
GAATGTGAAA ACAGGGGAGG TTCTCTGTGG GGGTGGGAAT GGCCTNTCGG TTGCAAGGCG AGTCCTTIGC TGAGCCCAGC 
CTCAGACCCA GCTTATGGGC TTTATCCAGG TGAGAAAATN CTGGGGACAT GTGITCGAGG TTTA 

SEP ID NO: 1546 : (Length of Sequence = 345 Nucleotides) 

TTTAAAGAAC AATGATTAAG TGAAAATNCT CTCAGTITXT TTTAATTGGT TCAGCAATIG ATTAATTACT GAATCTTGAC 
CCTAAACTIT TTAGTCTAGA AATGTGCITG AGGAATACAG GCTGGAGATC AGCITTTIGA CATTGCATTC CCCTCCTGGN 
TCACATCCAT GTTGGAATCA ATTTATAAAC TGCCTTCCTA AGGCITAAAA TGATGGTGAT CTACAGACAA GTCCCTTCCT 
AGGCACAGGG TTGCTGGAGA CTGATCCCAG GCCCATCGCT CTTAAAGGGA ACACIGAACT CATGGCAGAA ATGGTGGAAA 
GTAGAGAAAT GAATAGAGGG GGGAA 



SEP ZD NO:1547: (Length of Sequence = 342 Nucleotides) 
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GGAGGCTGAG GTGGGAGGNT CACTTGAGCC TGGGAGGTTG AGGCIGCAGT GAGCTGTGAC TX^CCACTA TACTACAGCC 
TOGGAGACAG ACTSAGACCC TOICTCATAT ATAXATATAT ATATCTATCT ATATATATGT ATGTATATAT ATCTCTAATA 
TATIAAXAIA TATCTAAIAA ATCTATCTTA TA1AXAAIAA A3ATATCIAA TATATAATAT ATATATTNCC NAGAGAGGGA 
GAGGCTCTTA GGAAATTAXC TTCTTGCATA TTATGTITATA TTATCCTATA TTTCGCTATT TCCTAAGAGC TCTATCGTAT 
TATTTCCATT TATTIGTGAG GA 

SEP ID NO: 1548: {Length of Sequence = 334 Nucleotides) 

GGAAAXAAAG GTCACATCAA CTAACTATTC AATCATGAAT GGTAGAAAAA AATGAAAATG TAACGAGATC GGATCCGGGT 
CAAAGTCAGG GGAGGTATAG TTGAAGATAT 1GAAGGAGTC ATTATGATAC CAAAGAAAAT GGAAAGAAGT GCTATCCAGA 
TAGCTTATCC TTGGAGAGTA TCCNGGGATG TCTCITTTCC TAAGACCTTA GAGAAGGAAA GGATGGCTGA TAATATAGGG 
AAAAGTTGAC ATGGAAGGAT TAAATAATTT TTITGAGGAA TTCACGTAAG GNATGATAAT CTGAATTTTC AGGGCTAGGC 
TCAGAAGCAG GAAT 



SEP ID N0:1549: (Length of Sequence = 362 Nucleotides) 

AGGATTCTGG GGGCTTAGAG AGGGCAGCCT GGAGAAGCCA GAGTTAAGCT CAGAACAAGA GCTGCAGGAA GAGCCACAGC 
AGGGAAGGGA AGAGAGATCC CAGAGGAGGG GCAGAGTNTC GCAGGACAAG GGCCCTGCOG TACATGCTAT GCATGAAGGA 
AAATCTIGAG ACTAAGACTC ATGAAAAGNT CCAAAATAAT TATTTCGTGT GGCCCCTAGA AGACTNAAGA GACATTIKCT 
TCGCCA3TIG CCCAGGGCTG CCTGGGCAGG AGACAAAGGA ATOAAAAGTC CAGGGGGAAA GCAAAAATCT ATGGGdTCT 
GAACACATCC TTCCCGGAGC TCGTCTNCAC AGCATCTTCA CC 

SEP ID ND:1550: (Length of Sequence = 328 Nucleotides) 

GGACTAATIA ACTAAAGAGG TTTTGTACAG CAAAAGAAAC T3TCAACAGA GTAAACAGAC CTACAGAATG GGAGAAAAXA 
TTCACAAACT ATGCACCCAA CAAAGCTCTA ATATCCAGAA TCTATAAGAA ACITAAACCA TTGAACAACC AAAAAACAAA 
CAACCCCATT AAAAGTGGAC AAAACTCATG AACTGACACT TCTCAAAAAA AAGACATACA AGCAGCCAAC AAGCATATAA 
AAAATGCTIG ATATCATTAA TTATCAGATG AATGCAAATC AAAACCACCC AAGTCTTnT CTTCT3TCTA GGNTAATTTA 
TTCTAGGG 

SEP ID NO:1551: (Length of Sequence = 365 Nucleotides) 

CAGGAATTTA CATGGGGAGA CCTACCTATG GCAGCTCTOG CCGTCGGGAT TACTATGACA GAGGATATGA TCGGGGCTAT 
GATGATCGGG ACTACTATAG CAGATCATAC AGAGGAGGAG GTGGAGGAGG AGGAGGATGG AGAGCTGCCC AAGACAGGGA 
TCAGATTTAT AGAAGGCGGT CACCTPCTCC TTACTATAGT CGTCGAGGAT ACAGATCACG TTCCAGATCT CGATGATACT 
CACCTCCTCG CTATTAAAGC ATGAAGACIT TCIGAAACCT GCCCTAGAGC TGGGATATTG TTPCTGGGGC AATATTITTO 
A1TGTCTCTT GTTTAAAAAG TGAACACTGC CTAGTGAAGT TAGCT 

SEP ID N O: 1552: (Length of Sequence = 330 Nucleotides) 
GATCCAAAAA AATETACTGA AATAGCAAAA ACGTGGACTT TGGGATTTCC TCTAACTGCT 
GCTCAGTCIT AATACTTGAN TTGTGGGGCC AAGTCTTCTG GCTGCCCTAG TTCTCTTTTC 
■ GCTAGCTATG GAGCTAATCT TTGGACAGGC TTTTTGGTTC CCAGGAATGT CA3GCCTTIG 
ACAGTCICTG TGTATOTATA NCTCTCTITT CACTGTAAGG ' CACCTNCACC CATCCCTIAT 
CAAGCAAATG 



GCAAATTATA ACACAGAATT 
TGGCATTTGA AAGCCCTTGA 
AATTTCCAAT CTA3ATATAT 
AGAAGGQGGC CACAAACAAT 



SEP ID N O: 1553: (Length of Sequence = 304 Nucleotides) 
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CCCTTCTCCC ACAGCCATTT AAAAATCITC TGAAGGGCCT CAGGGCACAA AGTGATCATT TGGGATCCTA AGTTAAAAAG 
GAAATGCAAG AGTAGGNTAC TCCAATTCCA GAGTCITTGC AGGAGGCTAA TCCCACAAGA AGGGTAGCAT CAGAGAAGTG 
GGCATTGGTC TTAGIX3GTGG ATCATCAGGT AGACAAGTGA TACTGTGTGT AACCCATCTG AAATTCATIT TACCGTCACC 
ACTCTIACAA AGGACAGTTT ATTCCCAAGG ACAGTGCIGA CGGGGAGGGG GACAGGCAGG GAGT 

SEP ID NO: 1554: (Length of Sequence = 309 Nucleotides) 

TCICTTACTG ACCATGinT TGAGAGTAGT GCCCCXAACC ACTTTGTCTC CACTTGCATA GTGTAGTCAT TTINAGGNCT 
CTGTATGTCA TATTATAACA GAACTGACTG TATATCGCTA TTTTATCCCA TAATCAAGCC AATTCTTCCA GAATATTACC 
ATCAGTATTA CCACATACAT CCTCCCAAAT CTTATTTCAA AGAATAAATA TATAGTCACT CATGGTITTT AAGNAAACCC 
AAAACTACTC AACCAAAACC TTGAGGAAGG TTTTTCCAGG GNTTTCTACC TTAATTATTC ATAATGATT 

SEP ID NO:1555: (Length of Sequence = 326 Nucleotides) 

GITCAAAAAC TGTCCAAATG TCATTTTAAT TTATGAAGGC ACCCAGAATA AGTNCTAATC TCATACTGCC CCAATATATT 
TOCTGAAGCC AATTCTCTCT TTTATTAATT TTTACTGAAA ATAGCACTTT TTTCCTCCCC CTGATAGTAC TGGGTAATGT 
TAGAATGTCC TCTAAAATTC TTIGGACCTT ATITACATTC TCAAGAGNTT TTTITAAATT TACCAATAAG ATGIGCTATT 
TGAGGAATTA GACTiTAGTT CAGTTGTACA TGGNTTATGT CTGCTCATAT CASTCATGTC TGAGNCTTTC ATTTTATTAA 
TATGGG 

SEP 3D NO: 1556: (Length of Sequence = 375 Nucleotides) 

CCCATCCCTG TITAGGTGCT TTGTCCICCr TGAGGAGCCT CCAATGCTGC TGCTCCTATA CATGTCACAA TTTCAGACCC 
AGGATGCTAG GAACTGCTGC CAGCGCCTGG TTAAGCCAAT ACTAAATCGG GCCAAACAGG TCAACAGACA TTCTGTCm 
CTCCAAACCT CTGAAAAAGA TTCTGCAACT CATCTCACAG TAATITGTTC CCTAATTTAC TdTAGGAAA TTGTCGTITAA 
AGTCIGATTA GGTTAAGTCC AATTCCCTCT AATTAGGATC CTCAGTCAAG AAAAATCTAC CCATCACCAC AATTTATTTT 

crnrcTATA gctccagcat cagtaattgt accattatit TTGGCAGCTC TGGGG 
SEP ID NO:1557: (Length of Sequence = 306 Nucleotides) 

AATTCCGAAG ACTATTCCTA TACATTAGAG TGAATITNAG ACTATCTCCA TCATTCTCCA GCCATTCTTC AGTGGGAAAA 
AAAOGCTGGA ATTAAACTAG TGGAAACAAG GCTCTCTCAT CTAGTCCCAA TCCAGTCGAT AAGCICTGTT TOCCAATCAC 
TGCTCCAGCA CAATGGCCCT CAGTITATTT TTAAGTCTAT GGCATGCCTG AAGGACCATG TTCCCATGAG TGACACCCTT 
CIGTAAATGT GGTGGCACAT TATGGGCTGC TGTITTAGAA GGGACTGNCA ACTTGCTGGG GGTTAT 

SEP ID NO:1558: (Length of Sequence = 292 Nucleotides) 

AATTCCCCCT TTCCAAATCT ATTITCAATC CCTTGAGTGT CTAGGCTTCC TGCTTTTAAG GCCTNCdTC TAACCCAGGG 
TTGCCCCATT CACCITAAAA CATITTPCAA TAACCCAGAA AAAACCAGGN TGAACATACC CAAGCTCOGG AACCAGCAAA 
TNTTGTTCGA ACCCCGCTGA TGACTCCCAG GGGAAGCCAA GAGGACAAAG ACAAGGATGA GGACGAGGAC CCAGGGACCG 
N1GGTGAATG GCAACTCCTG TCAACTTCAC TTITCAACCT CAGNCACTTT GT 

SEP ID NO:1559: (Length of Sequence = 246 Nucleotides) 

CTGCTCOGIT CTCAGCCCAA CAAGAGTGAT CCTTITAAGG TCCACACACG CIGCCTCTCC TTCCTCCGCA TGAGCCTCTG 
GCATGGTCCT TCCTCCAGCT GGCCCCGGGC TGGGCAGAGC CTCCTCCTGC CGGGGCCCC7T GCCCACCCCC TCCTTTGCCT 
GGAGTOAGGG TGITCATACC AAAGACGGAA CCATTTCGCC TTTAAAGAAA ATATATOCAG AAGCAGCCGC TGCCTCGNAG 
CCCIGG 
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SEP ID NO:1560: (Length of Sequence = 383 Nucleotides) 

CCAAAGGTIAC AACAGATTTA CEACATTTAA GACAGGAATC TTTTCTAATC TCICTGCCTA TTAAAGAAGC CACCTGCTIA 
gaactacttt ctagatcaaa aaaxacttat GAATCCACTG TAACTTCACA ATCTTCAATG CCAAGGAAAA ACT1TACTAG 
TITCA3TEAC CACTAITdT TAAAGTNCTT TTTCATITTA TGTnTAAAT TITTTAATTT TATAi'l'l'lGA GACAAGGTCT 



' COTTCTTAGN CTCCTGAGCA AACTGGGNCC ACAGGCATGC ACCATCA3T3N CCAGCTAATT TTT 
SEP 3D NO: 1561:. (Length of Sequence = 313 Nucleotides) 

CCCCCTCCAC GGCAGTC7GT GCCCCOGTCC CCACCACCAC CTTCCCCAAC CACTTACAAC TGCCCCAACT CCCCAACTCC 
AAGAGTCXAC GGGACGATTA AGCCIGOTTT CAATCAGAAT TCTGCCGNCA AGGTCTCCCC CGCCACCAGG TCCGACACCG 
TGGCCACCAT GATGAGGGAG AAGGGGATGT ACTTCAGGAG AGAGCTGGAC CGCTACTCCT TGGACTCTGA AGANCTCTAC 
ACTCGGAATT NCGGCCOGAA GNCAACTTTC GNAACAAGAG AGGGCAGATG NCAGAAAACC CATACTCAGA GGT 

SEP ID NO: 1562 : (Length of Sequence = 320 Nucleotides) 

AAAGGGGCOG CGAACCGCAG TATCATGCTG GCCAAGAAGA TCATCATTAA GGACGGAGGC ADGCCTCAAG GAATAGGITC 
TCCTAGTCTC TATCACGCAG TTATOGTCAT CTTTTTGGAG Tl'lTHUCTl' GGGGACTATT GACAGCACCC ACCTTGGTGG 
TA3TACATGA AACCTTTCCT AAACATACAG TGTGTAACAG TTCTAATACA GCAAATTTAA TACAATTTET TATTAGATCA 
AAATTCAATA GAATGTITCA TATSTHTAA GGAAGCTTCA TIGAATTTCT TCTTITCAAT GGAAGTCITC ATTTGGAAAA 

SEP ID NO : 1563 : (Length of Sequence = 299 Nucleotides) 

GCACAAGCAT GACCTGAACC TGTCACCTGC CCGTNAGTAT TTCACATTTC TATACTTTTT TGTGAT3CTG CCTGCATTEA 
ATCATCATCA CCAACAAAAA TAGTTCCTCT GAAGAATTAT TTIATACTAG GAITCTCAGG NTATCTCCTC TCAATCTCTA 
TIGGGATCAC TCCACTCTGA CITGTACACr CATTTTCCCA CTGATGTAGC TGTTCTCAAG TEAGAAGITA AGTTCTCAGT 
CTTCATTTIA TCACTCATCT CAGCAGCAXT CATTATGGTT CAGGCACTCC CTCCTATTT 

SEP ID NO:1564: (Length of Sequence = 325 Nucleotides) 

CAGATCGNTC AGTTCATACT CTGGCAGTTA ATTTrATITC CTCTAAATAA AAATGGACAG GTTAATTTAT TAAGCAGCTG 
TCTTATCAAT ATGGTACCTG TGTGTNCITG TATAGATAGA TGTATATCTA CATACATAAC TATACA1TIT NCTGGACACA 
TAATAITTNA GCTGCCTATT GTATGCTAGA CACTGTTCEA CCATCACTAA AAAAGCACTG CCCTGTTITA CIX7TTGA2TA 
AAAACAAAAT TCTGAAAAXA GTGANCAATG AGGCTTACAA CATITGTEAC AGGNTAAGGN ATCTCAATTT AGGAAAAICT 
TCTCA 

SEP ID NO: 1565: (Length of Sequence = 382 Nucleotides) 

TITITnTrA TATTAGTGCC TGCITnTAA AALfi'lTATTT TACArriTAA ATACAGIATT TITCTCATAA AAAAAAAATC 
CAGGAAGTGC CIAACTCCAT GGTTTCTAXA CCATATCTAC ATGAAAGCTG ACAGAGAGCC TGACAAATCT TCTGGATGTA 
ACAGTATCAA CACCTATGAG CTGGGACEAC TTCTGANTCA AAATTAAAAA ACACAAATTA AGCACTGdT AAGAAAAAAA 
AAATCCAGTT TCTGAACAAC CAAAAGAGAA CAGAGTTAGA TATGTACAAA ACCAGCTATT AAAAANCAGN AAGGAATACA 
GCACACAAAA ACTCAAACAN CCCATATCTA GTGAACIGTA TATACTGCAG TIAAIGAAAA CC 

SEP ID NO: 1566: (Length of Sequence = 305 Nucleotides) 



CCCAGGCTGC GGGGCACTGG CATAAACGTG 



GCTCACTGrrC AdTTGACCT 



AGGAATCCTC 
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GCACTGTGGC TAATTGTAGC 
CCAGTGAGGG GTATACCTCA 
CAGCAAAGGT GACATCATCA 
TTTTTCCCCA CCAACITTGT 



TCAAAAGATC TGCJ 
NTTACCATGT GCCJ 
TTTTNCGAAG ACW 
GCAGATTATT AAAC 



Nucleotides) 
TTGTCAACTG GGGAGCCATT 
GCTTCCGCTG CTATACACAG 
TGGCTCTTCC CAAGAAATTG 
TTGCCATAAT TT 



GACTCTCCAC TTGATTCTGG 
CACTCTGAGG CITCTTTGTC 
CTGGCIGTGC AGCGATAATT 
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AGAGCTC CCAQGGOGGA CAGCAGCCTC GGGTGCAATC CTGGAGCCCC 
AAAGCAT TATACAACTA TGAAGGAAAA GAGCCTGGAG ACCTTAAATT 
AGT3GAT GAAAAITGGT ACCATGGGGA AGTCAATGGA ATCCATQGCT 
CCGTTAC CTCAGCCCCC ANCTCAGTGC AAAGC 



SEP ID NQ:1567: (Length of Sequence = 292 
GATTTCCCTG GGGAAGACAA CATCACCAGC AAATGGATGA 
GTITGAGGTTC TNCTTCAGCC TCACATAACA AGATGCCATT 
CAGOGAGGAG GCTCTTCTAC TATAACGTCA AAATCGTGAG 
TGCTAGGAGA CATNCTCTAT CITCAAAGTC 



SEP ID NO: 1568: (Length of Sequence = 204 Nucleotides) 

ACCIACTCAG GAGGCTGAGG CAGGAGAATA GCITGAACCC AGGAAGCGGA GGTIGCAGTG AGCCGAGCTC ATGCCACTGC 
ACTCCAGCAT GGGCAATAGA GCGNGACTCT NTCCCCCCGG AAAAAAAGAA CAAGGGCTAA OTTCAAATCA AATTTTCCCT 
CTACCCTAAG AANAATAATT AGGNCGGGAG ATGTITGACT AAGT 

SEP ID NO-.1569: (Length of Sequence = 362 Nucleotides) 

CACAAAGCCA AGTACAGAAC CACAGAATGA AGCCGTCACA AATGTTGAAT CCCAAAACAC TAACAGGAAC AACTOGTATT 
TCCATTAATC AAGATTTTAG TATACCAAAT TTTCTAGTTT TTATCTCATG GAAATATAAG GGTATTTTAT Cl'iTlCTATG 
CTACTGAAGG GNAAACATCA TCATACAGCA ATGAATACTT CAAGGGNCTT GTTGATCTCT CTATTATTGA CAGTGGGGTG 
TTAAACTCTC CCACTATTAT TGTGTGGGNG GCTACANCNC TTTGTAGGGC TCIAAGAAGG TCTITTATGA ATCTGGGGGC 
TCCTCTTTGG GNGCATATAT AATTTAGGCT AGTTAGTTCT CC 

SEP ID NO: 1570: (Length of Sequence = 262 Nucleotides) 

TGCTAAATGA TAGANGACAG ATTCAAAGTT GTAGTTACTG COTAACTTTA TTIATGAGGC ATTTTAGAAT AGGCAAAACT 
GATCTNTTGT GGTAGAAGTA AGAACTGGGG TACCCTCTGG AGGAAGAGAA TITOCTTTGA AGTGGCATGA GAGGATTTTT 
TTGGCTAATG AAATTATTTT NATATCTGAG TAGGGTTGTG GGTTACACAG TTTAGGCATT TNTCAAAACT CATGGNACCA 
TTCATCCAAG TCCTGTGCAT IT 



SEP ID NO: 1571: (Length of Sequence = 402 Nucleotides) 

TGCTAAATGA TAGAAGACAG ATTCAAAGTT GTAGTTACTG CGTAACTTTA TTTATGAGGC ATTTTAGAAT AGGCAAAACT 
GATCTGTTGT GGTAGAAGTA AGAACTGGGG TACCCNCTGG AGGAAGAGAA TTTNCTTTGA AGTGGCATGA GAGGATTTGT 
TTGGCTAATG AAATTATTTT TATATCTGAG TAGGGTTGTG GGTTACACAG TTTAGGCATT TGTCAAAACT CATGGAACCA 
TTCATCCAAG TCCTGTGCAT TTTACTCTGT GAAAATTATA TCTCGACTTT TTTCAAAAAA GGAAAAAATA CTTAATTATA 
ATATAGCATT TATGNATTAA AATAATCCCN TTATGTAAAA ATATTTTATT GGNTTGGTCA AGATTCATGA TTGCAAACCA 
CC 



SEP ID NO: 1572: (Length of Sequence = 417 Nucleotides) 

CTACCAGCCC GTTTTCACAA CTAGCAGCAA ATCCTGAAGC ATCCTTGGCC AACCGCAACA GCATGGTGAG CAGAGGCATG 
ACAGGAAACA TAGGAGGACA GTTTGGCACT GGAATCAATC CTCAGATGCA GCAGAATGTN TTCCAGTATC CAGGAGCAGG 
AATGGTTCCC CAAGGTGAGG CCAACTTTGC TCCATCTCTA AGCCCTGGGA GCTCCATGCT GCCGATGCCA ATCCCTCCTC 
CTCAGAGTTC TCITCTCCAG CAAACTCCAC CTGCCTCCGG GGTATCAGTC ACCAGACATG AAGGCCTGGC AGCAAGGAGC 
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GATAGGAAAC AACAATGTCT TCAGTCAAGC TGTCCAGAAC CAGNCCAOGG CTGCACAGCC AGQNGTATAC AACAACATGA 
GCA3CACCX3T TTTCCAT 

SEP ID NO:1573: (Length of Sequence = 368 Nucleotides) 

CAAATAAGTT AGAAACATGA AAAATTCTTA GAACTTEAGA TGAAAAATTA AATTTACTAC TAASACCCAC CTGCAATAAT 
TTCCCGTAGT TTGGGATCTA GGTTIACAGT GCATGGCAAA AAGACTTCTA CATCTCGAGC CACAAGAACT GGGGTCCTT3 
AAGACAAAAA CACTTCAAAA TTTCTEAXAT CTCCATCAAT ITCAAGAAGT GGCTCAACAT CCTTAGTTGT TGGAATATTC 
T2TGAXATTC TTTCCTAGAT GGTimAAT GTCATITGAT CTGGAATACC TTCAGTCTCT TCCAAAIATA ATATGAGNCA 
TGAAGTCCGG TATGGCCACT GCTCACTAAG GTTGATCCOG CTAGCAAG 

SEP ID NO: 1574: (Length of Sequence = 397 Nucleotides) 

AATTTTAAGC AAATGTEATC TTEAAAGACT GTTTTGATGA AAACTTTTAG AA3TGAGTTA GTAGCAGAAT ACATAGCIAA 
ATCTACTTTN CTACAAATAG AATGAGATAX T1GATTTAAA ATATTOCTIT CCTCTTGAAA TAGGATGTTA GATAGGGACA 
TCTCATTTTA CCTATCAACT TCTGAGTCTT GCTTTAGAAC TACTTCITTT AACTTAATTN CATCCATACA CTGGAAGACA 
ATAAXATGGC TITITAACTG CATTATCTIT AGTCGAAACT GATCGAGAAA CAAAAATACT GCTTATACCA TATTGGGTAC 
ATGC1GAATG TITTTAAAGA CTAGCCAAAA CTGACATTTT TTAAAATTAA ATAAGATGIT TTAGTTTCAA ATTAGAG 



SEP ID NO: 1575: (Length of Sequence = 296 Nucleotides) 

GGACTCAGCC TTCCGCGGCA TCTGCATGAT GATCGGTGTC AACCCGGGGG GCGTTTGTGCA GGTTGGGGCA GCT3GGCTCT 
NAGGGCAGGC GOGGGCNCTG GGCTOGQGCG GCCCCTCACC TGGGATCCGT CACGTITCAG GAClTiATlT TCTTCITCAA 
TX2TTCTAGCC TCCTGGCTGA GCCCGAAGAT NACCTTCGGG ACATGTTTTA TAAGGTGAGG CTCTGTCTGG GCCCTGATCT 
AGTTOOGGGA GCAGGCAGGA NCTGAGACCA TCT3GTAACA ATOGGGGCIN GGGATT 

SEP ID NO: 1576: (Length of Sequence = 289 Nucleotides) 

CITTATGAAG TAGTAATTCC TCAGAGGTGT GCTGGCIGAA AACATAATAG GTTCTOGAAG AGCCAGGXAA ATGCCTGGNT 
TTAGACATGC AGGGGTEAAT CAAAATAATT TAGGAGCGTT TTCAGCTGGT GAGCCTCATA TQGGATCTTC GAACCCGTGG 
CGAGAAGAAA ACCGGTCTTT AGO^AGCACC AGGCACAGTG CTQGGAAGGG AGAGGCTNGC CGGCCAGTGT GCAGCTCAGC 
TNTTTCGAGG ACGGAACCCG CAGCCINGCT GTOTCCCAGC AGACCCAGG 

SEP ID ND:1577: (Length of Sequence = 320 Nucleotides) 

CAGACICTAC TCAGA3TTCC CGCCTATGCC CCTAGGACAG AGCTGGAAGG GAAGGAGGCT GGGCCTATTT AGTCATAATG 
CCTCCCCACC AGGTCTAGCT TICATTCATC CATGAACCCT CACCCAAGGG CCAAGAACTG AGITCACTGC ACCCTGGACC 
CCICTTGAGG TAGGAGAACT AGACGTIGGG AGCAAGGTTC CTCTCCTAAT TTTNTTGCAT CCCCTCAGTG CCCAGCACAG 
CTCCGGATAC AGGGCAGGIT CACAGTCAGC GIGTTCACCT GGGNCTCTGT ATGCACCTAA GGAAAAGNCT CAATTTTCCT 

SEP ID NO: 1578: (Length of Sequence = 217 Nucleotides) 

AATCAGGAGA ACIGTTAGAG CCAXACCAGA GAAAATCACA AGAAAGGCAG GACTGCAAAG NTCTAGTGGA GGCICTGAGA 
" AAAGGTAAAC CCCITCITAA GCTCATCTGC CCCTTTAGTr ACCACTQGCT GTCTCACTCC TQGATTEATG TGACTCCCTT 
AGCTATACTT TCCCANCCCC CTGGGATGTT CCCCACTCAT CCTATTCACT CACAAAG 

SEP ID NO: 1579: (Length of Sequence = 375 Nucleotides) 
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TTGGTCCTCA AGTCCTATTT TAAAATTTTG TCAATTAGAG 
GTTCTCICTA CTTGCAGCAA ATAAAGTGCA GTCATTGAGA 
TTAATATCIG TTTCTCTGAC AACTGIGTTT TATAdTPGT 
GATITCTTCT GGCATTTCCT TATGGAACAT AAGCTTTIGA 
CAGTAATGAG AGTACAATGA AGACAGCATT TTOGACTITG 

SEP ID NO:1580: (Length of Sequence = 325 
TCTNCTGATG CACCCATGAG AGGGGAGACA GCACTGTOGT 
TAAACTAGGA GCCCCIGGCA GAGTCCTACC TCGAGAATCA 
ATATCTGACT TACTACTTTC CTAAGGCAGA GA 'l'l'l'l'l'I'A G 
GGGTAAGAAG CCCTTNAGAA TCTGGCAGTA TGTGGCTTOG 
TTAGC 



62 

GACTCTTGGT TCTCTTGGTT GACTCATTCT CTGCTGATTT 
A1CTNCCTGT GTCACIGTGA TGTATCAAGG GATCTTCATC 
ACTCTAGCTT TCATTGGAGA AGCCCTGGGC TCATAAGAGT 
AATATACTTG AGGTAAATAT TCATGGGAGA CATCCAAATG 
GAAACCTGAG TTCAA 

Nucleotides) 

CTCTCGCAGT TTTCCCTTAA CACTCCCTTA TCTGCAGACT 
CAAAAGTGTA GAAGGAAAGT GAGAGACATT GATTGACTTT 
AAAACTGCCT GGCCTGGCCC AGCCCAGGAT AGATAGGGAT 
ACTTCAGACT TGTCAGATTA GGQCJITITAT AGGGCJI'ITIT 



SEP ID NO: 1581: (Length of Sequence = 402 Nucleotides) 

GCAGATCAAG AAAAAGTTTC AGCCAATGAA CAAGATCGAG AGGAGCATAC TACATGATCT GGTGGAAGTG GCTGGCCTGA 
CATCCTICTC CTT3X3GGGAA GATGATGACT GTCGCTATCT CATGNTCITC AAAAAGGAGT TTGCACCCTC AGATGAAGAG 
CTAGACTCTT ACCGTCCTGG AGAGGAATCG GACCCCCAGA AGGCTGAGGA GAAGCGGAAG TTGAAAGGAG CIGGCCCAGA 
GGCAAGAGGA GGAGGCAGCC CAGCAGGGGC CTGTGGTGGT GAGCCCTGCC AGOGACTACA AGGACAAGIN CAGCCACCTC 
ATOGGCAAGG GAGCAGCCAA AGACGGAGNC CACATTCTAC AAGGCCAATA AAGACCTACG GCTTTITTCC CNTCGCCAAT 
AA 



SEP ID ND:1582: (Length of Sequence = 286 
TCTTAGTTGA TTAAAACAAA TAATTGAAAT AAAAAATTAT 
TGAGTTTATG AAATTCATGA ATGAGAGGAT GATGTAAGTT 
ATTCATAAAT AACACAGGTG GCCTGTATIT TGAAAAGAGC 
GTGTAAAATA TTATCTCCAC TTTATATTTC AAGGAAATGG 



Nucleotides) 

GTTTATNCTT ACATGTATGC CATGTAGCAC TTTAAGGAGA 
TAAAAATCAT TATTITAGTT GCITTATTCT NCTATTTTAA 

ccrrrccrcc atttganctt tataaacact gaggcagtag 

GGGCCA 



SEP ID NO:1583: (Length of Sequence = 323 
CIAATTTTTG TATTTTTAGT AGAGATGGGG TTTCACCATC 
GCCTGCCITG GCCTCCCAAA CTGCCAGGNT TATAGGCATG 
TACTGCTTTA ATTCATTTTC CCATTGAAAA TAAGCATGAA 
AAAGTQGCAG GGCTCIGAGT GTTTATCGGG AGACCTAACC 
GGG 



Nucleotides) 

TTGGCCAGAC TGGTCTCAAA CTCCIGACCT CAGGTGATCC 
AGCCACCACG CCTGGCCTTC CAGITGIGAC Ci'iUlTAGGA 
AATAACTGTG CAGTCATAAT TGTGGTATIT NCTGTOAAGG 
CAGTNTCAGA GGGGAAGTCA GAAGGCTTAC TNCCCAATGG 



SEP ID NP:1584: (Length of Sequence = 301 Nucleotides) 

AAATACTTGT AAATCACTTT ATCTTTCTGA GTAAGGAAGT AATGAAACAT AOGTACAAGT AATCAGTAAG ACTIGTTAGA 
CAGCTGrriGT TCAGGATGCC TTTAAAAGGG CTGGTAATCC AGTTACATTC TAACAGAGAA GTCCAAACTA CAGGTTAAAAA 
CTACGGCITG TACTGTGAAA AATCTSCAGC TITrCAGTTA TAAAACTAGT TGAACACTGG TTTACAAGGT AATCCGTAGG 
AACAGAGAGA CTCTAGGAAA ATATTCCAGC ACTTTGAGTT GTGTTITGGC AGCAGCATTT G 



SEP ID NO:l585: (Length of Sequence = 328 Nucleotides) 
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AAATACTGAT TTCAGACCTT CITGCTCTAG AACTCAAAAT ACTTTCCCCC TGACAAGAGG TAAGATAAGG TAGAAAAXAG 
AAACACTGGA AGAGAGATCT GGACTCCEAA AGCTCTGATC CCATAGTGTA CTGGGGQGGG GTGOCTGAGG AAGTCAGGAA 
TGCCGCAATC TTAAAGQGAA AGGGAAGA.TG GAGCAAACT5 AGTCCCAGGG CCAGCAGGGG GCCAGCCTIN TTTCACAGGG 
GCAGGGGAfiA AAAGGCCAGA CTTCCCATAC AGATCCTOVGA GGGGAGGGCT ACJTCJITGAAG GGTAATAAGT TGAAGGAGTC 
CAOGGGCT 



SEP ID NO: 1586: (Length of Sequence = 256 Nucleotides) 

GGACEATCTG TATGGCAGAC TCATCAACTT TGAGAAGAGG AGGAAGGACT TCGAGGTGAT CGCCCAGATC AAGCTGCTGC 
AGTCGGCCTG CAACAACIAC AGCATTGCGC CAGATCAGCA AXTTGGGGCC TGGITCOQGG COGTGGAGCX3 CTCAGOGAGA 
CTNAGAGCTA CAACCIGTCG TGCGAGCTGG AGCCCCCATC CGAGTCAGCC AGCAACACCC TCAGGACCAA GAAGAACACA 
GCCATINTCA AGCGCT 



SEQ IP NO: 1587: (Length of Sequence = 371 Nucleotides) 

GGATTCTACA GGCAXAGACT TACAOGAGTT TCTGATTAAC ACA.TTAAAGA ATAATTCCAG GGACAGGATG ATACTTITGA 
AAATGGAGCA GGAAATIATT GATTTCATPG CTGACAACAA TAATCATEAT AAAAAGTTCC CTCAGA3CTC ATCCTATCAG 
AGGA3GCTTG TCCATCGAGT GGCAGCITAT TTTGGATTGG TTCACAATCT GGATCAAACA GGNAAATCT3 TXATCATCAA 
CAAGNCCAGC AGCACCAGAA TOTTACCAGC CAGTCTICTC TNGTCAACAG GGOTTTCCAA GGGCTAATAG GAGTNCAGCA 
GCCCACCTCA GAGTCAGACG TGGTTAAATN ACCCCCAAGG GACTCCGGTTG C 

SEQ 3D NO: 1588: (Length of Sequence = 314 Nucleotides) 

CACACAGGAT TCCATAATAC TCCTGCTGTC TTCTGAATAT TK3TACTTCA CATGGGATTA CTGAACACTA CTACGAGATT 
CTGAATOITT CTNGCTCACA TAGGATTCCA AAATGCCCCT GCTGTGTTCT GTTTGTCCCT CACATAGGGT CACTGCTGCT 
GGGTTCTCAG TOTTCTCAC TCACATAGAA TTCCAGNACA CTGCGAAGAA TTTCTGAATG GTTTTCTSTA ACATACTATT 
CCAGCACACT CTCGCTGTTG TTTGAATGTT TCTCCCTCAC ATAGGATTCC AGAACACTTC TGCTGATGTC TTCA 



SEP ID NO: 1589: (Length of Sequence = 256 Nucleotides) 

GAOGAGGCAC CATGCGTGAN ATCGTGCACA TCCAGGNGGG CCANINCGGC AACCAGATCG GNGCCAAGTT TTGGGAGGTC 
ATCAGTGATG AGCATGGGAT TGACCCCACT GGCAGTTACC ATGGAGACAG TGATTTGCAG CTNGAGAGAN TCAATGTTTA 
CTACAATGAA GCCACTGGTA ACAAATATCT TCCTCGGGCC ATCCTCCTGG ATCTGGAGCC AGGCAOGATG GATTCNGTTA 
GGTCTNGACC ATTCGG 

SEP ID NO: 1590: (Length of Sequence = 313 Nucleotides) 

GGCAACAAGC CAAGTAGCAA AGATATAAGC AACAATCAAA TGGAGCCTGA AATATGATAA GAGCATACAT GCAOTTAAC 
AATAATTTrc AXACIGGAAT GATTAITTCA GAAGCAATAT TITI'NCTCAA AAGCATTCGT CTTCIGTACA GAAAAATAAA 
AAAGTCAGCT GCCACTCATA GTGAATTAAG AGCTCTGGGC TGAAAGGGTC TCTTTEATAG CCAGTITGAA ATTITTCATA 
TAATAAAAAC AGTATCTAAA TATTATATAT ATATACACAC ATACATATAT ATGCATATAT GTACATATTT CTG 

SEQ ID NO: 1591: (Length of Sequence = 296 Nucleotides) 

TTOJAGTCTC CGGCCTCACA ATTCAGCGAC TGCAGCTCGG * CCAAGGCCAG GGGAGACCTG GGTGCCTTCA GCAAAGCTCA 
GATGCAGAAG CCATTPGAAG ACTCCTGGTT TGCGCGGCGG ACGGGGGAGA TGAGCGGGAC ACTGTTCACG GATTCCGGCA 
TCCACGTCAT TGTCCGCACG GAGTAGGATT NGGGGCCCAG GCCTGGCCTC GQGGTTCCCC CGCIGCCTGC TCGCCAGTGG 
CNGAACCCCC CANTNCCTGC CACINTCACA CAGTATITAT TGTEACCAAA ATGGCT 
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SEP ID NO: 1592: (Length of Sequence = 299 Nucleotides) 

ggaattccca aattatgggt agtccaaaag ccaaaggcaa tctgaggaag gacactcccc agataagaac aaaaacagaa 
ATCIXjTATGT nctatgtgtt acacacagtt gcgaataatc agatctacac acatgatgca aaggcacgcc gctacacatt 

TAT3TGATAT TCAGACATAT GTTCAAATAG AGGAGGTGAA TATLTITITA TAAATACAAT TTAGCAAGTA CAAGAATGCT 
GATCAGCTGC AGCTCAAGAG GAAAGGGGGG AAAAAATCTT ATGGGAAATT ATTAATACT 

SBQ ID NO: 1593: (Length of Sequence = 378 Nucleotides) 

CCAGTTIGGT GATTCIOTTC ItHCTCTCCT GATCTATTGG CGTGAGAAGC TGAAAGIGAC CAGCCAACAG CCATAACTTT 
ATGTCTACTG AGACTCATAA TGGGTCTCCT GCTGGAAGAT CTCCCCTCTA AGANTCAGTA ATTCTAGACC TGCAAAGTTT 
GAAGTTGTAA GCATCGGAAA CACAAATTCC CCAAATAGCT CCAGATACTG ATAGAGAATA AGACACITAC TTGCCTAC7IT 
CCATTTCTCA GCCCAGATAT TCTACCTATA GTGGACATX3C CCATGCAATC GGCTATTGGG TITGAGGTAT ACATTGCACG 
GITCAAGGAC AGTCCCTCAT CCTTGCAGGG GTGCCCTTTN CCAGTCGGCA CCACAGCT 

SEP ID ND:1594: (Length of Sequence = 353 Nucleotides) 

ATTTTTNCGG GGGAGCTGTA TGTAGATGAG AGTCTATGAT ATAAAGCAGTT AAAAAAAATG CTGTTGTATA GGGATCCAAT 
ATTTTCGGTC TAAGGAAGAG GTl'lYAATTC ATAAAATAGA AAACAGGTTG GAGAAGTCTT TAGGAAAGGG ATACCTTITG 
GGTTGGCTTT TGAAGGAGAA GTTTATACCC AGGTTCAAGC TGAAGGGCTA ACTGAGTAAC TGAAAGGGCT GAGCTATTTG 
GA3TACCATG AGGAATTIGT GATGGCTGGG AATCTAGGGT GTGTGACCAG ATGTCGAATC ACAGAGGGAG CCCACAGAGG 
AGCTTCGGCA CATAANCTAA AGAGTTTAAT TIT 

SEP ID NO: 1595: (Length of Sequence = 343 Nucleotides) 

CAATATATTA AATCTATTTT GTAGCTGGAC TTCACITACA ATGTAACAGA ACATTGAATA TTAGATTCTG AGCATATTCA 
TGCAAAdTC CACTITGGTG AAAGTGATGA CAGIGGAGTT CIGGAAGACA AITTTCCTTG TAAACACCAA GTTTTGCACT 
TTQGACTATG CICTCAAGAT AGAAACTTAC GTGAGIGGAA AAAGAAAATG TATAAATGTG AACAAATATT CCTTACCACA 
CAGAATAACC CTGGCAACAA ACAATATCCC CAACTCCTGG GTNATTCAAT CCTCACCCTG GGCAGGAAGG GTGAAGGAGG 
CTGCACCK3G GNCACAGCCT TTT 

SEP ID NO:1596: (Length of Sequence = 373 Nucleotides) • 

TAGTCAGTTA TTGCTGCACT AGAGCTAAAT AAAAGAGATA AATATCTAAG GCACTTACTG GAATAAACAT CTTATTTCCG 
CTAAGAGGTT GGCTAGGGAA GCTCTGCITC AGAGIATGGG TTGAGTATAA GCCIUINCCA CATGTCTTTT GCTCTGGGAC 
CAGGAGTTGT GCAGCCCATC CTT1TCTCAA GACAAAAGCT GAGCCAAGCA AGGACATTTA AAGCTTCACT TCTGCTCACA 
TCATATCTAT TGGNCAAACA TTCCATTGGG CCAAAGCAAA TCACATGGGC CAAGTCAAGC ATCAGTAGGT CTGGGGGAAT 
ATTCTITCCT CTACTCITGG ACACATGGGA AAGGGTTATG CATACTAATT CTT 

SEP ID NO:l597: (Length of Sequence = 276 Nucleotides) 

GATTCTCCAT ACTTGATTAT TAGTITCTAA AGAAAGTATT CTTAATTCCA AGCCTAATAG CTCTTAT3TC ATTAGTTTCT 
AGIGCAGAGA AATGTTAdTG ATCAATTITT GTTGALTriT Tl'lTl'l GCTA GCCAATATGA AGGITGCCAG TCCCTGCCAA 
AATCAGCACT AAAACTATTT TNCATGAGTA ATAACAATAA TATTCTTTTT TAAATAGCAC CTTTAACCCA AAAATCTTAA 
GCCTATATAA ACATTCACTC AACANTACAC TCAAAA 

SEQ ID NO: 1598: (Length of Sequence = 355 Nucleotides) 
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TGTATTGCTA ACTGTCTWG TAACTAATTT ATGTATACNC 
TIGTAATTNC TCTAACTGCA TOGAIATCCC AGICEACCTG 
TACTATTGCC AACIGAAGCC TGAATCCTTC AITBOTTTS 
ATAATGCTCA GATTAGAAAT ACAAAGGCAG CTCTCAGATC 
ATCACAAGNG CTAGTEAACT GGTGAGTAGC AGCCC 



TAAATGGxIAT AGCAICTSAT TITAXTATAG TTCAITAACT 
GAAAATTAAG TCTA3TAACC AIAGITGCIG TGGGAGACAG 
TCCCCAGTTA CAGACTGGAG GTTTAGAGGA GTGGGGTTAG 
CTCCCATTTT ATTTGTTTGA AGGAACTGAG GTTGGTTAAAC 



SEP ID ND:1599: (Length of Sequence = 313 Nucleotides) 

GGAGCTGAAG GACACAGTGG ATGGGCAGAG GNTCCTGGAG AAGAAGGGCA GINCTGCNCT CAAGGACCTC AAGCGGCANT 
GCATTTQQAG CGGAAAOGGG CAGATAAGCT GCAGGAGCGA CINCAGGACA TCCTCACTAA CAGCAAGAGC CGCTCAGGCC 
1TOAGGAGCT GGTTCTCTCA GAGAIGAACT CACCAAGCCG GACCCAGACA GGGGACAGCA GTAGCATCTC CTCCITCAGC 
TACCGGGAGA TCTTTCGGGA AAAGGAGGAG CITOGGCITG TTCCAGCCAG CTCCTTATCC AGCAGNCCIN AAG 



SEP ID NO: 1600: (Length of Sequence = 277 Nucleotides) 

AGTTCACAGA ACTCCAATTC TTTATTAATC ACAGCTTGCT CACAATGACA TACAGGAAAA TAGCACTAAT GAAGAGXRAA 
TATGCAGGCA GCAACdTGA GGAGTTGGGA CITGGGGAGA AACGAdTCA AAACTGOGAT AGCTACTTAT GGTCGGTATC 
TGCTGATTCT TAGTTGGCAC AAATGCCCTG CCTAGCCCCC TEAACTGCGT CANTTTCACA GATGGACTGT TTTGTTGTTG 
GTGTTGTTAG TAGGCAGGAT TGCCTTACAC TGGGGGA 

SEP ID NO: 1601: (Length of Sequence = 228 Nucleotides) 

TIGAGACCAT CCAGGCTAAC ACGCTSAAAC CCCX3TCTCTA CTAAAAATCC AAAAAAAAAA AAAAAAAATT AGCCGGGOGT 
GCTQGCTTGC GCCTGAAGTC CCAGCCACTA AGGAGGCTGA GGCAGGAGAA TGGCAT3AAC CTGGGAGGCG GACTIGCAGT 
GAGCCGAGAT CX30GCCACTG CACTCCAGCC TCGGOGACAA AGCAAGACTC TGTCTCAAAA AAAAAAAA 

SEP ID NO: 1602: (Length of Sequence = 299 Nucleotides) 

GGAAGTCCIT TCTAATGAAG AGGGGAGATC TTATCGAITA TNCATCATCA GGGGTTTCCA CCAACGATCC TTCCCCCCTG 
GTICCTATCA CTGAAGAAGA TGAAAAATCA GATCAGTCAG GCACTAAGCT TCTCCCAGGC AAGAAATCTT CCGAAAGGTC 
AAGCCTCTTC CAGACAGATT TGAAGCTTAA GGGAACTGGG CTGOGCTATC AAAAACTCCC AACTGACGAG GATGAATCTG 
GCACAGAAGA ATCAGATAAC ACTCCACTGC TCAAAGGATG ACAAAGACAG NAAAGCCGA 

SEQ ID NO: 1603 : (Length of Sequence = 263 Nucleotides) 

AAGGCAAGAA ATTAGCCITG TTAAGAATTT TAAGTGTAAT GGGAAGCCAT TAGAGGGTTT TAAACAAGGA AAGATCTCAT 
GTGACITATA TTCTAATAGG ATTGCCTTGA TTCACCTATG GAGAATGGAT TONTGGGATC TCAGTACTGG GATACTGAGA 
TCCCAGGGGG AAAATATCAC TAAGGTTGGA ATTGCITTTC TGCACATTAA AAGCAATTCN LTITOOT GAAACCTCCA 
TGTGATGTTA ATTAGGGTAA ATG 



SEX) ID NO: 1604: (Length of Sequence = 260 
ATGAAGAOGT ACGACTTATT TTICTGTTCT GAACATAAGT 
ATACTCGAGC GGT3ACTCAC GCCTCTAATC CCAGCACTTC 
GAAACCAGTC TGGCAAACAT GGTGAAAACC CCCTCTCTAC 
TAATCCTAGG GTTCCTGTCA 



Nucleotides) 

NCTTTGTCAC A3AAAATCTG CIATGAATGT TGAGTTTEAA 
GGGAGGCCAA GGCGGGCGGT TCACCTGAGG TCAGGAGITC 
TAAAAATACA AAACTAGOGG GGTCTCGOGG CGTATGCIGG 



SEP ID NO: 1605: (Length of Sequence = 290 Nucleotides) 
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GACAGACATT CAAACCATGG CAGGTCGCAA GAAGTATCAA ACTACTAGAT CCTTGGGATT GINCITTGTA CTGGGCTGTA 
TTTCTNCCAA CAATCCTAAA AATCATATGA ATAGAGATAG CAATATATAT CINACCCATT TCGAAATGCA CAGAGATTCA 
GGAGTGTTCA CATAGAAACA GAAGATCATT GGCTITICTC CATTCCCAAC GCCAGNAATC TCITITCCIT GACTCVITIT 
GATCTGTGTT TCTGAATCTN TTGATATACT GCGCCTACT3 GGTOTGCAGG 

SEP ID NO: 1606 : (Length of Sequence = 290 Nucleotides) 

CTCACTTGGG TACTACACTG TGGAAGCTGA GTCCATATGG TATATTTNAT TCATTTITGT AAAGOGTTCT GTTITGTCTT 
TACIAATTGG GATGTCATAG TACTTGGCTG CXX3GCTTTST TICTITTIGG GGAAATTTTG AAAAGTGGAG TIGATATTAA 
AAATAAATCT GTATGTGTCT ACATATATAT ACACACACAT ACACATATAT TATGCATCTG GTGAAAAGAA TTGGCTAGAT 
AGGGGATiTT CCTGAACACT GCAAAAATAG' AACCTAGCAA AATGGCTTCA 

SEQ ID ND:1607: (Length of Sequence = 365 Nucleotides) 

GCTCCACTGA CCAGCK7ITC CCICTCTCTC CITCrCCITG AGCCTCCCTC TTCCCTGAGA CACAATAATA TTAAAATTIG 
GCCAATCAAT AACTCAACAA TGGTGTCTAA TAATTGTTCA GCTGOGAGGA AGAGGCATAC ATCTCTCACT TTAAATCAAA 
AGCTAGAAAT GATTAAGCTT AGTGAGGAAG GCATGTCAAA AGCCGAGACA GACCAAAAGC TAGGCCTTTT GTCCCAGITA 
GCTAAGATGT GACTATAAAG AAAAGCTGTC GAGGGAAATT TAGAATGGTA CTCCAGGGGA ACACACAATG ATAAGGAAGC 
AAACAGCCTT ACTACINGGA TATGGGGAAA AGTTTTCAGC 1TTGG 

SEQ ID NO: 1608 : (Length of Sequence = 294 Nucleotides) 

CTCAGGAAGC CTCTCnTCT TCACTTACCA TTACTAACTC TCCAAGCATA GAAATCCCTG GGAATTGOGA GAATAACTCC 
CACTATTTTA AAATTIATAT TCAGATTTCT TTCGTTTCAT AAGACACATC AAACAGGCCT ATACAAAAGG TTTAGGAAAA 
GAAAACAATG GTGACTCCCG GCCCTCITCG AATTCACTGG CACCTCATGC AACTTTAGGA AGGCACGCTG GATCGTCIAT 
CT3ATTCCAA AGCTGTCCTT TGCCATCTCA TCCCTTCGNC TGCCCCCCAA CCCT 

SEQ ID NO: 1609: (Length of Sequence = 393 Nucleotides) 

CAAAAGCTAA CTCITAATAA GAAGATGAGG AAATAAAATC AGTTCAAAAG GGAGGAATAT GCATTCCCAG AATTAAAGGA 
CCCOGGGTCC AGTTTGAGGA GGACTCITGG CCAGATACAA GCCCCTTGTA TAAINCTCAA GAGGGAGGAG ACCTTATITN 
CICCTTNGAG GTGTCTAGTA TGAAANCTGC TTATTTIGAA ATGTGATTCT AGCCATTATC AGGNGCAACT GCAGATAATT 
CCCATTTACA GAGGAATGCT GCTAACAGGT GTGGGNGGGA GCAGCGACAN OGNAAAATTC TGCTGTCATA GGTCACGTTT 
ATGTTGGTIT TCTTTGAAAA TCAAGGGGTA GAAAATTTCA TGCCTCTAGA GGAGAGAGAG GAAACACATG AGG 

SEQ ID NO: 1610: (Length of Sequence = 464 Nucleotides) 

TGTCTGTATT TATTAAATTG CCTTTACTAC TTTTAGATGG CCATACGTTT TCAAAAGCAA AGACCTAGTA AGCCATTIGT 
GTTCATTIGC TAAGCTATCT TAGGTACAGG TCCAGATTAT AAATGTTACC TGCTAATCAG AGAGCAAATT TTTAAATTAA 
TCACTTGTAA ATCCACATTA AAAGAAAAAG AAACTTAGAA AAACACATAA ATi'll'l'l'l'lG TGATCCCACT ATTCAGGAAA 
ATCCATTGAA AAAGCAGATG ACITATCOGT GTTAAATTIT TAAAGNCCCT ATTTAAACTG TCATCTAAAT TCTNATTTAT 
CTAATTmT AAAACACATA TAGNNTTTTA CTCTCCACTT CCATAANTGN CTCANTTCTG GTOANGGTCA TTACAACAGN 
CATTAOGNGG GCATATCGGN NTAAAANGGC CNTGOGCTCC TGNATCNGAG GNGGGGTTAA GGTC 

SEQ ID NO: 1611: (Length of Sequence = 465 Nucleotides) 

ATAATTTAAA GAAAAGAGAA TTCTACAATG TAAAACCCTT TAATATAAGC TGTTETAATA ATTGGAAAAC AGAATGANTA 

Nixjrrrmrr ttgtcatgcc caattatttc ancaagtttt tattaataac ttcctacatg gtaggcacag ctgtaggtgt 
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TGGAGA2AIA GAGGIAAACA AGTCTGACAT GATCXA3GCT ACCAOGGAGT TCTTATTITC AAACTGGAAG GTAGAAAAXA 
AAXAAAAATG ANCTAGAAGA GCAAAGTGCC TCTCAATCAG CATGCAGANG CA3GTTTTCA AAA3GTCTGT QIGTOGCSVIA 
AAIAGATCAG CAACACACCA GGCCATCCAA TTHJGCAGCA AATCACTTCT GCAGTCTAGC TGCTGTTTIT CCTACTCTGG 
AATCATACTC CCCCCTTCCG TCATCINTGC CAGTTTCNCT GNGCITCACC CTACCCTCCN TTTIN 



SEP ID NO: 1612: (Length of Sequence « 458 Nucleotides) 

ATCAAATTGA ACAAACCTAA AGAGAAA3CT TC7TTACCG1T CCACAGGAAC CAGLTIUITC CACTGGGCCA CTAGGTCCCT 
GGCAAAGOCT CCAACATGCT OCT^TTTTCG CAAGCTATIT ACTCTTITCC CAACCCCAGT CTCCTAAAAT TTGACAAAGT 
AATPGTTAGA GGGCTCTGGA ACTAGGCTAA OGITTITCTA AAGAAATAAG GCTTTCTACT TPGAGAAACT CAACAAGCAA 
TACTTOCTTC CTACAACAIA CCCTGCAAAT CTTAACACTA AATTACTTTG TGTCTATCNC CCAAATCTCT AATGACACAC 
AGTAGCAAAG NGTACCAAGT TCAGAACTTT AATAACAGNG GTNAXEAGGG CAGGTCTTAG GGCACTAGNT AAGNGCTTTG 
CATCAGTTCT GGATCAGNCT TTTAAATAAC CCCTTAAC2JG GGGNTNAGNC CClTl'lTl' 



SEP ID NO: 1613: (Length of Sequence = 322 Nucleotides) 

A3CTGGAGAT TTCTTCTGGG CTAGQGCACT CCAGAGGAGA GATATGTGGC AGGACAAGTC TCTACCCTAT ACAAGINCIT 
COGGCAAGCC CTCAGCACAT GACATAGGCC CAGAGAAGGA TGCAAAGAAT TCTOGTCATA AATIGTnTC AAATATCAAA 
TAAATCATAT GTGCACATGC ACAAACATCC CITCACAACT GAGTAAAACC AGACTCACCT TCAAATATAT CAACAGTTTT 
NTCAAGCGCC GTTAAAAATC AGGCATCGGA CCTCTGGNTO CGAGAGCTGG TTINATGGGG AAGTIAGATC AACCCGTCAT 
CT 



SEP ID NO:1614: (Length of Sequence = 280 
AGrlATCAAGG GATAAAATAT ATTTITAA3T TTGTATTTCA 
AAAATAAGTC ATGGAAGCCC TGAAAAATTA GTCAATTCAC 
GCACCATCCT AATTGCITTG AAGAAGACAA AGTTGAATTA 
GGATACAAGA CATAXAAAAG GCIATGGAAC TGCCCTTCCG 



Nucleotides) 

CTTGAAAA3T GTAAGGNCCA TITTATAATG TATTCCITGC 
TAATCAAAGA AACATATATT AAAGACCTAC TATGCATGAG 
GACAGGGNTC CCGTTTACAA GNTAriTACA ATGCAAAGGG 



SEP ID NO:1615: (Length of Sequence = 393 Nucleotides) 

GOGTGCTGGT GCCTGCCTGTT AAATCCCAGC TACTAOGGAG TCTGAGGCAG GAAAATCCCT TGAACCAGGG ACTOGGAGCT 
TGCACTGAGC CGAGAGCACG CCACTNCACT CCCGCCTPGC GACAGANTGA GACTCCGTCT CAAAACAAAA CAAAACAAAA 
CAAAAAACCA AAAACACTGG GAGTCCCACT TTGTAGGAAA TCATTAAGAT TTTAXTATTT GAGCTCCAGA ACGACTGAGG 
ATGACCTCAT AATTITGGTT TGGCTCAGGT TGTAATGTGT TTCTGTTTIG CTCGATGACT ACTAGAACAG TTCTCAAACT 
GTCTGCTGGG TAAGAATCAC CTGGGGACIT TGACCAAGTN ACATCTCTAC AACACCCGGC CCCTACAGGC TCP 

SEP ID N0:1616: (Length of Sequence = 353 Nucleotides) 

CCACCCCAGC CTCCTIGGAG CTATCCCTTT CTATCCCCCT CCATCCAGCC CCIGGCCACC ACCATTATAT CTATTCTGGA 
ATTCCCACAG GAAAAGCAGG CACTTTAXAA ATCAGOGAGG GATTCACGGC GAAATGAGAC TCTTCGTGAG TNATGGCGTN 
COGGGITGCT TGCCGCTGCT GGCCGCCGNC GGGAGAGCCC GGGGCAGAGC AGAGGTCCTC ATCAGCACTG TAGGCCOGGA 
AGATTGTNTG GTNCCGTTCC TGACCCGGNC TAAGCTCCCT GTCTTGCAGC TGGATAGCGG CANCTANCTO TTCTCCACTA 
GTGCAATCTG CCGATATTIT TITITIGTTA TCT 

SEP ID NO: 1617: (Length of Sequence = 227 Nucleotides) 
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TTTCTTCCAT GCAACANTCT GNAGACTTAA GTGGCTTTCT NCTGTACINC CATAGAACCC ACCCACTACA TACCTCCAGT 
QJQGCACTCA Tm ' A TGCTA TACATATGAC TGTCTGTTCA TCTCCTCCAC CAGACTGTGA GTCCCAT1GG AGTAGGAACT 
AAATTTTOTT CAACACTCTG TCTTCATCAC CTCGTGTACT ATCTTGTACA GACTAGATAA TGATTAA 

SEP ID NO: 1618: (Length of Sequence = 362 Nucleotides) 

GGAAGGTCTT TAATGCATGA NGTATACTTG 1NATCCT3GA GCTTGGAAAA GATTCACTAA AGAXAAAGTT TGGCAAAAAT 
GATTCTCTCC CTAGGATITG GGGATATCTA AATCAAAOCA AAGGCACATT CTGCAGCTCA CAGCAACCTT CATTTTITCT 
CCTAGA3TCA GTIATCTATC AAGAATCATT CATTCCCTCT CAGCXXTIGC AACIUITICC TATGACITIG GACTK3GCCA 
TCCAACTTGC TTTGGCCAAT ACAATGTGAG TTAATGTGCT TTAAGTCCAT CTAATTAGCT CAGTCCCTCC CTCCTTGAGC 
TTCAACTCTC CACCATGAGG ACAACAITGC CCTCCTTCCT GG 

SEP ID NO: 1619: (Length of Sequence = 344 Nucleotides) 

GCAACCTCAT CCCAGGTTCA AGINATTCTC CTGCCTCANC CTCCTGAGTA GCTGGGATTA CTGGCGCACC ACCACACCCG 
GCTAATTTTG TATTITTAGT AGAGACAGGG TTIOGCCATG TIGGCCAGGC TCGTCTTGAA CTCCTGACCT CAGGTCATCC 
ACCCACCTCA GCCTTCCAAA GTGCTGGGAT TCCAGGCATC AGCIACTGTN TCGGCCCAAA TCTITCTTAA (JITGTCTCIG 
GCCTTTQGCA GAAATAGCCA CAAAGNCAGG CTAGGAAOGT TTTACTCITC AACTGATGAT GGCATCCGAT AANdTITAG 
AGGGAGGTTT TTAAAATGCA ACCT 

SEP IP NO:1620: (length of Sequence = 379 Nucleotides) 

GCCAGCCGAA GCTCCTCAGG CTCCCACCCT CTACAAGCTC CTTCTGCTCC AGCCACACTC ACCAGGCCCG AGTTCCCACC 
TAGCACdTC CCTGGGAATN ATCTCCCCCT GGTTGGCTCT TICIACTTAT TCAGCCTCAA ATGTNATCTC CACTGANAGG 

ccrrrccrGA cctgctgagc ttgattccct cccctcccca giwacattac tcogictiat ggtacccatc cctgtotcct 

XAGCTTGTTT TTCTCTGIAT TGGCTCITCC ACTAGACTCT AAGCTGCATG AGGGCAGGGG ATCTCTCTTT AATNCCAGTT 
GCTCAGGATA GTGTATGGCT CX7IGATAGAT GCCTAGNACA TTTTAAAATG GGGACGGAT 

SEP ID NO: 1621: (Length of Sequence - 283 Nucleotides) 

GATTTGGGGG CTOGGGGAGG CAGAGAATCT CITGGGACTC TIGGGTGGCG CIGGTGCATT CICTTTCCTC TIT^TCTCAA 
AGGACAATCT GGATTINGGG ACCAAAGCTC AGGGACACAT CCCCTTAGAG GACCTGAGTT TNGGAGACTG CTGAGTGGAA 
GGGAGGAGCA GCAAGAAGCA GCCTGITTTC ACTCAGCITA ATICTCCTTC CCAGATAAGG CAAGCCAGTC ATGGAATCIT 
GCTGCAGGAC CTCCCTCTAC TACITCCTGT CCIAAAAATA GGG 

SEP ID NO: 1622: (Length of Sequence = 356 Nucleotides) 

TEAA UTITA A AGCAGATAAT ATTTCAAATA TITTCrTTGA AATAGACCAT TTCTCCTGCC TIGAAGTATG TTAGTACATT 
TTAAGAAAGT CAGTGGGTTA AGGACTCAGT GCTGTTAGTA TTCATGCTTA AAACACTTCC dTCTACCTA CCCTAATAAA 
TGAGGGGCTC AAGAGAAATA TTTCTAATTC TCTAGOGACA TGGCTAATTT TITTTTITAA TGIATTTITG TATTTITAGT 
ACAGATGGAG TTTCACCATG TTGGTCAGGC TGGTCTCAAA CTCCTCAGCT CAACTGATCT GCCTACCTCA GGCTCCTGAG 
TCACTGAGAC TGTAGTICTG TCCCACCATC CCAGGT 

SEP ID NO: 1623 : (Length of Sequence = 361 Nucleotides) 

TTTGAGACAG AGTCTCGCTC TTTCGCCCAG GCTGGACTGC ACTGGCACTA TCTCAGCTCA CTGCAAGCTC CACCTCCCGG 
GTTCAOGCCA TTCTCCTGCC TCAGCCTCCC GAGTAGCTGG GACTACAGGC GCCOGCCACC AOGCCTGGNT AATTmTGT 
ATTTITAGTA GAGACGGGGT TTT3ACCATCT TAGCCAGGAT GGTCTCX3ATC TCCTGACCTC GTTGATCCGC CTGCCTCGGN 
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CTCQCAAAGN GTTGGGAITA CAGGNGTCAG CANCCGTGCC CAGCCGTOAA GTCAAGAIAT TITAAAAANA TCTCTGCAAG 
TIGAGGAAGT NTTTCAGGAC TCITTCCIGC TTAGTCTCAC T 

SEP ID NO: 1624: (Length of Sequence - 350 Nucleotides) 

OTTCTGAGC TTTTTGACCT GOGGGATCOG AGCCAGATTG ACAACAATGA GCCCTACATG AAGATCCCTT GCAATOACTC 
TAAAATCACC AGTGCTGTTT GGGGACCCCT GGGGGACTGC ATCATOGCIG GCCATGAGAG TCGAGAGCTC AACCAGTATA 
GTGCCAAGTC TGGAGAGGTG TTGCTGAATO TIAAGGAGCA CTCCCGGCAG ATCAACGACA TCCAGXTATC CAGGGACATO 
ACCATGTTTN TGACCGCGTC CAAGGACAAC ACAGCCAAGC TTTTTCACTC CACAACTCIT GAACATCAGA AGACTTTCCG 
GACAGAADGT CCTGTCAACT CAGCTGCCCT 

SEP ID NO: 1625: (Length of Sequence = 333 Nucleotides) 

GTCTTCTCTG AGACAAAGAA ATTA1AAAGA TGGCAGAAAT TAITAGOGAC GTTCTACCTC TATAATTCAC GTTCCATGAA 
TCAGTACTTC ATTTCrmT TATGGATGAA TrAATArXCC ACIGTACAAA TATACCACAT CTPGrrTTTC CATTCCTCTA 
GCTTAAAAAA TTITTATnT TAITITUATT TTTTTGXAGA GAOGGGATCT CACICTGTTG CCCAGGCTSG TCTIGACCTC 
CTGGGCTCAA GTCATCCTCC CACCGTCGCA GTCCAAACTG GGEAAACTGT AOGCTGGTCT GAAAGACCTT GCTGAAGAGA 
GAAGAGGCAA GCT 

SEP ID NO: 1626: (Length of Sequence = 314 Nucleotides) 

GACTGTCOTT GGACACTGGT TTTTAAGCCC AAGAACTGAA TAXACAGTAG CAGTGCAGAC TGCCTCAAAA CAAGITGATG 
CTGATTATGT TCICTCTGAA TGGACTGAAA STAIAGAATT (HGCACCGCA GACTA3TCAA AAGTTCATCT AACACAATTG 
TIGGAGAAGG CTGAAGTGAT TNCAGGACGC AIGCITAAGT TTTCJXJTTTT TTATOGTAAT CAGCACAAAG NAXATTTIGA 
CTATGTTCGG TAAGNTTCAA AAAXA3AIAG TCATTTCTIT TACTAAATAT AGTTTCAAAT TCTAGGCTCA GGGT 

SEP ID N0:1627: (Length of Sequence = 375 Nucleotides) 

CCCTGGGCAC CTGGTACCTG GGGACCTACA AGGTGGTGAG GGAAGGGTAC GAGTACAXTC CmTTCCCTC TGACCTGGGC 
GCTAGAAGGG CAAAGAACCC GAGCCTGCCA GCTTGGCCTC CTCCCACAGC CTCCCTCGGA GGCATGCCAT GCCAAGCACT 
CTTTCTGTCT CTGTTCATCA ATAAAAGAGA TGGA3X3GGCT TAITCTTATA GAGAAGTGAA TTTCACTTAC TCCCCTGGCC 
OGAAAACTAG ACCAAATGAG GAACTGTTTT AGCTCATCAA ACTGTTAXAT TIATTTrCAA CAATGAAAAC AACACAACAA 
AGTGGAGTCA ATCCACTAAT TTTTTEAAAT CTAACACAAT TGTTTGCACA ACAAT 

SEP ID NO:1628: (Length of Sequence = 434 Nucleotides) 

TCCACAGGCA CACCTCCACT CTTXATATCA TTITCTCCAT CTTTCATITC CCATCTGTAC CTCCAAAATT TTGCTAIGAA 
TCTAATTCAT CXTIGCTCTC TCTCTCTCAT GGGTGCdTT GCTTCTGCCA GTCTTTCITC TCCTGCCCCA (XCAAACITC 
ATCAATTACT CTTITCrCCC AGGAGCTCTG ATITCTAGAC TGCTTTGAAA AIGCTGIA3T CATTTTGCTA ACITAGTAIT 
TGGGTAOCCT GCTCTTIGGC TGITCnTIT CTGGAGCCCT TCTCACTCAA GTCTCOCGGA 'AUIVITXIJIT TACCTAOCCC 
TCAGTTTTCC TTAAAACCTJG NACACAACTC TCGAGACTGT TAA133ATAAT GTTACTTGGT AATGIGTATT TATTGAGGAT 
TCTICTGCTA AGAATGNGTA GGTTAAAAXA GGGG 

SEP ID NQ:1629: (Length of Sequence = 341 "Nucleotides) 

CCTCAAAGCT GCAGGGAGGT GGGGGTGGCC GGCAGACAGG GTGGGGTCCG CATCCGCTAC CACTGACAGC AGCCTCTCCT 
CTCCCACQGT GGTCCTTGTT TGGGGCTCTG GCCAAAGTGT TTGCCOGGCC CCTGACTGIN TCCTTCOGGA GCIGCCGAGG 
ACIGCAGAGA GGGCCTGGCT TCTCCCCTCT AGGAGCAGCT GGQJNGCTGT CTTGCCTGCA TCCCCCTTCA ATCGITGAAA 
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ATAATGATTC CACTTGTCAT GAACACCATG AAGGTATCIT GGCAGCCAGA GTCACTCCTG TTCCCGAAGT GGGAAACCTN 
GGGAGGCTCC TCAAAACCCC T 

SEP ID NO: 1630: (Length of Sequence = 380 Nucleotides) 

CATAAAACCA TCCTACGATG TGCTGCIGCT GCTCCTGCTG CTAGTGCTCC TGCTGCAGGC OGGCCTCAAC AOQGGCACCG 
CCATCCACTG CGTGCGCTTC AAGGTCAGTG CAAGGCTGCA GGCTGCATCC TOGGACACCC AGAACGGCCC GCAGGAGCGC 
CTGGCTGGGG AGGTGGCCAG GAGCCCCCTG AAGGAGTTCG ACAAGGAGAA AGCCIGGAGA GCOGTOCTGG TGCAAATGGC 
CCAGTGACCC CCAGACGCGG AAACOGGGTO GCAGOGCCAG CCIGGGCCCA GGCATOGAAA CGGACAACCC CTAATCGCCT 
TAGCTACTGC TTCTAACAAC TCTTITCCCr TGTCTTAACG GAAACCAGGT TCAAGGGGGG 

SEQ IP NO: 1631: (Length of Sequence = 383 Nucleotides) 

AGAGGATTTA TTTGGACAGG GCTGTGCTSA GAGTCCCACC CTCACCCCAC AATGGGOGGG GGCACTGGCA TOGAACACCA 
AGCTGAGTGA GAAGGGCTCC TCCAGGCCTC GCAGGGAGCT TGCTGGCITC TCCTGGCTCA CAGCAGACIG GGCCCGACTC 
CCATCGGAGG AAGGCCAGCA TCCTAGGGCA GCCAGTGGAG GGCTGGCAGA GGGCICTGCC TNGAAGGTCA CIGTGCTATC 
TTCCAACCAC ACIGTGTCAG TCTCAGATAC CATATGTGGA ATCTGCATCA GGAAGGTCAA CTTGAGCTCA TTTTAAAAGG 
GATTCTTCCG GNAAAAGGAG CNCCGCATCG GGCGNCTTAA NCCGGCGTIT CX3GTTCATCC CGA 

5 BO ID NO: 1632: (Length of Sequence = 424 Nucleotides) 

GGGAAGTGAG CTCCTGAACC AACTCTGAAG GAGACACCCA CTTGCTAAGC CAGTCTCACT CTAGGACACC TGCCTAGCGA 
CCAGCAAACC TGGAATGAAA GGGCAAGTTC CTCAGTCCCC CCTCTGCATC AAAGGGAGTG GCTCIGCCCT CICIACTCTC 
TGACTACCTG CTTAGTGATT TTTGCTTCTG TGCTCCCAGA CCCAAGAAAA CCACGTCTCT TTTCITCCTT CATCGACTCA 
TCCCCTICIT ACCCTATATT GTCTCTTCCA CTTCCTSCCT CTGCTGGCCA GGCTTAAATC TGGGCCACXZA GCCTTCCTCG 
GACATACCTA TTTCCGCAAC TGAACCTTCC CAACCCCTAG GAAAACAAAG GTATTTTACA AGGCCTCTGG ACCTTCACCC 
AAAGAGGCAT GNACCATAAT TACT 

SEP ID NO: 1633 : (Length of Sequence = 417 Nucleotides) 

TITTTTCTAC AGCATCTTTT TATTGTCnT ACCATTACIT TAATGCATIT TAAAATTTAT CTACATTAAT TGGGAACTAT 
TTGCATTITT TTCATCCTCT CTCTCTITIN LTm^LTIT TTTIGGATTT CTCTTGGCCA GAGAGGTTCT CCAACACCCG 
GGT3GACTTG GAATTTTTTA TCAGCTGCAA TCTCAAGACT TGTCnTACT GIGGAATAGG TGACATTCCT TTAGGACCTC 
AGAAGCTCAA GnAGTTTAAT GCCAAGTCTT TCCAGAGCCT CACTCTCITr TATITI'ITAA ATTAGAATTG TCATTTATIG 
AAGJCTTACC ATGGGGTTCA TATAATTIOT NAATNGANCA GCTTTATTGA GGTATAATTC AATACCCCIT TAAAGNATCT 
AACCCGTCGG TTTAGAC 

SEQ ID NO:l634: (Length of Sequence = 423 Nucleotides) 

AA3ATCCCAA ATGIGCAATG CATCACCTGA GACAGAAGGC AGAAAGCATC AAGCTCTCTG TITATCCCAA 1TCAATGACA 

ACCAGAACTT ATTTrTTTTG AGAT3GGGTC tcgttcigtc gcccaggctg gagigcagtg gggcattcat ggctcatcgc 

AGCCTCCAAC TCTCAGTCTC AAGCAACCCT CCTA03TCAG TCTCCTGAGT AGCTGGAACT ACAGGCATGC ACCACCACAC 
TTGGCTCATT TTTAAAAAAT TTCTTGTAGA GACAGGATCT TGCTACATIG CCCAGGCTTG AGGTGCOGTG CTGCA1TCAC 
AGCTCACOGC AGCTCAAACT CTTIGGTCTC AAGCGATCCT CCTCNCTCAG CCTTCTGGGT GGCTGGGCCT CAGGCATACA 
CCACCATCTC TTGGTCAA3T TCT 

SEQ ID NO: 1635: (Length of Sequence = 384 Nucleotides) 
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caaaactcac tttgacccca ttaagaggca agcctggcac atctatccct gggcctttag aaagccatct gcctcaaatg 
gctatagggt tgtgggctgg agggaggaag ggctgggagg gactngggag gaaxigctag ctgtagictg acacaticta 
gtcittgcca ggaaatgagc ca6acaiqgt ggtctatccc tctagtocca gccacccaga aggctgaggc aggaggatcg 

CTTGAGACCA AGAGTTTCAG OCTGCGCTJA GCTOTTAATG ACCACGGCAC TCAAGCCTGG GCAAICTAGC AAGATCCICT 
1OTCTACAAG AAAIUTITI'A AAAATTGAGC CAAGTTIGGG TCGTTGCATGC CICTACTTCC ACTA 



SEP ID NO: 1636: (Length of Sequence = 362 
CAAAA3X3ACT GACTACAGCA ATCCCTTCOG TGTCCCCCAC 
ATAIAGXAAT CTAAGCAAGC CCACACAIAC ATA3TTTTGG 
CAACTTCCAG GGAACTGCAG AGTAACTGCT TAAXATTATC 
AATCAGAAAC TAAJTGCITC ATTGATTTCA ACAATCTAGT 
TTCI3VTTTAA ACTCAAGGTA CTATTTTCAT TTTTACCATA 



Nucleotides) 

ACATCATCAG CACCGCAAGA GACAAAAGAT TAACTA1GAA 
GGAITTCCCA CCATCCIGAA TAGTATCACT GCAGTIGACA 
CAOGAGAAAG CAAAACTAAA TAXEAGTCTG CACATTTCT3 
GOJAGNAAAC TATITCAGAT CTCEACAATG CCTAAATSCA 
CT 



SEP ID N0:1637: (Length of Sequence = 205 Nucleotides) 

GGCGCCCGAC GAGGCTCAGA CCTCTTNTAC GNCGACTACT ACGAGGACGG CGAGG7GGAG GAGGAGGCCG ACAGCTSCTT 
CGGQGACGAT GAGGATNACT CTGGCACGGA GGAGTCCINA CACCACCAGA ATAAACTIGC CGA GT1TA NC TCACTAGGGC 
CX3GACG0GTO GCTCCTTAGA CGACAGACTA CCTCACQGAG GTTTT 



SEP ID NO:1638: (Length of Sequence = 253 
CACTCAGGCT CACCGTCCTG CTCTCTGCAC CAGCCTTICC 
ATCACTTCAG TCCTGATTTT TAGACCTAAA TGGTTTCCIT 
TCnTAITGT AACGCCAAAC CAACAAATCA CAGGIGCTTG 
CAACATGRCT OGT 

SEP ID NO: 1639: (Length of Sequence = 360 
TCTGGCCAAG GACCCTATQG TCAATGTATG GTACTCTGTG 
CTGICTGGIG TGTGGAGGCT GACTGGGACA CCAAGCAIGT 
TGTCAAACAG GAAAGCAGCT GGCCCTTCTC AAGACCAATT 
CATCATCTTC TCCACGGACA AGCAGATOGG CTACCACTGC 
TGACAACAAA TGAGCCCCTA CATGAAGATC CCTIGCAATC 



Nucleotides) 

AGAGCA3NCC ACTNCICATG GCITCATCTC TTAACTCTTG 
AACGCCATTC TAACTGCCTG TGACTCAITT TCACTTACAG 
CTTCTGTCCA TAAATCTCCC CAGTCTAACT TTTTGTCATT 



Nucleotides) 

AATQGIGAGA GGCIGGGCAC CTACAT3GGC CATACCGGAG 
CCTCACTGGC TCAGCTGACA ACAGCTGTNG TCTCIGGGAC 
CX3GCTGTCCG GACCTGOGGT TTINACITIG GGGGCAACAT 
TTITGTCAGC 'ITlTiTlGAC CTGCGGGATC CGAGCCAGAT 



SEP ID NO: 1640: (Length of Sequence = 321 Nucleotides) 

GIGGGACGCC C3CIGCCTIG TCCIGAGAGC AATCTCTTCT CCATCGGGCA GCATNGGCCC TGGATOGGCC TGAGCATAGC 
AGACCAOGTC GTCACATGTG CATCTGrTGGA CA3CTGTGCA TCICTGGATA TGTAIGCTOC TGAGTGTEATC TGCATGTCCT 
NCCTGCACAC ACACTGCTCC CCTCCGATCC TCCCAGCCTG TGGTGGACTT CCTCITCTGA CCCCTTTCTT GCCNCQ33JC 
TOTTITATCA CTGAAAGGAC TEAACTAAGC AGATCTCCAG GTTCACCTIN TGGAACTCAG CTCAAGGTNA GCACAGCAGG 
T 



SEP ID NO: 1641: (Length of Sequence = 266 Nucleotides) 

GGIGGIGCCA CICTCCTGAT AGTTITrCCC ATCTTAGTAG COGMACCCAT AATTAATGCC TACTCACATC AAGITAGCAC 
CACTCAAATG TGGGCCATTC ACAGGCAGCC AGGGATCCTC TTGGNCCGTG AGGTIGGGGG CTTNCATCAG AATGCAAATC 



BNSDOCID: <WO 9316178A2J_> 



WO 93/16178 



PCI71US93/0I294 



372 

TRCCGAGGCG TGAAGCACAA TTTAKTTCAA CTGCCATKTK TTCCTTCACA GTAAGRCCTT CTGGRGGAAG GAAGCAGTGT 
GTTTGAGTTA TACCTTAGGC CAAGCT 

SEP ID NO:1642: (Length of Sequence = 295 Nucleotides) 

AAAAGCCCCA GCCTCAGGAC CCCGGTCACA GGCACCCGGG GCTGGGGCTG ACCAGCAGCA GTTCAGAGGC AGGT3TGGGC 
AATGTCGGCC TGAGTCTCCT NCCCACTCAC GTCACTNCCC GCX3GGGACAC AGCGGCATTT NTGGGGCACT NGGCATGCCG 
GGTTCCTAAC CTCAATTATT CATTCTGCTC TCAGGCACCT CCTGACGAGA CCCTGGCCCA GGAGAGCTCG GCTCGGGGAC 
AGAGGAATGA GACTCAGTGG GACGCAGAGN CCAACCCCAT CCCCACCCCT GGGCT 

SEQ ID NO-.1643: (Length of Sequence = 359 Nucleotides) 

ATCAXIGGTA GTTTAAACTT TTCATCTAAT ATTAGATTGC ATGCAGGATT TTATATCTAA TTACTCIGGC AGATGGCCIT 
TAGAAAGTTC AAAAATAAAA TGCAGCAATT CATATTGGCA GATTTACTAT TGAGACCAAT GCTTTCTTAA CTAAAAGGTT 
TTGTTTAAAA TCGTTAGTTT AGGAAATCTG ATAAAGATTT TTGAATATCA GAGOGTTTAA AAGAGATTCT TACTTTACAT 
CTGGCATATT TCTICTGTTA CATA1TATAA TTCCATTGGA ACATGGCTGT CIGTAAAACT ATGTATATGA TCCGGAAGAG 
ACTCAAATTA AATTAAGGTT TAACAGCCAT CAAGTTCAT 

SEQ ID NO: 1644: (Length of Sequence = 293 Nucleotides) 

TGAACCCGGG NGGCGGASTT GCACTCAGCC GAGATGGCAC CACIGCACTC CAGCCTGGGT GACAGAGCCA GACTCICTCT 
CAAGAAAAAA AAAAGAATTA AAAGATCTGA ACAAAAGCAA GAAACTGCTG TATGAACGAA ACGGAAATAT CAATGAAGAG 
AAATAAAAAT TATAAAATTC AGGAAATCAG ANGTACANEA NCAGNAAATT CACTGGAGAG ATTCAAAAGC ATATCTGAGC 
AGGTAAAAAA AGTACTGAAC ATGAGATAGG TCAAGGGAAA AGIACTGAGT CTG 

SEQ ID NO:1645: (Length of Sequence = 332 Nucleotides) 

AAAAGCIGGA TATTAGGAAA TGTGAATATT AATTCIGAAT TTGTTACTGA CTCAGGATGA CCITCCATGA TGCATCCAAC 
CITCTTTTCT CTATATCAGA AAACTAAAGA ATAAATGTAA CATCACATTC TITTCTCCTT TGGGACAAAC AACTATGTAC 
AATTGAATAA AAATGAAATT GCATAAGTNG TGGATAGAAT ATCHTGGGT TGGITTGAAC 1TAGCACACT GTTTAATAAT 
TCAACATTTT TTATACCTGT GCAATAAATT TTTAAATGAT GTCTGAAATG CTTTGAAATC TTCAGAAACA GGTTTATAAA 
TGGCATAAAA AA 

SEQ ID NO: 1646: (Length of Sequence = 210 Nucleotides) 

GAAAGTNCTC CCAATCACTC TCTGCACAAT GAACTGGOGG ATGACTCCCA GCITGAAAAG GCAAATCTCA TAGAGCTGGA 
AGAT3ACACT CACAGOGGAA AGCGGTGGAA TCCCACATAG CCTCACTGGC CTGCAAGATC CAATTAIAGC TOGGATGTCC 
ATTTGITCAG AAGACAAGAA AAGCCCTTCC GAATGCAGCT TTCTTAGCCA 



SEQ ID NO: 1647: (Length of Sequence = 246 Nucleotides) 

TCCACTCCAA GGGITTCTGA CCCAAGAGGT GGGGACCAAA ACCATCCATT CCTAAGAACT CCCCAGCTCA TGCTCCTGTT 
GCTGGACTGA GGACCACACT TTGAGAACCT GTGCTCTAAG TGAATACTTG GAAGTCGTTT CAGGACATGG GGCATAGAAA 
CTNAGGACTA GCTGAGAGGA AAATNAAGAG AAGCTGAGAA GAAGCTGAGG ATCCTCACAG GAGCAGACAG AGAAATCTGA 
AGGGTT 

SEP ID NO: 1648: (Length of Sequence = 338 Nucleotides) 
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T030CCAA GGGTITCTGA CCGAAGAGGT GGGGACCAAA ACCATCCATT CCTAAGAAGT CCCCAGGTCA TGCTGCTGTT 
GCTGGACTGA GGACCACACT TTCAGAACCT GTGCTCTAAG TGAATACTTG GAAGTCGTIT CAGGACATCG GGCAIAGAAA 
CTGAGGAGTA GCTGAGAGGA AAAXGAAGAG AAGCIGAGAA GAAGCTGAGG ATCCTCACAG GAGCAGACAG ASAAflTGTGA. 
AGGGTOGGGT TTTATGTNTG GGAAAGGGAC COGAAGOCCA GGCTGAAGAG TTITAACTTT GGGCCCAGAA ACTCAACCAT 
CAATGGAAAC AGGGCACT 

SEP ID ND:1649: (Length of Sequence = 275 Nucleotides) 

GCaCCTTNAG GATTCAGACC CGGAAGGCTT CAAAGGCTGT OGCAAGGAGG AAGAACTGGA AGAAGTTCGG GAACTCAGAG 
TTCGACCCCC CCGGACCCAA TSTGGCCACC ACCACTGTCA GTGACGATCT CTCTATGACG TTCATCACCA GCAAAGAGGA 
CCTGAACTGC CAGGAGGAGG AGGAOCCTAT GAACAAACTC AAGGGCCAGA AGATCX3T3TC CTCCXX3CATC TNCAAGGGCG 
ACCACTTGGA CCACCOGOTG CCCCTACAAG GATAC 

SEP ID NO:1650: (Length of Sequence = 270 Nucleotides) 

AAAAGCCAGA GGGATGAGAA TGAGAAAGTT AAAAGGGAGG TCAGGAAAGC CATCTTTTAG GAGAAATATA AATNGACAAT 
SdTTAAAAA AGGAGCTGCC ATCATAITAT ACCCTGACCC AGCTCGATAC GAACAAATTC AGCCTTCGCA ATGGAAGTCT 
TAOVTCTAIT TTAIATAGAT TCTATAAAAG AGAACTCGAA GCA3TITCAA GAGGGGEATC TATCTCTITC TCTIGTCTCIG 
GTAATTAATG AAAGAGAGGC TATTGAATTT 

SEP ID ND:1651: (Length of Sequence = 372 Nucleotides) 

TdTGcnrr taaitgtatt tcttaacact agaattttct atttcaagtt ttictacgtg gccttccgtc tccteactac 

AITTEAIEACT CGCICTAACT TCATTCCATT TTTCITGAAA TIX3AATTCTC ATCTGACCXA ATTTdTCCr TCAATOTTAC 
ATCTCACnT CTCAATOGAC GCAGTOACGC AASGAAGCAX CCAGCAAAGC TimTlOT GATTGTTTAG GACGTCACCC 
TGTnTTGIT GAAGTTCTCT CACAACTACT TCTCTTTCTG dTTCTCTCT TTCATATTGA CATrGTTTTT CTTTTCAAAT 
GGATTAACTT TAITGATCAT CCICTTCTNC TTCEAGCAAA AGAOGGGTGC TT 

SEQ ID NO:1652: (Length of Sequence = 314 Nucleotides) 

TTTCTGAGTA TGCTGCACIG GATTATEAGC ATCTEAAATA CTCAAAGGGA CTGGAATAAA CATCAGGAAG ATTTCATAAA 
GTGGTGTAAG TAGAAAAAAA AGGTTAAACA ATGAGCIGCA TGTTGATAAG TAXAAGACAC TGATCCAAGT GGTCGCTTCT 
GAACCATGAT ATTACTEAAN CEAGAGTGTT AAGCTCAGCT TAAGTCAAAA TAAAACAAAG CTICCAAACC CTCATITEAA 
ACACAGTAGA TAATAGATGA NTCTICTATC TTCGGAGATA GTACAAGCCA AANCTTACAG CTCTGTTAAA ACCT 

SEP ID NO:1653: (Length of Sequence = 323 Nucleotides) 

TAGATATGAT GGCTGGAGCT GCAAZAGCEA ACITCCAACT ATGAGGAACT ATAGGACTTT GGTCTXAACA TTCCTGAGCT 
CCTGAATCAA TACTTTAACT ACCTTCEATG AGACTTCTTG TCACATGAGA AAAATEAAGC CCCAAA3TAA ACCCCIGCCT 
TOCOCTAA CTCTCAATTG AGCATAATTC CEAAATGNTT TAATCAATTC TACTCTACTC TGGCATCAIT TTNAAGGCAT 
TAACCAEAAT TICCTTCCAA TCTAAAAAGG GAACEANTAC TEACTGGAGT ATCTACTAIA CATCAGATAC TOTCEATAIA 
GGC 

SEP ID NP:1654: (Length of Sequence = 352 Nucleotides) 

ATCITOGCCT GCAGGAACAT GGCAAGGGOG AGTGAAGCAG TGTGACGCAT TTTAGAAGAA TGGCATAAAG CCAAGGTAGA 
AGCAATGAOC CTGGACCTOG CTCTGCTCCX5 TAGCGTGCAG CATITTGCIG AAGCATTCAA GGCCAAGAAT GTGCCTCTTC 
ATGIGCITGT GTGCAAOGCA GCAACTTITG CTCTACCCTG G&GTCTCACC AAAGATOGCC TGGAGACCAC CTTTCAAGTC 
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AATCATCTGG GGCAL'iTCTA CCITCTCCAG CTCCTTCCAG GGATCITTTG GTGCCGCTCA GCTCCTGCCC CTCTCATTCT 
GGGTCTCCTC AGAGTCCCCA TCGATTTACA GG 

SEP ID NO: 1655: (Length of Sequence = 325 Nucleotides) 

AGGGTAAATT GTCAGACTGT TTCTATATAT TOTTTGTTTA TATGTTTTIG TIOTIGTTAT GTIGTTATNT TTATTTATAA 
AATCATAGAT CTGTCGGTAG GTTCTGAGAA ATGAATAGCT TCTATITCCT TTHTATGAA AGAAGAACAA AATGAAGTTC 
AACTGGAAAG TATCTCCAGA AAGTTTAACA TTTTCTTATX AACCAACTCA TTGATTGGCA TCTGAAACTT GAGATATTTT 
ATATAGCACT TTTIAAATGA GGATCTAGCT TCACTOTATC ATACAACCAC ATTTAAAATA GCCAGCTCCA TGGTCATTAT 
AGGGG 

SEO ID NO: 1656: {Length of Sequence = 285 Nucleotides) 

GAGGNTTAAT AGAATAGATC AAAGCAGAAT GGACTGTGTT CATCTCATAG GTTGACTTCT CCAGGAAACC GACCCCAAGT 
GGAAGGTITA CATGCAGGTG GTTTATTAGA GACTGATGTT GGGAAGAACA CCIGTAAGGN AAGAAGGGAG CCIGGGAAGA 
GCAGN3GNAG AAGGIGAACT CTCATTCACT TGCAACAGAG TCCTAGGCIG AGTCCATGGG ATNCTGIAGA GTTGGGGATG 
GACCTTCAGA GATATTCCAA ATAGAGAAAG AATTCCTGTT TACTC 

SEP ID MP: 1657: (Length of Sequence = 385 Nucleotides) 

GACTTGACTT TGCTTITTTC CCCCCAAGTA GAACTAATGC TAGCTTCCAG CTTCAAAGTA AAACTCCAGT GTGGAGTGAA 
TTTIGTGTCT AATTATAAAC CTCTAACCAA AACTCAGACA TCTGGTACTC GTCTTTGCAT TGAGATTGGT CCOTGIAAAA 
CCCCCTTTAA AAGCATATTG CATTTAGIAC AGAGCTCTXT TTTCAAAK^ AGGCTGGAGA TGVGCNTTTT TCACGGTCTr 
AACTGGTTGT ATCTTATTAG CAAGGAGATT GGGGGTTTTG AGTGITTCCG TGGCTGGC7IT TCAAATTTGC CAGGGGAACC 
AGIGGGCAGG CTGCTAGCAA GGCAGTGAGG AAGCICTTGG CAGCCAAATG GGGTGCATTT CAGGG 

SEO ID NO: 1658 : (Length of Sequence = 338 Nucleotides) 

GATCAGGACC TCITCITCCI CCCAACACTC CCCGAAGAGC CCGTTCTTAA ADGTITACCA GCACACTACT GGGCKHTTC 
TCIACCACIT GATTGAAATG ATCCTTATGG AAGCACAAAT GACTTCACIG TCACTAAATC CAAGGGACAA TTTTTAGTCT 
CTATTTTTCT TCAACTCTCC AGGATGTTCG AGAGCTGATC TTTCCCTCCC TdTGAGCCT CCTCTCCTGC CTGGCTTTTA 
GGGGTCTCTG CTGA LTl ' l ' l C TTCATTTCTA AACACATGTO CTCAGGGGGT CCTCAGCCCT GCAAGGCCNA TGCACTGGGT 
ACCCAGTCCT GTGGGCCT 

SEO ID NO: 1659: (Length of Sequence = 346 Nucleotides) 

AGTATCTCAA GTCAATCACT TTTTATA3GC AGATAATATG CGACTTATAA TGGAAGGTCA OGTTTCAATA GCAAACAAAA 
AAGCEATAAG TAACAAAGAA TAACAAAACT ATAAATCTAT AGGCTCTACA TAAAGAAAAC TATAATTCCA TAAAGGATCT 
AAAATAAAAC GNGTAAATGG AAAGACAAGA TCTCTTGTGA GATACGAAGA ATCCATGATT AAGTTAGAGG ATTCTTGGAT 
GACAGTAGAG TAGAAAGCAC CAAGAATCAG TCTCTATACC CAGAGAACAC TTACGCTGGT AGGAATCTAT CTCATACAAC 
TATTAIGGAG CTCTCAAAGT ATACT3 

SEP ID NO: 1660: (Length of Sequence = 240 Nucleotides) 

GATAGAATAG CGAGCCTTCC ACTTGAATGC ACTGCCATAT TGTCAAGCTG CATTCCITAA GCATCACTTC TTAGAGGCCT 
CAAGCTTCTC GGGAATCTTT GATGACITAA AGGGGAAATG AACAGGTIGC AATNATGCIT GTCAAGNTTC TTCITGTGAA 
CCTCTAITTG GACAATTCAC ACAAAAAAAG AAAGCAGCTC ATTTTCTAAT TCAGGATATT ATTTCTTTTT AAAACIGGTA 
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SEP ID NO:1661: (Length of Sequence » 294 Nucleotides) 

AGCACCTCCC CTGAGGGCCA GGCCITOGAG AACCX3GKPSA AGCAGCTCTC CCTACAGTGC TCAAAGGGAA GAGATGGAAT 
TATTGCIGAC AIAAAAATCG TGCAGA3TCG CTGAITCATC CTGGGCCCT3 GCQGAIATGC ATATCAACAT TTATACATCG 
AACIX7IGAGA ACATTKTCCC AAIAATCATT TAATATATCC CAAATCTTAC AOGKCEACTC TAAACTGCTC TAATCAAGTT 
TCAGTIGACCr TGAGGGCIAA AGATTNTTCT TCTGGTGTAA GAGCTdTTG GGCT 

SEP ID NO: 1662 : (Length of Sequence = 291 Nucleotides) 

GAOTTCATC AGGCAAA1NA AAGTAACCAC AGAAACAATT CAGTAATACT ACTAAGAGAG ATTAACTTCC 
GGAATAGCTA AGTGCATTGA TTITKCTSTA GITCTGAGTT TITTTCTYTC ATTGATATTT TACGTAITKC 

GTEAmTTWA catccatiga aigtgtaatc atcaagtcag gctattiqgg gcctccatca CXTTGACTGT 

TATCIT7IGGT AACA3TCCAA GCCCTCTCIT CEAGCTTTQG AATAIAIAGT G 

SEP ID ND:1663: (Length of Sequence = 345 Nucleotides) 
GGCAGTT3GGA CTCTCICTGG ATAGACIHAT TCTTCTTTAG AAACAACAGC AAAAAGAAGA AGGCAGGAAA GAAACTCCCC 
GGCTCGGAGG AATCTCTCTG TGATCCCCAT TCTTGATCGA GGGAGTCGAAA AGGGGCCTGG NCTTCGCCOG CTGCTCTCCT 
GACAGAAACA GTAAGTNACA CCAGGACAGA AGGCAGGAGC CCTGAGAACT O^CGGCGCTC TGCA1GGICT CCAGCCNNNC 
ACCCGTCTCC AGCCACCCCT GGAGCGGCCG TQGGGAGGOG GCAGAGGGGG dTTTOGGAG GGCCCACTAT TNCCACACGT 
ITITLTI ' I NG ACACCCAGAA AACTT 



CACIGGCC7IT 
TGGGGTAAAT 
TTATCATTTC 



SEP ID NO: 1664: (Length of Sequence = 334 Nucleotides) 

GTAAAIAAGA AACTGAAATA ATTCCEATAA 1CTAAGGTTS ATAGAAGATA ATCATCAGGG TCAGAATTAA GAGGTCTTGT 
GGTTTAGGAA GCAXAAAATT ATCTAACTTA TTGTITATTT CACTCAGAAA ATAAAAGTAT TAATCAAAGG AGTTAGAGAT 
GAACAGA3TG ATACAAACTG TTCTATGGXT TACAGCITAA AAAAXAAAGG TACATTTAAT GCTATGCATT TTGAGAATAA 
TCTdTITAT GCTOTTCCIT TTEACA3OTG TATCIOTTTG TATTEAAGGT CAAAATAGAT TGACA3TACT AATTACTTCA 
CTAITAATAA TTAA 

SEP ID N0:1665: (Length of Sequence = 310 Nucleotides) 

TCEAONCEA TGAAGCATCC CTTGCACATC AGATCAAAGA CATCTTAAAG CCAGAAAXAA TGGAGGAGAT TCTGATGGAA 
ACAOGCCAGA GGLTITIUGA ACAGGAGGGA TAAGGAGCTG CTCCAGAAGC AOSGGACENT GGACCTTGCA GGACTGAAGA 
OTCTRATGTG TGCTCCCCAT ATCTGGCTCA GCAAAGACTC GAGAGATCAT CCCTTTGTCT GCATTGAOGG CCCTGTTGACG 
GCCTCCAGCC CACAGGCCT3 CITTCTCCTG TCCTAACACC AAGCCTGGCT GGCAGATCAA CAGTGCTTCC 



SEP XD NO: 1666: (Length of Sequence = 352 Nucleotides) 

TrrrrnTTA catacaaagt irGGAnrrr aitgaaatct tgttaggtat caaacaaatt ctgctitcit cagataaaaa 

« TATTCTCTCA GATGTCTCCA GATAACTGCT AACTCTAAAT TGGTCCTTCA ATGTCTTATT TITATTGTCC TCGTCAAAIG 
TTCATATACA GTTAAGAICT TCCCAAAAGG ATTTTTATCG TCTAAAGGAG CCTACATGAC GAOCTCTACC ACTGCCTCCA 
CTAACAAACT TTCCTCTTGA GCCTCCACTG OOGCTAXITG CACTAGCCCA GGGAAGCTCC AAGTCCCCCA OGACCTCTAG 
AAGCADQGTT CCGAGGGACT TTCGCGGTAA CC 

SEP ID NO:1667: (Length of Sequence = 287 Nucleotides) 

GACAAINATG CCGCTGCCCA CAHTIGCTC CATTCTTTIT TTTATTATGC TTCTCTINCT TGGACTQGAT AGCCAGGGAT 
GTITCANCIT CTOGCTCGTC AAGTACGTAC CCCTGACCTA CAACAAAACA TACCIOTACC CCAACTGGGC CA3TGGGCTG 
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GGCTGGAGCC TGGCCCTITN CTCCATGCTC TTN3TTCCCT TGGTCATCGT CATCOGGCCT CTGCCAGACT GAGGGGGCOG 
TTCCTTTGTtj AGACTCAAGT ACCTGCTGAC CCCAAGGGAA CCCAAOC 



SEX) ID NO:1669 : (Length of Sequence = 300 Nucleotides) 

CCAGACAAAT ACCAAGTITA TTTCACAAAC ACTAGGAAGA TGGGTIGAGG GTCGAGGTGG GGGACACAGG TGCGCANTGC 
ACAGAGTCAG CAGCAGCAGC CTGNTCCCCG CACTGAGGAC TOGGCCTGGA CTGCAGTCCC TCCAAATCAA CACGCAGCAA 
GAGGGGAGTN CAGNGAGGGC (XTNAACACC AAGCCTCTGA AAGGCTAAGG GACACAGCTC CATCTGTCCC AGGAAAACCA 
GCAATAAATA AAAGTNNGGC ACGGCCCCAC CCACACATAT CATCTAGTCA CCCATCTTCA 



SEP ID NO:1669: (Length of Sequence = 334 
TTTTAATGAC AGATTTTCCT AAAAGAAACC ACTATAACAT 
TTAAAAGTCT ATTACTTTAA CAGCACATTG CCAAACACGG 
TAAAAGATGC AACGTTCAAG CCATTCAAAC GOGTAGGTTC 
GTGCATCATG GTAACTCAGA CTGTACITCA TCAAAGTTCA 
TTCTTTCCTT GCTT 



Nucleotides) 

CTGrrCCAAGT ACTCCAGAGA AAACAAAAAA TACATAAAGA 
ACAACTAGGA TAAATGCCAA GAAACCTTAA AAAATAACTT 
CACAAACAAC AGGNNAACAA GTCCAAGAGC AGTTCTACTT 
TTCAGCTGTT TCATAGGCGT CTGAGCAGAG TlTlXJl ' l ' l ' l ' l ' 



SEP ID NO: 1670: (Length of Sequence = 287 Nucleotides) 

GATAAAAGAG AAACAGOGAA GTTTCAAGAG AAAAACTTGA GCTCTTAATA ATTNTTGGGC AACITGACAG CAGAACAGGG 
TAAAANTGAG TTAGCTACAA AGGCTCATCA GAAAATGGCA ATAGATTCCA GAGAGATTTA ATAACTACTT ACAAACTCTG 
CTATAGGTGA CAAATCTGAC CATGATAAAA GCACCGTAAA TGATATAGGT AACACTGNGC ATATGAAAAC TCAGACTCTG 
CACTAGATAA AAAGGAANCC CAGCATACAG TGTTACCACA TCTAAAT 

SEP ID NO: 1671: (Length of Sequence = 187 Nucleotides) 

GATAAAAGAG AAACAGCGAA GTITCAAGAG AAAAACTTGA GCTCTTAATA ATTTTKGGGC AACTTGACAG CAGAACAGGG 
TAAAAWTRAG TTAGCTACAA AGGCTCATCA GAAAATSGCA ATAGATTCCA GAGAGATTTA ATAACTACTT ACAAACTCTG 
CTATAGGGTG GACAAATCTG GCCCATG 



SBQ ID NO: 1672 : (Length of Sequence = 329 Nucleotides) 

ACATCACAAC ATCCTTTATT ATGTGAATTT TTTACAATAC AAACAAAAAA TACAGAAATG CAATATATGA ATACAGCTAA 
ATGCAGAATG GTGACiTTIT TCTCTTCAAG AGGCCATGAT TCCCATTTCT ACTAAAATAA AGAGACTGCA TATAGGTAGA 
AACAGGITGG TCATTAGCTT CACAATTTTG CCTAGAAATG ATCTATAAAT GCATTTCCCC CCCTGCTACT TACCCTAAAG 
TGTAAAAAGG GAGTTAAAGG AAAGTTTCCT TGTTGGTTCC TACCATATGA AAGATGCTAT ATTCTATTTT AGCAGTGCCA 
ATATATGGG 



SEX) ID NO:1673 : (Length of Sequence = 386 Nucleotides) 

CTCCCTACTG TGATTCTCAT CAAGCTGGAA GCGTNCTGAG AAAGCACTTC AGTTTCTTCC CTCGGATATG AACCTGAGCT 
CTCTGATGAG GT3GTTTAGA AGTGGCCCTG GGAGAAGCCC AdTCITGGT CACAAGATAC TGCATTCTCC TGGCAGATGA 
ACCAGCTGCT TCCAGCATCC 7CTCTCTGGG TCCTCACGCC TAGCTGCTCT AOCTGCTGGC TGCACAGTGG CATCACATGG 
GGAAGTAGAA AAACCTCTGA TGCCTGTCCC CACCCGGCIT AATCACACTG AAGTCAGATT ATCTGGGNCT GGGACCCTAC 
CATCATTTTT TTTAAAGAAT TGCAGGGGCC AGGGOGTGGC GGGCTTCAGA GCITCTTAGC AATTTT 

SEQ ID NO: 1674 : (Length of Sequence = 377 Nucleotides) 
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CTGAAATTIG GCAAGAAGGG GCAAAAACGT GACTATTAAT GATT3ATAAG CACCAGTGAA GAAGTTCTAA CT3TTAGCAT 
GCTGCACAGA AACTGGTATA ACATCCCITC AGTAXACTAA CACTCAXATG CTCA bTmU TTITCTtTTG GCAGTIGACA 
AGAAGTTAAT TTGCITTACT AAAAATCCCT OOTCCAGCC TTTCTATAIA AATAGCTdT TCTTGCTGTT TTAATCTCGT 
GCACACTATA GCCTCACAAA OCTOTEAITC CACTGTAATC TGCACTGTCG TAACTAAAGT TACTGGCITC GGTCTTATIT 
GCACAGTTTT TGCGNCTTGT TTGCTKTIG CATCTGGATT AACTAGGAAT A3TTCTC 

SEP ID NO: 1675: (Length of" Sequence = 381 Nucleotides) 

CAGAAGTCAA TCAGCXAOGC ACCCAGTTCT CAAAGACCTC ACATCCTAGG GAAGGTGCGG AQGCAGAGTT G1GGTTCAGA 
AGCAGTTACA GCTCTCAAAG CAAGAACAGC AGCCAAAGCT TCCAOSCCCr GAOGCTGCCT CTGAATGGTA AACCAATOGC 

ATArasrmTC cacagctagg cmwrm' ttctgagttga. aggtaaaagg cattigaaaa taaaccaaag titcacagac 

TPu WTiSTO GAACAAACAT GGGCCATTTT CAGGGATATA AAAGTCGAIG TTCTATCTAG GCCCCCATAT GAGTATTTAT 
CTACTTTTEA TTTACTITAT TTTATCGAAT TTAITI^GNCA AGGGGCTTCA CTCTGrXTGGG A 

SEO ID N0:1675: (Length of Sequence = 404 Nucleotides) 

CTGTCTIGAT 1GOTGAG0C CATCACAGIT TAGCTCTCAC AGCTITAATT 0ACTAGOCCA TGAGAAGTCA GCITCAAAGA 
ACACCATTTC GACTCTCAAA GAACA3TATC AATGTACATG GAXAGCTTCC AACTTCATAA GGTGTTTCTC TCTACCTAGA 
GCAATTAACA TTAAXITGCA GAATAGTGTT TATTGAAAAC CTTICTGTAT CTOCAACAAA GTAATAGTGT ATTGATTTCA 
TTCCTACTAT CITCAACIGT ATCATEAAGA GGAAITIdT AGGNAACTCT ATATGCACTA AGCAAGTAAG ATCGCAGAAC 
ATCAAAGGGN GGAAGEAAAT CCCAAAACTG GN'ITITACCT TCCTCTKTCT TAGCTGAGGG AAAGGAAT1T ATGOTTTTAA 
AGCT 

SEO ID NO:1677: (Length of Sequence = 388 Nucleotides) 

ATGGACAACT ATGAGCCAGG AGTCTACACA GAGAAGGTTC TGGAAGCCAC TAAGCTGCTC TCCAACACAG TCATGCCACG 
TTTTACTGAG CAAGTAGAAG CAGCOCTGGA AGCCCTCAGC TOGGACCCTC CCCAGCCCAT GGATGAGAAT GAGTTTATCG 
ATGCITCCCG CCTGGTATAT GATGGCATCC GGGACATCAG GAAAGCAGIG CTCATGATAA GGACCCCTGA GGAGTTNGAT 
GACTCIGACT TTGAGACAGA AGATITIGAT CTCAGAAGCA GGAOGAGCGT CCAGACAGAA GACGATCAAC TGAXAGCIGG 
CCCAGACTTG CCCCGGGCGA TCATGGCTCA AGCTTCCCCA GGGAGCAAAA AAGCQGGAAG ATTTTCGG 



SEP ID NO:1678: (Length of Sequence = 428 Nucleotides) 

TAACICTGCA AAXAATCCAT GAATATATTC TTTITA3ACA GCATTACAGA TAAGGCTTGC AGCTCTATAG ATCACCCTCA 
TCCACTCC1T CACICCAXIG CEACACITAA AAGCCTCACA TGCTCTCCTS TCCTCTCCAA AGGCAGCIGC TAGCATCAGC 
GCCCACAGTA GCCTTCTTTT GTTTCCTGTT TATAAACCAT ACATTITCTA TGGCTACACA TACGTCTATT GITTGATGCT 
TTCEAATAAA ATICTATCAT AGTGGXACAC ATCTTTCACA CTCTCCINAT TACAGTCAAC ATTTGOKSGA ATAGAGAATG 
CAGCAGATCA AGGANCTTTT CTCAGTCITT TCIAACATGN CCCCAAATAC AGCCTCACTA TGGGGTCCAT TTAGGNGGCT 
CATIGGTTCT CACTCTCACA ACGGTGGC 

SEO ID NO:1679: (Length of Sequence = 256 Nucleotides) 

GGICTCCACA GCCTGCIGCC TGGCCTGGAG CAAATACCTT TGTITAAGTGC TCAGAGGGEA TGGCCCCTCA AATCCACCCT 
GCAGCTCCCT GGCTGCAAAT ACACTCACTC CATCTITTCA ACTCGCTCCC TQGACCCCTG GTTAACACTT CACTGTAACT 
CCTCAGITGT AGAAAGCATT TTCATTTCAA TACAAAAGGC AACENGNCAC CANATCGGCA TCCITGAGCC ATGGTAAACA 
CTGAATTTNA GGCTCA 
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CTTAAAGGCT GCAGCATAGA ATTGAGCTCT ATAACAGTGT TAGAACPGTC AAGTCATAAT CACAGAACAG TTTCTATCGG 
TTTEATAATT CTCATGTCTT GATGAGATCT GAAGGGAATA GGCATACCCT CC 

SEP ID NO: 1692: (Length of Sequence = 360 Nucleotides) 

TTTTITIGGC AAAAATAGTA TATATTTATT ATCTACAACA TGTATTOGA GATATGTATA CATTCTGGAA TGTCTAAATT 
GAGCTAACAA ATACATTATC TCACATACCA MTl'mU TGGTGACAAC ATTCAACAAT ATAGACCATT TCACAAATTT 
GCATGTTATC TITGTCCAGG GGCTATGCCA ATCTTCTCTG TATITI'INCA ATCTTGCTCT ATGTGCTGCT GAAGCACACA 
CCCTAATTCC TTTCATTTAA GGNTCTAGTT AACCTTTCTC TTAACTATAA CCATGTATIT TGTTAAGCAA TATCTTTTTA 
TTACAAAAAT GCCATTTTTT TCTGGNTAGG AAAATIGATT 

SEP ID NO: 1693: (Length of Sequence = 378 Nucleotides) 

GACAAAAAGA GGGGTCPGGC TGCCGATGTG GAAATTTGTT TICTGGACTT CACCGTTACT CTGACAAGCA CAACTGTCOG 
TATGATTACA AAGCAGAAGC TGCAGCAAAA ATCAGAAAAG AGAATCCAGT TGTTCTGGCT GAAAAAATTC AGAGAATATA 
AATTACTTCT TCTGAAGAGA CTGAAACITT GTlTiTATTT TAATATATCG TAGGAAAACA TTAAAGAGCA GATGCAT3GC 
CATTTTNCTT TGATGTTCTC CAGA GTIUTA CATTACACTT GTCTGTCTTA TAATTGATAT TTTAGGGATG TITCGGTCTT 
TGTTACAGGC AGAATK3GAT AGATACAGCC CTACAAATGT ATATGCCCTC CCCTGAAA 

SEQ TP NO: 1694: (Length of Sequence = 362 Nucleotides) 

AATGCACTTT ATIGGCTCCC AGGGAGTGGG ATGCAGGATC AGAGTGGACA CGCGCAGGGG GCTGCTGPGG GGAGCAAAGC 
NCCGGGCCTG CCCCGGACCC TGGTTTCCCT GAGGACCAAC CTGAATGGGG GCCCCACTGG AAAGATGCTT GGGGCTGCAG 
AGOGGATGGA ATGCAGGCCC AGGTTGCD3G CTGGTGCCCT CAGCTCCTGG CAGGC7ITGAC GGGTGGIGGC GGCTGGGCTC 
TGCCAGCCGA TGGTCCNCTG GCACCIGATC CX7TCITCCA GCTTCACTTC CGGGCCTGCT OCJTAGTT3TC ACTGAACCAA 
GCACAGGTCT CCITGACCGN CTCCTTTNAA GGGTCTGAAN OG 

SEQ ID NO: 1695: (Length of Sequence = 411 Nucleotides) 

TTAAXACAAG GGGTTTGAAC TGGACATCCT AATGATGCAA TIACCTCATC ACCCAGCTGA TTCOGGCTGG TTGGCAAACT 
CATOCTGTCT GTCCTGAGAG GCTCCACAAT GCCCACCCGC ATOGCCATTC TGTAGTCITC AGGGTCAGCT GTTGATAAAG 
GGGCAGGCTT GGGTTATTGG CCTAGATTTT GCTGCAGATT AAATCCITIG AGGATTCTCT TCTCTTTTAC CATTTTNCTG 
CGTGCTCTCA CTCTCTCITT CTCTCTCTAG CTTTTTAATT CATGAATATT TTCGTGTCTG TCTCTCTCTC TCTCTGTGTT 
TCCTCCAGCC CriXTTCTCGG AGACGGTCTT TTCCTCCdT GCCCATTATC TTTTCAACTC CCAGGGCTAC CCATTTCAAT 
GGTGGGTCGT T 

SEQ ID NO:1696: (Length of Sequence = 280 Nucleotides) 

citixjTgatc rrnTACGcr ttacaaaaag cagatttggt attcagaaaa GCCTGCAAAT ACAACATTCC TTAAGAGAAC 

CTGTAAACAC GTTTGGAATA CAATGCAACA CAACTCAGCA AGGACAGGGG TAGCTCCAAA GGAGCCAGCT AGGGGGAAAG 
GTGACAGAAA AGGAGAGGGA AGGATGGNGA CAGACATCAC CIX3ITCGTCTC TAAGGGGGCC NTGTGTITAA TTTATAAGGT 
TINCTNCCCA CAGGAGTTCT NNTCTGATCT ATCOGTTCAT 

SEQ ID NO: 16 97: (Length of Sequence = 418 Nucleotides) 

ATTTCTTCAT TTACAAGAGG AATATATTTG GCTTCTCTCT TAAGACTCTG AGATTCACAA TCAGCAGCTC TAAAAAATAA 
AGGAGCAGTTT TGGCTTCCGG AAGGAAGAGG AGGCAACACT CGGACCTGGT TCTTGTACAA CAAGAAAACA TCGCIGGGGC 
CCCGCTGAGG CTGGAGTGGG GCTGGAGGCT GCTCITTGGA GGATGCCACC CCCACCCCAT CCTCITGTCA GGCCCTCGGG 
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TGAGAGAATA AATOGGTEAAT GGGAGGAGAA CTATTTTAAC AAQQGTCCTG GCJITlCPCiT TGCAAACACA GTAGGCTTAA 
ALTl'lUOCIG CITTITAAAA TGGCAITIT 

SEP ID NO: 1686: (Length of Sequence = 445 Nucleotides) 

TCTCTTCMA AIAIAACAAC ACTAAXACAC TAATAGTAAG ATIAAGTTAG GCAGTCITCT ACCAAATOTC TAATGGAGAT 
TGCCTCAAAA TTGrTGTCCAC ATAATCCACG CTCATCTTGC AAAGCGCTAT TTCAGGCACT TTTT1TTGAG AAAGAGTTCTC 
ATTCTGTOGC CCAGGCTGGA GTGCAGIGGC GCAATCTTCG CTCACAGTTAA CCTCTGCCTC CCGGGTTCAA GOGATTCCCC 
OGCCTCAGCC TCCCX3ACEAG CTGGGACCAC AGGCAOC23AC CACCAOGNCC GGCTCACdT TGI3UT1T1A AGTAGAGA2G 
GGGGCCTCAC CAIATTGGGT CAGGCTGGGT CTTCAATCTN CCTGGACCTC ATGNTCCACC CGCCITGGGC CTNCCAAAAG 
TGCITGGGGA TTANAGGGAA TNGGGCCACC GC3GGCTTQGG CCAAT 

SEP ID NO: 1687: (Length of Sequence = 170 Nucleotides) 

AAAAACCAAA TAAAGCAATA ACTTTAAAGA CCTCAGACAC ACACAGTATA AACACCTGGG TAAGGTTTTN TCOGTGTCCA 
TGTIGACACC QGAACTACOG TTAAAGTGCA AGXITTGTTr TCTCTTCCTT 1CTGCAGTTT CACTCACATG TAAACAAGTC 
ACTTCGCTAT 

SEP ID NO: 1688: (Length of Sequence = 386 Nucleotides) 

AATOTGATIT GATCTTAACA CTAGAGAATC ATGACTCTAG AACATTTGAG CAAGTAAAAT AGTAAAGCAC ATACTGAGTG 
TATCTCCATC TAACTGGTAC ATTCATAA3T TAGTTTGGGC ACATAAAAGG AATATITATA TGGCITCCCA AATGCAGAGT 
TACATCTTAT TCGTGTATIT CTCTGAGTAT TTATATCCCG TCTCCTITTT TCATTCITAA AAATAAATCA ATTTTCACTG 
TIGGCACATA TGAGGCTTAA ATATAAGGAG CAIAACACIT GCATTCTAAT TTTTGCATAT ATTGTAAATG TGTCTGGTAT 
TTACAGCAAA ATACTGTGTA TCCITTAIGG GTAAACAAAG TGACA3TGCA TGCATGTAAT GTIGATG 

SEQ ID NO: 1689: (Length of Sequence = 400 Nucleotides) 

CTTCTGTCGG ATGAGCGTAT TCCTAGATTA GGAATTCAAA TIAATGAAAA TTCACATATG AAAGGAAAAT CCATIGCTAT 
TTCTGGAGAG GACCTCAGTC CTGGGCTTIT CCCTGGCATT GCTACCTGGG TGGGTGCTCA CCACTCAGGT GCIGGTGTIG 
GAAGGCAGGA GGAGGAAC7T GAAATCCIGC CGATTAAGGC TAATTAACAG GGTTTAGGTG CCTAATTATC ATCACTCAGC 
CCGGGACTTA TGGTTAGCCG TGCAGGCCAG GTGAGTCTCT TATGGACTTC CTCTCAGACT GCTCTTTCTC ATITIGTCCT 
GATGAGATAT TGACACTCAT CTCCACCCGC TTCCTCATCC ATTTCCCGTC TTIGGGCCCT GGGAAGTACG GGGGCCTCTG 

SEQ ID NO:1690: (Length of Sequence = 337 Nucleotides) 

ACTNATAXAC CTTTAAAAGT AACEAATGCA ACTGCCAAAN AGGGACACTG TCAATATCAT TGTOTTCATT AGAAGGACGG 
CTGCCCCACA CTCTNAGAAC ACTGCTGTTC CTAACACTAG TTEACTTINA GAGGGATGTN AGAATTAGTT TOACCTTAAT 
TCCAGA3CTG CATGCCICAA AAGAAAAATC CCAITCTCCT TCCTITTGGG GAGCACITTT GGTGGCACCA AGGCIGGTCT 
GGGCTAGTGG AGAGAGCACT GAGCTTAGAG TCACAACCAG A3GAAACTGC TCIGCTCTTC ACTAGCTGTG TGACTTGGGC 
AAGCAGCTIG CAGTCTC 

SEQ ID NO: 1691: (Length of Sequence = 372 Nucleotides) 

TCATTCTCCC AAAGTGCTGG GATTATAGGC CTGAGCACGT GCGCCCAGCC TIACITATIT TTAAATCAGA TTTTITAATC 
AACTAAAACA GCTATGAGTT AAGXACCIGC CCTCCAAAAA TTTTTAGAAA AAGITTTAGG ATEAIGAAAT TAAGAATTAT 
TTTCCITAAC TGGAACAGTT CTAAAAriTA TCTGATACTT CTCTAACAAG TGAGTGATCT CATCTAACCC CAGTTTGTAT 
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CTTAAAGGCT GCAGCATAGA A1TCAGCTGT ATAACAGTGT TAGAACTCTC AAGTGATAAT CACAGAACAG TITCTATCGG 
TTTTATAATT CTCATGTCTT GATCAGATCT GAAGGGAATA GGCATACCCT CC 

SEP ID NO: 1692: (Length of Sequence = 360 Nucleotides) 

TnrnrGGc aaaaatagta tatatttatt atgtacaaca tgttattttga gatatgtata cattgtggaa tgtctaaatt 

GAGCTAACAA ATACATTATC TCACATACCA TCTTITriTG TCGTGACAAC ATTCAACAAT ATAGACCATT TCACAAATTT 
GCATGTTATC TTTGTGCAGG GGCTATGCCA ATCTTCTCIG TATmTNCA ATCTTGGTCT ATCK3CTGCT GAAGCACACA 
CCCTAATTCC TTTCATTTAA GGNTCTAGTT AACCTTTCTC TTAAGTATAA CCATGTTATTT TGTTTAAGCAA TATCTTTTTA 
TTACAAAAAT GCCATTTTTT TCTGGNTRGG AAAATCGAIT 

SEQ ID NO:1693: (Length of Sequence = 378 Nucleotides) 

GACAAAAAGA GGGGTCTGGC TGCOGATGIG GAAATTICTT TTGTGGACIT CACCGTTACT CTGACAAGCA CAACTGTCCG 
TATGATTACA AAGCAGAAGC TGCAGCAAAA ATCAGAAAAG AGAATCCAGT TGTToTGGCT GAAAAAA1TC AGAGAATATA 
AATTACTTCT TCTGAAGAGA CTGAAACTTT CTnTIATTT TAATATATCG TAGGAAAACA TTAAAGAGCA GATGCATGGC 
CATITINCTT TGATOTTCTC CAGAGTTTTA CATTACACIT GTCTGTCTTA TAATTGATAT TTTAGGGATC TTIGGGTCTT 
TCTTACAGGC AGAATTGGAT AGATACAGCC CTACAAATGT ATATGCCCTC CCCTGAAA 

SEQ ID NO:l694: (Length of Sequence = 362 Nucleotides) 

AATGCACTTT ATTGGCTCCC AGGGACTGGG ATGCAGGATC AGAGTGGACA CGCGCAGGGG GCTQGTGTGG GGAGCAAAGC 
NCCGGGCCTG CCCCGGACCC 1GGTTTCCCT GAGGACCAAC CTGAATGGGG GCCCCACTGG AAAGATGCTT GGGGCTGCAG 
AGOGGATGGA ATGCAGGCCC AGGTTGCK3G GTGGTGCCCT CAGCTCCTGG CAGGGTIGAC GGGTGCTGGC CGCTGGGCTC 
TCCCAGCCGA TQGTCCNCTG GCACCTGATC CTGTC7ITCCA GCITCACTTC CGGGCCTGCT CCTAGTT3TC ACTGAACCAA 
GCACAGCTCT CCTTGACOGN CTGCTTTNAA GGGTGTGAAN CG 

SEQ ID NO: 1695: (Length of Sequence = 411 Nucleotides) 

TTAATACAAG GGGTTIGAAC TGGACATCCT AATGATGCAA TTACCTCATC ACCCAGCTGA TTCOGGGTGG TTGGCAAACT 
CATCCTGTCT GTCCTGAGAG GCTCCACAAT GCCCACTCGC ATCGCCATTC TGTAGTCITC AGGGTCAGCT GTTGATAAAG 
GGGCAGGdT GUbTl'ATTGG CCTAGATTTT GCTGCAGATT AAATCCITTG AGGATTCTCT TCT L ' l ' l ' lT AC CA' l ' l ' i ' l ' N CTG 
OGIGCTCTCA CTCrcrCTTT CTCTCTCTAG CITITTAATT CATGAATATT TTCGTGTCTG TCTCTCTCrC TCTCTGTX7IT 
TCCTCCAGCC CTTCTCTCGG AGACGGTGTT TTCCTCCCTT GCCCAITATC mTCAACTC CCAGGGCTAC CCATTTCAAT 
GCTGGGTCGT T 

SEQ ID NO:1696: (Length of Sequence = 280 Nucleotides) 

CTITCTGATG TTTITACGCT TTACAAAAAG CAGATTTGGT ATTCAGAAAA GCCTGCAAAT ACAACATTCC TTAAGAGAAC 
CTGTAAACAC GTTTGGAATA CAATGCAACA CAAGTCAGCA AGGACAGGGG TAGGTCCAAA GGAGCCAGCT AGGGGGAAAG 
GTGACAGAAA AGGAGAGGGA AGGATGGNGA CAGACATCAC CTGTX3GTCTC TAAGGGGGCC NTCTGTITAA TTTATAAGGT 
TINCTNCCCA CAGGAGTTCT NNTGTGATCT ATCOGTTCAT 

SEQ ID NO: 1697: (Length of Sequence = 418 Nucleotides) 

ATTTCTTCAT TTACAAGAGG AATATATTTC GCITCTCTCT TAAGACTCTG AGATTCACAA TCAGCAGCTC TAAAAAATAA 
AGGAGCAGTT TGGCTTCCGG AAGGAAGAGG AGGCAACACT OGGACCIK3GT TCTTGTACAA CAAGAAAACA TCGCTGGGGC 
CCOGCTGAGG CTGGAGTGGG GGTGGAGGCT GGTCTITGGA GGATGCCACC CCCACCCCAT CCTCTTCTCA GGCCCTCGGG 
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GTACCCCAGA GCTTNCTGGG TGAG1MTCC ACCTGCTTAC ACACCACTGA AGCCACAGCC AGCCAGTAAC TAAGGGGCAA 
GAAAGAGCAT TGTCCAAGCT GGCTCTTTNG GGGQGTCCCC CATTNQGCCA CAAAGGCCTC ACCCCCCACC CCATCCCCGT 
AACCAGAAAC CACCTTGA 

SEP ID N0:1698: (Length of Sequence = 376 Nucleotides) 

AXriTlATTG TTTATTTACT TATTtTITAC CLTHT1TCA AGAGATGGGG TCTCACACTG TTGCCCAGGC TGGACTTGAA 
CKXXaCTCC TGGGCTOCAG CACTCCICCT GCCTCACCIT TCCAAGIAGC TGGGGCTATA AGTACACACC ACCATGCCCA 

GCAAXArrrr aatitctgta atctgtcatt tagctactga ttchtciatt ataatagaat cacagaaatg gagggactcc 

TAGAGGTAAT CAAATCTGCT GG'ITITIMG CCI'l'lTATTC CCTCTAAAGG GATAGTAAAA CCATTAAAAA TATA A'I'l'l'l'l ' 
CCCAATEATG TAAGCCAGRG AAAGCTGACC TYCP3GTITA GAGAGGAACA CAGA3G 

SEP ID NQ:1699: (Length of Sequence = 365 Nucleotides) 

GCTACATGTG CACAAOGING GtfGTTPGITA CAIA3CTATA CATATCCCAT GITAGTGTGC TGCACCCATT AACTCGTCAT 
TTAGCA3TAG CTATATCTCC TAATGCTATC CXTTCCTCXXT CCCCCXACGC CACAACAGTC CCTGGTCTGT GATCITCCCC 
TTCCICTCTC CATOTGrrCT CATTATTCAA TTCCCACCTA OGACTGAGAA CATGCICTGT TiajlTlTlT GTCCITGCGA 
TAGCCAGAIG CAGCTACTCT TAATGTGCAT ATTTTCATCC TAGAACATTG GAGACTTCCT GTAAAAGCCT TGTGTTCCAG 
GAGGAAGGAG ATCCTGACCC TTUTGCTGAT GGCAGCAGTC AGGGG 

SEP ID NO: 1700: (Length of Sequence = 397 Nucleotides) 

AAAQGCAGTC AAGCAGGAGT TAAACAAIAT GGACCTAACT CTCCTTAIAT GAGAACATTA TTAAATTCCA TTGCTCATGG 
AAAXAGACTT AXTTCTTATG ATTGGGAAAT TCTGGCTAAA TCTTCCCTTT CACCCTCTCA GTATCICCAG TTTAAAACCT 
GCTGGATTGA TGGGGTACAA GAACAGGTAC GAAAAAATCA GGCTACTAAT CCTCTTGCTr ATAXAGATGA AGACCAATTG 
CTAGGAAGAG GTCCAAACTG GGACACTATT AACCAACAAT CAGTAAR3AA AATGAGGCTA TTG^.ACAACT ATAAG- ZlTTh 
TTFGCCTCAG GGGCCTGGGA AAACATTCAG GACCCAGGGA ACCTCATGCC CTTCTTTTAG CTICAATCAG ACAACOT 

SEP ID NO: 1701: (Length of Sequence 245 Nucleotides) 

GTCEAGGAGG AGGCCTTCTG CACAGAGCCC CTGAAGAACA CAGGCAGAGG CCCCCCACIT GGCTTCTACC AOGTCCA^AA 
CATCGCAGTG GAGGTCACCA AGTCCTTCAT TGAGTACATC AAGAGCCAGC CCATPGTTTT CNAGGTCTIT GGCCACTACC 
AGCAGCACCC GTTCCCGNCC CICIGCAAGG ACCTGCTCAG CXTCCCTOAGG CCCTCGCGCC GTCACTTCCC TOGGGTCATG 
CCACT 

SEP IP N0:1702: (Length of Sequence = 349 Nucleotides) 

ATCICTTGTC AGCACAGTTT TATTTGCTGT GGAATCCAIG AGAGCCGGAA GCATCGTTGG GGCCGTGGCT AGCAGAGCTC 
ATGGTGACCA GTCCTGGGCC TGACCAA3GG GTGATTACAT TTAAAAAGCA AAACAAAACA AAACAAAAXA CCAAGAACAG 
ATCACTIGCC A1GGACATCA GTAATCTATr GGTAATGGTC AAAATTTCAT GAAAATTTCC CCXAAACCAT AACAAAAACT 

GrrccrccnA ccccaaaagt gctggaggga aagatggttg catggcitig acctctcttt gaacttcaaa tgctaccttc 

CTACCCGGAA AATGCGGCAC ACTATAC1T 

SEP ID N0:1703: (Length of Sequence = 419 'Nucleotides) 

GAGCCCCTGC CCTCCAGAAG CTCACATOCT CCTACTCATG GCAGACAAAT AAACCTGAAT TACACTGCAG GGAGGTAAGT 
CTGGCAGCAG ATCTAGTATC CACTGCAGAG GTGGCCATGG TTGCNAGGGC AAGGAGGGCT TCCTAGCATC GGCGTTATTT 
GACCAGAGGC TGGOGCTGGC TITTGCTAGC AGTGTGATTG INATCTGAGC CAGGGACAGA TACCTCTNTG AGCCTTGGTT 
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TCCTCATCTG TAAAGTGGTT AAAGACTGAN TAAAGCAAAA TATGTGCAAA CACTCTCTCA ATGGGGAAGT AACAGATCTT 
GCTTTCTATT ATGITCTCTC CTAGCCATGA ATATCAATTA TTTCAGAAAT GAAAAGGGAT CCTGCACCCA ATTTCAAATC 
AAGCAAGTTC ACCTAGAGG 

SEP ID NO:1704: (Length of Sequence = 372 Nucleotides) 

GCTTCCCGAA GGTCTTGGAC GAGCGCTCTA GCTCTCTGGG AAGGTTTK3G GCTCTCTGGC TCGGATTITC CAATTTCTCC 
CT3GGGACTG COCTGGAGCC GCATCCACTG TGGATTATAA TTGCAACATG ACGCTGGAAG AGCTCCTGGC GTCCGACAAC 
GCGGCGCAGA AGATGCAGAC GCTGACCGCC GCGGTGGAGG AGCTTITGGT GGCOGCTCAG OGCCAGGNTC GCCTCACAGT 
GGGGGTGTAC GACTCGGCCA AGTTGATGAA TGTCGACCCA GACAGCGTGG TCCTCTGCCT CTTGGCCATT AACGAGGAGG 
AGGAGGATGA CATOGCCCTG CAAATCCACT TCAACGTTCA TCCCAGTCCT TC 

SEP ID NO: 1705: (Length of Sequence = 426 Nucleotides) 

GATCCCTTAT TTAGTCCATT TGCTGAGGTA ATGTTITCTT GGATGTCCTT GATGCITGTA GACATTIGTT GATACCIGGG 
CATTAAAGNG TTAGGTATCT ATTCCAGTCT TCACAGTATA GGCTTGTTTT TAGCCATCCT TTTTGAGAGG ACTTTCCAAG 
AATTCAAAAG GGATTGAGTG TTGTGACCTA AGCCTATGGT CACTGCAGCC ATTTCAGCAC TAGAGACTGC CCTAAGCCCC 
GGAATGCTGC AACTCTTACA GACTCCTTGA TACACAGCTT TGGTAGATIT TGGGAAAATA AGGGAGAATT CCCTGGGGTT 
ACCAGCTAAA AAGTCTCTCC CACTTCCCTC TCTTTCTGGC AAAGGAAGTC AGTCTCTGCA CCAGGCTGCC TGGAGTTIGG 
GGGAGGGATA AGGCGGTCAC TCTAAT 

SEQ ID NO: 1706: (Length of Sequence = 412 Nucleotides) 

ATITTATTTC CTTACATCGA AGAAAATGTT AAAGACTATC TOCAGACACA TTGGGAAGAA GAGGAGTGCC AGCAGGATCT 
CAGTCTTTTG AGGAAACAGG CTGAAGAGGA CGCCCACCTG GATGGGGCIG TTCCTATCCC TGCAGCATCT GGGAATGGAG 
TCGATGATCT GCAACAGATG ATCCAGGCCG TGCTAGATAA TGTGTGCIGG CAGATCTCCC TGOTTCGAAA GACCACTGCA 
CTCAAACAGC IGCAGGGCCA CATGTGGAGG GCGGCAITCA CAGCTGGGCG CATGAAAGCA GAGTTCITIG CAGATGXAGT 
TCCAGCAGTC AGGAACTGGA GAGAGGCCCG AATNAAGGTG TACATCTATT CCTCAGGGAG TGTTGAGGCA CAGAAACTCT 
TAXTCGGGCA TT 

SEQ ID NO: 1707: (Length of Sequence = 434 Nucleotides) 

GTCTGTCTGC AAAAAAAAAA AAGATTCTAG GCATGGTGGT GTCTTGACTG TACTTCCAGC XACTCCAGAG GCTGAGGTGG 
GAGGATTGGTT TGAGCCTGGG TGGATGAGGC TGCAGTGACC CATGATCATG CATGGGAGAC AGAGCAAGAC C1TCTCTCAA 
GAAAGGAAAG AAATCACTGG CTCITCTGTA AAAAATGATC TGTTAAGAGT AATTGAAAAA ATAAATACAA GTAATAAAAT 
AATCTTTCAT TTAAGAAATA CTACCAAAAT TAACATGGAG ATCTAGCAAA AAGTCAAAAG CAGCINGGCG TCGTGGCTCA 
CACCTGTAAT CCCTACACCT TGGGGAGGCT GAGGCGGGAG GNTCGCCTGA GGTCAGGAGT TCGAGACCAG CCTGGCCAAC 
AGAGCCAACT CTCTACTTAA ATACAGATTA GCTT 

SEQ ID ND:1708: (Length of Sequence » 440 Nucleotides) 

GGACCAGGAC TCCAGCACCT TCCCTGGCTG CATCAACAAT GCCACACTCT TTCAAGATGA GATAAACTGG OGCCTCAAGG 
AGGGACTGGT GGAAGGOGAG GATTATCTGC TCCTCCCAGC AGCTGCTTGG CATTACCTGG TCAGCIGGTA TGGTCTAGAG 
CATGGCCAGC CACCCATTGA ACGCAAGGTC ATAGAGCTGC CCAACATCCA GAAGGTCGAA GTGTACCCAG TAGAACTCCT 
GdTCTCCGG CACAATGATT TCGGCAAATC TCACACTGTT CAGITCAGCC ATACCGATTC TATTGGCCTA GTATTGCGCA 
CAGCTCGGGA GCGCTTTCTG GTGGAGCCCC AGGANGACAC TCGGCTCTGG GCCAAGAACT CAGAAGGCTC TTTGGATAGG 
TTOGTATGAC ACACACATCA CGGTTCTCGA TGOGGCCCTT 



WO 93/16178 



PCT/US93/01294 



383 



SEP ID NO: 1709: (Length of Sequence = 404 Nucleotides) 

TITGICTTAT GTAGAA3TGC CTATAGTAAG AAAACCCAGT AGAGAAAGTG GTTTTNAGAC CATTCGGCAG CTGCTTTOGA 
CACCTGGAGC CATTTCTTTT ACAGMGAAG ATCCAITGTG TCATTGTCTC AGGATCCTOG TCCTOTTGCT TCTCTGGCCA 
CAAATTGTTC TTEACCAAAG ATGATTTTAT TTCACICTCT TTCAAAATCA TTCTTTATAG GTAGAATATC AAGAITCTCT 
GAAATGAITC CAAAATGCCA AACTCAAACA CTATTGTCCG A3TTCTITAC TIGCAACAAG AGACTAGAAG GGACAGTATT 
TOTHTCTGA TOTTOGGGCG TTCATCAGGG AGAGAATTIG AGATAAGTAG GAATAGCAAA TAGGAATAGT GAAATAACCT 
AGAX 

SEP ID ND:1710: (Length of Sequence = 187 Nucleotides) 

GCTGATCTGC CGACGAGAGG CCTTAAACTC TGGTGTTGAG TACIACTGGG ACCAGCTGAA CGAGAOGGTC TTCACTGTCC 
ATTCCAACAG CAGGAGCAGC GAGCGSCTGG ACCAGGCAGA GCACATGGAG GACAGCAGAG ACATGGGCTG ATGAATGCAT 
TGQGCTTCAG CCGACCTGCA CTCAGTG 



SEP ID ND:1711: (Length of Sequence = 313 
AGGGGCATCT NATCATTENA ATGATCTNAT CTTTGGTGTT 
AATCTTTCTA TGATGAGITA CAAACAGAAA GGAAATCACA 
CCACTAGAAA CTACACGTAC AGTTAAGAGT CCACATCCAA 
GGAGTCTCCT CCCCTTCCCC AGCCTTCGGC TAGCITIGGC 



Nucleotides) 

TCCCTCATTA GCTSTAGACT ATCCCCTCTC CTCCCACCAC 
TTTTCAZACT AAAAACAAAA TCATCAGAGC CTTGATITCT 
CACCTTAAAT CACAGACTGA GGACCTCACA TTCTGACCTG 
CTAGGCTCAG GTAATACTGA CACCCACAGG CGT 



SEP ID NO: 1712: (Length of Sequence = 202 Nucleotides) 

TTITGCTGGT TTCCTCTTTA TIXJICTGCCT CCTACCTTCC CCCACAATTT CACTCCCITC CAACACCCCA AAAAGAAGGA 
GTGAAAGGAA GGGATIGCTG GGGTTCIGAG CCCTIGGCAG TCAGAAGGAC AGAACCAAAC ATCACTGGAT GTGACACAGC 
TCCATCAAGA AGTCTACAGC AGTATGGGAA GCGGCAGAGA AG 

SEP ID NO: 1713: (Length of Sequence = 253 Nucleotides) 

TGATTCANTG GGTCTGGGAT AGAGTCTGGT ATTCTGCATT TCIGACTAGC CTCCAGCTGA TACTGATTCT CCTCATCXAG 
GGACCTCGCT TTGAGTAGCA AGTCTTIAGG CCACTTACTA GCAGGAACTA AGCACAGTAT CCEACAACAG CAAATGTCTT 
TCCAACAAGA AAGACGAGAG CAAATNCTGA TGCCACATCT GCACTGCCTC AGAAAATAAA GAAGGGATGA GGAGCCCCCC 
AGTCGCACTC TCT 



SEQ ID NO:1714: (Length of Sequence = 299 
GGTGCAGCTG CTXTGAAAAA TCACTTGGCA GCACCTCAAA 
TTAAGGATAT ACTCAAGAGA AATCAAAACT AAAAACATAC 
TATTCATAAT AACCAAAATA TGGNAACAAC CACAATCTCC 
TCGRATATTA TTTGGTGCTA AAAAGGAGXA AAGAACTSNT 



Nucleotides) 

ATGTITAAACA GAGTEACCAC ATGACCCAGT AATTTCACAC 
GGCIACCCAA AAACTTACAT AAGANTGTTC ACAGCAACAT 
ATCAATTGAT AAMIGGGTTAA AGTCTGGCAA ACTCACAGRA 
ATCTACTACA ACATGGGTG 



SEQ ID NO: 1715: (Length of Sequence = 371 Nucleotides) 

TTTTTTITAC CX3GGGOGTTC CTGAGTITAT TTGGGGCACA CCCGGACGAG GGCCXTPGCAC CTAGAAGAAG CTGTTGGGCC 
TCTTGGTGGT GAAGCGTGGC TTGTGCTGAC GGCGCAGGAC CCGGTGGGGC AGCGGGAACT TGATCTTGGA GTCGTGGAAC 
TGCTTGACAG CCGGCCGGCG GCACTTGCTG GCCGCGATCT CCTCCACC1T CATCATCTGA ATGGAGTGGG CTCGGGCGCG 
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CTGCOGGGCA CCCATGTCTC GGTAGCACTG GGTGACAGCG CCTGCGGTGG TCAAGTCCCG CTATTCCCGG TACATGTTGTT 
GGCTGCCGCT CCGGGAGTCA TAGCGCAGCA AGATCCCGAA GTTCITCAAC C 

SEP ID NO: 1716: (Length of Sequence = 265 Nucleotides) 

GIGCAGAATC TCCTCCTGGA CACCCACAGG GGGCTGCTCT ATGOGGCCTC ANANTOGGGC GTAGTCCAGG NGCCCATGGC 
CAACTCCAGC CTGTACAGGA GCTCTGGGGA CTGCCTCCTC GCCOGGAACC CCTACTGTGC TTKGAGCGGC TCCAGCTGCA 
AGCACGICAG CCTCTACCAG CCTCAGCTTC CCACCAGGGC GTGGATCCAG GACATIX3AGG GAGCCAGOGN CAAGGACdT 
TNCAGOGOCT CTTCGGTTGT TTCCC 

SEX) ID NO: 1717: (Length of Sequence = 350 Nucleotides) 

CAGCCCCCGC AGCCCTCTGG CCCCCTCCAT CTCTTGrTCCXS TTCCCACCCA CCCCCCTCCT CGGCCCGAGC CITTTCCCGG 
TGGGTGTCAG GNTTCACTCCC ACTAGGGACT CTGCGCTAAT TACCTGAGCG ACCAGGACTA CATTTCCCAA GAGGCTCTGC 
TCCAGGAGTC CAGGAAAGAC GAGGCACCTT GGCCGCGGGG CXTCCTGGGA CTTGTAGITG CCTAGACAGG GCACCACCCT 
GCACTTCCGG ACCCGCGCTG GAGGOGCCGT GAGGTITGGT GTCTCGAAGC AGCAATTAAA AAGCAAGAGG ACTTGATGAC 
CACCATGGAC GSCAATTAGG AGAAGATCAA 

SEQ ID NO: 1718: (Length of Sequence = 379 Nucleotides) 

GACATGGAGA CTCACATGGC TGCAGAACAC TGTCAGCTGA CCTGCAAATG TAACAAGAAG TTGGAGAAGA GGCIGITAAA 
GAAGCATGAG GAGACTGAGT GCCCTTTGCG GCTTGCTGTC TGCCAGCACT GTGATTTAGA ACTTTCCATT CTCAAACTGA 
AGGAACATCA AGATTATTCT GGTOCCCGGA CGGAACTATG TGGCAACIGT GGTCGCAATG TCCTTGTGAA AGATCTGAAG 
ACTCACCCTC AAGTITTCTGG GAGAGAGGGG GAGGAAAAGA GAAATGAGGT TGCCATACCT CCTAATGCAT ATOGATGAAT 
CTTNGGGTCA GGATGGAATC TGGATTGCAT CCCAACTCCT CAGACAAATT GAGGGCTCT 

SEP ID NO: 1719: (Length of Sequence = 197 Nucleotides) 

CCTATATTTG TTTAATTTAT TTAAGACCAC CTCCTTACAA CTTCCAGAGA GAAAATACAA AACAAGAAAC AGACITGGTT 
TCAAATGCAT AACCAGCTGC TGGAGITTAA AGCATTACTG ATAACATTGT TACAGAAGAA TGGCAGCTTA CTCCAGGGCA 
CrrCAGTATT CCTGAGGAAT AAACATGATT TCGGAAG 

SEQ ID NO: 1720: (Length of Sequence = 203 Nucleotides) 

GAGGGCGGGG CAGAGGGAGC ATGACGGGGA GAGTGAGGAG GAAAGAGGAA AGGAAGGCCA GGGOGGGAGG AAGGATCANC 
TAAATCTGAG GGAAGAAGAA GGAAAGGAGA GGGCCTATTT CATAGCAGAT GCAAATRAAG GGNCITGGGG CTAKTCAGGA 
AGAAAGGGAA AGGGAAGGAA GGCAAGAGAG AGGGGTGAAG GGA 

SEP ID NO: 1721: (Length of Sequence - 326 Nucleotides) 

GGTTGCAGCGA TGITIAATGG CAATTCCTAT AAACCAAGCC CATGCACAAG TAGAAACTGC CCCTGGAGCC GGCAGGAGGC 
CCCCGCCGCG NTAGAGAACC ACAAGCCCGG CCGTGCAGCC CKTCCGCGG CGCCTTAAAT AGATTCITCA CTATACTCTC 
TA1CTTACAG TATGTACAAG ACCCCTCCCC TOGGGGGAOG GGGOGGACIN CGCAAOGNGT TCCTATGTAC ACCACCTCCC 
CUTCGGCCC TGAGGTCACT GGCCAGAGTC GGCTGATGGG CTAAGANAGG GCCAGAGAGG GAGGAAACAG ACGCAAACAT 
GCGGAG 

SEQ ID NO: 1722: (Length of Sequence = 291 Nucleotides) 
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TGTITnTAAA AATGAGAAAA TITGGAGAGA GAATACTATT ATGTCAAGQG TACAAGACTC TGAATCTTGA AGAOTIAGAX 
GGATATAATA TTTAGACTTT ATAXACAOCC AXRGATATGT ATTTATATAT GCATACGTTT TGTATAAATT TACAATTGAC 
TITTICTAXT CTCTTINCTG TCATTACAAG AATGAGATGG AAACCAAAAT AGTTGTOCCA TCCTCTIACC CAAAGAGGGA 
TACTGAAAAG TCOGGTATGT GCATGCACTT GTTTCTCTGG QGTCAAATCT G 

SEP ID NO: 1723; (Length of Sequence = 369 Nucleotides) 

GAITGCCCGC TCCCTOGATT CXTTTCCTCTIT CTCTCCAGAA GCTGCTGTCG GCTIGCIAAA AGGGACAGCA CTTGTCCTRG 
COOGATEACC TTTOGATAAG ATEACCGAAT CTCTTACTGA. ACTATGTTCT GflTCAGGTTA TGGCA3TCAA AAAGCEGTTG 
TCICAAGAGC CCAGCAATCG CATATCCTCA GATCOCACAG TOTICITAGA TCGCCTTGCA GTGATATTTA GGCAIACCAA 
TCCCATTGTG GAAAATGGAC AGACTCATCC GTCTCAGAAA GTCATACAGG AAATATNGCC AGTXTTIATC CGAGGACTCT 
AAAATAAGCA CCGAGCTGNA TAATOGGA3T CJEAGAGCGTT GTTIGCAGG 



SEP ID ND:1724: (Length of Sequence = 231 
ATCTATIGTT AGTTCGATTC CTTCAAATIT TATACATATT 
AAGAEAAAGC TATTAA3TAA GCACGAGAGA GAAGAXAAAT 
CGrTIANGAAA AATCCCACCC ACACAACAGG AANTTEATCC 



Nucleotides) 

TACTTTCTGT TAAAGAGAAA AGGATAAAAT GCTATAAAAA 
GGATATTTTC CCTCTGTGAG GCTAAGACAG AWGCAAATCT 
AAAACAAAAC AAAAGCAGTT ATAGANCCCC T 



SEP ID ND:1725: (Length of Sequence = 317 Nucleotides) 

CTGCAGGCTA GGGTACATAT GGCTCICTCA GAAGAATACC ATGATTTAAG GGAAGAAAGT ACACAAGGTA CATGGAGGCT 
ACACAGGGAA AGTACAT A TAAACATCGA CGTGTGCAAA TAGGAAAGAC ATGACTCAGC ATGCCAGACA AATTGCACAT * 
GCCTACCCAA ACAGGCT . A GGGCAGACCC ATGACCATCA GAGGQGCACA CGTAGCICTG AAXGCAGGGC ACCCGAGAGC 
ACATCTKACT KAACATGAAG AAAGCAXAOG GGAAAAGCCT GTKXACACAT GNGCATGTTC ACTGGGGCAC AOGCAGG 



SEQ ID NO: 1726: (Length of Sequence = 282 Nucleotides) 

CTCTTGAACC AGATGAGCAG CCACCGGAAA CAGAAGCAGA GAGAGCCGGA GTCCTGGGAA TCCAGGAACT 
GGGGTCCAGC ACCCTCAGGA GCAGCAGCAG TCGCCCGAKT TGCOGCTTCA TGCTCTCCTG GCTCTCTTCA 
GCACGAGCTC CATGAAGCCA CAGAAACACC AGAAAGCATC CACCTCGTTC TGAATGACCT AGAGGATCGG 
TCACTCATGC CCTGGAOGTA GCCGAGGTOG AAGTCATACA TT 

SEP XD NO:1727: (Length of Sequence = 285 Nucleotides) 
GAGTATTGAT TTCAGGCAGG ACCCAGCTCC CAAAATGTTA GAAACACTTA TCCTTTTTCC CICTGACTIC GTEATTCTCT 
GGGGCCCCAG TATCOGTCGC TTAACAACCC GGCTCGATAG AAGGCACCTC TTTCCCCAOG TTCCAACAAG ATCCCAGAGC 
TGCTTCrCAT TGGCTCCTCC CTGAGTCACT CACACTGGAC CGGAAGGTGA AAGGCCCTCA TTGGCCAGNC CCGAGTCATG 
TGCCCACCCC TGGGGATCCA GCTCTGGGNC TNCl'lTAACA GCATT 



CGCAGAGCAG 
AAGTTCCCTT 
GGAGAGAAGA 



SEQ ID NO:1728: (Length of Sequence = 394 Nucleotides) 

TTTTTTTGAT GAGGAGAXAT AGCAAAGGCT CATITGCCCC TCCITCAGAA AACTTITCTC CAAATCTCCT TTAAACATAC 
TGCCTTATCT TTCCCITCAT AACTCCACCA GTCTCTCCAC ATCCCCCTCC AAATCTCTCT AXACAIAGGC AAGAGAGGGC 
GATTCCCAGC ACAAGTCTAG TCCTGGGCGA AACTTCCATC TCITTCCTCG CATACCTCCT GTCTGGGTAT GQGGAXAAGG 
GAGAGTATGG GATTTTGTTC TCCATTACAT GCTnTTCAA AATTTCTGTA ATATGTCGCA CITATAAAAT CAGAACAGAC 
AAAATGAXAT CGGGTAAAAC ATGCAACTGA GAGCAATTTG GGGAAAAATC CTCAGGNCAC AAAATGTATT ACTG 
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SEP ID NO: 1729: (Length of Sequence = 301 Nucleotides) 

GGAAGTTAAA GTATTTATTG ATGTCITTAA ACIGTGTACA TTCTCCACAG ATCATATTAA GGNGTTTKTA GGKGAAGTTT 
AATCTGTCCA TAGTGGGTAG YGACATGAWT AGGGTCAAAG GGGAGGVAAA AGGAAAAAAA CAAAACAAAA ACAGTCACAG 
GAAAWTAAAA ATACACCMCA GCTTACCAGA ACCTTCAGGT TTAAAATAAA ANGNAAGNAA AAGCAGAAGC AGTGAGCATC 
GGCATCAACC TGTACAAGCA TTACAAAAGG CTCCTGTGAC GGAAACACAA TTGTTCAAAG G 

SEP IP ND:1730: (Length of Sequence = 312 Nucleotides) 

GACGRACGCT CTTGCCADGC CCTGAGCGTC TACACATGAT GIOTTCTATG CATTCACCCT GCCCCCCAGC CCGCCCTGCA 
GAGGACAAGA TGGGTCGCCC CGGCTCCXTT TCCCCTAACC GCCCCTGCCC GCTGTGCAGC CGTGTGCGTT GGCGICTGTT 
TCTCTGTCAC TGGCGTGTCA CCTGATGTAG CCGTGTTTGC TCACATCAGC CCCTGCCCCC TTCTCTGTIT CTCCGTIGGT 
TTCTAGAGCT CTCTCCCTCC CCTTCTCAGA GGGGACAGGA CTCCIGGGGTr CTGGCTOGGG CCCAGAGCCA GG 

SEQ IP NO: 1731: (Length of Sequence = 392 Nucleotides) 

ATGGGCTATG GGTTCCGGTG CGIGACAGAG GAGIGCCCGC TGGCAGTCAT CX5CTCTGGTTG GTTCAGTCCA TCGTGGGCTG 
OGrTCATCGAC TCCTTCATCA TTGGCACCAT CATGGCCAAG atkgcgcggc ccaagaagcg ggogcagaog ttgctgttca 
GCCACCACGC GGTTATTTCG GTGCGCGACG GCAAGCTCTG CCTCATGT3G OGOGIGGGCA ACCTGCGCAA GAGCCACATT 
GTGGAGGCCC acctgcgggc ccagctcatc AAGCCCTACA tgacccagga GGGCGACTAC CTKNCCCIGG ACCAGCGGGA 
CCTCAACGTG GGCTATGACA TOGGCCITGA CCGCATC7ITC CIGGTGTCGC CCATCATCAT TTTNCACGAG AT 

SEQ ID NO: 1732: (Length of Sequence = 352 Nucleotides) 

GIACCTAGTA CC7ITAGATAA AGGGAAATGT CTGATTCITA ATGAGdTTA AAAGGAAACA ACITCTITTT ri'l'I'ITl'lTi 1 
TnTTGAGAC GGAGTCTCAT TITIGTCCCC CAGGCTGGAG TGCAGIGGCG CGATCTCTGO TCACTGCAAG CTCCGCCTCC 
CGGGTCCAOG CCATTCTCCT GCCTCAGCCT CCCGAGTAGC TGGGACTACA GGCTCCCACC ACCAOGNTCG GCTAATTTTT 
TCTATTITWA CTAGAGAOGG GGTITCACCG TGGTTAGCCA GGATGCTGTC GATCTCCTGA CCTCGGTGAT CCACCCACCT 
03GNCTCCAA AACTGCTGGG GATTACAGGC GT 

SEQ IP NO: 1733: (Length of Sequence = 321 Nucleotides) 

TlTmUXTr GTI ' IUITI GT TTGTTIGCAG AGTCTIGCTC TIGATCTATC TCCCAGGCTG AAGTACAGTA GTGTCATCTC 
GGCTTGCTGC ACCCTCTACC TCCCAGGTTC AAGCAATTCT CATACCTCAG CCTCCTGAGT AGCTAGAACC ATAGGCACAC 
GCCACCATAC CIGCTAACTT TOCEATTITr AGCAGAGACT GGATTTCGCC ATGTTGGCCA GGCTGGTCTC GAACTCCTGG 
CCGCAACTGG ATCTGCCCAA CTCAGCCTTC CAAAGTGCTG GGATTACAGG CATAAGCCAT TCATGTGCGG TTKTTCAACT 
G 

SEQ ID NO: 1734: (Length of Sequence = 208 Nucleotides) 

AACTCAAOGT ATCTATTTTT ATTATGAAAC AITAAATTIT GACACASTGC CTCATTTGCT TTTTTAAAAT CTATTATCTG 
ACTTAAACCT ATTCAGCAAA AATGCCAATA AATTATATTA ATCATACTIT GGCTCTTTTT AAAACTAGGA ACATAATATG 
TITTATGATA AACAATAATA CTAAATCTGA GTTGTATGAA CTGITAAC 

SEQ ID NO: 1735: (Length of Sequence = 347 Nucleotides) 

TCTATTACCT GTACAGTATG GTTCATACGT TGGTGAGTIT CTAAGGGGGA AGCCGGCCAG GGAGGGAGCC CAGAACGGAC 
CGGAOGCCTG TOCACCCCCA GCCCTGCCCC TTGGCCGCAG AGGCCTCAGC CCTGGGGAGG GAGGGGGCAC TGGTGCCCCC 
AGCCICTCCA ACCCCCAAAC TGCIGCIGCG GGGAACCCCC CCCACCCCGC CTTCAGAGCC ctcccccttg GACTAGAGCG 
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GCTGGGCAGA GCTCTAAACA GGGGCAGGGG CTCCTCTGCC AGCCTGTGGG CATOGCAGTC ATTCCTGGAA GGGGCAGGAC 

crcoGGcxTr gtccatttcg GGGGGAA 

SEP ID NO: 1736: (Length of Sequence = 356 Nucleotides) 

GACACAGGGA. GGGGAACAAC ACACACTGGG GCCTCTIGGG GAATGGGGGG TGAGGGGAGG GAGAGCATCA GGACAAATAG 
CTAA3X3CATG TGGGGCTTAA AACCIAGATC ATGQGCTCGG CC ft &S V tS&V l * CACGCCTATA ATCCCAGCAC TTTGGGAGQG 
TGAGGQGGGC GGWTCACGAG GTCAGGAGAT CAAGACCATC CTGGCCAACA TGGTGAAACC CCGCCTCTAC TAAAAAIACA 
AAAATTAGCC AGGCATGCTG GTGCCT3CGT. GTAATCCCAG CTACTCAAGA GCCTOAGGCA GGAGAATCAC GTGAACCTGG 
GAATOGGAGG TTGCACTSAG OCAAGATCRT GCCACT 



SEP ID NO:1737: (Length of Sequence = 324 Nucleotides) 

TGTTCTCTAA TGATTTTTAA TTTTTCAGAG GAAAATAATT TCAAGAAATA AAACTTAATT CCCX7IGACTC CTTATTGAAT 
TAAAXA3TCA AAAACAATGA ATGAATGATC CATTCITAXr AATGGACTGT AAGAAACTGA TAXAATGGAC TTCA3TCXAC 
AATTOGGTIT CITATTGTCT TACACA3GCT CCTCGAACTT AAACAITTTA GGACCTTAAC ACCATTTCCC TAGTACAATT 
ACEAAAAGAA AGCTCTGGAT AAXATAAIAT CAGGGAAGAT AGIACAACAT ACTGAAGGAT GACAXAGGGN AGATCTGAGG 
AGCA 

SEP ID NO: 1738: (Length of Sequence = 316 Nucleotides) 

GGCACCCTGG GCATCTCCAG CCIGGAGCAG CTGGAGCAGA ACTTGGCAGC AACAGAGGAA GGGCCCCIGG AGCCGGCTGT 
OGIGGATGCC ITTAATCAAG CCTGGCATIT GGIT3CTCAC GAATGTCCCA ACIACTTCCG CTAGGCCCAT CATGGCTCAG 
GCTGCCCAAG GCTTTINTGT CACCTCTTIT GTTCTCTCAC ACTGACCACT CTTOGCCTTA AGCTGACTTA GAAGGGITTT 
TCTGAATTGT CTAGATCCAT GCATTA'l'lUT TCTAGCITCC TGCCTTGCTC CCTAITCACT TEACACTCTG AAAGCT 



SEP ID NO: 1739: (Length of Sequence = 398 Nucleotides) 

CAAAAACCAT CTCAGGATAC TGAGAAGCCT CTGGAACCTG TCAGTACTCT TCAGGTTAGAG CCTGCAGTTA AGACTCTAAA 
CCAACAGACT ATGGCAGCAC CAGTAGTCAA AGAAGAAAAA CAACCTGAGA AAGTCATCAG CAAAGACCTT GTTATAGAGA 
GGCCTCGACC AGATTCAAGA CCAGCAGTTA AAAAAGAATC AACTTTGCCT CCCAGGACCT ATTCGAAAGA AGCIAGAGAG 
AGAGATTGGT TTCCAGATCA AGGATACAGA GGTOGAGGCC GAGGIGAATA TTACTCCAGA GGGTCGAAGC TAXAGAGGTT 
CTITATGGGA GGGGOGTGGC AGNGGGTTGG TAGGGGGACA CACTTCGAGA TXATCCTCAG TATANGGGGC AATAAGCC 



SEO ID NO: 1740: (Length of Sequence = 376 
GAATAAATTC GCAAACTATO CATCTGACAG AGGACTAATA 
AAATCCCATC AAAACTGGGC TAAGGACAIG ANTAGACAAT 
AAAATACTCA ACATCCCTAA TTATTGGGGA AATGCAAATC 
CCATAATTTA AAAWTCAAAA AATAATAGAT GTIGGCCTGG 
GATCNTAAAC TACTTCX3GCT ACTATAGNAA ANCAGGATGG 



Nucleotides) 

CCCAGAATCT ATAAGGAACT CAAAAAATCA GGAAGAAAAA 
TTTCAAAAGA AGATATCCAA A3GGCCAGAA AGCAIATCAA 
GAAACCACAA TGCAAXACCA CT1TACTCCT GCAAGAATCG 
GATGTGTTGA AAAGGGAACC ACITJLTACAC TGCTAGTCGG 
GNGGATTCCT TAAAAG 



SEP ID NO: 1741: (Length of Sequence = 322 Nucleotides) 

CAAATCCAAA AATCAAGACT TGTCATAAAN TGTATGTCCA TAGCCTATAC TGTITAAATr ACTNTAACIN TATAGTAAGT 
CTTGATOITT AATACAGCAA ATGTTAAACC AAGCTTTCAC TACAGAAAXA AACAGAAATT TATAGGOGCT CATTATCCTT 
TTAGACAAAG TICTATTTGC TTIGCTATTR TTTTTGTITA GGNTTTKTCC AACTATTTCA CAAACAGGNA CAAWRATATT 
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TAAATTCTTA ATAGAARTTT CCAGTTTTCT TTACTCTCTG GCTACTCCAA CTACTGGTrG CTCTGAATGA CCTTTTCATG 
AG 

SEP ID NO: 1742: (Length of Sequence = 322 Nucleotides) 

CCCCCCAGCC AGGAAAAAAA AAAAAAGCTT TGAGGAATGA GAGAGGGTGA GATGGGTCGA AGAAGGTGCT GGGCAGCCAC 
GGGCGCCACG CCTCANTQGC CCCAATIGCC GAAGCCGATC TCCTGCTTGT ATCTGTTAGT GAGGATGTTG GCTTTGCGCG 
TOACTTTCGA GAGCACAGTG TGCAGCCCGC GCAGGTOGTA GTCGAACTOC TGTTCCAGGT CTICTTOGCC GGCCTCCGAA 
CCCTCCAAGT QGCCCAGGTC CACCAGGATG TCCTTGGGAC TTCCAGGCAC TGCCCINCTC GNTCCCAAGC CGGTItJGGAGG 
CG 

SEQ ID NO: 1743 :_ {Length of Sequence = 250 Nucleotides) 

ATCQGTAGGG GGCCAACGCA GTCACCGCCG TCCGCAGTCA CACTCCAGCC ACTGACCGCA GCAGCX3CCCT TGOGTAGAGC 
OGCTTCCAGC GAGAACACTG AATTGCCAAC GAGCAGGAGA CTCTCAAGGC GCAAGAGGAG GCCAGGGCTC GACCCACAGA 
GCACCCTNAG CCATCGCGAG TTTCCGGGCG CCAAAGCCAG GAGAAGCOGG CCATCCOGCA GGNCa^JGTC TTTCAGOGAG 
AOGNGAGTTT 

SEQ ID NO: 1744 : (Length of Sequence = 247 Nucleotides) 

GATGATTGAG T L71T1LT1TA AAAATAAAAA CCCCACAAAA AAGCCAGAAC ACCCTACCCA ACCCAGCCCA GTGTAACAGG 
TTAGCCATTA ACACAGNATA AAGAWGGTCC CAGCCACACA CGTCATTACT CGGCAGAGGG TGTCCAGKCT GCTOGKCCGA 
CGTCACAGTG GATGGCCCTG OGTGGCTGGG RCACAGACAG GGNGCAGGCA TGGCACCTTT OGNCACGCAG AGCAAGCATA 
GGCTCTA 

SEX) ID NO:1745: (Length of Sequence = 379 Nucleotides) 

TTCTAAACCA CTTAATAAAT TCATTCCACA AGTATTTACT GATTACCTGC TTGTGCCAGG GACTATTCTC AGGCTGAAGA 
AGGTGGGAGG GGAGGGCGGA ACCIGAGGAG CCACCTGAGC CAGCTTTATA TTTGAACCAT GGCTGGCCCA TCTGAGAGCA 
TCTCCCCACT CTCGCCAACC XATCGGGGCA TAGCCCAGGG ATGCCCCCAG GCGGCCCAGG TTAGATGCGT CCCITTGGCT 
TCTCAGTGAT GACATACACC TTAGCTGCTT AGCTGGTCCT NNGCCTGAGG GCAGGGCAGG AAAATCAGAA TAGGATTTCC 
TITCTCTGGG GCAAAAATGG GAAAGTTCAG CGGGNNGCAG CAGGAATCAA GTGGGCATT 

SEQ ID NO: 1746: (Length of Sequence = 472 Nucleotides) 

TTCATGCTGT CCCTTCATT3 AATTTTAGAA TGATTGAAGA TACTGGGAAA AGAGGAAATA CCATGGCAGA AAGAAGACAG 
CTGTTTGCAG AGATCAGGGC TCAAGATCTG GNTCGCATCC GACTCTCCAC CTACAGAACA GCATGCAAGC TTAGGTTTGT 
TCAGAAGAAA TGCAATTTGC ACCTGGTGGA CATATGGAAT GTCATAGAAG CATTGCGGGA AAATGCTCTG AACAACCTGG 
ACCCAAACAC TGAACTCAAC GTGTCCCGCT TAGAGGCIGT GCTCTCCACT ATUTITACC GAGCTCAACA AAOGGGNTGN 
CAACCACTTC ACCAAAATCC ATCTGGAGCA GTCCATCAGN CTNCINCTTA ACTINCTGCT TCCAGCGTTT TGATOCCGGA 
AGGCCATGCT AAAATTXTCA GTATTTCCTT GTCAAAAANG QCJITITAQQC NCCATTICTG TGGGAGGGGA AG 

SEP ID NQ:1747: (Length of Sequence = 351 Nucleotides) 

AGGATCAGAA TA C1TIA ATA AGATACCAGT GTCAAAATAC ATTICCITAT AAAGTTAAGC TCCCATACAG TTATAATGTT 
GTCAGTAGGA ATTCGACAAT ATAATAACGT TCATGAAATC GTTACGTIGA CAGCTAGGGT TAATATGAAG CTTGGAATAT 
TITCCAGTGT TTTAGTAAAA CIGCAAGGCT AAAATGCCCT TAATGCCAGG GCAACACACA CAGGNAATCA AATACCAGCA 
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TTCACACGNC ACTAACCCTT CAAC7ITCTCC CACCCTGTCT GGGGCTAATG CCGTCCAGCT AAAAAXATCG GTTTTACGNA 
ACANOCATOG OCIAAGGGGA TTTCTCATAG G 



SEP ID NO: 1748: (Length of Sequence = 428 Nucleotides) 

AAIAGCTTCA GCTGATTGGG TGAGTCCTAT TCATGTTATA AAAGCTACTC TGCTTTCCTT AACATTCCAT AAATC""TAAT 
CACATCIGCA AATACCITCA CAGCAACATC TAGACTAGTG TITGftCCCAA CAACTGGGCA CAATAbTITA GCCAt '.^TTA 
CACATAAAAC ATCATCACAC TATCCTTCTC TTCTGTGTTC TTTCITACCA OCTVTCIX7IT CCATGTGTTT TNCTITGTAT 
AIATCCTATC CICTCATATC TCTCCTATCG TTTCCTQGAA ACIMAAGCC TTCTGGGGGG TAAAACACTA TATCTITGTT 
CAATK3TTAA TACATOC23AT AGCATATCRT GCCTGGGGGC ATTGGTTAAA CCCCCCKTTT AAATACAGCT NGGCAGCAGG 
ATTTTAGGCA TTCCCTCATG GTOIGCCA 



SEP ID NP:1749: (Length of Sequence = 478 
GGTTTCACCA ICTTGGCCAG GTTGGTCTCA. AACTCCTGAC 
AAGGOCTGAG CACNCAC^ :*T CACACCTGGC CCTCAACCAT 
TTCCCITGAG ACTGAATGT'j AAGTCAAAAA CAATAAAAAA 
TAT^ATTCC TGAANTTATA AAATATAAAG CCAAAGCAAT 
GGTs:."\TOITA TITTCAGATG GGGCAAGGGG ATAITOCTAA 
Ai-i- /<%±A1GG GCTGCTEAGC AAAACTA1TA CCIAGCACCC 



Nucleotides) 

CTCAGCTGAT CCACCTCAGC CTCCTAAAGT GCTGGGATTA 
CICTITCACC TTCTGCTCAT GACAGTTTAC TAGAATTTIT 
TTGCTAATCA TTACTA3GAC TCCAGAGCTA CTIX3CTTCTT 
GAATTTCTAA TGCTGGRATT GTAGACACTG TCGGCCCCCT 

CCIMTITrA aaatcaigcc agcctagata actatctgaa 

CTTTGGCAGT TTTACATTAA AAATCCCTTT ATTAGGTT 



SEP ID ND:1750: (Length of Sequence = 439 Nucleotides) 

GACATTITAT TTCCAGGTTG GCACGTCTAT AAGGCACAGG GGCAAATGGC TTTGGQGTCC TQGAACIGGA AATCGAGACA 
GGTCTCTCTC AGGTGTCCCT GCCTCCACCA CCCCCIAACT GCACITCAGA CAGGACCAGT GCTGGTGCTT CCAGCCCAGG 
GTCCIGAAGG GTNCCACTGG CTCTAGGGGA GAGCCATOGG GACAGCTCCC CAGGCGGGAC CCTCEACTCT CCAGCIACCC 
AGGAGGGACC CIOTCCTCCT AGGGGGCGAG GCCAGCTCCA AAGTCCTTNG TCGCTCCCCA GGCTTAAGGG ACCAGNCTCC 
CAGGGAGGGC TNGGNTCANA GAGAGAAXAG TAAGAXNAGA CGAGGAGAAG CACCCCACTA GCAOGGGGAT TGGANAACAC 
TNTCGGCGGT ACTCGTCATG TGGGTAATIT GCCAANTTC 



SEX) ID ND:1751: (Length of Sequence = 347 
CTCTATTACT IA3XSATTACA CCATGGCAAT ATTCCTTTTT 
CACCOGGAGC ATGTAGTCAT CTGTAGAAAT CACAGGCACA 
TCCCCXXAGC TAATGTACAC ACIGGCATIT TGCA7GCCTT 
AACTCCACAG AGGCCdTAA ATATGGGCTA GGGACAGATT 
AAGGCAAATT CCACAAGTCA GGCAGCA 



Nucleotides) 

CACCAGGAGC TTIGGACCIG CGCAGGITCT GGCATCTAAT 
CTCATCITTG CTCTGGAAGG AATCTGTITr CCACAATGAC 
CCTCACACAT GGGGCACCAG CCTTGCTTCA GAACCACCCA 
TTCTTTAAGA AAGACTXAAG GANGCAGCTT ACAAAGGGAC 



SEP ID ND:1752: (Length of Sequence = 297 
GGA3ATTCTA GCCATACAGA TTCAAIGGAA CAGAGAAGAG 
CCCAGGGAAG NNGGTGGGGG CTAAGGGGCT AGGTTIGGTC 
TCTAGTTAGT GGCTCCAGCA CAGTATGAGT TAGGTGAGTT 
TtXCTRGAGG CINGGTGCCC A3TACAXAGA CTCAAATTOG 

SEP ID NO: 1753: (Length of Sequence = 402 



Nucleotides) 

AAAGGAGGTT CCATTGGCAC CAXAGTGAGC CATTCATTTG 
CCATGGCXAC ATTAAATGCT TGGCATGACT CCAGGGCTNC 
AGGTGTAGGA GTTIGGGGAC AAGGAAAAAG GGAGGAGGGG 
TCAATCCGCT GCTTTAG 

Nucleotides) 
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AAATTTOACT TCAACAAGCT GGTGATCCCC AACTACCCAT TCATCAACAT TCGGTTCAAGT GGTCTGGTTC CTCAGAGTTGC 
ACCACCAGTG CCAACAGCCT CTTCCCGGTT CCATTTCCCA CCTCIGGACA CCCATTCTCC AACCAATGAT GTGCAGCOGG 
GAOGGTTCTC TGCTAGCTCC CTAACTGCTT CTGGCCAGGA GTCCAGTAAT GGTACTGATA GAAAGACIGA GCTTTCAGAG 
CTGGAGGATG GCTCAGCTGC TGACTGGOGC CGGGCTGTGG ATCCCGTGTC CTCCAGGAAT GCCATTCGTG GAGGAGGGAT 
TGGCCATCAG AAACGCAAGC CTGACATAAT GCTTCCTCTG TTDGCTAGGC CAGGGATGTA CCCFGACCCC ACAGTCCTTC 
GT 



SEP ID NO: 1754: (Length of Sequence = 397 Nucleotides) 

CAGTGGCATC TATGGCTCTA AAATGGAAAG GAGGAGTCCT GGATTCAGGC TACTGACTTA CTCTCTGAAT TTACACATAA 
CrrCCTITGA GCCACAGATT TAGCATTCTA CCAGTCACCT GATATITCTG AGCAGCCACA ATATTTTAAA ACTATATTTA 
AATCTGAATT TGGATTIAGC AGAATTCTAT TTTITCCATT TCTATITTCr ATGGTCACTA AATTCAAATT ACAACCATIG 
TAAAATTTGA TATCATTAAA TATGTAGGAC TTTATCCAGT TTCAAACJTAA AGATGTCTCT AATGTAATTA ATTGINATTT 
TCACTGATGA GACTGAAATA CAATCAGTCT GTATTCTC7IG CTGCGTATGT ATCAGTGGTA AGAGGCTATG ATTAGAC 



SEP ID ND:1755: (Length of Sequence = 353 Nucleotides) 

GAATTACTCT GTTGTTCACC TITTGCTTTT TGCACTGTTT GTNCTCTTAT CTGTATTITG AGCTTAGTGC TAGGACTCAG 
AGGCTGCACC ATAGGGAATG TATGGGAGAT GGTGAGGGGT GCCAGTNAGG GGTGCGTGGA GGAGAGGCCT GGGCTCCTCT 
ACT3GATCTA CACTCTGTCC CAGGTTnTA GATCCCACTG AGCCCAGCTG ACTGAAAACA AGGACAGTCA GGGTGAAACT 
TCTTTTGCCA GAACTGTGGC CTGAGTTGAA TTTCTGGGAG GATGACGCAG ATGTCTGCTG CAGAGCTGGG CTGAGAGTTC 
TNCAATCTAG CTCTGACTTA GGTCAAGGGG CCT 



SEP ID NO:1756: (Length of Sequence = 184 Nucleotides) 

T3GGCTCGGA GCATCGAGCT GGACATGCGC ACCATTCCCA CTGCACTGGA ATATGTCTAC AAAGGGCAGC TGCAGTCTGC 
CCCTTCCTAG CCCCTGTrCC CTCCCCCAAC CCTATCCCTC CTACCTCACC CGCAGGGGNA AGGAGGGAGG CTGACAAGCT 
1TCAATAAAA CACAAGCCTC CGTT 

SEP ID NO:l757: (Length of Sequence = 425 Nucleotides) 

ATTACAGGCG TGANCACCAC ACCTGAGCTA ACTTCCTGGC TTTTCAATCA AACCATCTTT GTCACTTCCT CTCCCCACCT 
GAAGTCAGAA AGCCTGAAGA GAAGACGGCT CTATTGCCNC AGCTGGAGTG TGCTGGCACA ATNTCAGCTC ACIGCAACCT 
CIGCCTCCTC GGTTCAGGCG ATTCTCCTGT CTCAGTCTCC TGAGTAGCIG GGATTACAGG TATGCACCAC GAOGCCCTGC 
TACTTITTCG TATTTTTAGT AGTAGAGATC GGGTITCACC ATCITGGCCA CGCIGGTCTC TATCTCCTGA CCTCGTGATC 
CACCTCCCTC AGCCTCCCAA AGOGCXAGGA TTACAGGOGT GTAAGCCACC ATGCCCCGCC AATTTTGCCA GTTTTTATTG 
GGCTATTCCT TATTGAGATC TAGGG 



SEP ID N0:1758: (Length of Sequence = 407 Nucleotides) 

AGGAAGGCAT AAGCXAAGCA TCCTTCTAAC CAGTTCCCAA ACTCCCATCT GCCTCCATGT ACCAGCTGAT CGCAGAGCTG 
GACTGGGGCA GGCTGGGCTT CCAGGAAATT CCTGAAGTTC TGAAACAGCT TCCCCTCTAG AGAAGCCCAC CCAAUXaiUlT 
TTTTAGIGAC AGGAAGAAAG GAGGGAAGAG CTGATGTGGT G7GGCCIGCC CATATCATAC AACCCCACCA GGAGCAGGGC 
AGITCCCAAG GIGGCTGCCC CTAGATCTGG GAGGCCAGGC TGGCATCATT CCICTGAAGA ACTCTGCCTG TOTCCTCAGG 
GAGAGGCCTG AGCCCTCTCA GAAGCAGGGA CAGCCACAAC TGAAGAGCAC GCCAAGCTGA GGCAGCAGCA GCAGCTGGGG 
GAGCAGT 
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SEP ID NO:1759: (Length of Sequence = 386 Nucleotides) 

AxamrmT tticttaaat ttctitctat TirrrrccrG caagacitcg tcitggcggc acictpgtag titaacttca 

ATCCCAAATT CCATGAAATA GAAATCAGAA GTAAAGCTTG AGAGGGGAGG AAGGAGGGAG GCAAGCCAAG GAAIAAACAA 
GAGTTTGACT AGAAAAAAAG AAGAGGGTAT CTGTCCTGGG CATTCCTGGG CAAGGOCATT CCITGAGGGA GGGGGTTCGC 
AGGCAGSTIG CCTCTGCCTC ATOCAGGGGA GGGAGGAAAG ATCCCCTGGG GACCCIGCAG TCCCCTCITC CTAGGGCITC 
CTGCTCCCAG GGGAAAAACT AATACCAGAG AGGGATCAGC CACAACCTNA AACAGGGCTC TTCACC 



SEP ID KD:1760: (Length of Sequence = 395 
CTTCATGCCT CTGGCCGGGT CCAAGCTGGC CAAGAAGAGG 
AAGCCCGAGA GGAGCGAGAG ©JGAGAAGGA GAAGGAGAAG 
GGQGGCTAAG GCX3TCCAGCT CAGOGCATGA AGGTCGCCTC 

CCTTCGAGCC aocaccaacc accattgcig ctcttgccccc 

GACTACGCCC GGCCCCACGT CA3GT0GCCC ACCAACOGNA 



Nucleotides) 

GAGGAGGCCA TTGAGAAGGC CAAGOGCGAG GCTGAGCAGA 
GAGOGGGAGG AGAGCAAGAG CGAGAGCNTG AGGCAGAGOG 
ANTGACCCAC AGCTCACTGG TCCTGGCCAC ATGCQGCCAT 
CTACATCGGG CCOGACACAC CTGCCCTTCG GACTCTGAGC 

ACCAACCCTT ctacatgccc ttaacccacg GACCC 



SEP ID MP: 1761: (Length of Sequence = 378 Nucleotides) 

CCCACCAGAG CATITCAACA AGGCITACCA CACAGGCCCC AGTACCTTTC TACTCTACAA TGAGGCICAG AAGCTCAG1G 
TACCACCCCA TCCCCAGGAG GCCCACTTAG ACCAGAAATC CCAAGTCCAT TAGCTACAGG CTCATATTCA GGGACATCGG 
TGTAAACAAA GAACTGGGAT ATGAACTATA TCCCTGATTT TTTTITCrrT ' ITlTl'l'mT TTTITGAGAC TAAGTCTCAC 
TCTIGTCCCC CAGGCTGGAG TGCAATGGCG CGATCTTGGC TCACIGCAAC CTCCGACTCT CAGGTTCAAG AGATTCTCIT 

gccicagcxtt cctaactggg gtaacagaca cctgctacca TGCCCGGCTC A rrrmT 



SEP ID NP:1762: (Length of Sequence = 351 
TGAXAAATAA AGAAGTTCAA AAAAATCTCT TAATAGAAGC 
CATTTGTCAT TTGAATGCGT GCATTCIGGC CTGTTACTTT 
CTAGATTGIG ATGTACACTA AGTOGGTTGA TCOTGAGATC 
AATAAATAAT CTTTCATATC TGTAAALTIT GGTATAAITC 
TIX7TATTCTC ATCTGGGGAC ATTATGAATC T 

SEP ID NP:1763: (Length of Sequence « 157 
GTCTWTACIT AGTGTCTAAA GIGAACAAGA AAAGCAGCAT 
GAGT1T1TAC ATAAGTTGAT GCCTTCACTG CAACTITGAA 



Nucleotides) 

TATAAAATAG CAGATAAGCT AAGTCATTCT CATAAAACAC 
TAACTAGTCT CAC7TAATTTA TAGTTAXATA TGATCTAGAT 
AAGCTATGAT TGCTGCITGC GTAAAGTGTT CCYTTTGGGA 
GTTMTTATG CAATCTATTC TTCTGGTTGT CAACTCAAGA 

Nucleotides) 

AATAAAGGAG CTG IXJI ' ITIT ATCAGAGGAG CCTTCCTTCT 
TACACTGCTT TGAATGTTGA AACACTTGAA TAAAATG 



SEP ID NO:1764: (Length of Sequence = 321 Nucleotides) 

GCTCCTCTGC CITCAACTCC TCCAGCTTCT NACCACITGG CAAOGCACCA CTGCCAGTTC CTCIGGGGCT CTCAGAATCA 
CTGGAGTACT TC1GCAGCTC TCITGGATGA CCTAGGGGTG CAGCAACAGG CACAAAGCTC TCCTCCAGGT CCTGGATTTC 
TTTATITCTT CCCTTCCTTC TCCITGGTGT ATTTNTCCTG TGAGNGTCTG ACTCTATCAC TTTCAAAGCT GTCCTGTCGA 
TTIGGCTCIT TAGATGAGGC TTCATGCCCT GGNAXAAGCA AAGGAGCCTG ATACAGAGTT GGCCTGCAGG GAGCAGCTIT 
T 



SEP ID NP:176S: (Length of Sequence = 420 
TCACGCCICT NATCCTAGCA CITIGGGAGG CCGAGCTAGG 
GOGOQGAGAA AACCOCTCTC TACAAAAAAT TTTAAAACTT 



Nucleotides) 
CAGATCACCT GAGGTTCGGA 
AGCCAGGCGT GGTGGCGCAT 



GTTOGGGACC AGCCTGCCCA 
GCTGCAGTTC CAGCTACTCG 
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GGAGGCCAAG GCTGCACTGG GCTGTGATTG TOCCACTGCA CTCCAGCCCA AGTCACAGAG CAAGACTCTA TCTCAAAAAT 
CAAACAACAA CAACAACAAA ACACCACATA CACACACACA ATGAGGCTAA ACAAAATAAG TATGTGTGGG TCACACITCA 
GCAGGGGTTC CTGtalTlUCC AGAGGAAACT GCAATTA1TT XATCTATGGG TGTITATTGT CTCCACTCTA AACTGTCACT 
TACAGATCGC AAGACT3TTT 

SEO ID NO: 1766: (Length of Sequence = 373 Nucleotides) 

GTAAAATACT AAGACACTAA ATGCCTATTT TAAATTTGCC CATTMCTTT TCGGCTGOGT AAGAAATTAG TAAAAAATAT 
TTCCAAATAA CATCCAGAAG TlUl ' lTXTA A ACITAAAATC TCATATTITA GCTACACCCA CAGCGATGCT ATAGAGAGGA 
GCTGGATTTC GTTGTATCTG AATGGCTCAG ATTATCTTCC TTCCAAAAAA GITATTITAT GTACGATCAT TTTETATATG 
ANGCATATGA AAAATCACCC AGAATCTACC ACCTATTTAC CACATAGACA AATCTCCATC TTTAGATCIG TCATTCAACA 
CCATGTTATT CTI'ITIATCC AACAGAATGC AGTTGTTGTGA GAAGTACATC AAG 

SEO ID NQ:1767: (Length of Sequence = 330 Nucleotides) 

GGTGACAGTG GCGGCANAGC AGCAGCATGG TGGCAGCCAC CAGTGGGCCT GGGGCCCCOG GGGGAGAGGA TGCCCCAGAG 
CTGCATGAGC AGACCTCGTA ACCGTCCTCC GAGOGGCTCT GGTCATGTTG TCCTGGAGGG GCGCGGGGCC CCTCTGCOGC 
CTCCACGCCC GCAGCCACAG ATCCATCGGC CIGTGAGTCT CCACACACCA GCCAGTCCCG GGCOGTGGAC TCTGGGTACC 
CGGGTTGCCAC CTCCAGCTCG CGATCCAGCA CXTTOCACTA CTCCTGGCCA CGGAAGAAGT AGGAGGCACC GTNGGACCAG 
CGCATGGCGT 

SEO ID NO: 1768: (Length of Sequence = 361 Nucleotides) 

AACTGGAAAA CCAAGACTCG TAGACTCTCT TTTTCITCAG ACAATAGGCA GGAGCCAGGC GGACTCCAGG GATTCTTGGA 
ACACCTATCT TTTCITCGGA GGACACTAAG TTCTATTTCA AGACAAAGTT CAATAT3GCA ACAGGACTCA TGGGACACGA 
AGGAGTCGCT ACCGTGATTT GGTCACAGTT CTTCAAAACG ACAGTNTCTC AAGGAAAGCT GGACCTAGGA ACTCCTCAAC 
TITTGGGITC CCITAAGTGA GAAATCAGCA TGGCTCAGGC AAGTCTCCTG GCITGTGAAG GCCTAGCAGG TCTGAGTTTG 
GTTCCCACTG CAGCCAGCAA GAAGATGATG CTGAGCCAGA T 

SEQID NO: 1769: (Length of Sequence = 389 Nucleotides) 

CAACTACCGC AGCGCCAACT TCAGAGAGCA CATCCAGCGC CGGCACCGGT TTTCTTATGA CAdTITCTG GATTATGATG 
TTGATGAAGA GGACATGATG AATCAGGTGT TGCAGCGCTC CATCATCGAC GAGTGAGCAG AGTCCGTCCT T3CTATCTGT 
CTCATGTTAC AGAGCITCCA TTACATATTA AACGTCAAAT CTATGACTCC TGTACCTTAC CTCTTCAACA GACCTCAAAA 
TGAGCCATGG CATTGGGACA GGGTCACITC TGACAGQGGA AGTGGGTCCC CAGCTCAGCC CTICTCTTCC CTTTGGGCTC 
TTGCCAAAGN TGTCITCCCC TACTGTTAAN CTICTITCTC ACADGGTCGA GTTCGTATTG GGTTCTCGG 

SEO ID NO: 1770: (Length of Sequence = 394 Nucleotides) 

GCAGTTTAGA GGAAGCTCCT TCTGGGCAAG CTCAGGOGGT OTXXTTCCC TCTCTCCTTC CCCTTTGTCC CAGCCTCAAC 
TCACTCTGGC TCTGGGAGCT CTGGAGGGTC CTTAGGCTTC CCTCCCCAAC CTCGCCTCCA CCAACACCCC TAACAGGAGG 
CCCGTGGAAG GCTCAGCCTC TCCTCOGCAT CCCTCCTCCT TCCIGCCTAT OGGAGGGAGC CAGGGTCCCC TAGGCTGACC 
CTGAATCCTC TTCCTCCCTT CATGGGAGGG GGGCAGGAAT CCAGAGGAGG ATGAAGCCAG CGGGACCACA TGGCTTNGTG 
GCTTNGACAA ACAAGCTCAG GGAGGAAATG AGGAGGOGNC GGCTTCAGAG GATTGCAACC CTCTIGGGCA CAGA 



SEO ID NO: 1771: (Length of Sequence = 373 Nucleotides) 
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CAGAAAAGGC AAAGTTTATT CCAGTGTTGA CAGAGAGAGG GTGAGCCTTG CACAGCAATT CTAAAAACAT GTCATCTCCT 
TCACCEAAGA GGEAAGANCC GGCTGEAAGT CATGGGCTCA CTAAACCGGC CGCAGTEACA GEAAGCAGAA GAGGTCACGG 
CTCAGGCCTT CTCAGACTTT CCCTGGGACA CACGGCTCTC TGGGGGGGCC CGGCGAAACC ACTCGGACCA GGAGCCATCG 
TACACGGCCA CATCAGGCIT NCOGCAGAGG TAGGCAGCCA AGGNCACGTC GCAGGCGGTO ACTCCCTIGC GGCAOGTGGC 
AATCAGAGGC TTOGAGAGAT CCACCTrCIT GGGCTTGAAC AGAGCAOGGA GCT 

SEP ID ND:1772: (Length of Sequence = 281 Nucleotides) 

AAAGTGCIGG GACTATAGGC GTGAGCACTT GCATCCX3GCC TAGGTGGGGT TTIGTCCCCG TTCT3CAGGA GGGAGACTGA 
GGCTOGGAGG TTCAGGGCCT GCITCGCTGT ACCCAGCCCC AGTATGTGCC TTGGCCACAC TAGTCAGATC CTTCCCCTCC 
CACTCOTGCC ACCCTGCTCC TGCCCTGTCC CATAATCCAG GTIGAATGQG GGTGGGGAIT TINGGGAGCA AGGAGGGCTC 
AAAGAGATGG AGATAGGNCT GIT3TCAGGC CAAAACTGCA A 

SEP ID NO: 1773: (Length of Sequence = 401 Nucleotides) 

CTCTCTGCCA TGCTAACCAA CGTAGAAGAG AATAAGATAA AGCAATCAAA AGCAGAGTCG CACTCTGATA TATAAGATTC 
TCTAAGAAAT ATAGAGTGAA. TTCTGCCCAA AGGCCCTCAC TGAACTAATT CCTGAACCAA AAGAGTATTT CTTAATCCAA 
AACTTEACAG TATTAGACCT ACGAATTCTG ATGATCCCIG ATCAGATGCT AGTICTTCTC GACAATCCAT GCAGITITCC 
AGEATCAAGG AAAGTAACAA AXAXACCATC GTTATTCTTA TTTCTTTCTG AAAAATATCT AGGATATTTT ATAGTGTCAT 
CTGCTAAAAT ATTCATTTGA CANTCACAAT GAAGTATAAT CAGAAGTATT AGCAATTTEA CTITGTTTA.T COCTTAATC 
C 

SEQ ID NQ:1774: (Length of Sequence = 230 Nucleotides) 

TCICTTAAAA AAAAGEAAAA ATCTTACACA TAGGNAATAA ATGTAAAAAG CTAXACTTTG CCAAAATAAA GTTTCAGCTG 
AAGGEAATGC TAGTTA1AAA TTAAAXACAA TTCTATTAAG NNCTTGCAAA AGTCAAAGGA AGA0GO3AAA CTCCCTCTTT 
TGGCAAXTCA AAGGCAAAGA CCTGITCATT TATTCTTAAT TTTNCTTTAT ACAATCATTA TCCCCCACAG 

SEQ ID NO: 1775: (Length of Sequence = 359 Nucleotides) 

A3TCAGGACA TAGGCATQGG CAAGGACTTC ATGACTAAAA CACCAAAAGC AATGGCAACA AAAGCOGAAA TTGACAAATG 
GGATCEAATT CAACEAAAGA GCTTCTGCAC ATTAAAAGAA ATTACCATCA GAGTGAACAG GCAAACTACA GAAAATCTAC 
COVTCTGACA AAGGGCTAAT ATCCAGAATC CTACCTAATT TTXAAAGACT TTTTCCGGCA TCTTGAAAAA AACCACCATT 
ATTIGACATA GCTAAAACTG AAAAAACAAA CTATTCAXAA TEACAATTTG TGACACATTA TGTAGTAGCT AGGTTCATCA 
CATAAATTAC ATGNTACCCC AGTTCAAGTT AAATITCAG 



SEP ID NO: 1776: (Length of Sequence = 375 
GGCAGAGGCT GCAGTGAGTC CAGATQGTNC CACTNCACTC 
ACTCCXrCCA AAATTTTTAA TTTGGTTTGC ATITCITIGA 
GCAGGOGTTC CCACCTGTCC CGTGAGGCAA AGCTCCTGGG 
GGCTdTTCA CGCTCAGCCA TdTAGCAXA NGTGAATATA 
ATAGATCTCA CTGGAATCGN CTTINTCCAA GTGAAAGGCC 



Nucleotides) 

CAGCCTGAGT GACAAAGTGA CACTCCATCT CAAAACTGCA 
TTATCTTTGN GGTOGATTGA GACTTGAGGC TGGCACTCGA 
GAGTGACCAA GIGCATCAGG GGGTGCAGAT GCCCTATTCT 
CCATGAGCIG TTTCTCAGCT T3TTTTATTT TCCTGGNGAG 
ATCTTGTGCT ATGAC 



SEQ ID N0:1777: (Length of Sequence = 387 Nucleotides) 
GAXAAGGGAG GAAAGGCAGG AGGAGATGAG GCCAGCCCCA CTGATCACAC CTTGGGCCAG 
AGCCGGAAAC TCCAGGCTGC TCATGGTCAC TGGCGGTGCT GAACIGTCTC TCCACTITNT 



GCCTCACAGC TGCAGGCATC 
TTTGGTCCIT GATCTTGAGT 
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CCAATGTCCA CTCTCTTCTC AAAGAAGTTC ACCAGCACGG ACTCCGTCAG GATGGAGGCC AGGTTCTCCT CAAAGGAGAT 
GCACCAGTCG GTGTCGAOGG TGCCGCCGAT GCGCGCTGTG GGGCIGCAGG CCINCCCGCC CACCAGCACC GritTTCGTCTG 
CAAGGTCTTC ACATTGCAGG GAGCCCGTOC TGACCACCGA GTAGGAGGAC ATGGACATGT CGTCTTT 

SEP ID NO: 1778: (Length of Sequence = 297 Nucleotides) 

ccccccaact agaagaatac aattaaaaaa agaggcacta cacatqctta ataaacagat gaaaaaatta aaattcacit 
gtactataag acaggcagat taaattatit ttacctatca aattaaccag aacaaaggca tgcadttag tgaggatgag 
gaacatacag attcactggt gaaactaaat gtacacacaa cctfpcaact tgatagtitg gcagaagttg ctaaaaacat 
teaaagcttt catacttitg ataaggcttt ttattttaga aaacatataa ataaaaa 

SEP ID NO: 1779: (Length of Sequence = 353 Nucleotides) 

CAGAAGTAAA AGATTTTWAT TGTYCTATAG ACACTTCTCA AAAGAGATCT AATIGAGAAA ATATACAAAG CATTTAAGAG 
TTTCATCCCC AGAGACTGAC TGAAGGCGIT ACAGCCCTCC TCTCCAAGGC TCAGGGCTGA GAACGGTTAG CATATOGAWT 
GATCAGTAAA AACATGCAAA AGTGAGAAGG AAAGGGAAAA AGCTGCATTC CCCIAAGCTG AGGGGGATGG AATTTCAGAA 
CAGAGGAGGC AGGGTCGACA AGTACCAGGT GGCTCTCCCT TTCCCTCTGT GTTATCTTrC AAAACAGTTC CCAAGCITNG 
NGGAAAGCAA TGAGCTCCAC CCTAYTCAGC AGA 

SBO ID NO:1780: (Length of Sequence = 428 Nucleotides) 

OGGCTTCCCC GGAGCAGCCG ACAGGGCCAC AGGAGAATGG TATGCTGCTC GGCATGGACT GAAGACCACC CCGTCT3CAA 
TCTSTTCACC TGTGGGTTTG ACCGGCAAGC CATTGGTIGG AACATCAACA TCCCTGCATT GCTACAAGAA AAATAAGGAC 
ACCGGCAGCC CTTAGITTCA CTGTITCCCA GCACAGACCT TTGATGGGTG CAGGCTTITC TGCCTATTAA TCAGCCATTT 
TTGTGAGAGT TTCACCCTGG AAAGGGTCCT TTGTATATCT TCTHTCACA TAGTGCCCAG CTTCCATGAA ATCTACAGAG 
AAATGTGTGG TCGTA Tl'l'l'l 1 TACITITGTC ITCTATATGT ATGGATAATT NGGC7TCCCTT GGGCAGTAGA GGCAAAGCTC 
ACCTCCCATG TAGCACATGA AAATGCTT 

SBO ID NO: 1781: (Length of Sequence = 459 Nucleotides) 

ACCTCAGATT GIGAAGGGCT CTGTAGGCTA TGTTAAGGAC ACTAGAAATC TATIGAAAGG TTTTAAGCAG AGAATTGACT 
TGCTCATATT TTTNCTTCAA AAAGCTCAAT AGCTACAAAA OGGTCAATAG ATGGTAGCIT TGTGGGGCTG GGGTGAATGC 
AATGATATTG CAAAACAAGA TATAGGGAGA CAAGAACTTT TAATAACCTA AACCAGTGGT TCTCAAACIT TCCATGCATC 
AGAATCACCT GGATGACITC CGAAAACACA AATAATCAGA CTTAATCCCT ACATTTTCTG ATTTAGCAGG TATAGAATGA 
QGTTTAAGAA TTTCTAACAA GTTCCCAGAT GGCGTAAGGT GTCTCTCAGG GTTTTTACIT GAGCAACTGG CTGGATCCNG 
TCGATCTTAT GTCCCINCGA CTAAGGGCTC AGGTACAGCA TTCTCCGGTC AGATTCTTT 

SEP ID NO:1781:. . (Length of Sequence = 420 Nucleotides) 

GAAAGCACAG GAGCCTGCIT CCAAAGAGGG ACTGTCCCGT AATTNAGAGA TGCTCCAAGG CTGACCATCC TCCTTCTCCT 
GCTGCACACC CAGCAGCCAT CTATGGCTGG ATTTGGAGAA TTTCTGGTCA AACOGCTGAG TATCAGGAGA GCAGGGCAGT 
TGGGGAGAGA GGTCCCAGCC CAATTCTGCC CAGAGAAGCT CCCAAAAGAG AGGGAAGTCT CCTGATGAAG AGCCCATGAA 
AGGGGTGAGA CCCAGGAGGC TCTGGAGATT GCTGCGGGCT CX7ICTGGTCA GTAAGGAACC CTCACAAGAT CCCTAGGATG 
GGGGTCCCTT AGTCTCACTG AAGTTCTTGT AACTCNGGAT TGGGGCCAGG TCANCCTCCT CTGATACCCG AGCTACAMAT 
CTGGCTTCCC AKTTCTAGAG 

SEQ ID NO: 1783: (Length of Sequence = 427 Nucleotides) 
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AGAGCTIAGC ATGCICTTGG TKMCTITT TATGTGTTTA. TTTCACATIG ACITITGCCG TGAGCTTIGA GGGAGACAAC 
ACCATCACAT ATGTGTAAAT TGTAAAAGAA TTGGGAGAGA AIAGCTTTGG GAGATCATTT TCTTACIGGC CATGATGAAG 
AAAGCTGTAT GGTAGGAAAA TTACTAGCTA AIMTIACTCA LT1UAXAAAG TTAAITTT3CA AGGTATCATT CGATTGGIAG 
AGITACCAAA ATGAGAGITA AAGAAACAGA AATATGGTTT CAGTTTATQG TGCATTCTIA TCTTTTTCAC TGAGTCTATT 
TCTCTCIGGT TGCTTCACIT AGTACTCCAA CCAGACAAGA GGAAGACAAC TATCCTACTG TTTIAGGAAA TGGGACAGAA 
TGGGGTGATT TAAGTAGGAG CCNQGGT 



SBQ ID N0:1784: (Length of Sequence = 428 
ATGGGAIACT AATGCAAGCA TTCAGTGAAA AAAGTAGATT 
CACCCAGAAA AAAATAAGAA AGATAAAAGA TCTIGGTAAA 
QGA2AGATAT TGATATTCAT TITCTTITTA CAACTTIATT 
TATATAACTT GACTAAXTTT GACAAATATA TACACCCATO 
AAACTTTCCT TGTGTCC1TT TCCAATACAC GCAAACACAC 
TTCTOITACA AIAGGGTAGG TTTGCATC 



Nucleotides) 

ACCAAACTAT AOGATCCTCA TTTATTTEAA AAAGTGATAT 
ATAACTAAAG AAXAAAAATA TAGGGGAAAA GGTAGCCAAG 
AAGTTGTAAT TTCTGTGCAA CAGATIGCAT ATATTTGANG 
AAACTACCAG TTAXAATTTT AAACATTITC ATGGCCCTCC 
ACAOCCCACA CACAGTATGrT AGGGCAACCA TTGATCTGCC 



SEP ID NO: 1785: (Length of Sequence = 414 Nucleotides) 

GTAAACAGAT TACATTTGAA CACCTAAATA AGTATTKHT TCATAATCAT TACATGCTIG TTTATGATTT ACAAAGATTT 
GGEAGAGAAA AGTACAGTCC TTAAGGCATA TATATGCCAA TGCATTAAAC TACTCAGCTT TTCTCCCAGC TCAGGIGTTC 
ATAGGAACAG GAATGIGGAA TACCAGCITT TEACTTTAAT XAXACTTTTA TCCTGAATTT TICITCCAGT TAAACCTTTA 
ATIACACTAG TATGEAAAGT AGTTACTGAG AAAAATAAGT TTTTGATTTC CCTICTCTTG GATCTGTAAC ATTTTTAAAT 
GGAGCTATTT AACACATCAC ATGCTAATCT TACTTAATGG GTCTCTGCAT TTEAATTTTA NGAAACACAA ACCTGGGTCA 
CAAAACATCT TCAG 



SEO ID ND:1786: (Length of Sequence = 397 
GTTATTCCAA CCAAAATTTC CXAAGATTGA AATGCAGAAA 
A3ATTGAAAA GATGCAAGTN CTCCCCAAAT ACACICAXAG 
GAGGCAAGAA TCTGGGAAGA AAAJTAATCT GAAGITIGTC 
GATTAATGAG AAGTAAAATT ATTTCAATTA TAAANGTAAA 
ATCTTATACA AAGCTACGTC AAGGCTTGAG GATAA1T1TN 



Nucleotides) 

CTTACAGAAT TGAGTAAAAA GACAAAAAOG TAAATACTAA 
ATTCAATAAA ATTCAAATIT AAAGGCAATT AATTAGGGAT 
TGGAAAAATC AATGGGTGAA ACGAAAATAT TITAGGAXAA 
ATGATAAAAT AGTTAGACCT ATATGGTACT GATGCCAGGN" 
TTGAAGA1AT TCGTGGGTAT CTCATTGGCT ATAAAAG 



SEO ID ND:1787: (Length of Sequence = 408 Nucleotides) 

TCCCACAATT GACAATATAT ATGGATGTGT TEAAACCAAA TCCAGAAAGC TTAAACAATA GAGCTGCATA ATAGIATTTA 
TEAAAGAATC ACAACTGEAA ACATGAGAAT AACTTAAGGN TTCTAGTTTA GTTTTTTCTA ATTGCAAATT ATA'ITITINC 
TGCTGATATA TTAGAATAAT TTITAAATGT CATCTTCAAA TAGAAAIATG TATTTTAAGC ACTCACGCAA AGGTAAATGC 

ACACGirrrA aatctgigtc ttgctaattt tttccataag anttctaaac attgaactga acaaattacc tataatggat 

TTGGGTXAAT GACTCATGAG CAAAGCTGGT TTGGCCAGAC AGTATACCCA AN CmTA TA TAATATCCAG ANGGCTATCA 
CACITGIG 

SBQ ID NO:1788: (Length of Sequence = 391 Nucleotides) 

CAACITGGAA CAAACTTTTA TTTPGAATGC TGGTCTGATC AGTCCACGGC CAGGGGTAGG TGGTAACTAG AAACAGCIGG 
AAGGAGGGAA GGAGAGGGGA CCAGCACTCC GCAAGCAGGA GGAAAGGAAA GGGTIGGGGA CAGGAGGAGG CAAGGOTGAG 
GAAGGACCCA GCCAGCTGGG TGTCTGCCCC GGCTAGAGAA CGAACCACCC CCACCCACCA GGCTACCCTC CATCTGTGGC 



WO 93/16178 



PCT/US93/01294 



396 

TTCACTGCAG AACTCACTCC AGGTGGGTTC AGGCCCATGC CACCTTCTCT GGCCTGCACA CTCCCACCCC AGGCAAGGGG 
TTCITTCCAG AAAGGCTAAA TtOTCTCTCC TAANCCTNGG AACTGTCCCT TTCAACTAAA CCCCTGGCCT T 

SEP ID NO:1789: (Length of Sequence = 312 Nucleotides) 

CAGGGTGAAG TCAGCCTCTG TGGGAAATGA GTCTAGTCTC AGGAGGCCTG GOTGCTATAA TCMATTTAT CTCACACTTT 
ATATTTCATT CATTTATATT A'lTlTriTAA AAGCTTTCTT TATCAGCTAC TAMCATCTC AGCAATITGG TGTGCATAGC 
TCTAGATTAA GCAACAAAGA ATTGTACTGA TAACAAACCA CAGGGGAAAT GGTGGITAGT AAGAGTCAGC CTTATAAAAT 
TTACATCCAC ACTGTTTCAC AGCAAGATIG CTCTCTCCAA AACGTAGCCA TCAAAAGCAG CAAACAAACC CT 

SEQ TP ND:1790: (Length of Sequence = 281 Nucleotides) 

TCTTTCCVTC ATXAGCTGTA GACTATCCCC TCTCCTCCCA CCACAWTGTT TCTWTGATCA KTTACAAACA GAAAGGAAAT 
CACATTCTCA TACTAAAAAC AAAATGWTCA GAGCCTTGAT TTYTCCACTA GAWACTACAC GTACAGTTAA GAGTCCACAT 
GCAACACCTT AAWTCACAGA CTGAGACCTC ACATIYTSAC CTGGAGNTTC CTCCCCTTCC CCAGCCTTGG GCTAGCTTK3 
GCCTAGGCTC AKGTAATACT GACACCCACA GGCGCIGCTC T 

SEP ID NO: 1791: (Length of Sequence = 261 Nucleotides) 

AGGCAAAGCA GAAAGGTCTG TITGCCAGAC CAGCATGGGC AGCTCAGAGG GAGCAAAGCA TCCACCAGAA GAGGCTCTCC 
A Tl'lTlTl CT AGGGCCTGAC AGTTGAGATT TGAGGCTGAG TTAACAOTGG GACCACTGAA CTTTTITCCA ATGGAAAAYT 
CAOGGCCCAG TCCCACAGGA ACTTTGOGGC ATACCAAACA ACAWTCAGGA AGGAAGGGCC GGGTGGCTCT ACCAAACAKT 
TCAGCTCCAC TGGGTGAWT3 A 

SEP ID NO: 1792: (Length of Sequence = 324 Nucleotides) 

CTCCATCTXT ATCGGCTGTA TAAACATCTC TGCTCTCTAC ATACATTTCA TACATCGTAG GGTGGGAAGC GAGGGCCAAA 
GGGAQGCCCA GCAGCACAAC AGCTCACCCG CTTTCCCTAC AGCCCTACCC GCTCTCTGCA AACCAAGGCC AACAGCTCCT 
GCTGCCTCTT CCTCCCTGGA AAAGTCACTG TTATGGGGAG GGGGCCAGGG GTTTGAAGGAT TAGAAGGAGA TAGAGGGCIT 
QGTGGGGAGG CCACATNTAA GTCCTAGATT CAAACACTGA AGCGAAACAG GCAACTGGCA CAAGCAGCAA GCTTAGGCAT 
GGGC 

SEQ ID NO: 1793 : (Length of Sequence = 386 Nucleotides) 

ACTCTTGGGG ACCCAAAGAT CTCAGGTCCC CATACTCTGA GGAATCAGGA CACAGCCCAG TGCCTGACAC CACAGAGTGA 
GGCAGCCCTT CGGGTCAGGG CCTGGGCCTC GAGGGATGGC AGCCACCACT GCCTAGGCAA ACGCACCTGG GGCTGAACTT 
GGCGCCCGGC ACTTO5AGGA CGCCAGCACC ACTGGGCACT CGGAAGTGCC AGTTCTGGCC CAAATTTGGT GACCTGGGTC 

'agaaggacct ttcagaatga ntigttcccg tcagcagata CCGTTCAAGAC ACGGCTGGCT ctgagagggg ctgggtgccc 

GT1TKJ OCTS TATTCTCCTG GGGGCCAGCA CGTCTCAGAG GC3TIGTCCCIG TGGGTCCCCG GGGTCA 
SEQ ID NO: 1794 : (Length of Sequence = 308 Nucleotides) 

GGATGCTCTT TAAAACATGC AAATTGGGCC GGGCACAGTC GCTCATGCCT GTAATCCCAG GACTITGGGA GGCCGAAGTC 
GCTGGCTCAC CIGAGGTCAG GAGTTCAAGA CCAGCCTGGC CAGCATGGTC AAACCTCATC TCTGCIGAAA ATACAAAAAT 
TOGCCAGGCG TGCTGGCATG TCCCTCTAAT TCCAGCTACT CGGGAGGTIG AGGCGGGAGA GTTGTITGAA CCOGGGAGGT 
GGAGGTTGCA GTGAGCCGAG ATTGCACGAT TGCACTCCAG CCTGGGGIGA CAGAGCGAGA CTCTCTCT 



SEQ ID NO: 1795: (Length of Sequence = 418 Nucleotides) 
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GAAACGCTAA GGTTTT3ACA GCCTTACACT GAATTCTCOG GCTCTAGAGA TTGGAGGAAG TOGGGAGAAA TTCGTCTCIA 
ACTTOIAAGG TGGAACAGCA TTCATTCTCT TACTGCCAAT QGAGGTTTTT CATGAAITTA CTAACTCAGT AAAAAGATTC 
GGcrrmTT 'itita atctt aaaggatcac gctteaaacc tctctaacaa AGTAATTATT TCTACCACTC TC7TACCCCAC 
CCTCCAACAA AATAACCTAT CGGNTCTCAG AAAATAATAA CCCTYIGCCT GCCITPGAAA TAGTTATCCT TTTTAGTATG 
ACAGTGTTCA AAAATTCTTT TCTTAGACTT GTAGCAGAAC ATAGCTATGA TGATCTGAAT TrTTCTCTIT CAGCTTGTTC 
TAAGAOGAGG GGGACTCC 

SEP ID NO: 1796: (Length of Sequence = 416 Nucleotides) 

CITTATTACA TATGCAACCT TGCCATCCCT GCCAOTTAAC TCCCCTCCQG CCAATGTTIAT CCTCATGATA TCAGCTCCCT 
CTTGGGGCCA CIGAGCTGCC CCCCTTTCCT TCTGGGCTGG AGTAGTGGTG CCCCTCAAGC AGGCAATGGG CAGGGGGAGA 
TCCACAATTA ATCGTCGCAG TTCTCTTAAA ACTATTAACA CTTAAATAAG CACTCITGGG GAGTTTGCAAA GGATATTCAG 
GA3X3GGMGC AGTGGGAGGC TACCCCTCAT CCAAGGTACA GGCTGGAATG AGCTACAGCT GGGTCTATCG TGGGCCTCAG 
AAGCTGAAGA GGGACCCTAT TCTGGGGCTT AGTGfPGGGTG GGGCATATCC TCCCCAAACT TGTTCTGTGG GCGATGTTCT 
TCACATCTAG GAGAGC 



SEP ID NO:1797: (Length of Sequence = 298 Nucleotides) 

AGGAGGGAAA CCAGAATCAA ACTACTACTT CTAGATCAAC ACAGGCTCTT GAGAGTCCCC AAGAGAGGAG GCTGTTGATC 
CAATCCTGAC TCAGACTACC TRCCTGGCIT CCTGGCCCTA GGAGCTAA1A ATGATAGTNT CAGGGGGTCC ATGTAGCAAT 
CCAAGCAATT CCTGAGGTGA GAGCAAGCAA AGAGGATAGG ATGAAGGGAA GGCAGGCAAA GAATCTGCTC CTAGTAAGAA 
GCAACTCTNT TCCACTCACT TCCTTITGCr CTNTGGCAGG CAAGTCAACT GGGTTCTC 

SEP TP ND:1798: (Length of Sequence = 245 Nucleotides) 

CTGCTCCATT TTTACAACAN ATACATCCAA AACACTATAT AATANNTTTT TTTACAACAT TTCCAAATGA GAAGATTGCT 
TTTNCCCCCA CTACTCCTAT TCACACACAG TACITCCACG GCACAATACA TTAGGAGATC TAAAANTGCT CACCCTGTAC 
TCTAGGCTGC TTAGGAAATG TGAAAACTAG NAACATTTAT AATGGCATTA GCTCCTTTCA ATACAAGGCA ACATTTTAGN 
AACCT 



SEP ID NO:1799: (Length of Sequence - 312 Nucleotides) 

GAAATGTTAG GCEAGTEAGA. AGGACACGGC AAXAGCCTTG AGATTYTCAA CCAGGGTAGT GTATTAGAWG TAAAAAGGAG 
AGGAAAGATT TGAGAGTTAT CTCAGAAACA GAACCATCTA ATTnTTTGG ACTGATITGA CTGCTCTTTC ACTCATTriT 
TTAXTCACTC AACAACTATT TTTGAKTCNT TTGGATGGCT CAGACATTGC GCTAAGTCAA AAAXAGGAAG GTAAGAAAAA 
GAAGACTCTG AAGATCAATT CCCTCCCCAA AACTGAGCTA CTAGCTATTA CICACTGGGG CTGAAGTGAC AC 

SEQ ID NO: 1800: (Length of Sequence = 309 Nucleotides) 

GGCATCIGAC ACIAGGCCAC AAGOGATAAG CACAGGCACC TGACTTTEAA GTX ' mXJm ' OT1OTIT TCCCAAAGTD3 
CTGATAACAA TAACAACAAC AATAGGAITC CAACCAGGNG CCTCAAGTGA CAGCCAGGNA GAGACCTGAA GGTTGGGGCC 
ACCACAATGC CAAATCGTTT CTAAAGGAAG CTGAAAAATC GGACTGTCTT TTGCCCACTT CGTTGTCJTTA AAAGGGGACA 
TTTCTOCAAA CINCCCAACC GAGITCIAGA AGNTCCIGAC AAGGAGGCAG CATCCAGCCT TGACCAGGC 
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SEP ID NO: 1801: (Length of Sequence = 166 Nucleotides) 

CAAAANTTAC TCTGCAAAAT TAATAXATGA TTTACCTGCT GTIOTCATAA GATTTCCAAA TAGACAAACT CGGTATGCTT 
NGGATTCGCT TTACATTCTA AGTGGATITG GAGGTTCAGG CAGGCGCCAA GGAGTNAGCC GAAGTITCAT CANGOGGAGA 
TGTTGG 

SEP ID NO: 1802: (Length of Sequence = 281 Nucleotides) 

GGTCGATCTC TTTGGGCGCA GGATGGAGCC CAGACCCAGT GGTTACAGTC TGGAGCTCTC TCCCTGTCCC CTGACTCIGG 
CCAAGGAAGT GAATGCAAAG CAGCAGGGAG GAGGCAGGGT GGGGAOGGCC CTOTGAGCTC TCQGCGATGG CTGGOCTGAG 
GTGCCTCTAA GACTTCTOGG CAGCCCTGCC TTCCCTACTC AGTCTTCCCG ATCTINTTGC CACCTTTCTG TGTGGGCCAG 
NCTCCOGCCA GGTACTCAGA GGCOGCTCAG AGGGCAGGCT T 



SEP ID NO:1B03: (Length of Sequence = 429 Nucleotides) 

TTCACAGTTA TAGTTGGGGA CATTAACAAC CCTTTCTCAA TAATTGATAG ACTACTAAAT AAAAAACCAT GAAGGATATA 
CAAGAACTGT ACAACACTGG CCGGGTCTGG TGNCTCATGC CIGTAATCCC AGCACTTTCG GAGGCTGAGG CGGGTGGNTC 
ACTTGAGGTC AGGAGTTCGA GACCAGCCTA GCCAACATGG CGAAACCACA TCTCTACTAA AAATACAAAA* AAATTAGGCT 
GGCTGTT3GTT GGCTTAATGC CTGTAATCCC AGCACTTTGG GAGGCCAAGG TGGGCATATC ACCTGAGGTC AGGAGTTTGA 
GACCAGCCTG AAAAACATGG TGGAAACCCA TCTCTACTAA AAATACAAAA ATTAGCTGGG TGTNGTGCGT CTGAAAAAAT 
TAGGTAAACT CCCTCTCAAA AAATAATAA 



SBO ID NO: 1804 : (Length of Sequence = 278 
GACCTGAAGC TCAAAGTCTC TCTCCTTACA CAACCAGOGN 
CTGCTTCAGA CCACAAAGCT GACCCGTNTT GCCAGAOGCA 
GNCTTATGCT CCTATCAATG CCAATGNCAT CAAAGCAGAG 
AGATTCACCC TCCTGGTGCG GCTGNCCCTG GGAACTAT 



Nucleotides) 

CAACAGGGCC AAGCTACTGG CTAAGAACAG ACAAACTTTC 
TGTCCAGGGN CCTNTTACAG CCAAGGAGGG CCGCCCGADG 
TGCTCCATTC GNCTTCCTAA GGNCGNCAAG ACTCCATINA 



SEP ID NO: 1805: (Length of Sequence = 349 
GCATCCATGG CGGAGGGCGG CAGCACGAOG GGOGGGCAGG 
GAGCAATTTT NTGATCATCC GCTGGAGCAC TCTGAGGACA 
CCTCAGGAGC CTATTGCAAG AGGAGAGCTA COGGAGCCGC 
GCACACCGTT NOGAATOGCG GCCACTGCAG GCCATGGGAG 
CINGTGGACG TAAAAGGACA GACGGCCCT 

SBO ID NO: 1806: (Length of Sequence = 403 
GTGCAGTGTG GCCAGATCTT TTCTACTAAA ATGTGTCTTA 
AAGCNCITCC CATITTTGTG GCCCCATICT ATTCAGOGIG 
GGAAGAGGAA AGAGCTTGGA CAACTGCACT TGGCTCGTIT 
ACATTCCA1T GGTTAGAACT GGGTTTCTCA ACTATTACTA 
TGGCCAAAGG CTAATCAGAG TTAGAACAAA GCCACAAAGC 
ATT 



Nucleotides) 

GCOGGGCTCC GCAGGTCGTA ATCTGAAGGA CTGGCTGAGG 
CGAGGCTCCA TGATGCAGCT TACGTCGGGG ACCTCCAGAC 
ATCAACGAGA AGTCTGTCTG GTGCTGTGGC TGGCTCCCCT 
CTGTNTGGAC TTCCTCATCC GGAAGGGGGC CGAGGTGGAT 



Nucleotides) 

CTGATGGGCA GACAGCTCTC ATTCAAGCAG TGACAGATGT 
TGGCITCCAA GITGCCTGGG ATCATCTCCA CCCAGACTAA 
TNATGGATCA GGCAAGGAAT TGGCTCCAAC ACATTAGCTC 
CAGGGTGACT GTAGGGTITT GGCACCATGG GCATTTGAGC 
CTGTGAATGG TGTITATTGT TCTGAGGAGC TGTCTTGTGC 



SEP ID NO: 1807: (Length of Sequence = 426 Nucleotides) 
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CTCCTCAGCT TCACTCIGGC ACCACICTGA GCACCQGGAA ACCTACCAGA ACTTGCTGGA GGACATCGCT GTCCTGCACC 
GCCTQGCTGC CCGCCTCTCC AGCCGAGCTG AGGTGGTTAGG OGCOGTCCGC CAGGAAAAGC GCATGTOGAA AGCAACGGAA 
GTCA3X3ATGC AGTATCTGGA GAATCTAAAG AGGACCTATG AGAAGGACCA TGCGGAGTCA TGGAGTTIAA AAAGCTTGCA 
AATCAGAA3T CAAGCCGCAG CT3TGGCCCC TCTGATGGGG TCCCTCGCAC GGCACGGTCC ATGTCCCTCA CGCTGGGAAA 
GAATATCCCT OGCGGGAGGG TCAGOCxTTGC TGTGGTTCCT AAGTITAATC CCCTGAATCT GCCTGGGCAA ACTNCCAGCT 
CATCATCCAT TCCTCCITAC CAGCTT 

SEQ ID ND:1808: (Length of Sequence = 431 Nucleotides) 

GCTacrrrrc cattiagatt caaatggagc taaaattaag agttttatca gctgttaaga atgagctagt ttctcctsgg 

ACCCCCCAAA GACAGTGCAA CTAATGACGG TTK3GNTCTC ATTCGTCGAT CTTTGATAGT ATCTNCTCGA GTCTACTCCC 
CAGGAGCCAG GACAGGCCTG AAGAIGGAGT CCTTGTCGCA GCTGGAGCCT TGCCTAGCTG GTGATCACAC AGCCTGGNCT 
GTACOTGCAC CCCACTGGAT GGTGGTACAT GGTGGCAGGG ACAGGACCAC ACCCAGTTAA GGCCAGACCA GGCTGACTGT 
GACCCCTGAG GTAAACACTT CACTAAGCTG TGTCTTGTTC ATGCCCCCTG CTCAGTGAAA GCTGACTCCC GAGACCAGTT 
GGCTACCTCT CTEATCCGAA CCAGAGACAT T 



■ SEQ ID NO: 1809: (Length of Sequence = 401 
CGTGAGGCCT TGAGCACAAG TGCAAGCGGG ACATCCTGCT 
ATCOGGCCCC GGCCCACIAA GACCAGCTTC GTGGGCTCCT 
AGCGGAAGGG CACCCTCAAC CGQGACCTGC TCTTCGACCC 
TCCTGAAGGA GCACCAGGGC ATCTTCACCT TCCTCTGCGA 
ACCAAGGACT CTCOGTCTCT NTGCTTCAAC CTGGGCTGCC 
G 



Nucleotides) 

GGGCCGGCTC CGGAGCTCGG AGGACCAGAC CTGGAAGCGG 
ACTACCTGXG CAAAGGAGGA GATCGACGTG TGGACOGAGG 
GCTGGGGGGT GTTAAGCGQG GCAGCTCACC ATCGCCAAGC 
GATCTGCTET GACAGTAAAC CCCGGAXCAT CAGCAAAGGC 
AAGAACAGCT TNTTACAACA ACAAGTGCCT GGTGCACATC 



SEQ ID N0:1810: (Length of Sequence = 233 Nucleotides) 

AAGTGCTATA TTCATTGTAT TATRGAGAAG GTTGGGGAGC ACAGAAGAGG ATCAACCCAG CTTTAGAAGG ATTAGAGAAA 
GCTTCCAGAG GGGTGGACAT TTGAGCTAGC AAGAAAGCAC AAGGGAAAAG GCATTEAGAC AGAGGAGACA ATTTGTCCTG 
ACCCAGAAGC ATTGGGGTAT GCTATSCATG GATAGNCAAA GAATTTTTGC AAAAGGGGGG OCAGCAAGGC ATT 

SEP ID NO: 1811: (Length of Sequence = 423 Nucleotides) 

CAAAGAAAGA GTIGAACTAT CTACATTGAA AAAAGGAAAG ACATTTTITC ATACCAACCT TTCCCEAGTT CGCAGTTTCT 
GAATACTAGA AACAAAACAC ATTTTTAAAT CTTTCTATCA ATTTAATTTA GGACGAAGTTA ACACAACTTT TATAATTAAC 
CACTGAAGTT GTCTTEAAGG ACAAAACTTA AATTTTAAAA TGGGTGTTAC CATATTTOAT GAGTGGACTG ACTCCAAGCT 
TGCCTTGCTC CAAGNNTGQG CATCGTCACA TIGCXX3TGAT GCCCAGAAGA AAGITAATGG CAATCATGTC CAGTCAGAGG 
GCAGACAIGC TACACATCAC AATGATCAGA GCTGOGGGAT TCTGCCCTCT TCAACTTCCA ACTAGNAAAT TATTATTITC 
CATTCAAACT AACIGGGAGT GAG 

SEP ID NO: 1812: (Length of Sequence = 394 Nucleotides) 

GACCAGCCTG GCAACTTACT GAGACTCTCT TTCAGGAAAA AAAAAAAAAA GTCjTATTTGG CTGTTCIGAA GCAGGCCATC 
ATCACCCITC ACCTCACCCA CAGCTGGC7TC TCGGGGGCTG GTCCATGGGC GGCTGTTGGCG TNAGGATGGA GTCCTAGCIG 
TGACCICTGC CCAGGAGGGC GTGATCOGAG TGAAGCCCCA GGTCTCAGAG AGCAAGCTGT AGCCAGAGGT ACCAGCITCG 
CCTGGGGCIT CAAGAACCTC CCATCTATCC CCATTCCTGA GACAGGAGTT ACACTCCCTT TIGGNCCTNA CATCCAAXAA 
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AGAGACIGAT ACCACTGGAG TGGCTGGCTT TTAATTCCCC TGGGCCAGAC CTCCAGCCTT GCCTTAATCC TTAA 
SEP ID NO:1813: (Length of Sequence = 344 Nucleotides) 

CATCAGCGAC AGGTCTCCCT CCCAGAACCC CATCAGGACA GGAGAAAAGG CAGCAAGAGA GCTGGGCTGG TCCTGGCACG 
TGGGCCACCA GTOTTCTGAA TGAAGAGTGA CTCCOGGCTC AGGAGTTCCAC ATCAGGTICTG GGCTGCTTCC AATCTGTAGG 
TTCTCCTCGA GATTNTCACA ATCTGCCAGC TCTCTGGGAA TCACAGAACC ATCATCTCCC CTTAGGATGG CAGAAGATGT 
GGCACAGCCT CAATCTCCAA CACIGAAACA CTNAGAGAGC TTGATAOGTT CCITAGGCAG GGCAGAAACA TCACAGCACT 
TCACGNTAGG AACCACGAAA GAGT 

SEP ID N0:1814: (Length of Sequence = 442 Nucleotides) 

GACACAGCAG GCCCCTGCCC CIGAAGGAGA CTGCATTGGA ATRTIGCCA GGTGGCCCIG ACACATAGGA ATGCCCAACT 
ACTGTGACTA CCCTCTGAGA TAAAAAGCTG TCCTACTGAT TTTAGAAGGC CAAAATTAGA GGTCATTTTG GAGGTCATGC 
CAGTGGACAT ATAACAGTTT GAAATGCITG TTCCCCGGTG CCCTAAAGAA ATAGTACTTG AACTTAAATT TATTCAGCAA 
GGCCATTITT ATTITCTGCA GAAAGGGTAC ACTTGGCAGC AGITTTNCCA CGAGACTACC CCGAACAAAG GAGACAGGGT 
CAXTTATAAC CIGACGCGTC CACCCTTCTG CTCTGTCCGG TTTCCATB3G CTCGAACAGG ACCTCACATT CIGTATTTGT 
CCCGATTGGC TAGCAACTTA GGAdTATTA AAAGAGGCAA AG 

SEP ID MP: 1815: (Length of Sequence = 299 Nucleotides) 

GCAGAGAATC CCITCAACCT GGKAGGCGGA GCTTNCZACTG AGCCGAGATC ACGCCACTGG ACTCCAGCCT GGACAACAAG 
AAGGAAACTC CATCTCAAAA AAAATIGAAA AAAAATTCAN GANATACAGA ATGCAAAANG GGACCAAAAA AGTACCAAAA 
ATTTCAAAAT TTICTTAAAC TGTACCAAAT CTGGNTACGA AGCGITATTT TTGCCCACAG GGCACTTCCC TGGAAAGNCG 
TTACAATAGC TOAGGCTTCC TCTTCAGATA GANTTAGAGT GGCACTAGGA TAGGCTCTT 

SEP ID ND:1816: (Length of Sequence = 286 Nucleotides) 

ACCCCGGGTC CCAGGTATGC TCCCACCTCC ACCTGCCCCA CTCACCACCT CTGCTAGTTC CAGACACCTC CACGCCCACC 
TGGTCCTCTC CCATCGCCCA CAAAAGGGGG GGCACGAGGG ACGAGCTTAG CTGAGCTGGG AGGAGCAGGG TGAGGGTGGG 
CGACCCAGGA TTCCCCCTCC CCTTCCCAAA TAAAGATCAG GGTACTAAAG TTGTCITGGT ITiTA'mTA TTATTATTTT 
' lTlUTlTlC CAGTATACTA GCTTGTCTTT TAAGAAAGGG GATATT 

SEX) ID MP: 1817: (Length of Sequence = 320 Nucleotides) 

GAAAGGAAGG CCAGGGT3GG AGGAAGGATC AGCTAAATCT GAGGGAAGAA GAAGGAAAGG AGAGGGACTA TIGCATAGCA 
GATGCAAATG AAGGGACTGT CTTATTATAC AGTTTTATCA TCTCTTAATA CTCATAATCT TGTTTCTTTT TCAACTTTTA 
TATAATTTTA TCTTTACATT AGTTAAATCA AAAATCTTAA AACACATTTT AAACJGTGCTC ATAGGTTACT TTTATATATT 
ATTGAATTTA TAATAAACAT CJl ' l ' llTlTl NC TGGAAACTGG GATGGNACCN CGATGGTGTT TCTIGAATAT AAGACTGTCC 

SEQ ID NP:1818: (Length of Sequence = 356 Nucleotides) 

CCCAGGAGGC T3AGGCAGGA GAATCGCCTG AACCCGGGAG GCAGAGGITG CAGTGAGCCG GGATTGTGCC ACTGCACTCC 
AGCCTGGTGA CAGAGCGAGA GTTCATCCAG ACACACACAT ATATATATAA TTOCCAAACA GGCTTTACTA AACCCCCTGA 
GGTCTCATGA CACAGTAGAA AATGATGATT TACTAGAAAG AGCATGCTCG TAGGAATCCA CTAGATCAGT AGACCTGAGT 
TAGAGTCCCA AATCTGCCAC TTTCAATCTG TATCGCCTCA GGCAAGTTAC TIAANCTTTC TCTCTCTCTG TTTTCTTTAT 
AAAATGGGGG ATAATAATAG TAACTTCTTC ATAGGG 
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SEP ID N0:1819: (Length of Sequence = 328 Nucleotides) 

CO^CTCCTCJr AACCTGCTGG ATCACTCTGC ACTGCCCITC TTCATCCTCA CX3*GTGTCCT GGGTATCCTA. GCTAGCAGCA 

ciCTCCTcrr catcctttin agacctctct tccgctggca gctctgccct ggctggcctg tcctggcaca gctggctcig 

GGCAGTGCCC TCTTCAGCAT T5TGCTGCCC GTTITGGCCC CAGGGCTAGG TAGCACTCGC AGCTCIGCCC TGTCIAGCCT 
GGGCTACTGTT GTCrGGTATG GCTCAGCCTT rarcCAGGCT TTGCTGCTAA GGGTCCCATO CCTCCCTQGG NCACAGACIG 
GGTGCAGG 

SEP ID ND:182Q: (Length of Sequence = 359 Nucleotides) 

CCACCATGCT CTGCACTCGC NCTCGTACCA GGCCCGCGAC CTCATGCTCA TGAGCCACTT GCAGGACAAC ATTCAGCA1G 
CAGACCCGCC ACTGCAGATC CTTIACAACC GCACCA.TGGT GCAGCTGGGC ATCTGTGCCT TOOGCCAAGG CCTGACCAAG 
GACGCACACA AOGCCCTGCT GGACATCCAG TCGAGTGGCC GAGCCAAGGA GCTTTTNGGC CAGGGCCTGC TGCTGCGCAG 
CTTCCAGGAG OGCAACCAGG AGCAGGAGAA GGTGGAGCGG CGCCGTCAAG TCCCCITCCA ACTGCACATC MCCTNGAGC 
TGCITCGAGT TTGTTTTANC TCGTTGTCIGC CATCTTCCT 



SEQ ID N0:182l: (Length of Sequence = 208 Nucleotides) 

CCTGGGTCIG TGACCCAGAG TTCCAACACA AAGACACTTT CTACTGGAAC GCIGGAGCCA TTCCAACATG AACAGCAAGA 
ATAGAACCTG TGCTGGCTGG TCTAAGATCA AACCTOGNGA TGGTGGTITC AAdNCTTCT TCAAAGAAAG CTTGAAAATC 
AAATCTCAGT TAGGCAAGNC AGATAAAAGC AGAGTTATTC TQCTGGCG 

SEQ ID ND:1822: (Length of Sequence = 314 Nucleotides) 

GGATCIOTTG AGCCAGAGTT TAAGCCTGAC ACACAGGCTT TCGTCCTCAC TGAGCTGTCT CCAAGACTCG AACTACTTAG 
TGACTOGGCA AATTTTCTGC CCCCCACCCC TCATCAAAGC TGCTAGTTCA GATCTTCACA GIGTTTTCAT GAATGTTGGA 
ATCTXACTAG TCCAGACTTA C1TAGGATGT TGITGGGGAA GGCACTTGGG ATTTTCTCTG TCTTGCATTC ACAGAGGGAG 
GCCATTTCAG ATTCAAGAGC ATTKGATTAG GGGATCGTCA GGCAGGGATG CTACTGOGKA TITCTCTCTT CAGG 

SEP ID NO: 1823: (Length of Sequence = 344 Nucleotides) 

AACAATTOG TCTTTACTAC ATCTIAAAGA ATTAGAACTT GGGTTGGTGT AACTGACTTA CTTCCAGGGN ATCATGCTCT 
ATTTCTACCA GCAGCTCAXA CCCNAATGTC ACACTATCTA TTGTTAACCA TGA A 'lUN TA T TCAGATCTAT TAC7TTTTCGT 
GAAAACTGGA ACATGTTACT TCCAACCATC GCCTCTCACC GTGACTGTCA TCANdTTNT CCAAAACCAC ATGGGTCGCA 
GGAGCIAAGG GCTGGTACCC MAATGTXAGG GACACTGTTA GGGAAGGGCA AGGGAAAAGA AGTGACTNGA TGTCTTATGA 
GRAACCCGTA AATGGCTTAA AAAA 



SEP ID NO: 1824: (Length of Sequence * 340 Nucleotides) 

GTCAGTGGCA GGTAXCA3GA ACCACATTCT GGACCTGGAG TTGCTAGGAC CTTITCTGCC ATTACACAGA AAAATCCTCC 
CTGAGAACAC AGCCATTNGA GGNCACATCG CAGAGGAAGA TAAGACAATA AACAGAGNCA CATAATTATG GCCAGCGTGG 
GGGCTNACGG CTGTAATCCC AAAACTTTNG GAGGCOGAGG TGGGCAGATC ACCTAAGGTC AGGAGTTCGA GGCCAMCCTG 
GGCAACATGG TGAAACCCCT CTCTACTAAA AATAGAAAAA TEAGCCSGGC GTGGTGGCAC GGGCCTGTAG TCCIAGCTAC 
TCAGAGGGTT AGGCAGGAGA 



SEP ID N0:1825: (Length of Sequence = 357 Nucleotides) 

AATTTGGTTG TGGCCAAATT CTCAGTCCAA TCACCCTGGC CCAGGGCCTG GCCTGGGAGG ATCTGGCAGG 
TTCTGGGGTT CCTGGTCTGG AGGACTCTCC CCAACAGCGC CAAAGCTGGC TGTTTTCCGC CCAAAGCCCC AGAAdTTGA 
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atcagaggca aatctaccct gaatgcacct ccctcctagg ctgggtgagg tcacgcagac acagaagggc aggacagaac 
tccccatctt ctgggggcca attcgtcigg acacigtgog gtcancttcc tttitaaagt gccagtatcg gttggggcagg 
aagggactct cagggcpgag cagagccitc ttcagcg 

SEP ID NO: 1826: (Length of Sequence = 207 Nucleotides) 

CCGGCCCCTT CAGTCCCCAG CCCCTGCCCC AACTCCGACT CCTGCACCCA GCCCGGCITC AGCCCCGATT CCGACTCCCA 
CCCCGGCACC AGCCCCTGCC CCAGCTGCAG CCCCAGCOGG CAGCACAGGG ACTGGGGGGC CCGGGGTAGG AAGTGGGGGG 
GCCGGGAGCG GGGGGGATCC GGCTCGACCT GGCCTTAGCC AGCAGCA 



SEP ID NO: 1827: (Length of Sequence = 309 Nucleotides) 

GTCTGOGCCT GTAGTCCCAG CIACTCOGCA GGCTGAGACA GGAGAATCGC TIGAACCCTG GAGGCGGAGG TTGCATTGAA 
CCGAGATCGC ACCACICTAC TCCAGCCTGG GTGACAGAGC GAGACTCCAT CTATAAAATA AAATAAAATA AAATAAAATA 
AAATAAATAA AATAAAATAA AATAAAATAA AATAAAATAA AATAAAATAA TAAAATAAAA TAAAATAAAA TAAAATATAA 
AATAAAATAA AATAAAANTA GAACCACCAT ATGANCCAGC AATCTCATTA GTGACTATAT ATCCGAGGG 

SEP ID NO: 1828 : (Length of Sequence = 382 Nucleotides) 

ATCTCTGACC ACCCCCTCCT CCCCATCCCA CCCTTIGGTA ACTCCCCOGC CCAGGNCACT GCCCAGATAT ATTCITCTCC 
TTGGGCAAGA AGTTCIGTGC AT3CAGGTCA AATCTGAAAG GGNCATTTCT TTCTTTAATG ACTCTCAGGG ATGGGGGATG 
TGGCTGATGA TATAAGGGGC CCTCCAATCA GACTTTCTAA TCTAACTCAA AAGNTAATTA CAATGTTGAT GCTAAAAAAG 
AAGGTTCTGG CAAAATAGAA CITCTGAAGC ATCATAAATC AGATGACTAA TATITCIGAT CCCCNTITAA ATITTCATCT 
GAAGAAGAAT AGGGGATGTA ACIGAAGRAA 1X2QACTAAAA GTIXTTTCIAT GTATTCATAA CC 

SEQ ID NO: 1829: (Length of Sequence = 361 Nucleotides) 

GGCGOGCGCT CTGGAGCTGG ATGTCCAGGC TCCGGGCGCT GCTGGGCCTC GGGCT3CTGG TTGOGGGCTC GCGCCTGCCG 
CGGATCAAAA GCCAGACCAT CGCCTGTTGC TNGGGACCCA CCTGGTGGGG ACCNCAGOGG CTGAAC7TCGG GTGGCCGCTG 
GGACTCAAAG GTCATGGCGA GCACGGTCGT GAAGTACCTN AGCCAGGAGG AGGCCCAGGC CGTGGACCAG GAGCTATTTA 
ACGAATACCA GTTCAGOGTG GACCAACTTA TGGAACTKGC CGGGCTGAGC TTTGCTACAG CCATCGCCAA GGCATATCCC 
CCCACGTCCA TGTCCAGGAG CCCCCCTACT GTCCTGGTCA T 

SEQ ID NO:1830: (Length of Sequence = 180 Nucleotides) 

AAGAAOGTTG GCTGCCTGCA GGAGGCGCTG CAGCIGGCCA CTTCCTTCGN CCANCTGOGN CTCGGGGATG TAAAGAACTG 
AGTGGGGAAG GAGGAGGCTC CCACIGGATC CATCCGTCCA GCCAAGAGCT CTTCATCIGC TACAAGAACA TTTGAATCTT 
GGGACCT1TA AAGAGCCCCT 

SEQ ID NO: 1831: (Length of Sequence = 335 Nucleotides) 

AGATCITCTA TATTCCGACT ACTGATTCAA ATCCTAATCC TGGACGGGCA 1GGTGGCTCA CACCTGTAAT CCCAGCACTT 
TCGGAGGCIG AGGCTGGIGG NTCGCCTGAG GTCCGGAGTT TGAGATCAGC CTGGCCAACA TGCTGAAACC CTGTCCICTAC 
TAAAAATACA AAAATTTGCT GGGOCTGGTC ACATGCGCCT CTAATCCCAG CTACTCGGGA GGCTGAGGCA GGACAATCAC 
TIGAACCCGG GAGGCAGAGG TIGCACTGAG TTATTGCACC ATTACACTCC AGCCTGGGIG ACAAGAGCGN AATTCCATCC 
CCCCACCAAA AAGCG 
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SEP ID NO: 1832: (Length of Sequence = 337 Nucleotides) 

CTATITCGAG ATCGGACCIT TGGAAATGCT TTGAXIAGGA AGAAGGAGCT TTCATOAACG GGATTAGTK3C CCTIATAAAA 
GAGGAOGCAG AGAGCTCTCT CACACCTTCC ACTGTCTGAG GNCACAGGGA GAAGGCCCTG TCTAIGAACC AGC23AATCAT 
OXXAACCAG AACACCITGA TCTTQGACIN CCCAGASGCT CX3VNATCXNT GAGAAGCAAA TTTCTGTCCT TTATAAGCTA 
TCCAATSTAT GGAATTTTNG TACAGCAGCC CCAACAGACT AAGNTMTAA TAAAATAAAG ATGTTAAGATC TCICTTGAAA 
ATGCACAAAT AA3ATCT 

SEP ID NO:1833: (Length of Sequence = 244 Nucleotides) 

TCTCTCATIG TAAGCACAAA TTCTTCOGTC TCTCGTTATT AAAATCGCIT TGGGTCIAXA ACAGCCACTC TICTCCCCCC 
TlTiMTftGA AAATTOTCAT TCTAGCCTGG ATITCTCCCC ACTGGAGGTG GAGGGTGGGA AGAGAAGGGA GTCAGCTCTG 
ACAGCTTACA AACTGGGAAG XTCICTGCA.T CICCAGGGAT TCCAGACTTG AAGATCTGCT TGTTGGAAGC TGGGOGCCCA 
GTGC 

SEO ID ND:1834: (Length of Sequence « 322 Nucleotides) 

TCCTGTTACTA OVCCTITGCC AACATGGCCA TGTTGAACCA CCTGCGCAGG CCCCCCTCCT GCAGTACCTG TACTACCTGG 
CCCAGATCGG CATOGCCATG TCTCCGOTCA GCAACAACAG CCTCTTCCTC AGCTATCACC GGAATCCGCT ACCGGAGTAC 
CICTCCCGCG GCCTCATGGT CTCCCICTCC ACTGATGATC CX7TIGCACTT CCACTINACC AAGGAGCCGC TGATGGAGGA 
GTACAGCAIT GCCACCCAGG TCTGGAAGCT TCAGCTCCTG CGATATCTCT GAGCTQGCCC GCAACAGNGT GCTCATGAGC 
QG 



SEO ID NO:1835: (Length of Sequence - 178 
ATGAAAGCAC AAAAGAAGTC TATCAAAATT ACAAAAACTT 
TGGAAAATAA CTTCAAGAAA AAAATGTAAA ATGQAAACAA 
GTCAGAAITT TTTTCTNC 

SEO ID NO: 1836: (Length of Sequence = 377 
CGCCTGGNAC CACACCCAGC TAA 1T1T1UT ACTGTTAGCA 
TCCTGACCTC AAGTCACCCA CTTGCCITGG CCTCCCAAAG 
TGCTGAGTTT TAAGGGCTCT ATCAGACACC AGCTGCTGGG 
AAATTAGAAA ATTAGAGAAG TCAXAGGATC TTGGAACTAA 
CTATCTGGAG GAAACGGAGG GCCCAGAGM GTICTGACIT 



Nucleotides) 

AAAAOOGACT AAACAAAACT TCAGAAAGAA TGAAAACAAT 
TACAAGANCA ATTTGTCCCC TCTGAAAAAC AGAGGTTAAA 

Nucleotides) 

GAAACAGGGT TTCATCACGT TGGCCAGGCT GGTCTCGAAC 
TGCTGGGATT ACAGGCATGA GCCACTGTGC CCGGCCTTTA 
AGGGAGCTGT TTTGAGAGCA GGGAATTTAG GATACTTAGG 
GGGAGAACCT TAGAGTCCTG TGGAGCAGAA CCCAGCATIT 
ATNCCGGGGT CAATCTT 



SEO ID NO: 1837: (Length of Sequence = 388 Nucleotides) 

GGAGAGAACA AACCC1CTTA. CFGGCCTTCG GCCCATCCCT CTTTCTCCCA CACTGCTACT TITCACTEAT CTCATTTTGC 
TCCCAATAGT CAGCCTTGAC TTITCTGGGC TIACCTGGGC ATCAGGGACC CATGTTGCAC ATTCBGTTTGT CCCGATTATC 
TCIGCCTTAG AGCGTCTCCT AGGGCAGCCA CTCTX3GAACA GTCACTCACC TAGGGTCCTG GAGCTCCIGC AGICTGCCAC 
TCGCTNCTTC TGCCTGATAA CAAATACTAT TCCTTTIATC CTTGCAACTC GACCCAGAAA GAGGTGGCTG TCAATGTCCA 
AGGCCCCTGG GAAACGAAGG ACTGGAAATN TGAAACCACT GGGCACAGGG GGAATCGGTG GGTCTGAG 



SEO ID NO: 1838: (Length of Sequence = 369 
TCTCTTIATG CCAACAATTA ACTGGGAGCT AGGTTAAATT 
CTGCCCTCAT ACAGAATGCT CTAGAAAATC TAAAGAAGAG 



Nucleotides) 

ATTTGGCTAG ATAAAACTAC CAGCTAGATG G&TTTATITG 
AAAGCTCCTT CCAGCTAGAA GCACATGGGA CTGCTTCTAG 



WO 93/16178 



PCI7US93/01294 



404 

GATGGAAACA ACTCCTGCTA TTTTCACAAT CCCTAAGNGT TCTCCAGGCC TCTGGAGAAC AAAGTAAAGT TGTAAGATCC 
CCAAAGACAC GGAAAATCCT GGAOGAACAG ATTAGAAATA ACTACAAAAA ACAAGTI'lTl' TACTTTCGAA AAGGGTACTG 
CACTGAAACC AAGTTGGACT TTTGGTCCAC CCCCAGGGCC CTCTTCAGG 

SEP ID NO:1839: (Length of Sequence = 359 Nucleotides) 

CNNGTACGGA AGAGGACITT ATTGGGATGT TAGTAGGGAA ACATGAGAGG GTGAATTCCA GGGAATAGAC ACTAGGACCA 
AGGTCGCGGT CACCTIAAAG AGCCATAAAT AAACTTAAAA AATTAAGGTG AGGAGGTGCC AQCTGGGGAG GCTGCIGGGA 
CTATCTGGGA ATTCTTAGGG ATGGAATTIT GGAATIGGAA AGGGGAAATA AGAATTICCA GCCGTNTCAC AAAAGGGTGT 
GAAATGATCA CITCAAGACT CCCTGCTGCC CTAGGCTGGG AGITCG3CTT CIGGGGCTCC AGGAAGAGGG GAGGTCIGGG 
CTOGGCTTNA AGGGCTGAAG AGGGCCOGGT CAAGGTCGT 

SEP ID NO: 1840: (Length of Sequence = 360 Nucleotides) 

CCAATGAGCC CAGCCTGACA CATATGGACT GCTCGACAGG TCCACTGTCC CACGAGCAGA AGCTGTCACA AAGCTIGGAA 
ATTGCCITGG CATCCACCCT TQGCTCTATG CCCTCCITCA OGGCAOGGCT GACCAGGGGA CAGCTCCAGC ACCITGGCAC 
AAGAGGGAGC AACACITCCT GGAGGCCIGG CACCGGCTOG GAGCAGCCTG GGAGCATCCT GGGCCCCGAA TGTGCCTCCT 
GCAAAANAGT ATTTTNTCCC TACITCAAAA AGGAGCCGGT CTACCAGCIG CCCTGCGGCC ACCTCCTGTG CCGtfCCCTGC 
CTGGGXNAGA AGCAACGGTC CCTGCCCATG ACGTGCACAG 

SEP ID ND:1841: (Length of Sequence = 332 Nucleotides) 

GTGT3ATTCC ATTTATATGA AATCTCCAGA ACAGGGAAAA CCTATTCNAG ACAACAGAGA CACAAAGTCG ATCAGCAGXT 
GCCAGGGGAG GAGGAAGACG GGAGGGGAAA TGATTGCTTC ACGGGGTGAT GACAGAATGTT TCCAGAACGT GACAGAGGTG 
GIGCCTACAC AACmCTGG ATGTACTAAA TGCCX3CTGAT TGTTCACTCT CAAGIGATTG AITIUTAGGT TATTTGAATT 
TCATCTCAAT TAAAAAACCC AAACACGCAA ACTGCTCCCG CCAGCITCAG CCCCGAGGCA GAGGGCGCAN CCCTGGGAGG 
GATGCTGAGC CA 

SEP ID NO: 1842: (Length of Sequence = 246 Nucleotides) 

GCIGGTCAAG GCAGAGTXTA CTGAACTNTN AGTITCTTCC TCCACACACC GGGCATGACA CCTTCAAGTC TGNCCAGCAG 
TGGGTCCAGA AAGTACCCTG TGTGCCTTGG AOGCAGAGGC TACAGTTCTO ACICTGTCGC ATCGGAGCCT TCANAGTGCC 
CTCGGGAGCT GCCCCIGGTC TITGTCIGNA AAGCTGACIG GGAGGNTAGA AAAAGCAGCG GGCIGGCATT CTTTCGGGGG 
TGGGGT 

SEP ID NO: 1843: (Length of Sequence = 313 Nucleotides) 

ATTTATTGCA" AACAAAATIG AGGTAAAAGA AGCTGACCCA GAACCCAOGC CCGTCCAGGC T3GGGAAGTC TCTACTCGCC 
CCACACCAGG CCCCGAGCAC CGCGGGCCCG AAGCAGCCCC CAGAGGACAG ACGGGCCCTG CGCACIGAGG TAGCTGCATC 
TTAAGCCCCC ATGACTACAA CIGCCCAGGG CTGCCCAATT CCCAGAGGGG AGGAGGAGAG AGAGGCAGGC AGGGGGAGCC 
CCGGCTTCAG GTGGGGCACA CCCCANACCC TCAACAAACC TTCCAGCCTC TTCGGGCIGG GGCACITCCT GCC 

SEQ ID NO: 1844: (Length of Sequence = 274 Nucleotides) 

CITCGCTTCT NAAAACCAAA CTCCAGCCGC TGCCAGTCGG GACTTQGTCG CCCGNCGCTG CCAGAATGCT CCACTGCCAG 
COGGCCCCCC TGCCTCGGTT TCCCTICIGT TTACTGGCGA CACAGGCACC CAGCTTTGGG CTGGTGCTGA CGCTCCCAGG 
GGTGCCAGGA GCCACTGGGA CAGGGIGAGG CTCCCAGACG CTCCTCGAGG TGCCCAGCTC TCCAGGGAGC TTCIGGNCCA 
AGCaJOGTCTG AGGGATCTGC TCCXTAACCN CCCA 
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SEP ID NO:1845: (Length of Sequence o 441 Nucleotides) 

QGQGAGGGGC GCACACAOGA AGGGAGCTGT CAGCCQGGAC GGGAAATCCA ACAOGGCAAA GGAAAAAAAA CACAACCCGT 
TTCCCAAAGG GAGGAGCAGC AGGAGACGAT GAAGAGAAGG AACAGAACTC TCTGGGCAAT TCTGATGTAC ACCCAGGTAC 
AGTGGGGATC TCTPCACTTG ATGCCCCAAA AAAGGGA3AA AGAAACAAAA AAOCTQAGCA GCCAGCTTCA 1TCTCITCTC 
TGCTITCTCr CTTGCCAGTG ACTTTGGGTT TTCTCTTGAA GCTCTCTTAA TICTTTCACC TTGAAGTTCC TCAACATCTA 
TCCCAGTAGC CTCAGTTPCC AdTTCCTTC AACTAACATC TTOGACTnT TTCAGICETG AACAAGGCIA AACCTITCAG 
ATCTTGAACT OGGACTTCAG CCTACTTAGC TTGATACTAC C 

SEP ID NO: 1846: (Length of Sequence = 255 Nucleotides) 

ATCAATTCAT TCTUTAIV1A TTATTCACAG TTAATCACTA CCTACCAAAT GCTATCCGCA GAGTEAAAGG ATTAAGTACA 
TAGGflCTTTA TTTAAACACT GKITITITIT TTXAAAXATA TACACACAAA ACTTAGTTCA. GCAAGGCITC ATGATATACA 
CCAATTCCAA AATAAAACAA TCAAATOGTC CNGGNGTEAGA ATGCCAGATT CXTTTTTATCA TCTGCGAGGA AAAGAGAAGC 
AGGATCAGGA AGAGT 



SEP ID NO: 1847: (Length of Sequence = 3; 
CAGGGCACAC GCAGGACCAC TGTGGATTAG AAACCCAC 
GGAGCCAAAT CTCATITGTN ACCCTCAGTC ACCACCCC; 
TGCACAGGGA GAGAATTTNT CCCCGGAXAC CCCIGAGG' 
CTGCAAGAAA CCAAGGAGGA TCGAGCATCC AAAGGAAG^l 



Peptides) 

3TCACT0G CAACATTCCT CCCACATCCA CATCCACGAC 
3ATQGAGC CNCIGGTTAC GNCATGGATG ACAGGTCTCA 
iGGNCCAC CCCCAGGCTA GGCTGGGAGG ATTIAGAGCA 
-AGGCAGGC TNQGQGATTG AGGGCAGGAA GGGCT 



SEP ID NO: 1848: (Length of Sequence = 311 Nucleotides) 

CCACTGGCCT ACATTATAGA AGIGCTGTAT GCGGACCCTG CCATTCTCAT CATGGACGCA GGCCATGACC ATCATCACCA 
CCCATTTTNT TGTCTGAAGA GAATCCAACT GCTACCCAAC CATCTCIGTC TGCACTCAGC TCAAATTCTA CATCAGCCCC 
TATCATCCGG TAGCTGAGGA AAXACTCACA GCTCTCTGCA TTACAGCCTG GTTTGCCATA TCTAAAGCAT CCCTTAGITr 
TTCCACAGTC CTCCACTTTG ATTTTGGCAA ATCGNTCCAC AGGAGAAGCA GCAGGGCTNN CTGTOGGGTG T 

SEP ID NO:1849: (Length of Sequence = 318 Nucleotides) 

GTCACTCCCC CAAGAGGGGC CTCAGTCACG AATCTOGATG ACCAGTOGGC ACAGGTGGAG TGAGTCCTTG ATGCCCATGG 
TGAAAGCAGG GATCTGGGGC TTGTGCACAG TGRNCTGCTG GACCTCGTGG GAGCCGGGGC CAGGCCCTGG OGIGAGGTCC 
AGAGGCTAGG CGAAGGCITG GCCA3GCTGT AAGTAGGGCT GCGGTTCTNA TAGATGGATG GCTCAGCTCG GGOCTACCTG 
CTAGGTCCAG GGCXTCCTGC CACATCCTCC TTCTAGfiNCC AGTTCTTGTC CCTGGAGGCC AGACTNTAGC AGGGAGCA 

SEP ID NO:185Q: (Length of Sequence = 406 Nucleotides) 

GGAAGCCACT GA3TITCCCT CCAGTATGAT GATT330TT AAAAATGAAC CCAGAGGGAC GGGCATGGTG GCTTATGCCT 
CTAATCCCAG CACTTCAGGA GGCTGAGGCA GGCAGATCAC CIGAGGTCAG GAGTTOGAGA CCAGCCTGGC CAATATGGTG 
AAAOGCCICT OTCTACTGAA AATATAAAAA TTAGCOGGCT GTGGTGCTGT GCRCCTCTAG TCCCAGCTAC TCAGGAGGCT 
GAGGCAGGAG ACTCACINAA CCCTCGTGGT GGAGGTOGCA ATCAGCOGAG ATTUCACCAC TGACINCAGC TTTGGCAACA 
GAGCAAAGAC TNCGTCTTCA AAAAAAAATA ANAAGGGAAA AAAAACCCNG NAAAAGCTTT TTIATTGTCTA AAAACAAGTG 
GCTCAC 



SEP ID NO: 1851: (Length of Sequence = 328 Nucleotides) 
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CTGAGGGGCA TTTTITATTA TAAATTTAAT ATGGTTCATT AATGAAAAAT GACAATGAAG TACCAAGAAA ATGTTTCTCA 
ATATAAAAAT TTTAGCAGCA TTTCCATAGT TTCAGGCTCC AACATTAOTC CTACTTCCTC CCTCCCGCTA TCAAAAAAAG 
AAGAGACTCC AATGGGATGG AGTAGAGCCT GGGGCTGTCC AGCT1TCTCT GGGCCTCAGA GAAATACTCC ATCCAGCATC 
CAGGATTCTC CCTCCCTCTC ATCCCTGAAG TGCTAGAATG TCAAAGCACA GAAAAAGCCT CCTTTCTGCT GACATTGGAG 
ACAAGGAT 

SEP ID NO: 1852 : (Length of Sequence = 174 Nucleotides) 

GGGCAGGACG GCTCTNGGCC CTTCCTGGCT GACTTCAACG GCTTCTCCCA CCTGGAGCTG AGAGGCCTGC ACACCTTTCC 
ACGGGACCTG GGGGAGAAGA TGC23GCTGGA GGTTCGTGTT CCTGGCACGA GGCCCCAGCG GCCINCTCCT CTTACNAAOG 
GAGCAGTAAG GACG 

SEP ID NO: 1853 : (Length of Sequence = 252' Nucleotides) 

GAGCCATCCA CACACAOGGC CGCATAGTCA CACACGCATA TCTACATOTC CCCCCCACAT ATACACACAC ACATATACAT 
GGACCCATGC ACACACACAG CTGGATA1TC ACACACACTT GCACATCCAC TCCATATACA TAGACACGCA CAGACACAGC 
TGCATCTTCA CACACGNGGA CGTCCACACG GACACAGACA TGCATCCATA TGCGCACAGG TCICTACAGC CTCAGTGGTG 
GGGGTTGGCT GT 

SEP ID NO: 1854 : (Length of Sequence = 288 Nucleotides) 

GGAAGGAGGG CTAAACAATG GTCTGCAGCT CAGTTACTCC TCATCCTOGC CTGGGCCGGG CCAGCATCCA CTCCCCTTCC 
TGTAAAGCAT TTCGATTTCC TTGGGGAAAC AGCCCTGCCC TCTGTCCTGA TCCATGTGTT TIGAGATCTC ACAGTAGCAA 
GTGACTCATG TTGGITCAGT GATTCCCAGA GGCTGATTCA AGGATCTCCC . CAGCTAGACC CAGGATGGTC GACTCCAGAT 
TGGGGCACTG GGCACTTTCA CATCCTCAAG GCTTGGCCAT CATCGGGG 

SEQ ID NO: 1855.: (Length of Sequence = 293 Nucleotides) 

AAAATGCTTC TTCATATTTT AGTTATTAAT TCATATTAAC TTTGGCTGAA ACTTTTAAAT TCTATICTGA ATAGTTCAAGT 
AAAATITAGA TKJITACATT CTGGGTTAGT ATTAGATTGT TTTTAAGATT GTTTTAAACA AGATGTmT AAGATGAGTT 
TTAAATAGTT CTCTTAACAC AAATAAAGCT TAATAIGAGT ATTKSAAGGA AATIATCCCA AACCATTCCA GTTCCTGGCT 
GTGAAAGGCT TTTCCAGGGC TAATAAGTTT TCCACTTCAG CCCTAAGTAG CTG 

SEQ ID NO: 1856 : (Length of Sequence = 308 Nucleotides) 

ATCTTAGCAG AATCTTGAAA AGCCCAGAGA TCCAAAGAGC CCTTCGAGCA CCACGCAAGA AGATCCATCG CAGAGTCCTA 
AAGAAGAACC CACTGAAAAA CTTGAGAATC ATGTTCAAGC TAAACCCATA TGCAAAGACC ATGOGCOGGA ACACCATTCT 
TOGCCAGGCC AGGAATCACA AGCTCCGGGT GGATAAGGCA GCTNCTGCAG CAGCGGGCAC TTACAAGCCA AATCAGATGA 
GAAGGCGGCG GTTCCAGGCA AGAAGCCTGT GGTAGGTAAG AAAGGAAAGA AGGCTGCTGT TCCTGTTA 

SEQ ID NO: 1857: (Length of Sequence = 299 Nucleotides) 

GGGGAAAGCT AATTGGCAAT AATCCITCCG GGAAGGTCAG ACTCCTCTCT TACAGATCTA GGGAAGGCCT GGTAAAATGA 
TGGCTCITTG GAAAATGCCA AGCTCCTTCA GATTCCATAC CCTCTOGGGC CCTCAAGCAT AGGCAAOGAA CTTGTTCCTG 
GCTTCACGNT TTCTCATIGA ATCAAAGCTC TCATGCATGG CCTGGA1TTG TAAACACATG CTGGCTGCCA GCAGTGGCAA 
GTTAGCCTCC TGACCCACTT CTCTCCTGCT TTCACTCT3G TCTATCAAGG GGGATGAGG 

SEP ID NO:1858: (Length of Sequence = 295 Nucleotides) 
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TAAGACTTCC TGTTACTAAA AGCTACCTCA TGAAAACTAT TX&TGrTTAlT TGCCAACATT TAGACTAGCT TTTGTTACCG 
TITCftCTrar TCAATTTAGT CAGCACATGT TO2AGTOTCT TACTGCAGGT GAATAATCCA TCATTTCTCC CCCAGACTAG 
TTCATAAGAC TGGTAGGAXA CATAGATTIG TAAATAAATA ATEAXAAXTC TGGGCAGTAA GTGCTGCTAT AGAAGTCTCT 
AIAAAGCAAT CTGCAAACAC AAGAAAAGGA GCOCJTEAAIT CCTTATAGGG AAAGG 

SEP ID KD:1859: (Length of Sequence = 326 Nucleotides) 

CITIMTrAG TGCTQGGGCT TIGGAAGCAA ATCTACCTGA GnTTGAATCT CAGGGATAAC CTTITGACIX3 TCGCCdGQG 
TAAGTTACTC ACTGTCTCTG AAACTTCAAG TTCCTCAXAA AIAACCTAAG ATGGACAATC AXAACTCTCT CTTCGATIGA 
GGTAGGAGAA TATGGTGGAG GCAGGGAACC GAAGGCCA3T TCACTCCAAC TTCCTAGAAC TAAATEAAAA GGAAAACCCT 
AATITrCCAT GCCTAAGTAA CAAAAGGACC AAAGGTTACT CQGTTTGCAA ACTCCCACCT TTTCTGCATG GCAGAIGGGA 
AGTTGG 

SEP ID NDrlBSQ : (Length of Sequence = 294 Nucleotides) 

CCACCCCIAA AAGCACCTGG CCCCGCIAGA GCAAACCAGG TCICTCCATG OGGCTGCTGG AATCAAAAAA AGGCCTCTCC 
TTCTITGCGT TTGAGCACAG TGAGGAGTAC CAGCAGGCTC AGCACAAGTIT CCTGGTOGCC CTGGAGTCIA TGGAGCCGAA 
CMCATOCTG GTTCTGCTCC AGACGAGCCC TTACCACGTT GACTCACTCC TGCAGCTCAG CX3ATGCCTGC CGCTITCAAG 
AGGATCAGGA GATGGCTOGA GACCTOGTAG AGAGAGCGCT CTAGAGCATC GAAT 

SEQ ID NO: 1861: (Length of Sequence = 183 Nucleotides) 

TGAAGACTCC TAATCTAGTG CCTOGAGAAA AGCAGGCAAC AGAGGCCTGA TCTCTGACAT TGACTCTTTG GAAGATTAAA. 
CTTCCTCACA GATTTINATA ATOACHTGG AAATOATGAC TGATCGCCAG GCrGlTCCIT GGGTTGGACAG TITGTCTTIT 

TiTmrm TmTmv - 

SEP ID ND:1862: (: :h of Sequence = 296 Nucleotides) 

TTOSGCTICr TAAACTTC. : CCCATCCCTC CTAAGGTCIA AGA3GATGCA TIAAACACAG AGGATGCCCA ACAGTDGGCTC 
ATGGAATTAC CAAGTAAAAT CTAAGAGCTA GAAAAATGTC CTAGTTTITA AATTTTATIT TATTAGTATG CAGGTGGGAT 
TCAGAGACGT AAGATCITAG CCTTTATTIT CAACATCTCC CATGCATGTC AACAAAGATT ATCAAACACA GGAAGTGAAT 
AAAATACTAT GTAGACACPG ACCCTCTTTA TATAAAATGT GATTGATCAG GTCIGG 

SEP ID N O:1863: (Length of Sequence = 259 Nucleotides) 

CAAAACAAAA AGGGGCTCAA ACCAACAGGA AGTCAGCCCC ACOGCAAGCC GGACTACAAC TAACTCGTGC TCTCCACGCT 
CAGGOGTTGGA AGCCAAGGCT GIGCCAGGCC TGGCCAGGCC AAGCAGGATC ACAGCAAAOG CATTCTGAAC CTNTAGCAAT 
CAGGTCCCCT CTAATCTGCT TGGAGAGTNT GGACAAGGGC CGAGATGACG AGCTATGAGC TGTGGAAGGG AATGGGGGAA 
GCAGAAGGGC ACAAACAGA 

SEP ID NO: 1864: (Length of Sequence = 290 Nucleotides) 

ATOCTEACCA ACAATGCTTC CCAACTGCCT CAAAGCTCTC CTAAATGAGA ACATACTTCT TTCTGAGCAA GCTCCTGTCG 
ACCATGAAGA ATGTCACCAA GCTCCCCTCA GAGTCAGQGG GAGCTCAGCC AAAGCACAAG TCCACTGCCC AGCTCCTCCC 
ACTCTGCACC TGCTGCCTCA NACTCCCCAC GCTGAGCCCA GGCCCCTACC CTCTGAAGCT GTTTCCCATG TGATTCTGAC 
ACACACACCC CACAAGAACC AGATGATCTA TGNCATACAG CATTTAGCTA 

SEP ID NQ:18gc;- {Length of Sequence = 236 Nucleotides) 
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CATTTCTGTT ACATTCAGAC TTCAGTCACC AACATCTGCT QGCAGAGATA CAGGTCTATG AAACATTTCT ATTCACCCAA 
ATATGCCAGT TCCCAAATAG GATGACTGCA TITAGICTTA AACTGGCTIT TCTCA1TAGA TACTCTAATT GAGGAATATT 
TAGCITCITC AATAGAAACC ATCCAAATGA lUmTXTlT TTGATATGTC TGTAACTATA AAAATCAGCA AATAAG 

SEP ID NO:1866: (Length of Sequence = 424 Nucleotides) 

TACGGGAAGG OGGTGTTIGG AGGCTGGAGC CCTGGCAACG TCATTGAGAA AATGCTCACA GACCGGCGGT CTACAGACCT 
TAATCAGAGC CGCCOT3CAG ACGTGCTTGC CITCCCAAGC TCIOGCTTCA CTGAOTGGC AGAGATTCTO TCCOGGATTG 
AGCCCCCCAC GAGCTATGTC TCTNATCGCT GTGCTGACGG AGAGGACTCA GATTCTCTGA CAGACTATGA GGAGGACGCC 
GGACCCGACT GCTCGAGGGA TGAAGGGGGG TOCCCCGAGG GCGCAACCCA GCACTGCCTC CGAGATGGAG GAGGAGAAGT 
CGATICTCCG GCAACGACGC TGTCTGCCCC AGGAGCCGCC CGGCTCAGCC ACAGATGCCT NAGGACCTCG ACAAGGGTCA 

ccccrccrcc accctggact qgct 

SEP ID NO:1867: {Length of Sequence = 256 Nucleotides) 

AAACAATTGA AATCCACAAG AAATTACTAA CAGCACGTGT TTACGTTTTA TCCIGAATCA TACATTTTAA CAATTCACAG 
CTACAGGAAA TCTAGAACAA AATCAAATAT TCATCACGTT GGGTTCAAAA GTIGGAAGAT TTTGCATCIT ATTCAAAAGA 
ATTITTCAAA AATGTTTCTG TACAAATCAA TGGAATTGCA CCAGGCIGCC CATGGACACC AGCTGTGGCC GCITCCCAAC 
GGTCACCCAC CAGCTT 

SEP ID NO:1868: (Length of Sequence = 297 Nucleotides) 

CAAGGTmT TTTTATTK3T AGCTATAGCT ACAACITCGC AGCATGGGGG AGGCTGGGAA TGTCCTGGAG GGTCTCCCAG 
CCCICCGCAA GCAGAGTACA AAGGCTGCTC GGGGGGCCGG CCGAGGGCGC GGOTGCAGCA CTGNAAGCAG CAGCACTAAA 
CCTGGIGCCC CCCTCAGCTG GGGTGTCIGG AAGACGCTGG GCAATCCCTG CAGGATGGGC GAGGACCAGA CCCCAGGGCG 
GGGATCCTGC ATCCCTAGAC CATGTTGGGT CCTGGGTCAN GGCACCINGG NATGCTA 

SEP ID NO:1869: (Length of Sequence = 470 Nucleotides) 

CAGACATCTG GAGCATGGGA CICTCTCTGG TAGAGA7GGC GGTTGGGAGG TATCCCATCC CTCCTCCAGA TGCCAAGGAG 
CIGGAGCTGA TCTTTGGGTG CCAGGTGGAA GGAGATSCGG CTGAGACCCC ACCCAGGCCA AGGACCCCCG GGAGGCCCCT 
TAGCTCATAC GGAATGGACA GCCGACCTCC CAIX3GCAATT TTTGAGTTGT TCGATTACAT AGTCAACGAG CCTCXTCCAA 
ACTGCCCAGT GGAGTOTTCA NTCTGGAATT TCAAGATTTT NTGAATAAAT GCTIAATAAA AAACCCCCGC AGAGAGAGCA 
G NT1T1 NAAG CAACTCATGG TTCATGCITT TTATCAAGGG GATCTNGATG CTGAGGAAGT NNGATITITT CAAGGTTGGN 
TCTGCTOCAC CATNGGGCTT TAACCAGNCC CGCNACAACC AACCCATGGN TGNTGGNGTT TAAGNGTTTT 

SEP ID NO:1870: (Length of Sequence = 344 Nucleotides) 

AGAGATTAGA TTTGTTTAAAC ATCTAGGTTA AAATGGTTAA AAGGATTTTC ATACAATCTT AGGCACTATA CAOinwu 1 
ACAACAGCAT TGGTACTTGG ATATGGGGAA AGATAAATCC GACATTITAA TATCTTGATC AATTTGTGAC ATTCAAAATA 
ATTCCATTTA AGAAACATTA ATCAAAACTT AAAGAGACAT ACCACTAACT ATCCCACACA CTATACIGAA AATAAATATA 
GNAATACAAC CAGAAGTCTA CAGNTCACCA CAGTAGACAG ACTQGTGAAG NCCCAGCITT TCATGGGCAG TNAAGGGCTC 
TGGGCTAGAT TTGGGTIGTCA ACTG 

SEP ID NO: 1871: (Length of Sequence = 278 Nucleotides) 

GGATTTATTG TCATTCCTCC AAGGTCAGCA GGGGAAGGGG ACACCAGCCA CACTTCACGA CAGGCATAGG TCGCACTGAG 
CCACCTGGCA CTATCTCCAC GTGCTCCACA CGGAGGGCTG CCITCTCACT GGCAGCAGCT GCACITCTCT GCTTCTGCCT 
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CAGCTGCCTC TCCX3CCTTTG CACACACACT CCITCGCACA CTICTCACAC TNCGCAGGCA GCAGGAGCAG CAGCTCTICT 
IGCAGGAGGT GCATITGCAT CCCTCGCACT TGCAGGAG 

SEP ID NO: 1872: (Length of Sequence = 271 Nucleotides) 

CTTGCCATCT TCACAGCCAG AAGCTTCCTT GCTTCATGCG CAGACCCTOG TCACTCCCCT TCCCTTAXAA GGGCCCCCAT 
GATTACICAG GGCCCACCTC AACCATCCAC GGTCATCTCC CCACCACGAA ATCCTGAACT GAAGCACAGG CGCCGGCTCC 
CTTTTGCCAC GCAAGGTAAC ACTTTCCCAC GTCCTGGGGT TCCAAACC1G CACATCTCTG GGGGL'IUITA TINCACCCAC 
OGTCATCAGT GAGGOGCCTT NAGGAGGGGC T 

SEP ID NO: 1873: (Length of Sequence = 332 Nucleotides) 

CAGGGTAIAG TGCAGTGGCG CAATCTCGGC CCACCACAGT CTCGACCTCA TGGGCTCAAG TGATCCTCCC ACCTCAGCCT 
CCCAAGTAGC TQGGACTACA GGCATCCTCC ACCATCCCCA GCCAATnTT TGCATTTTTC ATAGAGAAGG GGCTTCACCA 
TGCTGCCCAG ACTGGTCTOG AACTCCTGGG CTCAAGCCAT GGAATTGCCT TGGCCTCCCA AAGTCTTAGG ATCACAGCCG 
OGAGCCCCTG GACCCGGCCT ATAGTTTTTG TTTCGCTTTG Vm ' lVlTlT TK3AGATGGA CTCTCACCCT GTCANCCAGA 
TGGGAGTGCA GC 

SEO ID ND:1B74: (Length of Sequence = 317 Nucleotides) 

CTCTCCACCT CAACCTCCAG CCCACCTCCA GGCTGGGGAA GGGGCTGAGT CTTCCCCTCC CATACATACC TCACCOGGCC 
CCCAGCCCAC AGAGAGGCTG AGGGAGGGGC TCTGGCTCCT CCTCCATCCC TGTACCTGCT TCTTCCCTCT TCATTTCCAC 
CTTCTAGATC TTTCCCCCCA CCCAGCCCAC CTCCAGGCTG GGGAAGCTGA GGAAITCITT CCTCCCACAC CCTACCCCAC 
CTCACCTGCA GCCICTGCCC TGGGCCAGGA GAGGCATCGG TGAACAACCA GACCCACAAC CCCCGACCCT GCAGGCT 



SBQ ID ND:1875: (Length of Sequence = 185 Nucleotides) 

CTGTTCCACC CACCTCGGCC TCCCAAAGTG CTGGGATTCC TGGCGTCAGC AOGCTGCGCC TGGACACTCT GCCCCTAGAT 
GAGTTGCCCA GCACGGTACA GCTACTGCCT GCCCCGACCC CAGCCCCTGA TTCTACCGCC GCTCGGCAGG GGGACGGCCA 
GGGAGAGCTC CAGCCGCGCG GCAAG 

SEO ID NO.: 1876: (Length of Sequence = 214 Nucleotides) 

CCTGGGGACA AAAXAGTCAG CAAATTCTCA AGGGGAGAAA ATAAAGTACT TCCCTTCTGT TAAAAAAAAG TCAAGAGACA 

AATcrrrccr cccccAncr cactaatagt tattcaaggg gaaaaaaaaa aaccccacaa cimrAAAC taaagataaa 

AACAAATGAA AATGAATAAG ATCCAAAGAA TGTCITTTGT TACTCTGCCT TATG 



SEQ ID ND:1877: (Length of Sequence = 340 Nucleotides) 

TTTGAAGAAG AAGAAGTTGA ATTEATCAGT GTGCCTCTCC CAGAGTCTCC AGATAGTGAT CCTGCCAACA TIGTTCATGA 
CT1TAACAAG AAACTTACAG CCTATTTAGA TCTTAACCTG GNTAAGTGCT ATCTCATCCC TCIGAACACT TCCATTGnTA 
TCCCACCCAG AAACCTACTG GAGTTACTTA TTAACATCAA GGCIGGAACC TAXTTGCCTC ACTCCTATCT GAXTCATGAG 
CACATGGTTA TTACTGATOG CATTGAAAAC ATTCATCACC TGGGITTCTT TATTTATCGA CICTGTCATG ACAAGGAAAC 
TTACAAACTG CAAOGGGAGG 

SEO ID NO: 1878: (Length of Sequence = 326 Nucleotides) 
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GAAAAACAAG GAAAATAGGC AACAACCTGC AATGGACACT TTTCTCTACA GAACCTTTTC AACCCTGAAT TGAATTCTIT 
CCTATTCATT TNCTAATAAA AAGTTACnT GCAAGATATA AGGAAATACT CTCCCAAAGA TTTTCACTAG TCATTCAATC 
CATTAATAGG ATTTGAAAAG GCATCATTAC ACAGGCTTGA AAATACTCTG GAATGAGACT GdTTACAGT CAGAATCCCT 
GAGTITTGAG GCACTGTTAC TTCTAAACAT CTCTAAGTTT CTATTTNCTC ATCTAAAGGA GTAATATTAC TTTCCTTAAA 
AGGTTG 

SEP ID NO: 1879: (Length of Sequence = 222 Nucleotides) 

GAAAGGGAGA GdTGCAGCG AGCCAAGATC GTGCCACTGC AOTCCCACCT GGGTGACAGG GCAAGACTCC ATCTTAAAAA 
AGAAAACCCA GGAGTCTTTG GTTAATCTAG TGCAGGACTC TGAGCTCCCG GGAGGACCCT TCCCTCCCAG ATGAACTGTG 
ATGGACCAGC CCAAAGGAGG GGAGAGAGCA CTINGGCCAT AGIGGTCGTC GATdTTCTA AC 

SEO ID NO:18B0: (Length of Sequence = 244 Nucleotides) 

GACATGAATG GTATCCTCCT GGGGTATGAG ATCCGCTACT GGAAAGCTGG GGACAAAGAA GCAGCTGCGG ACCGAGTGAG 
GACAGCAGGG CTGGACACCA GTCCCCGACT CAGOGGCCTG CATCCCAACA CCAAGTACCA TCIGACCGTG AGGGCCTACA 
ACCNGGCTGG CACINGGCCT GCCAGCCCTT CTGCCAACGN CACGACCATG TAAGCCCCCT CCGCGGCGAC CTCCIX3GGCA 
AGAT 

SEX) ID NO: 1881: {Length of Sequence = 156 Nucleotides) 

GTACAGGGGA GAGTTGAGCT GTGACAAAGT CAAACAGAGG GCTIGGCCAC CCACAGGAGC TCTCCAGCTG GGGIGGTCTT 
GAAAGTTGTC TCAGTGAAGG CAAGGIGCIG AGdTATTAC CCCAGCAGTC ATTGTATTTA GGCTCCGTGTT GCTACC 

SEP ID NO: 1882: (Length of Sequence = 210 Nucleotides) 

TTITTITTGA AAOGAAGTCT CAGTCTCTCA CCCAGGGTGG AGTCCACTGG CACGATCCCG GCTCACTGCA ACCTCIGTNT 
CGCAGGCTCA AGCTAGTCTC CTGCCTCAGC 7GCCCGAGCA GACGGGACTA CAGGCACCCC CACCACGCCC GGCCAATCTC 
CAAATGGTTC TTTTTTTCCG GAGTAGTAAG TTACAATATG GGAGATTATT 

SEO ID NO: 1883 : (Length of Sequence = 214 Nucleotides) 

CTGATGAATA CATCCAGTTT TCCAACCACA TTCCACCAGG TGGGTCTITG GCICTGGGAC GCATXATGTA ATCTTCGTTG 
CCAGGAAATT TACCTTCCTA ATTACATTIT GCAAATGTTC ATTTGAAGCC GCCTTCTTGG AGCTCACAGT AACTAGGAGG 
TGGCTGCTGG AAGCCCCAGG GCACCCTGGG AGGGACAGGG GAACGTCCCA GACC 

SEP ID NO: 1884: (Length of Sequence = 211 Nucleotides) 

ATCTTTCGCT CTATGTGCCA TCACCTGGAC ACTCTAGGTA ATACCCCCTG TTGGGCAGGG GTGAGCTCCC AAGGCCTCAG 
GCAACCCAGC TCCCATGACT TTGCTGGGCT CAGCCCACAT AACTGTTCTC ACAGGATAGA GTTGTACACT GGTGCTTACA 
GCTITCCTGG GCCACT3TTG CATGCIGCCA CTGGCTGCAG CAGCAGCCCC A 

SEO ID NQ:1885: (Length of Sequence - 212 Nucleotides) 

ATTAGCTGAA TTCGCGTGTG GOGGTCTCGG TAGGCAAAGG AGACATCTTG GAACTGGACA AGGCCCTCCA AGTGTAAGGG 
AGTCAACAGA CCACTGGCTG GGCAGCGAGG GGTGOGGTCC AGCTACTCAA ATATTITCTC TGAGGAGCCC ACAGCCTTCT 
GTACTCTGGG GTAGATGGAG AGCAGTACCT CCACAGCCTG GGIGAACTGC AT 

SEO ID NO: 1886 : (Length of Sequence = 208 Nucleotides) 
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CATCCGCAXA G1MTEACAT CATGGGTATA GGCAAGTNCT ACAAATCAGG NCnTNCCIT GGGGATOGAT GTITCGAGCT 
AGTTCACCAG CACACCAGTC GGTAAAAGTG AACAAATACT TTTTTGATCC CACAGAATCT TAAAAAATAC TTTACTTOGA 
AAATCTCTCT ACTAAGTAAT CATATATATA TATATATOTG TATATATA 



SEP ID NO:1887: {Length of Sequence = 332 
CTCGTrCACr gcccgccaac tcccattcca acttcctttt 
caccagcaag tctccccctg acacacattc acgrtaggtcc 
cagctttcct gaatggagcc ccagccccaa atcccctccc 

ACCAGGACAA CTACAACAAC CTCTTACCCC TCAGCTATAG 
CCTTAACACC AA 



SBO ID NO:1889: (Length of Sequence = 261 
CAdTEACTG AGTCACACCC AGCTCTAAAC ATCTCACCGT 
TGAAATGACA GGGGAGCGG6 GAGGGTOGCC GGAGCGGGTG 
TTCOGGGAGG AAGCCCGGAG GAGGTGGGCT GGGGCAGGAG 
AGCCTCTITT COGAAGGNCT T 



Nucleotides) 

TACACTOGAT GTITCTATCA CATCCTGAGG ACCACTAACC 
ATACCCITCA GAGTCCTAAA GGCTTTAATCA GAAGCCACCT 
CTTGCAAATA T3GGACAAGT AGGGAGAGTC TGA3GGAGGC 
ACACCTAGAT CAGGACAGAG GGATCCATAT GCCCTCTCCA 



CTGGGGGCGA CCTCATGCAC 
GTCOGCEACC TGCIGGACCA 
AGCG 

Nucleotides) 

GAGANTCCCG CCCCCCACCC CCAGGCCGCA CAGTCCGCGA 
CCAAGCAAGG CAGGGCAGGC AAGTGCAGCA GGCGCTGAGT 
CGNGGGCTGG GGACCOGGCC GAAGACCAGG GGGCCCAGGA 



SBO ID NO: 1888: (Length of Sequence = 224 Nucleotides) 
AAGAGCTGAT TGAGGCTGCC AAGAGGAAOG AdTCIXTTAA GCTCCAGGAG CTGCACOGAG 
CGAGACGAGC AGAGTCGCAC GCTCCTCCAC CACGCAGTCA GCACTGGCAG CAAGGATGTC 
CGCCCCCCCA GAGATCCITC ATGCGGTGGA GGAAAACGGG GAGACCKJTT TNCACCAAGC 



SBO ID NO:1890: (Length of Sequence = 312 Nucleotides) 

CTGCGAGACT AOGAGACGGT GCTCAAGGTG AAGCCCCATG ACAAGGATGC CAAAATCAAA TACCAGGAGT GCAACAAGAT 
CGTGAAGCAG AAGGCCTCTG AGCGGGCCAT CGCGGGCGAC GAGCACAAGC GCTCCCTGGT GGACTCGCTG GACATCGAGA 
GCATGACCAT TCAGGATGAG TACAGOGGAC CCAAGCTTGA AGADGGCAAA GTGACAATCA GTTTTCAIGAA GGAGCTCATG 
CAGTCGTACA AGGNCCAGAA GAAACTGCAC CGGAAATCTG CCTACCAGAC AGAGAAGATT ACAGTATGTG GG 

SEP ID NO: 1891: (Length of Sequence = 298 Nucleotides) 

CCTAAAGGCC AGGCAAGGCT GATTCTCCAC TTCCACATCA GACAGAGCTG ATTCTGCAGG GAAACGGCTG GGGAGGCTCC 

Accrcrrrcc tccccacaac cattiactgg gaagttctgt axacitggca gtotgggagg aaggtacttg gaagaccctg 

CCAGCCATCT CCCACCCAGA CTTCTTCTCA CCAGCACACT CTTCAAGGCT TGGTGGGAAA GGTCICTGGG ACTGGAGAAA 
GACAAAGGGC CCTTCTTNAA GAGAGGAGCT GCAGAGAGGG GCAAAGGGGT TCCTAGCC 

SEP ID NO:1892: (Length of Sequence = 333 Nucleotides) 

CTCCAAGGTC ATCCAGTCCG TCGCTAATTA TGCAAAGGGT GACCTGGACA TATCTTACAT CACATCCAGA ATTGCAGTGA 
TGTCATTCCC AGCAGAAGGT CTGGAGTCAG CGCTCAAAAA CAACATCGAA GATTGQGGIT GTTCCTGGAC TCTAAGCACC 
CAGGGCACTA TGCCGTCIAC AACCTGTCCC CGAGGACCTA CCQGCXTTCC AGGTTCCACA ACCGGCTCTC CGAGTGTGGC 
TGGGCAGCAC GGOGGGCCCC ACACCIGCAC ACCCTGTACA ACATCTGCAG GAACATGCAC GNCTGGCTGC GGCAGGACCA 
CAAGAACGTC TTC 



SEP ID NQ:1893: (Length of Sequence = 487 Nucleotides) 
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CCAGATAGAG TITCTCITIT TNAffrTITAC ACGTGCCACA TCAGGGAAAG TTAGGTTATG ATTAAAGCAA GAGATGATAG 
ATGAACAAAC AAAGAAACAA CAACAAAAAG CCCATGCAAG AGGCAGGAAA AGAGGCTCAC TGGTTAAAGA ACAGGCCAGA 
TIGGACAATA CTGATCAAGA GGGGTTCACA TTIGAAAGAA CAGTGCTTTA TTCCTCTACT GACTAGAACT AAAGGGATTT 
TGGCOGQGTA CGCTGGCTCA CACCTGTAAT CCCAACACTC T3GGAAGCCA AGCTGGGCGG GTCACGAGGT CAGGAGTTCG 
AGACCAGCCT NACCAACATG GGTGAAACCC CATCTCTACC CAAAATACAA AAACTTTTNC CGAGCGTGGG CZCGGCG1TG 
CTTGGCTCAT ACATTINATN CCCCCNCTTT NGGGGGCCCA NCCGGGCGGT TCACCITAGG CTCAAAGGGT NCGGGOTCCT 
TCTTGGC 

SEQ IP NQ:1894: (Length of Sequence « 283 Nucleotides) 

GCTGCTGAAG TGGGCTCTGG AGAAGCTGGA GCIGACCAAG TACGCAGACA AGCCX3GCTGG CACCTACAGC GGCGGCAACA 
AGCGGAAGCT CTCCACGGCC ATCGCCCTCA TTGGGTACCC AGCCTTCATC TTCCTGGACG AGCCCACCAC AGGCATGGAC 
CCCAAGGCCC GGCGOTCCT CTGGAACCTC ATCCTOGACC TCATCAAGAC AGGGCGITCA GTGGTGCTGA CATCACACAG 
CATGGAGGAG TGCGAGGCGC TCTGCACGCG GCTGGCCATC ATG 

SEP ID NO:1895: (Length of Sequence = 234 Nucleotides) 

ATCTCCATTA GCCTCATTIG TCATCTGAGG GAGCTGGTGA GAACAGCCTT GGCGTGAAGG CATCCCTGGT AGAACTCGGG 
GGAGATAGAT AGTCACAGTT CCCCAGTTGG TGGAAATOGG ATNGGAGTAG GGAGAGGCIN GAACAGACCC TTCCCCATTC 
ACCTGGNGAA TTITCTCCTC CCACTCCCCT AAACACITTA TCTCCATCAC AGGGGAGAAA TOCIGCIGAG AAGG 

SEP ID NO:1896: (Length of Sequence = 285 Nucleotides) 

CTTCAAAGTC TAATAATATG A 'lTlTlTA AA AGAAATTTAT TACITCTTGC AAAGGTCTCT TTAAACCAGT TTAGATTTCA 
AGAAAAAATA AAT3GAAATC ATCGAAAATT CATTTCACAT TAATGGTCTA AAAATAAACC AAAGGACATT ATCTGTGCAT 
CTGTGTATAA GTGGACACAG AAATATATAT NCATATGING ACTATATACA TGTCTCTATA TATGTTGTATA TATACATNCA 
CITGTATAAA TCTATATACA CATATACCTA TAATCICTGT ATCTG 

SEP ID MP: 1897: (Length of Sequence = 288 Nucleotides) 

GCAGGTTTAT GTlTITAl ' l ' l ' ATCTATTim ACTGACITAT TICTGTATCC CACTAGAACA ATACATTCAC AATATACTTG 
CAGAACTCTG CCTGGSGSAT CATGGGAGCA GAGAACITGT CCACTGAATA GITGTTGAAG AAAGGAGTAA AAWCTCCCCC 
AAACCCTAAA GGCATCCTTT TCGTAGTTGTG TGTCCCAYAG CTAT3GCTGC TGAGCACCAG GGGCTGCTCA CCATGNTCCC 
AAGAAGCAGA GTCANGGAGG CAGACAGCAG GGKTTATTAA GGTGCACA 

SEQ ID NO: 1898: (Length of Sequence = 398 Nucleotides) 

CAGAAGTAAA AGATTTITAT TGTTCTATAG ACACTTCTGA AAAGAGATCT AATIGAGAAA ATATACAAAG CA7TTAAGAG 
TTTCATCCCC AGAGACTGAC TGAAGGOGTT ACAGCCCTCC TCTCCAAGGC TCAGGGCTGA GAACGGTTAG CATATCGAAT 
GATCAGTAAA AACATGCAAA ACTGAGAAGG AAAGGGAAAA AGGTGCATTC CCCTAAGCTG AGGGGGATGG AATTTCAGAA 
CAGAGGAGGC AGGCTGGACA AGTACCAGGT GGCTCTCCCT TTCCCTCT3T GTTATCTTTC AAAACAGTTC CAAGCTXTGA 
GAAAGCAATG AGCTCCACCT ACTCAGCAGA CCCACGGGTC CTCCCCCIGG ACGTGACITA GCAGTGACCT TGCCTGCC 

SEQ ID NO:1899: (Length of Sequence = 227 Nucleotides) 

CATGGGGACC OGGGTTEATT TTATTAGGAA GGAAACAACC AAGCACCCCA TGTTCCTGCC CGGMACTCCC GGGGGGAACA 
TGCCAAAMAG CCGGGGATCG AACCCAGCCC ACCTGTCGTG GRGGKCCCTT CCTTCTCAGG CCACAGAAAT AAACCCGTGT 
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ALTIYI'IATT GTTAGCACAA CATEACCAGA AAACGKXAAC GGCAGCCAAG CAGGACAGAC AGTTAAG 



SEP ID ND:1900: (Length of Sequence = 405 
GGGAIGCACT GGCTTTCACA TCAAGTTCTT GAGAGGWTCC 
TTCIGATCAA CTGATGATTC TRACCCGCTT CTTTCTCTCT 
AGAACGACTC CTGGGCCTAG GAGTCTGAGG CAAAGCTTTC 
GGGITCEAGG TATATCTTTC ATTCCAGGAG AGGACCCAGA 
CCTGGAGAAG ACCCAGACCT GCTICTCCTT GATGGAGTTC 
TTCTT 



Nucleotides) 

CGAACGACIT CTCIGCCCCA GGGGAGTCCG AGCCACAGTT 
GGGGGGTAAG ACACTTCITG TTGAGCTCTG GGGATGATGG 
GGPTFCTGGGG AAGAATCACA TIXDGCITCrC CCTCTAGATG 
CAGGCIGTCC CTOGAGGGAG TCCCAGACCC ATCTCTAAGT 
TGCTAAACCA TCTTTCATTT CAGGAGAAGA TGCAGACTAC 



SEP ID NO : 1901 : (Length of Sequence = 244 Nucleotides) 

ATRATTCATA TGCTACTTTA TTTATCTTAT TATTGAGAGA TAATTTCATG ATGACAGTTA TCAATAATCA ATTACAATAT 
CAAGAAATTC AAAGAACAAA ATCITGCAGA GACTA3GCTT TTGTATTIGG ATTTAAAAAG TATGTCATCT CATTTTCACA 
TACCAAGCTG AGAGGCCATT TAGACTATCT CTTTGCTAAT TTTTGCTTAC TGCTGTAGGG AAGAAGATTT CCAATGAMCT 
TTAG 

SEO ID NO:1902: (Length of Sequence = 329 Nucleotides) 

TAAAAATAAA AAAATAAATA AAA1TITAAA AATAATAAAA A3TCACTATA TACACAXATA AAGAAATAAA AAGAAGTCTC 
AGITGCAGCT ATTIGTCAAA ATTAATATCC ATTTCTWTTW ATA3ACGGTG AATATTGOGC AATTATAGAT CTGGATTCTA 
AACCACTJAA TGAAGCGGCA ACACCAGCTG TTTTAAGGTG TTGGCATTCT TCGCTGATTT GGCTGTTCCC AATGTTTACA 
TTATTTAATC TTCCAAAAAT GCTTCTGATC CACITGGGAT GTGAAATGCT GTCCOGTTTT ATnTTTXAA TGTTGTTATC 
CTTGGGTGT 

SEP ID NO : 1903 : (Length of Sequence = 421 Nucleotides) 

AITITATATT CCACAGTCAG GTGGGTCTGC GAXASTCAXT TAATOTEAAA CGCCAICAGG GGCCTCTCCT CCCGTITCTG 
CCAGGGGCIT TTCTICTCTT CTCCTTGGTC ATCATCATCA TOGTCTTCCT CTTCCTCGTG GGCAGATCTT CTCTGGTGGG 
GGCTGGCTGC TGGCTCCGAG GGGGCATCCG CAGTCOGTCT GGTQGTCTCC TCCTGCAGGC TGGGCAGCTG GCCACCACTT 
CTCCGACTCG ACCCCTCCAA CAAGCATCGC agggcactgt cctogggggt acagaccgtg gtcccacatt CGCTACCACT 
CICTTCCACG ncatccaggg tacacgagct gcctctaggc cctgctctct tggggctcga ggctctttct gctqgtgctc 

TTOGACGGGC GGCTAAATTC T 

SEO ID NO:1904: (Length of Sequence = 423 Nucleotides) 

GTCIGTCGGC CCTGTCTGAA CTGACGCTGC AGCCAGGCTG OTXCTCCCC AGCAACCCCG AAGCCATTGT GCTGGACGTC 
GACEACAAGT NTGGGACCCC GATGCAGAGT GCTGCAAAAG CCCCATATCT GGCCAAGITC AAGGTGAAGC GATGTGGAGT 
TAGTGAACIT GAAAAAGAAG GTCTGCGGTG COGCTCAGAC TCTGAGGATG AGIGCAGCAC GCAGGAGGCC GADGGCAGAA 
GATCTCCIGG CAGGCAGCCA TCTTCAAACT GGGAGACGAC TTCCGGCAGG ACATCCTGGC CCTGCAGATC ATCGACCTCT 
1TCAAGAACA TCTTCCAGCT TCTOGGCCTG GACCTCTTTG TTTTTCCCTA CCGCCTGCTG GCCACTGCCC CTGGGTTCGG 
GGTGATCGAG TGCATCCCCG ACT 

SEO ID NO: 1905: (Length of Sequence « 370 Nucleotides) 

CAGAACCAGA ACATITITAC TCTTTGGGCT CTGGGAAGGG CCAGGCAGAG TGCAAGCTGT CCACAGGAGG GGfTAAGCAGA 
GAGGAGCTAC AGGGGGCTGC AGTCCTACTA CCCTGTTTGGG GAGGACTGAG GGATGGTGAG TTTGGTCTCC GGAGGGGGCT 
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CCACTCCTGG TGCCCAGCTC TOACANCTGC CCCTCCIGAG TTCACACTGG AGTCCITGCA CTCCTGAAAC CACAAGGCCT 
NCCTGAACCC TGGGTCAGGA GAGAAANACT TGGGGAGGGG AAAGGACGGC GTGGGCTACC CATKACGGCT CTGAGTTCIT 
CCTGGGGCIT GTTCTCTTTTC CTTGGCAGAA GAGGGCACAG CCAAAGGCAA 

SEP ID NO:1906: (Length of Sequence = 415 Nucleotides) 
GTCACACCTT CATTCAGTCA GGAAGAAATG CTTTCACTCT GGGAATTCAC AGCATCCCAA 
ACACTGTTTTG TGAGCCCCAA GTTTCAACGA GCTCTTGCAA CTAAAOGGAC ATTCCTCACA 
CAGATAAGTC GATGTITTCr ATGTGACGAG AGATGCTAOG TCGATGCATG GTGAGGAAAG 
CTATTCATGA ATCINCTAAA TGGAATCCCC TTGGTCTCCA ATAATTTGTT GCCATCTGAG 
CAGGCCTGAT GTCTGGTGAT CCACAGCACT TAAACCATTC TCACTPGTCT ATTTCATTTA 
TCATTAGCAT GCTCT 

SEP ID NO: 1907: (Length of Sequence = 214 Nucleotides) 
TGAAATCCTG TACGTCTCAA CTTTGAAATG TATGTGTGTT GGTTGGCTGG TGGTGATGTG ATACGGITIG GATCTCTGTC 
CCCTCCAAAT CTCATCTTGA ACTATAATCC CCAATGOTCC AGTTGACCTG GTCTTTGGTr CCATGGOGGG CTACCCTAGG 
GATTCATCTC TTITCTTCAC TTCCCITTGC ATCIGAGATC CTGCTGGAAA CCAC 

SBO ID NO: 1908: (Length of Sequence = 410 Nucleotides) 

CAGGAGAGCT GGGCACATGT CCCAAGCCTG TOACTGGCCC TCCCT3CTGC ACTCTCCCCG AAACCCCTGC TTGGGAAGGG 
AAGCTGTCGG CTGGGCTAGG ACIGACCCTT GTGGTGTTTT TTTGGGTGGT QGCTGGAAAC AGCCCTCTCC CAOGTGGCAG 
AGGCTCAGCC TGGCTCCdT CCCTGGAGCG GCAGGGCGTG ACGGCCACAG GGTCTGCCCG CTGCAOGTTC TGCCAAGGTG 
CTGCTGGOGG GCGGGTAGGG CTCTGGGGGC CGTCTTCCTC CIGIOTdTT CCTTTCACCC TAGCCTGACT GGAAGCAGAA 
AATGACCAAA TCAGTATTTT TTTTAATGAA ATATTATTGC TGGAGGCGTN CCAGGCAAAG CCTGGCTGTA GTAGCGAGTC 
ATCTGOGGGG 

SEP ID NO: 1909: (Length of Sequence = 339 Nucleotides) 

AAAATTAAAT CCAAATTTTA TTAAGGATTT CAGGTTACAT ACITCAAATT TCTAGAATGG AATGGAATCA TTTTGGAACT 
GGAAAAATGG CATAAACACT GACCTCCCTT AAAACTTCAA TTTTATAAAG AAAATTCTTC TGCAAACCAC ATCCCCTTTA 
TCTAACAAGA CTAGGTATTA TCTACACCIT CACTCTGGCA ATAGCTATTT CCTAAAGAAT GAAAAAGATG AT1T1NCTAC 
TTCAGTTCAT TAAAAATGGG ATTCTATCIT TGAAGTTCAG AAAAAGCTGC ATTTCGATGA ACTATGGGTT AAAAAAAAAA 
GCACATAGTG TCTAATCAA 

SBO ID NO: 1910: (Length of Sequence = 439 Nucleotides) 

GGCCCAGGGA GCACCAATCA CAGCAGGGGC TCTGGCCCAG GTTGTCGGCAG CCCAGGCCTC CATTIGCTAA TGATTAATAC 
ACIGITTGGG CTGGCCAGTT TITCATCCAT GCAGCTTCAC GATIGAGCAC AGTCAGGCCT TTCTATTAAA AATGAAAAAT 
GAAAAAACAA ATTCAAAACC TATTCAAATG GGTTCTAGTT CAATITOTT ACTATAAATT GTCATAGCTG GTiTACIGAA 
AACAAACACA TTTAAAATTG GTTTACCTCA GGATGACGTG CAGAAAAATG GCTGAAGGAT AAACCGTTTGA GACX7TGGCCC 
CACTGGTAGG ATGGTCCTCT TGTACTTCGT GTGCTCCGAC CCATGGTCAC GATGACACAC CCTGGTQGGC ATGCCCCTGT 
ATGTITCGTIT AGOGTTGTCT GCATTGTCTA GGAGTCAAC 



TCTGACXJITC TACCOGTCTG 
TTTGTAGACA GCTGTCTTTC 
GACAAAAGGG GCACTGGAAC 
CCCATCAGCT GCICTGCAGA 

AcrcrrcATc agaactagag 



SEP ID NO:l911: (Length of Sequence = 342 Nucleotides) 
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AATOCACOCA TTV3GCTGCC AAGAGCETCT CACTGCCTTC CTAGCAGCCT GCCACTCTNC CCTCGCAAAT TGAAACCACC 
CAOGCAAACA CTCAAAACCC CAATCTCCIT GCTAAIAAGA TACAACCAGT TAACACCCTG AAAAATCCAC ATCTCCAGCC 
TTCATTTCAA AAAAGAGCTC TGIACIAAAT GCAATAIGCT TTTAAAGGGG GT1TIACAGG GACCAATCTC AATGCAAAGA 
CCAGTACCAG ATGTTCTGACT TTTGGTTACA GGrTTEATAAT TAGACACAAA A3TCACTCCA CACTGGACTT TEACTITCAA 
GCTGGAGTTA GCATXAGTTC TA 

SEP ID NO: 1912: (Length of Sequence = 380 Nucleotides) 

TCATCcrrrr aaiacaaact taaaaaaatc tggaacaaia gaaactgeac agattigatc aatcitttig TITIUTITIT 

AAACTAAAAT CTCTAAACAC ACCAATCTCC CATTOCAAAA TATK3CACAA CATTCTGAAT ACAAAACCCT TGATTGfEATT 
CCTCCINCAC TAAAGAAAAA AGTTCATGAC CCTGCTCCCC GQGCTCCTCT CCAGGCTTCC CTCAATGCCC CCTTCCCATC 
CCEAGGGAGA AAACTAGAGA ATCTATAACT CACTGCA3TC AGAAAAACAC ATCA3TCTGG ACTAACAGTT TTCCATTCIT 
CAGANGGNTA ATCCACCTTT TGGA'ITIXJIT CCTGGGGAAA GAGGGCTAGA TAGAGGGAIG 

SEP ID ND:1913: (Length of Sequence = 361 Nucleotides) 

GAGACAGAGT TTTGCTCGJTT GCCCAGGCIG GACTGCAATC GCGIGATCTC AGCTCACCAC AACCTCCACC TCCGGGGTTC 
AAGCCATTCT CCTGCCTCOG ACTCCCGACT AGCTGAGA3T ACAGGCATGT GCCACCAOGC CCAGCTAAGG CTTIGTATTT 
TNAGCAGAGA TGGGGITTCA CCATGTTGGC COQGCTGCTC TCAAACTCCT GACATCACAT GATCCCCCOG NCTCAGCCTC 
CCCAACTGCT GGGA3TACCG GTCTGAGCCA CTGCCCTGGG CICTCCAGTA CATITiTAGG GGGAOGATCA ATGAGGATTC 
TCTTCTCTGA GTTACTGCAT GTGTIACAGT TTAXAATCCT T 

SEP ID ND:1914: (Length of Sequence = 409 Nucleotides) 

GGGGGCCTCA CAACTAGCTA TGCTGGATAT TCCCQGACAG AOGGITGAAT TTCTCTACGA AGAGAATGGT GGCATCCCAA 
GAGACdTTA TCTTCCCACC ATTGAAGACA TTAAAGAOGA AGCAAACAAG TTCACAATTG AXAAAGTTOG AAAAGGTCTC 
ACAGTAGTAA CCCGCTCTCC AGACAGCAAT AATGTAGCCA GCAGTGCTGT TGGAACTGCT CTGCCAAAAT TTGCCATCCG 
AGGGATGCTG AAAACCTTTG GGCTTCATCG AGTCCTCTTA GATCTTGATT CAGTGAATGA ACTGGTGCAG GTAGAAACCT 
ACCTCCGCAG TGAAGC7ICTG CTGGTGOGAT AdTGGTATC CTATI'IUACA TGTTGGGAAA GGGCCCCCAG CAGGCTACOG 
AARGGAdT 



SEP ID NO: 1915: (Length of Sequence = 402 Nucleotides) 

ATGGTTTAIA GCAGGAATAC TTGTTCTGAA TGACTTGGAG GGAAAGTGTG TGTCTATATG TGTGTGTGTG TGTTTGTTAG 
TTTTTCTGAG GTAGGGGAGA CTAri'l'riCT GGTTCAGTCA CTCCAATTAT TGCCACAATC CACITTCCTT CA1AACTGCC 
CCACCAAAGG TCTTAAAAGC CAITITIGGA GCCTATTGCA CTGTGTTCTC CTACTGCAAA TATTTTCATA TGGGAGGATG 

GrrrrrcrcTT catctaagtc cttggaattg aitctaaggt gatgttcita gcactttaat tccigtcaaa rrmTiGsr 

CICCCCTTCT GCCATCTTAA ATGCTAAGCT GAAACCTGGG NCTACTGTGG CTCTAGGGGG TAAGCCCAAA AGGCCAAAAA 
AA 



SEP ID ND:1916: (Length of Sequence = 382 Nucleotides) 

GAAATGAGAC TTTAITCTGA AAHTATIAAA AAGAACAGAG ATGCTCCATT TGGCTGCATG CAGGGGGGGC GGfTIGGGGGG 
ACAGAGGGGA GGACAGQGGC TCAGCCAGGG GGACOGTGTC TCITTCCCAC GCAGGACACT GTGCATGGGG CTCTGGGTGC 
ATCTGCCCAT CIGTCTATOG GCCTCTSTGT GTGTNAGAGG CCAAACACAG AGAGCTCQGT GGGTCTGTGT GTATCCAAGT 
GCXAAAAGGC AGGCT3GCIT TCTGGGGCCC ACAGCTGGCG GGCEAGTATC CIGGAAGGTT TCACTTGGTG GC1TGGCCEA 



BNS0OCID: <WO 9316178A2 I > 



WO 93/16178 



PCT/US93/01294 



416 

GGGACCAGCA. AGGGCTTGGN GTTGGAAGGG GTGGCTCAAG GAAGCCTCTT TCTCCACTCA CA 
SEP TP NO: 1917: (Length of Sequence = 375 Nucleotides) 

GAGATTAAAA TAAACAACAC AAAATGTATT TAAATGAGAA ATPGAAATAT TAAAAATAAT ATTAGGTIGAC ATTAAAACIG 
TCATAGAAAT AAACTGTATA TACAACAAAT AAATGAATGA TIUTTAACIT TTTTAGACAG TITGAATATC AGATTATAAT 
GAATAGCATT ATTAGCCAGT AAAAAGAGCA TATAAATTAT TTTAAAATTC CAAATAAAAA TATTTAAAAT TTTGAAATIT 
TGGACCCAAA ATTATCTCAG TAATTTCATG AAAGTAGATC TCCAATAGCT CCTATATTCT AGACACTATG AAATGACATC 
AGAAACOGTC AATTAAAGTG TACCCCACAA GTCATAACTA GCTACCATAC AACTT 

SEP ID NO: 1918: (Length of Sequence = 315 Nucleotides) 

AATATACAGT ATGATACACT GATGTGCAGA ATGTGATTAG TITATTAATC ATATGTGAAA ATATTAGTAG CTACATATGG 
CCAGAATAGA TmYCTCTC TACAAATGTA AGTTACTGTT GATAGAATTT GTTATGCGAT ATTTGGTTCT TTCGTTTCAG 
TCTCAATGCT TTCrTCTTGG CATTTCATTG ACTCICTAAA TTAACCTCAG CATCAATTTT CTTTTAAATr CAACAGTTAT 
TCAAATTGAT CGGAAATTAA ACTTGTATGT AGCTAGTTAT CAdTTGGGG CTACAdTTA ATTGAOGGGG TTCTG 

SEQ ID NO: 1919: (Length of Sequence = 285 Nucleotides) 

CAGAAGTAAA AGATTTITAT TGTTCTATAG ACACTTCTGA AAAGAGATCT AATIGAGAAA ATATACAAAG CATITAAGAG 
TTTCATCCCC AGAGACIGAC TGAAGGOGTT ACAGCCCTCC TCTCCAAGGC TCAGGGCTGA GAACGGTTAG CATATCGAAT 
GATCAGTAAA AACATGCAAA ACTGNGAAGG AAAGGGAAAA AGGTCCATTC CCCTAAGCIG AGGGGGNTGG AATTTCAGAA 
CAGAGGWGGC AGGCTGGACA AGIACCAGGT GGCTCTCCCT TTCCC 

SEP ID NO: 1920: (Length of Sequence = 181 Nucleotides) 

GCAGGTTTAT TTTITTATTr ATGTATTTNA ACTGACITAT TTKTGTATCC CACTAGAACA ATACATTCAC AATATACITC 
CAGAACTKTG CCTGGSGCAT CAGGGGAGCA GAGAACTTIT CCACTGAATA GTTTTTCAAG AAAGGAGTAA AATCTCCCCC 
AAACCCTAAA GGCATCCTTT T 

SEQ ID NO: 1921: (Length of Sequence = 351 Nucleotides) 

AGACGGGGTC TCACTCTKTC GCCCAGGCTG GAGTGCAGTG GOGCAATCIC AGCTCACCGC AACCTCCGCC TCCCAGGTTA 
AAACGACTCT MATGCCTCAG GCTCCCGAGC AGCTGGGACC ACAGGCACAT GCCATCATCC CCGGCCAACC TTCTGTACIT 
TTWAGTAGAG ACGGGGTTTT ACTGTGCCAC ACAGGCTGGT CCCGAACTCC CGACCTCAGG CGATCAGCTR CCTCAGCCTC 
TCAAAGTGCT GGGATCACAG ACCTAAACCA CCATGCGGGG CCCCAGTCIT TICTICAGAG GGCTCCINAG CACCCCCAAC 
CCCAAACCTG AGGCCTGTTGA GAGTCTATCC G 

SEQ ID NO: 1922: (Length of Sequence = 198 Nucleotides) 

CCTCATCTGG ACACAGATGA TTTGCCAAAG AAGCGGCCTG CCCAGATCTG CAAACCITGC AACCCAGCAC TCTTGCATAT 
CTCGCTTAGC GTCTCCACAA CTGGGATGCT AGCTGGCGTA AAGATGCTCA CGCAGCCACC ACTGCCTCTG CCGTCCATAA 
GTGCACTGTG ACTTACCCTC TGAGAGTGGC ATCIGCTG 

SEQ ID NO: 1923: (Length of Sequence = 303' Nucleotides) 

TTGATTTGCC TATGGTGTGA AATCCTTTCT TATTITTCTA AAAAAATAAA ATTTAAAAAG AAAGAAAACT AAGGAAGAAC 
AAGANGCTAT TTACCCAAAG TCAGCTTNCA GTlTi'AGnT TGCATGGCTG TCTGACTGCC TITCCGCCCT ATGAAAATCA 
AGAAAATCTT TTTTAAAAAT GGAGTCCTGC TATTTTCCAC TCCTTGCAGA TAATACAAAT TCAGTTTGTC AGGTTGGATG 
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G1GAGTTGGG AGCTCTGATG QATCTGTTQG CGGCTTTTGG ATGTGTAAAG AATCATAITAT ATA 



SEP ID NO: 1924: (Length of Sequence = 231 
GTCCTCCCTG A1TCTCAACC TTTGCAAOCT GCCTTCCGTC 
AGGACCGCTC TTCACCTTAA GCAAGAGAAA TCEAAGAAGT 

Ticccnrcr gaggactsac ctctggtait gctctggagt 

SEP ID NO:1925: {Length of Sequence = 249 
(7ITITTACTT AACCA3TCEA TICTIGGGAA TTGGGTTVCC 
ATAGCITITT NCTTCACTGT AATTATTTCC NTAGAGAAAG 
TTTNATGGCT CTITTCTAGOG CTGCTCTA1T ATCCINNAGA 
A1T3GAATCG 



Nucleotides) 

ACTGCTAGCT CCAOCTAGGC TIAACCTTGA TCITATATGT 
GNTTTCCCAA CTCACTTGCT GGCCCAGCTT TGGCCTOGTC 
CTCAXATGCC CTTTGGCCCT AACDGACCAC G 

Nucleotides) 

ACTTTTTIOT TATAGAXAGT GGTCCAGTCA ACATnTTAA 
TTACCAAGAG TGGTTITACT AGTTCAGAGG GCTTCAGGAT 
AGACITGTAT TACITCCAGT GTCAAGAAGG TTGOTCTTCC 



SEP ID NO: 1926: (Length of Sequence = 367 Nucleotides) 

TITITCrCAG CAAGGAACAG TCATCAGAAA GAGAATGCGT TCCTAGGGGG AGCTCTCTAA AATCGCCACT CTGGGACTGT 
CTOTCTEATA TGGTTC3X3GA TAAGGGATGA AATAAACCCC GGTCTCCCTT AGOGCTCCCA GGCCTATTAG GACGAGGAAA 
1TCCCGCCTA GTAAATCTIA GTCAGACTGG TTCTCT3TTC TCAAACCCTG TCTCCTGATA AGATCTTATC GATGACAATC 
CATCCCTGAA ACCTCATTAG CAATTTTAAT TTCGCCCQGT GCTCTGCCAT TTOCCTTGTG ATATTTTATT GCCTTCTGAA 
CTATCT3ATC TCTGTGACCA CAACCTAXTC CTACANTTCC TCCCCTT 



SEQ ID NO: 1927: (Length of Sequence = 231 Nucleotides) 

CrrnATTGG GGGCGGAXAC OGCAAGGGCC CX3CCCACGGT CAGGTEACT3 1TCTGCTCTT GCAGAGGOGC KACAGCCTGA 
CACCTCCACC TCCCACCCGC COGGGGTTAG TGGAACATGC AAAGCTCAGA GGGTGGAGGC AGGGGTGGTC GCTGCTGAGA 
CCAGGGCTGN CTGCAACAGG AGGCTCAGCA CAGAGCCTGG CTGGriCTCCC TGGGCCCAAA GGGGGCTOGG G 

SEQ ID NO: 1928: (Length of Sequence = 283 Nucleotides) 

CCCCTIGCIT CXXXTPGAGCC CAGCTATGTA ATTCCTACAC ACACTGATCG AGCIT3TNTG TGTCTGTATA TGTGTGTGTG 
TCTCTGINTr AATCTGACAT GCATGTACTG ATCCNGAGAA GCCTTTATAC CAAGAATAGA GCTGGGATCT CAAGCCCACC 
CTCCCAAGAT CAGACAGCAG ACT3AACCAG GAGGCCAOGA CAGGCCTTCT GTCARATCGC AGACGNTGCA GCAGGAAGCA 
GAACCACGGG ACGGGGRNCA TGGGATCCTA TKGGCAGCCA GCT 



SEP ID N0:1929: (Length of Sequence = 287 Nucleotides) 

CTAGGAAGTA GGGAGAGAAT TTACTAAGTA AGGAGAGAAA GGAAAAAGAA CAAACATCGA ATATGNTCAA GCAAATAACT 
TCCAACAGAA ACAAGANGAT A3CTTITAAA ATATATTTCC CCTGCCCAAT AGTAAAACTT ATTTCAGGCA CAATGCATTA 
CTGAGGTCAA AXTAAACTEA CATAAAATIG AAAACATCAC ACTGGANAAC ATTTCATGGG GCTCAACTGA AGGTGGCATA 
CTCCAGGAAG GCA3TTGGAC ATGTATCGGG TGTnTCITG TTGCCCC 



SEP ID NO: 1930: (Length of Sequence = 357 Nucleotides) 

ATCGAACACT ACTGCAACAG CTCCACAGAC CGGCGGGTTC TCCTPCATCIT CCTGGACATC TGTTCAGAGC TGAATAAGCT 
CTGCCAGCAC TTTCAGGCCG TGCACTCTGG CACCCCACTC ACCAACAACC TCCTGGAGAA ATGCAAAACC CTCGTTAGCC 
AAAGCAAOGA CTTAAGCAGC CTCAGAGCAA AATACCCTCA TGATGTGGTG AACCACCTCA GCTGTKACGA GGCCCGGAAC 
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CACTACGGCG GCGTGCTCAG CCTCATCCCC CTCATCCTAG ACTTAATGAA AGAATCGWTC GCCCACTTCG AGAAGTTGCC 
GCGCAAGGTG CTGCAGGGCA CGCGGGCTGC CTGCACT 

SEP ID NO: 1931: (Length of Sequence = 343 Nucleotides) 

ATCACTTCCC CACCCCACAG GATCTGCCCC AGAGAAAGTC CIU3CTCGTC ACCAGCAAGC TTCCGGGTGG CCAAGTTGAA 
TGATGCTGCC CGGGGCTCTG CCAGATCCTG AGACGCITCC CCTCCCTGCC CCACCOGGCT CCTCTGCTGG NTCCTCCCCC 

TTCCTCcrrr tccagccagg ggtcaggagg tggctogggt ctgggctgga gaggcagaag cccrrrccTG tiggtictccc 

AGCACATGGA GCCCCTTGGG CTGAGCACCA AGACCTTCAA CdTmTGT TTTACCITIT TTCCAAATAA CAGTITOGAG 
AAA1ATCAAT GAAATCTGGG GGT 

SEP ID NO: 1932: (Length of Sequence = 314 Nucleotides) 

TTTCATGGGT TITIXJI ' ITIG TTTATTTCGA ATACTGAAAA ACTCCTITGG GCTCICTGGG GrTTCCCCACG CTCACGGCTC 
CTITCTCCCA CACTCACTGC CCTTCITCCC ACAGCAAATC TATTTCAAGG ACAGrTACTTT TTAAAATGAT TAATGTTGAG 
TTCTCAACTA GCTCTGCAGA ACTAGAGGAG CICTTTCCAT CTGTCIGTGC GGATGGAGTT TCTTTTATCT GACACCAGGT 
CrccAACCAC ACTGATGCAA GGCATTTTAT CTACAGAGCT CAACTAGAAC CCCTl'l'l'lCA TTAGGCTACT CCAA 

SEP ID NO: 1933 : (Length of Sequence = 378 Nucleotides) 

AGCTTCCTCC GGGACCACAG CTATCTGACT GAAGCTGACA TCATCTCTAC CGTIGAGTTC AACCACACGG GAGAGCTGCT 
GGCCACAGGT GACAAGGGCG GCCGGGTCCT CATCTTCCAG CGGGAACCAG AGAGTAAAAA TGCGCCCCAC AGCCAGGGOG 
AATACGACGTT CTACAGCACT TTCCAGAGCC ACGAGCCGGA GTTTGACTAT CTCAAGAGCC TGGAGATAGA GGAGAAGATC 
AACAAGATCA AGTGGCTCCC ACAGCAGAAC GCCGCCCACT CACTCCICTT CCACCAACGA TAAAACTATC AAATTATCGA 
AGATTACCGA ACGAGATAAA AGGCCCGAAG GATACAACCT GAAGGATGAA GAGGGGAA 

SEP IP NO:1934 : (Length of Sequence = 239 Nucleotides) 

ATTTAAATTG ACAGCCTTCC ATTTITCGAG AAAGTACAAA CAGAACIGCT TTAGCACCCA TCGAGCCCCA AACGGGTAAG 
GTAAGCCAAG GTTTTAATGA CCAGCCCAGT ATCTAAGCTT CCAAACGGAT GCCAGCCCAT CACATACTYA CCCTOGGAGG 
CIT3CTCCACG GGCATTCTCC YGATGCTCAC GGCACITGGK GTAGGTITCA RGATOGCCTC TTTGAGGAAG GACTTCAGG 

SEO ID NO: 1935: (Length of Sequence = 319 Nucleotides) 

TTAATimT TOTCCCATAG AGGAATAGCA TTACACTCTA ACAATCAGAA TTCTGTTACA CACATACACA GGCATGCCAC 
ATGACCCAGT TGAGGTGGTT GTNTCCITGA CTCTGTIGAC ACGTCACATG GTCAAAGTCT CCTCATTTCA GCCACTCTCA 
ACACAAAACA CCCAACAGGG ATGCACTCAA LTlUTIUtflT CCATGTGGAA CTAGCTGGCA GGGCGAGAGG GAAAGTAGTA 
GAAGGGGGCT ATGGTGTGTC TGCATTCAGT CCCCTCACAT AAAGCCACAT GGATCTAGGG GGGGTATCCA AGAGCTCTG 

SEO ID NO: 1936: (Length of Sequence = 415 Nucleotides) 

CTATTTTTAC AAATTATACC TAATGAGTAA AATTAGTGTA AAGTGATAAC AIGCTTCTAC CIGTATTTCT AGTCACCCTT 
TAGCGGCAGG TATTTATACC TGCTATTTAT GATGCAGTAT ATAAGTGGTG AACAATAACT GACAGTAXPG TGCTTGCTGT 
ACATGTCTGG TCTTTTGAAA CAGATTTTAG TAAGCATTTT CCAGAGGTAA AACIXJPCTCC TTATTCTAAT TTTATTCCTA 
GGGCAAAGTA GACAGGGATT ATTTCCTTGA ATCTATTTCC AAATTAATAT TTTTTTCITT GCJi'AiTlCTA CACTTTAAGG 
CCATTTGGTC CAATTTAGAA AGTGTTGGCC TCCCTTCCGC TAGCCACATT CAAAATTAAC TTCCAAAACX: TCAGGAACAG 
TACAAGGAAT TTGAA 
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SBp ID NO;1937: (Length of Sequence « 393 Nucleotides) 

TCACTCTTGT CACCCRGGCT AGAATGCAAT GGCACAATCT CGGCECACTG CAACCTCCGC CTCCCAGGTT CAAGTGATTC 
TCCraiCTCA GCCGCCCAAG TAGCTGGGAT TACAAGCACT TACCATCACG CCCAGCTAAT TITIGTATTT TTOGTAGAfiA 
TGGG Cj1TJ.UA CCATOTIGGC CAGGCIACTC TCAAACTCCT GACCAGCGGT GATCCACTCA CCTCGGCCTC CCAAAGTGCT 
GGAATTACAG GCGTGAGCAC OGOGCCCAGC CT7TNTITCA TCTTAGATCA TAATATGATC TCACCAGATC CTTACTGAAA 

ATGrrACcnA ttacaactag ctaaatttcc acatagaggg NTAAAAAGAT tggggaatca ggttatcact tit 
SEP ID K0:193B: (Length of Sequence = 407 Nucleotides) 

GGCCTCOCTG TCGGGTCCAA TGCACTGGCT CAGATCATAG CTCACIGCAG TCTCGAACTC CTGAGCTCAG GCACTCIACC 
TACCTCANCC TCCCAAAGTG CTGGGATEAC AGGCGTGAGC ACCGCGCCCA GCCAGAACAT LUUITITJSAC ACCCAGAGAG 
CGCCXXTCGT TAGGACAGAA CXIAOGGTGCC CAGAGCCAGG AAGCCGCCCT CCTGGCGCCC AGCATCTGAG CTTCTACADG 
TGATGGGCGG GCTCAGGAGA GGACAGGGAG TOGTGGTQGA AGTTCCACAG CTGGCOGCCT GGGGGGGCCC TTGCACCGCA 
CTIGCOGCCT CCTGACTGCC COGATCCXXJG CAGCCCCTGT GCCGGAITGC ATTTYCCTCC TOTCTYCCAG GGTACTGGCC 
CCAGCAA 

SEP ID NO:1939: (Length of Sequence = 412 Nucleotides) 

GACATCCCAC C^CACCAGTT AA TITXTI CT ATTTTCAGTA GAGATGGGGT CTCACX3ATGC TGTCCTGGGT GGTCTIGAAC 
TCCTGAGCTC AGCTGATCCA CACTTCGGCC TACCAAACTG CTGGGATTAC AGGCGTGAGC ACCQCGCCCG GCTAAAAGAA 
AGGAGA3TCT AATGCATGCT ACAACACCGA TGAACCTTGA GGACATGACG TTACGTGAAA TAAGCCAGGA ACAAAAGACG 
AAGGCTATAT GAATCCACTC AXATCAAGTA CCTOGATEAG (XAAATCCAT ACAGAAAGTA GAACAGTGCT TGCCGCGGGG 
AGGGGGAAAT GGAAAGCCTA TATTIAATGA GTCCAGAAGC TITITITIUG TTTTGTTTTT TAGACGGAGT CTCGCfCCTC 
TTGCCCAGGC IT 

SEP ID NO: 1940: (Length of Sequence = 42il Nucleotides) 

ATCCATCCCC TTGCCCAGGG CCTCACATGC CCGGCTCCCC CAACCGGTCC TTCCCCTTGG GCTGCOGGTG CAGCICTGGG 
CCCAGGCTIT GGCAGGCCCA GCTTCAAGAC AGTGGGACAC AGAAAACACT TTGCAGCATC GCCTCTCCCT CCGCCACACC 
CAGGTCAGCA GAGAT3GGCC CCCCACOGAG AGATCACAGC TCTGGTACAG GGAGGTGGGC AGGGTTGGAG AGGAATGGAG 
AGACATGTCA CCTCTATAGA AACGCGTCCA AAGTACAAGC TAAGCAGGGG GAAGGAGGAG GGCCAGAGAG CAGCOGGAAA 
GAAGAAAAGA GGAACACGGC AGGGGGTTCT KGGGGAGGAG GGCCTCACAM CACCCCGCAG AT3AGCGTCT TCACCACGAA 
GGICTTCTTC GAAGTKGCGG T 

SEP ID N0:1941: (Length of Sequence = 377 Nucleotides) 

GTCAGCTCTA GAGGCACCCT GCATCATGCC CACCAGGCTG ATCCCCCTGG GAINGACCAT CTCGGGAXAT GAGGCCTCGG 
AGGCTGGGGT TGAGATTTGG TCCTGAAGAG CTTAEAGCCA GATTGCCACA TTCAAGTGTA AGTCCAGGAA AGGGGCAGGC 
GGCAGTGCAC AGGGATTTAT CAGTTCCAGA ACCTCACAGT GATAAGAGGC TTTAGAGAGC ATCTAATCGA GACCITEAAT 
TTTTOGGGGA GAGCAGCTGA GGCCGTCTGG AAAATEACTG GAGAGCTGAC AAGTTGTCITG GCICCTGGCC CAGGGCTCCG 
TGGTCCANCA OilTtflUaTl ' CAGTTGGAAG CAAAGGGCTT GCCCGTGATT ACCTTCC 

SEP ID NO: 1942: (Length of Sequence = 401 Nucleotides) 

TGAGAACATT AAGAAGGACA ACAAAATIAA ACATTdTTA ATAAAATTCC TATAGAAAGC TCAGTCATAG GGCAAAXACT 
CA2TTCTCTT TCCCATATCA CCGAGGATTG AGAGCTCCCA ATATTCTTTG GAGAAEAAGC AGTAbTlTlG CTGGATGTTG 
CCAGGACTCA GAGAGATCAC CCATTTACAC ATTCAAACCA GTAGTTCCTA TTGCACATAT TAACATTACT TGCCCCTAGC 
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ACCCTAAATA TATGCTACCT CAACAAATAA CTTAAAGATT TCCCTCT3GC GTGAACCATT TCAATTIGAA CTAATATCCT 
TGAAAAAAAT CACATTATTA CAAGTTTTAA TAAATACAGT AGAGAGCTGG CATmTCTA AATACTGGAT TTCAGATCTG 
G 



SEX? ID NO:1943 : (Length of Sequence = 351 Nucleotides) 

CAACTCAGGT TAGCAACTGC AGGAAAACTT TCTTCATTTT CACTGAATTT TAAAGAGAGA ATCCTGTCTC TATTTCTCAG 
AGAAACTTAG CTGAAAAGTA AAAGAGAGGC AAAATCTCTT TCCITCATGA GATACTTCTA TTTTTATCTC TITCTCTACT 
CATCTCCTTA ACTGCTGAAA TCATTCICTA GAAATAGATC CTTCIGATTC TGCATCTCAT TTCC7ITATGG CAACTACAAC 
AGGAGGAATC CAGCIGGAAA TCCCACTAAC CCCACATCCA GCACCTGAGA GAGGAAGCCA CTCGGAGCGC CGTGCTGGGC 
TCACTCACTC TGGCCTGCGC ACTGGGGTTG T 



SEP ID N0:1944 : (Length of Sequence = 406 
GCCCAGGCTG TCTCAGAATC TTCATGGGGT GGTCATTGAG 
GCAGTGGCTA CAACTOGGAC CGGCTCTGCC TGCCCTACAT 
AGCATTGGAG AGAACATCTT CCCTGAGGAT CCOGAGGATG 
CCICTTAGCT TCAGAAAAAC TTGATQCTAT TGGCGCCTAC 
ATGGGTACXJT CTGCATTGCT ATCGAGGCTT TGGACCAGCT 
GAGAGC 



Nucleotides) 

CKxrrcrrcc gccagagcaa gatcagtgaa gtccigggag 

TCCTCAGCIG ACAGATGAGG ATCGTTTATC CAAGAGGAGG 
GTCTGGTGAA GACCAACATG GAGAAGCTGA CCTTCTATGC 
CTCTTTGAGA GGCTCATCCG TGACCTGGGT OGNCATCGAT 
GCTCATGGCC TGCCACTCCC AGAGCATCAA CCTCTTCCTG 



SEQ ID NO:1945: (Length of Sequence = 362 
TCAAATTGTG AAATINAGAA TTCTCCTATC ACAACTGGAA 
GGTGACAAGG AGTCTCCCAA GTAXATCCTG CTAATAGGAG 
TCTQGCAAAG AAAACTGCTG CAATCCCTTG TGCAATTCTC 
CGAAGTTCAG GAGACTGAGG A1CTAACTGG GGACATGATC 
TAGAGCTAAT CTGAGTACCG CTTAAATTCA AGAGCCGTGG 



Nucleotides) 

AATTGAGAAA AGACGCAGAG CCACTITITG TNATCGTGTA 
TAGCTCTCAA AAGTTAATCT CAATAAAGCC TCCTAAAGTC 
CAGACTAAGC TGTATGGGGG AAGOCTACCT TTTTTCAGCC 
ATIGNTTCAA AGCTGATTGC TTAAGTATCT TAAAAATGTA 
CT 



SEP 3D NO: 1946: (Length of Sequence = 408 Nucleotides) 

AACCTCINAC CCCCAGGTTC AAGCAGTCCT CCCACCTCAG CCTCCOGGCTT AACTGTTCTT TGTAACTCTC TCATCATCGA 
GGCTATATAT TAATAGACAT GGTATTAAGC CCACACGAAA CATTCAGAAT TAGAATTGGA TTAAGAAGAC GCGTITTGGC 
ATCACGCTGA CTACICCTCA TCTCOCTCCT CGGGGAGGGT GATGCCAGCG TGGGACTCTT TOGAAGGCCT ATCAATCACA 
GGTGCGCTAA AATCAAAAGG TGGGTCAGTA GGTTAGGGAG GC^GGOGCGA AAGGAGATGC CAGCGGCTGT TAAGAAGGAT 
ATOGTCAGAA GAGCTCTTTG TCTCCATCCA CGGGGCCTCT GCTCAGCCCG TGTIGTCTCG GTGACTAATT CGGGAGCAGT 
GCAOGGCT 



SEQ ID ND:1947: (Length of Sequence = 426 Nucleotides) 

CCATTTGACA CIGTTACTAT CTGCAACAGT TCTTGCAGTA GAGGATGCAC TTCAAAGTGC ACTGCTTTAC TGTCTCACTG 
GAATTCTAAA AATCTAAGCT TTATCTTnT AACATTAAGC TGTGTGGGAA TGTAGCAACC TCCTGGGTGG TGGGGTCGGG 
GGCATCTTCA ATTATTTAGG TCTCACTGGA AAGTTTGAGA TCAGAGTTTG CTAGCTGGTG TAAGGGGACA ATGAGTAAGG 
GAGAGAAAAT ACAGGACTGA CITGGGGCAA AAAAOGCCTG ATAATAATTT GTGAAGCACA TTTTCAAACT CATTTATTCC 
TTACAAGGAT CCTAAGAGGC GGGTATTATG TCCNGGTXAT ACCTGGAGGC TTAAATTGAA GGAACATCIN CAAGGGCACA 
CAGTTIAATG AATGGCTGAG CTAGGA 
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SEP IP NO: 1948: (Length of Sequence - 349 Nucleotides) 

TTACAATCTG GCTGGAAACA GATAAITAGA ACAIATCAOG AGAAACAGAA CACTTAACTG CCAAGCTCTG GTCGAGGTTC 
TAAGTGCCAG AGGTCAGGAT ATATITZTAA. GTGdTCTGC TTCCAAACAT CACTCTITCA AAACAAAACA CAAAGATCCC 
CAACCAGCAT TTCTGCCCCC TGAGGCACCA GCAAGGTTATA TAAACGGGCT TGCAAAGTTT GATAXAOQGT CTCCAGCCTG 
GCTTTCTTTA GTCTGGGCTC AAAAGCCAGA AACCTCTGGG GGCCAGAGAA GOGCTCTTTG TTTCCCAAAC AGCATTCTOG 
CACATCCTCxT TCTACAGCAC CCTCAUl'lT 



SEP ID NO:1949: (Length of Sequence = 378 
TTCATTCCTG ATITTATCCC AGCTCTCGGG GATATTGATG 
CCTTGGCCXA 1TCGTATTGG ATGAACCTTC TACAAAGCAG 
CTAAGCAGGA CAACATCACA CAACATATCA AAGTAAAAAG 
TGGA3TCAGA GCATCTCTGA ATTACACCGT TCTAAGCCCC 
CACGCTGATG CAGGAA3GGT NCCCGGAGTT TGAAGAGCTT 



Nucleotides) 

CATTCTTAAA GGTCCCAOCT CCTGATGGAA AGCCTGACAA 
TCAGACCCTA CGCTGCTCTC ACTCTGGTTA ACAGAGAATT 
CCTAGAAGAT GCAGAAAAGA ATCCCAAAGC CATTGACACG 
CTCOGACTCT GCACTACACC AGGGCCATGC CCGACAXTGA 
TTGGGCAAGG TAAGCCTG 



SEP ID ND:1950: (Length of Sequence = 357 Nucleotides) 

TCACTAAdT TACGAAPGAA AGAAAACAAT TCCATCCCTC TCACAAAAAG GACATCTTTT AAGCTTTCCT CCCAATCTAA 
CCTCCATGGG ATCTCAGAAA TTCCAATTCT TATAACTCAA ATCCCCACAG TGCTGTCAGAX GCATTAACTC CCOGGGGACA 
GCAATCTGAG GCAGGCAGGT TCATTAAACA AACAOTITCT GTGCCCTCT3 GCAGAGAGGG CAGCAGGACA TGCACTGCCC 
CTGAGCCAAG CIGTGGCATG GGCAAGGACA TCAAGTEAGCT GACAACGGTC TGTCCATCTC AGCTGGGGCA GAGGGGCCAG 
TTCAGCCTTG AAACAGCAGT TNGGGAG-ICT CTCAGCT 



SEP ID NO: 1951: (Length of Sequence '= 336 
CTA3CTCCCC AAATCTACCT TTCACCATTT GTIACTGTTTAT 
AATAACTGCT TTCTCACTCA TCTCCTACAT TTINACCICT 
TTTCTGAAAT GCATATTAGA TCATGTCACA TCTCTACTTC 
TITCCACCCA GACCTATAAG GNCCTTAAAT GATCITACCT 
TTCEATITrC TATATC 



Nucleotides) 

TnTTrAGCC CAAGCCACCT TTATGTCACT CCTGGAACAT 
TATAATACAG TCCACCTTGT ACOGAGCAAC AAGAGTTATC 
AAGCTCTCTA AAGATTCCTC ACIAAAAGCG AAGTCTAAAA 
CTCTACCXAC CTCTNOGATC TTACCTATCT TCMCCTOGG 



SEP ID NO:1952: (Length of Sequence = 413 Nucleotides) 

CAGTATGTAA 1TTAATCAGC AAATGCCCCA TTTCCMCTC TACOGGAAAG CTCTCAGACG CATTCCCAGA TCAGACAGAG 
GACTAGGCTT AAGGCTGGGA ATCAAACACC AGCTACTATC CCAGTGAGCT TTCCCAAACA CACATACACA GCAAGTCAGA 
CXAAACAACG TCCAACTGAA GACTCACCTC AAATACTTAG ACCIAAGATT CACGTCCAGG CTCTTTCAGA TACACCAGGT 
AACTAAGCAC TTGGCATTCC TATCTCAGCC ATTCACTTCA CAGAATCTIT TGGCTGCCIA CICTGTGCCC AATACIGTGC 
TTAGTGGTAC TIGCCCTCAG CAGGAAAAAA AATTAAAAGT GTEAAATGTT ATGAAGGAAC AGA3TGGNAX AGGAATCACA 
AGGCATTCAG GTC 



SEP ID NP:1953: (Length of Sequence = 382 Nucleotides) 

GTTTCACTCT TGTTGCCCAG GCTAGAATGC AGTGGOGATC TTGGCTCZACT GTAACCTCTG CXTTCCOGGGT TCAAGTGATT 
CTCCTGCCTC AGCCTCCCTA GTAGCTGGGA CTATAGCTGC ATGCTGCCAC ACCCAGCTAA ' ITITITIUJA TTTTTACTAG 
AGACAGGGTT TCGACATATT GGCCAGGCTG GTCITCAACT CCTGATCTCA AGTGATCTGC CCACCTAGCT CTCCCAAAGT 
GCTQGGATTG CTGGCCTGAG CCACCGCACC CTGCCTAGAA CATGCTCTIN AATACTCTCT CIAACCATCA TCTTTAGGGC 
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CITAGTGCTT ACCTCITAAA GAAGGGCTGC TGTIGAGGAT TCCNTGAGAT AGTGTTTCAA AA 
SEP ID NO: 1954: (Length of Sequence = 389 Nucleotides) 

GGAAAAGCGG GACCCAAACA GTCGTGCTGG GGAAATTTGT TCCIGTTCCC TITGGAAGGC TGAGTGGCTG ATGCAGCACA 
GGAACAAGGC TTGGACGTCA GAGGTCTCAT CTTCACTGTG ACAAAGCATA AAGGACITGG GGTTCAGCGT GTOINTCGGC 
TCAACTGACC ATGCAAGTNC TGTCACCTCC TTCCTAAGAC CCCATCCTTC TCCCAAGTCC TCCACAAGAG CTACdTCTT 
CAAAACAATA ACAGAAACAC ATCAAGNTTN GCGTCACIGA AA1TGAAGTT CTGAATTCTG CCGTCACCCC AGCAACAGTG 
CCAGTTATGA TGAGACACTT GACCCAGCAC TTGGGITCAT GTCITTGGCT GTTACCGTGG CACCTAGGT 

SEP ID NO:l955: (Length of Sequence = 277 Nucleotides) 

GCCTCTAACT CCACGGCTCA AGTAATCCTC CTGCCTCAGC CTCCTAAGTA GCTAGGACTA CAGGTCCACA CCACCACACC 
CAGCTAATTT TTTOTCmT TGAxrri'lGG TAGAGATAAG GTCCTACTAT CTTCCCCAGG CTGGTCIGAA ACTCCTGGCC 
TCAAGTGATC TCTCTTAGCC TTCTGAGTAG CTAGAACTAG TTTTAATGAC CNAAAGAATT ATGTGTTCAC CNGTGATnT 
ATGTGTTITG TTAAGACATT CAGAATITAG AGAAATC 

SEP ID NO: 1956: (Length of Sequence = 380 Nucleotides) 

GTGTAATGTT CTGAGGGTGG CGAATGCAGG GGCGCGTTCC TCCCGCTGTC GATCTGGAAC ATCTTCTCGC CAACAAAGAG 
CAGGGTGAAG ATGAGGGCAA GCTGGTAGAC AGCATGGCCC AGGATCTTCT TCATCATGGT CCTGGAGATG AGOGGCTTGT 
TGCGGCCGTA CSCTTTCCTC AGCAGCAGGG TCTCCCTGGG CGGCTCACTG GCCAGTIGCCA GCNAGGCAAA OGICTCCATG 
ATGAGOTTCA CCCAGAGCAT CTGCAOGGCC TTCAGAGGGG ACTCCTGCGT GATGCAGGCG CCTOTAAAGC CACAATCACG 
GCCACCACGT TGACGGTGAA GCTGGAACTT CAAGAATTIN GAGATGCTGT CATAGACGTT 

SEP ID NO: 1957: (Length of Sequence = 328 Nucleotides) 

1CTGATGTTT LTlTi'lTAGC CTGTTGATGT GGTGAATICT ACTGATTGAT ATTIGAATAT TAAACTGGCT TTGCATCCCT 
AGAATATACC TCACCAGGTC ACTGTGTACT AGGTTGGTGC AAAAGTGCTT GCCATTTTGG ACCATGAATT TTGAATCATT 
AAAACTAGGC TCAAACACAT CTCTATTAAT CAAAGTAAGA ACCATTACAA TCAACACAAT TTTGCCAACA AGAAATAAGT 
TTGTTVACTC CTGTAGCATA AAAATCCGTG CTTTGAGATT OGAGGAACTT TTGGNAAGCA CTCTCTGCAT CCTGCTGGIT 
CTGGAAGC 

SEP ID NO:1958: (Length of Sequence = 254 Nucleotides) 

CTAGAAAGTA TCITCTCTTT ATTTAAGTTA AACAATTTTC AAGGATGCTT TCCATCTATA AAATGGACAA AGTACAAGCT 
CTGTACAGCA GTTCTTTTTA AAAATCAACT GGAAAAAAAA ATTACCAAAC TATAITOGA ATTTGCAAAA CATACTCACA 
GATACCATCA TCTGAGCTTT TATGAGGNCA TAAGAAAGGN CCACCACAGA GAAGACAACT AACTTOGGCA CXSLTHWIC 
GAAGGGCTCT TRGG 

SEQ ID NO: 1959: (Length of Sequence = 259 Nucleotides) 

GTAATACGAG AAAAATCACA ACAGAGTAAT AAAGATATAA AAdTTCACA ATTAACACTC ATCAGTCTGA TAAACTAAGC 
CCATGTAAAA CTAAAAATCT CTCACAGTTA ACAAACGTCT TTACTTTCAC TAAGAAGGAA CTGAAATTAA AGTCCTTAGT 
CACITIGGAG GTGGCTGCAA AAGCTCACAA CATAGTTGAT' CCITAAAATA ATTATGAATG GCAACCACTG CTGCCTTTCT 
GIACTCAACC ATGCAACTG 



SEP ID NO: I960: (Length of Sequence = 329 Nucleotides) 
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GACEACAGGT GIGCCCCACG ATGCCTGGCT A ATITITA AG GrTmTGTAG AGATGGGCTC TTCCTATCTT GCACAGACTG 
GTOIGGAATT CCEAGCTCAA GCAATTITCC TCTCTCAGCC TCACAAAGTG CTQGTATTAC CCCTGTGAGC CACCCTGCTC 
AGCCCAGTCA TOTATTTCTA ATTATTGXAT TTGIGAACTA ATCTATGAAC AACAAAAACA AACAAACAAA CAAAAAGGGT 
GGCATTTCTG GGCCACCAGG GAAGCTGGGA TIGGGGITGC AGCTAmTC AAATTATATT AAAAGCAGGA TCCCAGITAG 
AGCGCTATC 

SEP ID NO: 1961: (Length of Sequence = 282 Nucleotides) 

ATCCTCCCAC CTCAGCTTCC CAAAGTGGTG AGATTACAGG NTCGAGCCAT OGCACCCGGC CCAATTAITC 1TTCTAAACC 
ATITCCTCIT CTGTOITCAX GCCTTEAAAA AXAAAATTAA AAAAAAAAAA AAAAAAAATC dTAAAATTT CTCAGCTGTT 
TTCCATATCA 'ITl'l'ATTATC AAGAATATGG CTAATCAGAA GTCACAGCCA GCCCCCGAAC TACAACXACA AAACATCCAT 
A1TAXAGGCT ACACTGAGGG A3TTCTGAGG TTAGCAGATG CA 

SEP ID NO:1962: (Length of Sequence = 328 Nucleotides) 

T3CTGCTCTC CCTGCTGTCA TCCTCAGGAG GCCAAATCAG TCCCAGCCTC TCCCACCATC TTCCCTGCAG CX3ATITCTTC 
GAGCTCGAAA CATCTCTQGC GTTGTTCTQG CTGACCACTC TGCTGCCITC CATAACAAAT ATXACCAGAG TATTTACGAC 
ACIGCTGAGA ACATTAATGT GAGCTATCCC GAATGGCTGA GCCCTGAAGA GGACCTGAAC TTTGTAACAG ACACTGCCAA 
GGCCCTGGCA GATGTGGCCA CGCTGCTGGG ACCTGCTCTG TATGAGCITG CAGGAGGAAC CAACTTCAGC GACACAGITC 
AGGCTGAT 

SEP ID NO: 1963: (Length of Sequence = 277 Nucleotides) 

CCAAGAGACA CCCCCCGCAC TCCTGTGCCC GAGCTGTCTC ATCTGTCATT CACAGTCTGC TCTTTCTGGC TGCTTCTCGT 
GAGAACTGAX TTOJAACCCC GAGGITAGAA AGGGAGCTAT TTITCAGCTG OTTTIOTl AAAGGCAAAT TITCTGCTGG 
GGACTGGCTT TACCCCGTCT ACCTAAATCA TTTCTTACTG CCTCCTGTTAA CAGTGGCCIT TTGTCTTCTG CTGGNATTTG 
TTIGAACACA CTCCACAGCT TCAGTGGTTN CATCTCT 

SBO ID NO: 1964: (Length of Sequence = 230 Nucleotides) 

CAAIGCAACC TTTTAATTCC AAGCAGAGTC CCCCTCCCCC AGCATGGTCA CACACACAGT GGAAAGGGAT GTCAGGGTCT 
GGGCAGGAGC AATACCCAGA CCTGGGCAAA AATAXAGAXA TCATTATATA CACACGTGGA CTGGAAAGAA CTCAAGCTGG 
GGGICTAAGG TAGGGCAGGG GCAGGTGAGG AAAGCAGCTG GGGGGGCCCC AATAAATTAC ATTCTIGAGA 



SEP ID NO: 1965: (Length of Sequence = 299 
OGCCGTGGAT CCCGAGAAGG CACAGCAGAT GOGCTTCCAG 
AGAGCCTGGG CCTCCITGAC CAGAACCCCC ACCTGGCTCA. 
CACCIGGGTC CCAGrTGAATT GGAAGCCCCT GCCCCTGGGG 
CAAGGATCCA GACACCCCCA TCACCCTTCC AAAAGGGTCC 



Nucleotides) 

GTGCATACCC ACCTTCAAGT GATIGAGGAG AGGGTGAATC 
GGAGCTGOGG CCCCAAATCC AGGAACTCCT CCACTCTGAA 
GCAGCAGCGA GGACAAGGGT GGGCTGCAGC CTCCAGAITC 
ACAGAACAAG ATGCTNCAT 



SEO ID NO: 1966: (Length of Sequence = 320 Nucleotides) 

GTCCCTGCAC ATGCCTCTGG CAAGAGGGGT CAGCTITCTG GTCTGAAGCA GGAAAGITIG TCTGTNCITA GCCAGTAGCT 
T3GCCCTCTT GGCGCTQGTT GTOTAAGGAG AGAGACTTTG AGCTTCAGGT CTGGAXAAAT NACCCCTTCA CTGTGGCTCC 
GTCGTGCCCC GAGTGGCCCC CTCAAGCTGA GTTGGGCTCT TCAGTCCCCC ATACITCTTC CACTAGATCC AACAGGAAGC 
ACAGAGGCGG CACTGCATCT TAGGflGGGCC CCAGGCATAC CACTGAGCAG ACTGTGTGGT CTGGCAACTC TCACAAGTCA 
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SEP ID NO: 1967: (Length of Sequence = 296 Nucleotides) 

GCTCTGCTGG CCCTGCAGAA GCTCATGGTIG CACAACTCGG AATACCTTGG CAAGCAGCTC CAGTCCGAGC AGCCCCAGAC 
CX3CTGCOGCC OGAAGCTAAG CCTGCCTCTG GCCTTCCCCT CCGCCTCAAT GCAGAACCAG TAGTGGGAGC ACTCTGTTTA 
GAGTIAAGAG TGAACACTGT TTGATTTTAC TTGGAATTTC CTCTGTTATA TAGCTTTTCC CAATGCTAAT TTCCAAACAA 
CAACAACAAA ATAACATCTT TGCCTGTTAA GTTCTATAAA AGTAGCTGAT TCTGTA 

SEP ID NO: 1968: (Length of Sequence = 311 Nucleotides) 

ACCCCCTTCA CTCCCTCCCA CCMCTCTGC AGCCAGCCTA TGGCAATTAT ATTTTAAGAG GTGTTCCCAG GACTTTTGGG 
ACCTACTAAA ACAATGATGG TTATITTAGA TGTGATGATT TATATITATG TAGAGATATT TCTGGACCAC TCAAGCTCTT 
CGATACCAAA ATCAGGAGCA TCTTGGGATT TATTAAATTA TGTAAGAAGA TAGCACAGAT ATCGGGATAT TATTGTGTCA 
AAATGCIGCT TTTACTITGA TCTGATCTCA TTGATCTACA CAACCAAGTT CCAATAAAGT GCTAGAATGT G 

SEP ID NO: 1969: (Length of Sequence = 266 Nucleotides) 

CAATAATAAA AAGGATTATA TTCCTGATAC ATGCAATATG GCTGAACCX3T AAAAATATCA TGCTGAGCAA GAGAAGCCAA 
ACACAAGAGA ACATGTTGTT ATGATTICAC GTTACATGAAA CITTAGTAAA GACAAGTCTA ATCCATAGTG ACAGAAAGCA 
AATCAGTAAC TGCTGACAGG GGCAAATGAG GNGATGATCT CAAGGGNACC TTCTGGGGTA AGACGCTGIT CTGTATCTCG 
ATCOJATTGG TGGTCACACA AGTCAA 

SEP ID NO : 1970 : (Length of Sequence = 317 Nucleotides) 

CTCGGGAGGC TGAGGCAGAA GAATCGGTTG AGGCCAGGAG GCGGAGGTTG CAGTCAGCCA AGA7TGCGCC ATTGTACTCC 
AGCCTGGGCC ACAAGATTGA AACTTCATCT CGGGGAAAAA AAAAATGAGC TAAATACAAG AGATGGTAAT GCAGGAAATG 
AGAGAGAAAG AAGCTATAGA ATGCACCATC ACTCTITGCr GAGAGGAGAA GCTAGGACAC TTATGCGCAT GTNCCTGTCT 
GCCTTCCITC CCGTCCCGCG GATGGTTGGA GCAGGTCTCT GTTTGCTGCA GAGCATGCCA TCTCATCCTC CTTGTCT 

SEP ID NO: 1971: (Length of Sequence = 263 Nucleotides) 

GTGCATACTG CTGAGGCX3GC TADGCTGGCA GGGTAAGCAA AAGAAGCACC CCAGCCTAAG TTTACAGAGA ACCAGGACAT 
CATITTGAAT ATAACITAGT TCTAATAGTC AAATGGCCAC TCAAGGTGAC AAATAGGAAC TTCACTGGTC ACCCCTCGGA 
AGCAAGCTTT CAATGTCCCC CACCTGTAGA AGGCTGAAAA ACATCCTCCA AAGATAACAG GTTCCAATCA CTGGAACCTG 
TATEACTTAT TACCATTAAA TAT 

SEP ID NO: 1972: (Length of Sequence = 295 Nucleotides) 

GACAAAGAAA GCAGAATAAT TTTACCTGAG AAGAAACCAG GAGGCTTCIT CTK7ITCTTC TCTCTCTTIT TTTTTITITT 
TnTTGACTA TACAGAAGAA AACTATCAGA GTTAGGTTAG AGAGTTGGGT TTGGGGTCAG GTTGTAGCAT GTX7TTATATT 
ATGGGTTAAA TTGTGTCCTC CCCAAAATTA ATATGTTGAA GTCTTAACTC CCTGTACCTC AGAATGTGAC CNCATGGGGA 
AATAAGGTCA TTGCAATATA ATTAGCTAAA ATAAGGTCAT ACTAGAAGAG GGTAG 

SEO ID NO: 1973 : (Length of Sequence = 243 Nucleotides) 

AGACCGCAGT CATCCTCAGC ACTACACGCA GGCCATNINC AAGCTGACCG CAATGCTCAT TAGCAGTAAA GATTGTNACC 
CGCAGCTCCT TCATCATCTG TNCIGGGCTC CCCTCCGGAT GTTCAATGAG CATGGCATGG AGACGGCCCT GGCCTCCTGG 
GAGTGGCTGC TGGCTGGCAA GGATGGAGTG GAAGTGCCGT TNATGCGGGA GATCGCAGGG GCCTGGCACA TGACGGTGGN 
GCA 
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SEP ID NO: 1974: (Length of Sequence = 304 Nucleotides) 

GGATCAGATO ATOGACCTCA TCQGGCTGAC CAAGGGCAAA GGCTACAAAG GGGTCAGCAG TOC3TTQGCAC ACCAAGAAGC 
TGCCOOGCAA GACCCACCGA GGCCTGOGCA AGCTGGCCTG TA3TGGGGCA TGGCATCCTG CTOGTGTAGC LTlUll 'lU' lU 
GCAOGCGCTG GGCAGAAAGG CTAOCATCAC OGCACT3AGA TCAACAAGAA GATTTAIAAG ATIX3GCCAGG GCTACCTEAT 
CAAGGACGGC AAGCTGATCA AGAACAATCC CTCCACTGAC TATGACCTAT CTGACAAGAG CATC 



GCTGCAACCT ACCAGATCTG 
AGGACCAAGC AAGCAAGAAA 
AAGCCAGGGG ACT 

SEP ID NO: 1976: (Length of Sequence = 162 Nucleotides) 

AAGTCTTACA AGCCOCAGAA TGCIGCCCGG CCTGCCCTGC TGGGOGGACT GTCTCTCTGT CTCTNTCTCT GGOGflTOCAC 
CTOCAAGCCT AXACCAGCTG TCTACAGCGC CATCTCTCTG CCTTCTCITG CCTCTCACTC ACCAAACACG TGTAITTATA 
GC 



SEP ID NO: 1975: (Length of Sequence = 233 Nucleotides) 
CCITCTCCAT CACCCTTGGA CCCTCTCTGA CTGGTCTC'IXJ AAGGCACA3T TATTITCTCT 
ACATCCACCT CCCCCAGCAC CCATGGGCCA AGGAGGCCTG GGGCAGCCAA GGGGAGTTCC 
COCTItTITG AACACATGGT TAAGCITdT CCAGCOTQGC CCTAATTCCC CTACCTCCCT 



SEP ID NO: 1977: (Length of Sequence = 270 Nucleotides) 

GGCTGAATTA AGAGCATCCA GAAAGCCCAG GCCXTCCAXA GGCTOIGGOG GGATCATCTT CACTTTGATC TCTTTQGIGG 
CAUTAGGflCT TCTGTCGACT GGCTTGTATT TCTTCTCT3C AGGGGGAGTG GCATCTCCTG GAGCAGCTAC CTTGCTCTGA 
OGrTITCAGGG GGATCGGTTT AAGGTTOEAC TICTCAGAAA OCACCACTGT GCTGGCATTC TTCTTCACAG GCACCAAGGA 
TGCTGTCTCC AGCTCTAGTC CACT3QAACG 

SEP ID NO:1978: (Length of Sequence = 167 Nucleotides) 

TTGCAGGAGT TGCTGATATT TAITCAAAOG TCATCCATAC AATAAAGAAC T L ' INLTITIA AAATTCCATT TACATCAGCA 
GTTAAAAAAA AGTGACAGTC GATGAAACAT GANGCTOEAA ACTGCCTTTA TGGGGAATNC AGCCACGCCT GCCTCCACTG 
TGCTGGG 

SEO ID NO:1979: (Length of Sequence = 346 Nucleotides) 

CATCATAGCA ACAAAGGGCT ATGTACTATA CTCAGGAAAA CCATITATIT GCACIGGAGG CAACTCTTCT TCAGAGAGGA 
AAAGTAAATT GTCCAAGATC TAACATCTTA TAAATAGCAA AGCAAGGATG AAAA3TA3TA TATTTNACTA AATCACTATG 
AGAATCCTGA TICTTCAXTA TIATATCCCC AACACTCTAT CAGITrGTTC AACAAATCAA CAAATAAGCT TGAATAAAGG 
NTCCACATCT CAATICTCCT CCACCATTCT ATATTGCCCT TOVTCCCTAC ATTAAAAIXSI TTATTICTGC TITmTCIT 
TAACAATTTA TOCCTAAAGT AACTAG 



SEO ID NO:1980: (Length of Sequence = 174 Nucleotides) 

CACAAACTGA CAGAGGAGAC AGGAGGAAIT TAATATIACA TGCTATAATG AIATTTATCT CACAGTITAT ATTTCATTCA 
TTEAIATTAT TTTTTTAAAA GGTTTCTTIA TCAGCTACTA AACATCTCAG CAATITGGTG TGCATAGCTC TAGATEAAGC 
AACAAAGAAT TCTA 

SEO ID N O: 1981: (Length of Sequence « 276 Nucleotides) 

TGGNTCACTC ATAAGTTTTC ACTGGITAAT TACTACAGTT TAAGAAGACG TGTGATTTAT 'I'l'lTA GATCT GACCCAGCAG 
ATCATACCTN TNCNTTGAAT TACATGGTCT TCTTTK3GCT TCTAAGATGT CACACTCCTG TCTTAGTGGC CACTGCTCCT 
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CAAGCCCCCT TTGCXAGCTC TPCCTCATCT GTCCAGCCCT AACCTGACOG TGCTATGTAA GTCTTCTCCG TOTTCACCCC 
CINCCNGGGT GACCGTTATA CTOCCAAACC TACAGG 

SEP ID NO: 1982: (Length of Sequence = 288 Nucleotides) 
GCTGCAGAGA GGTTC7TNTCC AGGAGCAGGC TTTCCCGCTC GGGATCCAGG TCATCCCCCA 

TccAGGrrcrr GCACAATCTC atcogacatc cgtgtntctg tcactgtccc CTGCCAACTC 

CTGGTGAGAA ATGGAGCAGG TGATTTGAAG ATCAGGGAAC AAAGGGACGC CX3TTGGTTCC 
GGGCAAAATG AGCACTGCCA CTCAGCAGGA TCTQGGGGGC CTCAGGCT 

SEP ID 110:1983: (Length of Sequence = 273 Nucleotides) 
CACAAGCCAC TTTCAGCCTC CACTGGGAAG GCTCCAGCCA CAOGCCGATA TTTCGTCCTG 
AAAAGTCATG GCTTAAGTTA GGCAATAAAA CCTC3TGGCTT TAGGCATCIT TAGTAAAAAA 
ATTCCCATTT TCITGAGAAA TAAACITCAT AAAACAACAG ACAGCTGTCA TGATTACTGA 
AATTXTTATG TAACTATACT GAATAAACAT ACA 

SEP ID NO: 1984 : (Length of Sequence = 221 Nucleotides) 
GAAGAGGCTG CTCIGGCCTG GGACACCCCC ACTGCTCTCA AGGAGCTGGC ATCTCAGTGG CCTCTNAGCC CAGCCTGAGC 
CCICTGGGAG 1NCGGGGGCA GTGACTGGAA TCINCTGCTG GGCAGGCTGC AGCAGCCGAG GTGGCCCCAG GGCAGAGGAG 
TGCAGCGCAN CTCATGGGTG CCCTATGCCA CCCCTGGTGC TCACTGGGCT GCIGATGCCG T 

SEQ ID NO: 1985: (Length of Sequence = 197 Nucleotides) 

TTGCTACCAT GAGGGAAGTG CTCGTTGCIT GGCCTACAGC AAGTTNATACA GCCIGOGAGG CACAGTTCCCC AAAAGICTAG 
CTGCAATTCT ATTGGTGGTT TTCCCCAAAC AGCAATAACA AGATGTTACC T3GAAGCACA CCAGAGCCAA TCATGACTCA 
GGCCTGTCTA GATXTTTTAGA TGTCTGGAAA TATATTT 

SEQ ID NO: 1986 : (Length of Sequence = 268 Nucleotides) 

CACTTGGACA TTCCTCriTA TTGTTCACAT TCCAACCCAG CACACTCACA TGCACACACG GAGATCAGAA ACCTTTNGGC 
CACAGCCCCA GGAGCCCGGC GGGGGGGAGG GOGGGACCGA CAGGGGOGGG GOGGGGCOCT GGAAGACTCC TCCTACCGAG 
CCTCCCAGGC GNTCGGOGTT TGCATAAACA AGAGAGCTGG AGAGGNTGCC CTCAACAGTC CGCTGGGGAA AGGGGAGGGA 
AOGTGACAGG CAGGTOTNGG ATAGGGAC 

SEP ID NO: 1987: (Length of Sequence = 282 Nucleotides) 
CTCCTCACTG TAAACAAATG AGGATGGAGG ACACTGAGAG GNTCAAATAT GAAAGGCACT 
CTCTACTCCT GTAAAGAGCA TGACTACTCA CAGTCTITCr AGCGGGTAGT CACTCTTICA 
TGCAATGATC TAGGATAATA ACTCAACAGT CTATATCAAG AGCCTTTAAA AACTTATACC 
TGTATCTAAC CCTAGCACIT TGGGAGGCCA AGGCAGGCAG AT 

SEP ID NO: 1988: (Length of Sequence = 226 Nucleotides) 
CTGAGGGGGT TCGGTCTCTC AGGAAGTCAG GCCATAATIT CTGCAGGTTC AGTGATTAAC TTGGATCCAT CCCATGCTGT 
CTTGAACTCT TCAGGAATGG GAAATTCTCT ATAATCACCA TCCTGAGGGA TAAGTATGTT CATTTCAGAT GACTPGGCGC 
TCACGNTCTC ACAGTCTAAT GCATCITCAC TGAGCTATAT GTGGGAACCT TCIX3TCTTAT TAATCG 



CCAGAGAAAT TTCACAGCCA 
TCATCCTTTT TGGCCTCCAC 
CTCAAAGTCC ACAGCTNGGC 



CTTCCCGTCA TCTCATATCT 
GCTGAACAAA TCCCAAATTT 
GT1TIUGCTG ATGGOGAAAT 



ATGGGGAGTT AGAGCCACTC 
TTTAACAAAT ACTTAGTCCC 
TGGCOGGGCG CACTGGCTCA 
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SEP ID NO: 1989: (Length of Sequence = 193 
CTCCCTGTAG GTCATGrlCCT TGAGAGTEAA AAGATGGGTT 
GACA3TCAGC ACGGGCAGCC ATGCICTTCC CAGCACCCAG 
AGCGCCTCCG ATTCAGCCTC TTCTCITCTT GTG 

SEP ID NO: 1990: (Length of Sequence = 223 
CTGCITCATT TAOCACCACC AGCCGA7GGA CCAGTTTATT 
TTCAACAAAC TTTTAGAGAT OGCCCXTATT CCAAGCTCAT 
CATAAAAAGC TGGAGGAACT TGAGGATTCT TTTGTGQGTA 

SEP ID NO; 1991: (Length of Sequence = 385 
GCAGAGAAAG TGCCAGGCAT CAACCCCAGT TTCGTGTTCC 
CAAGCCAATC CTGCTGCCCA ATGAGTCACA GTCCTTTGAG 
CCCACAAGAT CGCCGTCCTG TATGTTGGAG AAGGCCAGAG 
TACAGGTACA CGGAGTTCCT GAOGGGCCTC GGCCGGCTCA 
AGGCCTPGAC GINTCTNCTT AGGACGGCCA GTTCAACTAC 

SEX ? ID NO: 1992: (Length of Sequence = 312 
GGCTTACAGG ACAGAAAGGT CCCTTCTCAC AGTTTGGGAG 
CCTCTGGATC CTCCAGGGGA GGGTCCTTTC CCTCITCCAG 
ATTCRTCTCr GCTCOCTCTT CACGTGGCCT TCTCTGTCTT 
ATTGGGAnT AGGGNCCACC CCAATCTAGA TGGTCTCATC 

SEQ ID NO: 1993: (Length of Sequence = 429 
CTGITTTTAC TCGACGAGGA GAAGACdTT TCATCTGTAT 
CCAATATCTA CTCTTGACAA CCGAACCATC GTCATCACCT 
TCTACTAAAT GAAGGCATGC CAATTTATCG TAGACCATAT 
CTGAGAATGG CTTTCTCTCT CCTGATAAAC TGTTCTTINCT 
ATGAGATGGA CCAAGTAGAA CTGGTQGGAC TTTNGATCCC 
GAGGGATGAT GGACCATCAT CCCAGAGGT 



Nucleotides) 

GAGTAGGCAG AGGTCTCAGG CACCGGGGAC AGAAGACAAG 
AAAAGGCCCA GGGCCOGGAC TCCTGGGTGT GGTCATGAGA 



Nucleotides) 

GGATTCACCT ATGATACCAG GACITTTCCA TTCAATTCAA 
CCAGGTTCTXS CTTCATGAAG GCAGGCITTO GCATATCAGA 
AGTATATAAA GTGCATTCCC ACT 

Nucleotides) 

TGCAGCTCTA CCATTCCCCC TTCTTTGGOG AOGAGTCAAA 
CGGTCGCTGC AGCTCCTCGA CCAGATCCCA TCATACGACA 
CAACAGCGAG CTCGCCATCC TGTCCAATGA GCATGGCTCC 
TCGAGCTGAA GGACINCCAG CCGGACAAGG TGTACCTGGG 
TNCINGCAOG ATGACATCAT GGAAG 

Nucleotides) 

GTCOGAAGTC TGAAGTGAAG CTGTCAGCAG GGCCACACCC 
TTCrGGTCGC TCCAGGCAST CCTTGCTTTA TGCTGGCATC 
GTCAAATCTC CTTCTCIXJIT CTCITGTAAA AACACTOGTC 
TTGAGCCrrr ALT1TAGTTA cctctgcaaa ga 

Nucleotides) 

GGACATACAG CTOGTTGAAG CACTGTGTGG CTTCCAGAAG 
CTCATCCAGG TCAGATTGTC AAGCATGGAG ATATCAAGTG 
GAAAAGGGTC GCCTAATCAT GGAATTEAAG CTAAACTTTC 
GGAAAAACTC CTACCCGAGA GGAAGGAAGG GAAGAGACTN 
AATCAGGAAA GACGGCGNCA CINCAATGGG GGAAGCATAT 



SEP ID NO: 1994 : (Length of Sequence = 377 
TGGGGTTGCC AAACCAGTTG CCCCTCTCCT GTGTCAGCCA 
GCCTSCTGGA AGGAGTCAGA AGTCGGTGGA TCTCATTGAG 
TCTGCCTGGA GTTCTCCTTC CCTGACCGTC TGAACOGGCG 
AGCACTGCGT CCTCAATGTG CTGCCCCAGC CTGTGGGAAT 
GATCATGCCA TCCCCCA3GA AGATATAAGA AACANCATAA 



Nucleotides) 

GCT3TGGCAA TITCACCCIT ATTCCITGGA GAGGCCAGCT 
GCCTTGGAGG CCCCA3TNTG GCGGGAGAGA AATCCACACC 
CTTAAAATGC TCTCCQGCCT GGAACAGGGA GGCCACATCC 
CCGTTTTTGT GCTIGATTIT TTGCTGGAGA TGTGGAAGCT 
CCATOGTCAT CAGCAGG 



SEP ID NO: 1995: (Length of Sequence = 341 Nucleotides) 

GGACCTATAT GGCCATGCTC TGGCTCTACC CITGGGAAGC CTGATCCOGG TGTTGTGGCCC AGCITGTTCA GGCCCTGGGA 
TGCTGCATCT CCAGGCAACT ATGCACTTTC CCGGGGAGAG AACCAGTATC AGAAGTCGGG GCAGGGCACA CATTCATCIT 
TGTACCIGCC TCTTTGGTTT GGACCTGGCC AGTCGGGTCA CTGCCTCCAC CTCTGAGGCC CCGCCAGCTG GCCGTCTGTC 



owiw*m. mit\ nnc< 70*1 i _ 



WO 93/16178 



PCT/US93/01294 



428 

CTCGCCAGCC TCAGGCTGCT GCX3CTCTCTC GGCTTTTACG GACCTCTQAG GCCGAAACCC CACCTCGAAG TTTCCCCCTG 
ACAGTCCGTC CGACTCCACA T 

SSO ID NO:1996: (Length of Sequence = 316 Nucleotides) 

GCATATGGTT GGTGAACACT TTTGCAGCCC TAGGCTCCTG TACKJIGOGT GCACOGCCGC CCGGGCAGCC GCTGGCTCCA 
GCTCAGGAAA CAGCCCCGGG OXTGCGCCG CTCTGACTCC AGCCTCCTAC TGAGAACAGT CCCTCCCITG TGCGGGTCGC 
ACGGCTAGCC GCAGGITCGG CCAOCTCAAA TCCATTITOT AAAAAAGCAG GGAGCAGAGC TCTCTCTTCG COGCCGACGC 
AGAAAGGAGC TNGGGAGGAA AAAGCTGCTG CCTTITGCGC TGGAGATTCG TGGGCAAGGC TTCTCATTTT CCCAGG 

SEP ID NO: 1997: (Length of Sequence = 320 Nucleotides) 

GCAGCjTITAT GTTrTTATIT ATGTATnTA ACTGACTTAT TTGTGTATCC CACTAGAACA ATACATTCAC AATATACTTC 
CAGAACTGTG CCTGGNGCAT CATGGGAGCA GAGAACITGT CCACTGAATA CTTGTIGAAG AAAGGNGTAA AATCTCCCCC 
AAACCCTAAA GGCATCCITT TOCTAGTCTG TGTCCCATAG CTATCGCTGC TGAGCACCAG GGCTGCTCAC CATGCTCCCA 
AGAAGCAGAG TCAGGGAGGC AGACAGCAGG GTITAITAAG GTGCACANCC ATGTCTGAGC CCCAGCTCTC TCCGNCTTCT 

SEP ID NO: 1998: (Length of Sequence = 395 Nucleotides) 

TTTGATGCTA TGGCGCTGGA CCCAGGGCCC TCCCAGGCCA TCTCTGTTCC TCTGGGGTGG TCCAGTTCTA GAGTGGGAGA 
AAGGGAGTCA GGCGCATTGG GAATCGTCGT TCCACTCTGG TTGCAGAATC TCCACATTTG CCAAGAAATT TTCCCTGTTT 
GGAAAGTTTG CCCCAGCTCT CCCGGGCACA CCACCTITTC TCCCAAGTGT CTGCOGGTCG ACCAATCIGC CTGCCACACA 
TTGACCAAGC CAGACCOGGT TCACCCAGCT CGAGGATCCC AGGTPGAAGA GTGGCCCCTT GAGGCCCTGG AAAGACCAAT 
CACTGGACTT CTTCCCTTGA GAGTCAGAGG TCANCOGTGA TTCTGCCTGC AACTTATCAT TGATCTGCAG TGATT 

SEO ID NO: 1999: (Length of Sequence = 337 Nucleotides) 

GAAAGTATTT GTGTGATTGA GTCACACGCT GAATCAATCT TCATATAATG CCATTTTTGC TTAAAAGAAT GCCAGACTTC 
GGCATTAGGC TGACATTTTC TTGAAAACAG TGAGGCTTIG CTTTAGGGAA AATACTGGTA GTATTTATGG TCGATGATAA 
AGTTCCTAGA TTTTAAGCAA AAATTITAGA AAGCTTCTAT CAGCTGCTGT AAGTATATAA TGAAATCTGT CATTATTTGA 
TTATCTGCAT AACTGAGTCA GTATTTCCAA ATGATCAATG CATAGTATTA TAAAAATCAT ACATGGGTAA GAAATCTTTA 
CAAAGTGTCA GCTAGAC 

SEP ID NO: 2000 : (Length of Sequence = 329 Nucleotides) 

ATGTAGCCCC CTGCTGCAAA GCTGCCATCT TTITNCTGCT GCTCACACAG CAGCGTGCTC AGGGCCTGCC TGCATGGCAG 
NNTCATCATG GGGAAGCCCA CAGCCACTGA CATCATGAAG CCCACACGGA GCATCTCCGT CACCAGGTTG GAGGGAAAGT 
GCATGAGCAC GTCTCCCGGC CGTGGCCTCG GTGAAGCTGA CGTAGCCGAA AAACCCCACC ATGACGTAGG AAGGTCGIGA 
CCACATTAAG GGAGGAAGCA AATATGGAGC TCATGGTTTT CACTTGA03G GCTCATCCAG GCIGTCGTAG GTGGGCAGCA 
CCTGGGACT 

SSO ID NO:2001: (Length of Sequence = 308 Nucleotides) 

AAGTCTGGGG TTTGGTAGGC TCCCAGGATT TCCCTCAGCA GGCATI'IUIG CTGCCGCAGG GCCGTCTGGG TCCCCCGCAG 
GTCNTCCTGG ATGCTCTGTA GCCTGOGGTG GAAOGACTCC CTCACTGACT GTCTGGCAAA GCTGAGCTCT GCCCTGACCC 
ATCTGGCATT GGCCAGGATG GGGGCCANGC CCTGTGGGAT GCTTTGCTGC COGIOTCCTC AGGCACCGAC TGCCTCTCCT 
CCCAGTGTTCC CCAAGTGCTT CCTCAGAGAC TCAACCTGGN TCCAGAACTC ACCATCCACT AGGACCTT 
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SEP ID NP:2002: (Length of Sequence » 242 Nucleotides) 

AGCCAGGCCC TGGGCCCAAG CCCCITGTCC CTICTCCACT GCCCCTCTIT CCAGACAGTIA AAGGCCATGG TCAGTCTSIT 
TTITCrCITGT AAACAAACCC CAGCTTGTIT AACAGAAATG CTAATAACCT ACTGGGAAAG ATGGAGCTCT AAATTACCTC 
CAGGGriTITT CTGGGGGTTT ATCACCAGTG TGGGTCCCTT CTGATACCAC CAGCTTTCACr CCAQGCAGAG TGGGGOGGAA 
GG 

SEP ID NP:2003: (Length of Sequence = 328 Nucleotides) 

ATATTCTCAC TTATAAG?TGG GAGCIAAATN ATGGGAACAC ATGGACGCAT AGAAGGGNAC ACTTTTACAC TNCTGCTGGG 
NCTGTAAACT AATACAACCA CTGTGGAAAA CAGTTGTGGCG NTTOGTTAAA GAACTAAAAG TAGATCTCCC GNTTGATCCA 
GCAATCCCAC TACTGGGTAT CTACCCNNAA GAAAATAAGT CATTATACAA AAAAGATACT TGCACACAOG TTTATAGCAG 
CACAATITGC AATTGCAAAA AAXATGGGGC CAACCCAAAT GCCCATCAAT CAATGAGTGG ATAAAGGAAA TCTGAGATAT 
ATATATAT 

SEP ID NO:2004: (Length of Sequence = 211 Nucleotides) 

AGCCnTTTA TT7OTGTNTT ' rmTlTITr TAANCGAAGG TCCCTTACTG GTCCTGCTTC CATGAGTAGC OGTGACCAGG 
GGAAAAGGGA GAGGAACCAG CCGGCACAGG GAGGGCTCAT CTCCACAACA TTCCATTTAT ACACAGAACT AAACAGACAA 
GCACAGNGTC ACTAITGCGG TTAGAAGTTG GCAGCATGGG AAGGGGGAGG A 

SEP ID ND:20Q5: (Length of Sequence » 241 Nucleotides) 

CCGGGACACC GTGGGGAAGG GGTGCAGGTG GGGTGATGGC CAGAGGAATG ATGGGCTTTT NTTCIGAGGG GTCTCCGAGA 
GGCTGCTGTA TGCACTGCTC ACGGACCCCA TGTTGGATCT TTCTCCCTTT CTCCTCTCCr TITTCTCTTC ACATCTCCCC 
CATAGCACCC TGCCCTCATG GGACCTGCCC TCCCTCAGCC GTCAGCCATC AGCCATGGCC CTCCCAGTGC CTCCTAGCCC 
C 

SEP ID NP:2006: (Length of Sequence = 266 Nucleotides) 

TTCCCCCTAA CCTTGTGAGT GGGCCTTITA ACTAGTAAGT AGTATACACC TAGATATCGA TAGATAGCIA GGTGACCAAA 
CCTAATGGAT TAAGGCCATC CTCGCCTAGG TCACTTACTA AAGATCAGGT CATATGTCAT ATCCJITCCTG TGCITTTEAG 
AACGTATTTG GGAATGGGTT 0CAGA T1TJ.T TTTAAACACA TATTAAAGAT TAXTTATACT A3X3CTTTGTT TCOGAAAGGT 
TTTAAGCTGG ATTAAAATAT AAGATT 

SEP ID NP:2007: (Length of Sequence = 419 Nucleotides) 

AGAAAGAGGC TTCCTTCTGC GGAGGCAGGT GGAGCACAGG GAGGGCTCCT GGGAGGCACA GGAGTGGGGT GGGGGCCAGG 
AAGGGGGAGG TGGACAGAGC GACTTGGATA AGGCTGGGCC GGGCCCACGC CCACCTCAAG AGGGGGGCCG CCTCCTCAGG 
AGGNATCAAG GTGCAATCCA GTCITCCTTT CTCTCCCTGA AGACCTGAGT TCCAGCCITC ACAGAGCGTC ATGCGCA2TC 
TTCTTTCTGG ATCCTAACCC CAAATCCGAC ACTCAATGCT GCACCTCAGG TACCTGCCAA GGNTCTNTGG GCCCACATGG 
AAGGTGCAGG CTCTGGGTCC CTGGATGACG AGCTGAGGGG CAGATGGGTG ACCAGGGAAG GGCATGACCC AGAGCINCCG 
GGACTCATGG AGGATTNGG 

SEP ID NP:2008: (Length of Sequence = 360 Nucleotides) 

CrnTCTGGA GAAAATAATA CGCTCGITCC TCTAATTAGC CCATCGGTTT CAGGTTCATC ACTCTGCTAT CTTCTCCTGG 
AGTTTACACA AGCCCTTCAG AGTGTAAACA CCGATGTGGA TTCAATCCCA CTCATTATTT TTTTCAAIAA AAAGAGAACT 
GTITCAACAG ACAGGTGTTG TTTCCGACAT CATCAGAGAG GAAGGTGGAT GGTTCTATAC GGTAAGCAXT CTACCCTTCA 
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GCTGCCAGGG ACAGATCCAT AAAANTCCAA AAAGGGAAGA GAGAAACAGC TTGAGTACAG CTGAATCATT CACAACAATA 
TIACAAGCAA TTACTTCAAT GGTAAAGTCT CCAGTCTAGA 

SEQ ID ND:2009: (Length of Sequence = 411 Nucleotides) 

ATEAOGGGCA CCTGCCACCA CGCCIGGCTA GTTITTGTAT TTITAGTAGA GACGATGTTT CACCATGTTG ACCAGGCTGG 
TCTCGAACTC TTCACCTCAA GTGATCCACT 0GCTTOGGCC TOCCAAAGTG CTGGGATTAT AGGCGTGAGC ACCTCIGCCC 
AGCCTCACAG CTCCATCTEA ACCTTACCTT TGCCTCTGCC TCTCAAGCTG GTACCTCCTA ATTTACATCC TAAGAGTGGA 
ACCATGTGAC AAGGACTGGA GT3CCATT3G CTGT3GACTC TTCAGGCAGG GAAGTACAAG ACCACICTIG TATTCAGGGG 
CAACCAAAGG AGAGAATTAC GTACTTGTTG AGTACAAACT GCACCAAGCC CTGGAGACCC ATTACCAOOG TTAACCCTCA 
ATACAGCTCT G 



SEQ, ID NO: 2010: (Length of Sequence = 311 Nucleotides) 

AAGAAAGATG CCAGCTCTIT ATTACCAGGG AAGCTGTGTG CACGCGCGTG GAGGGTOCCT NIGGAGCIGA CCGGGCCCTT 
AOTTCTCCT GCIT3TCAGA GGTGAGTCCT GGTACCCAGC ACGGTGGCCT CCGGGAGGCT TIGATAGGTC AGCCTTIGCT 
GCCTCCCAGC TCAGGGCTCC TCCAAGGAAC CTCCGGGGCC CCATCTOCCC ACAGCCCGAG GAGGGAAGCA CCGACCGCCC 
TCCTCCTGGC CAGTTGACAC ATCATOCATT TATTATCCIT CAGAGTCTAA AACnCCTCG TCATACAACG T 

SEQ ID NO: 2011: (Length of Sequence = 192 Nucleotides) 

TCAGGACATT TCAGTGAGGC CACCTACAAG CAGAAAGGAG GCCCAGGGCT AGGGACAGAN TGGCCCCAGA GCCAGTCAGC 
T3CAGCAATT CTICTGAGAA AGGGAGGGCA AGCTGCCAGA GCANICTNGC CCAATATCAT GCCI7VCACGA GACAGATGTC 
CCCAGTAGAG 1GTCTTCAGT GACCTTCTAA AC 

SEP, ID NO: 2012: (Length of Sequence = 367 Nucleotides) 

GGATGACCTT CGAGGACGTG TGCCGGTACT TCACGGACAT CATCAAGTGC CGCGTGATCA ACACATCCCA CCTGAGCATC 
CACAAGAOGT GGGAGGAGGC CCGGCTGCAT GGCGCCTGGA CGCTGCATGA GGACCCGCGA CAGAACCGCG GTGGCGGCTG 
CATCAACCAC AAGGACACCT TCTTCCAGAA CCCACAGTAC ATCTTCGAAG TCAAGAAGCC AGAAGATGAA GTCCTGATCT 
GCATCCAGCA GCGGCCAAAG CGGTCTACGC GCCGGGAGGG CAAGGGTGAG AACCTGGNCA TIGGCTITCA CATCTACAAG 
GTGGAGGAGA ACCGCCAGTA CCGCATGCAC AGCCTTCAGC ACAAGGC 

SEQ ID NO: 2013:. (Length of Sequence = 213 Nucleotides) 

GATTITAT3G AAAAAAATTT CCATTTTONT TAAGAAATAA GGAGTITNTG TGTCGAGGGC ATGACTACGA GAGGCTCGAA 
GCTTCCAACA GAGAATCCTG AACGANTTCC CCCATCCCAT CGCCATGCAG CACGNCAACC AGCCCGATGA GACCATCTTC 
CAGGCAGAAG CTCAGTATTT GCAGATATAT GCTGTCACTC CCATTCCAGA GAG 

SEQ, ID NO: 2014 : (Length of Sequence = 333 Nucleotides) 

GTIAAATAAA ACAGCAAATT CTTAAATACA TTATGAGTAA AGAAAGATTA AAATAAGGNA ACAGTACTTA CT3TGCAACT 
TIAAATTATA CCAAGXAAAG TACACCACCT ATTCACTGAT AACATTTTCC CTACGTTGAA AACACAAAAC CTACTTATCG 
ATATTTTTGA TATTAAAAAA AAGGACATTC ACTAITCIAG CCCTGACAAC TCTTCCAGTA TtnTAACCA TTCAGATGTA 
TTATGTGGGN ATATTTATTA ACATAATTIN GTITAACACA TTTCTITCTA CACAAACTGA ATITTAAAAG TGTCTATAAC ' 
ATnrCAATT ACA 

SEQ ID NO: 2015: (Length of Sequence = 179 Nucleotides) 
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ncsvccactta tictcttcaa acautattgc actttaactt tcttaatttg acaaagcatt caagaaacat ctccagacta 

GTTITAACAG ACAAATAACA CCTGTAAGCA GACAIX3ACTG TCCTAAATTG TTTATTAAGA AAG1TAAAGN GCAATAATCT 
TTGAAGACAA TAAGTGGTG 

SEP ID NO:2016: (Length of Sequence = 293 Nucleotides) 

TTITCCCTCC CCAGAGATGC TTTATTACAT GGTTTCATCA CTCATCAATO ATGGGTCCCT ATCCCCATGC GAGGAGACAG 
GAACATCTGT GTGGTACATG GCACICTICC CCTCTCAGCT ACGCAGTCAG ATOGGGGCAG GGGGATGAAT GGGTGCTTGG 
CITCCC3GCT GTTOGGCAGG CTCTGAGATC TCAGCAGACA GAAATGAAAG CCTGGCAAAT AGGGAGGCAG GAATGTTCAA 
GCATOGGTGA CCTCCATOIT CTGCAGOCTG TTTTCTAGGG TGACGTCTCT TIG 

SEP ID NO: 2017: (Length of Sequence = 504 Nucleotides) 

CGOCTGCTGG CCX3CGCTCTG GGCGOGCTCC TNTGCGNCCC CAGNCTCCTC CTCGCCCPGG ATATCTGTTTC CAAAAACCCC 
TGCCACAACG GTGGTTTTATG CGAGGAGATT TCCCAAGAAG TGCGAGGAGA TGTCTTCCCC TCGTACACCT GCACGTGCCT 
TAAGGGCTAC GGGGGCAACC ACTGTGAGAC GAAATGTGTC GAGCCACTCG GCATCGAGAA TGGGAACATT GCCAACTCAC 
AGATCGCOGC CTCATCTGT3 CCTCTGACCT TCTTNGGNTT GCAGCATTGG GTCCCGGAGC TGGCCCGCCT GAACCGCGCA 
GGCATGGTCA ATGCTGGACA ACCAGCATCA ATGAOGATAA CCCCTQGTTC CAGGTGAAAT 1NCTNCX3GRG GGATNTGGCT 
AACANNTNTT GTTACGAAGG GTGCCANCOG TTTGGCCACT ATTGCTACCT AAAQGCITTA AAGCTGGCCT ANAGCTTAAT 
TQGNAQGATN OC3NTITNTCC ATCT 



SEQ ID NO: 2018: (Length of Sequence = 354 Nucleotides) 

AGANCAGACC CACAGGCATG CAGAAAGGTA GGGCAGTATC TITAANTCCA GACTTGGCAC ATOGCTAGGG 
CIAGCTGTGG AGGTCCTCAG GAGTGGAGAG AATCAGTAGG AGGGCAGAAG CTTCCATTTT TTTCCTTCCT 
TATTItjITfIT ATITCCIGCC TTTCCGAGTC CTGCACTGGG CTCCCCTGTA CCCIGAACCT CATGAGCCTC 
GAGGAACAAT TAGGACCTGG CAATGAGACC TGGCAGGGCA GACTACAAGC CCAGCACCCA GTCTCCCAGN 
CCITANCCTG GGCCAAACAG GGAQGGCTGA TACC 

SEp ID NO: 2019: (Length of Sequence * 295 Nucleotides) 
GACACAACCT TTTGAACTAT TGCTGCT3TT TTCATl'lTAA AAAGGAACTT TTAATACTAA AATTATAGGA AGAACATAAT 
ATCTGAOGTC AOGTAAATTC AGATTTGAAG GAAATTTACT TTITTNCCTT A XTIXJIMC ' IT ATITITCCTC ATTTTCTTAA 
GAACCAGCGA ACACTTTGAA GAAAGCCAAA AGTCTACATC TGGAGCTGGA GGCTTCICTG ACTGCACACC AGGCACTCTG 
CCAGCCCTAC TTCTGCCICT AGTCCTCCAG GTTCACTTGCC AGAGGTCCTA CTITC 

SEP ID NO:2020: (Length of Sequence = 217 Nucleotides) 

ATTGGAACTT AAGTTTCACA AGGAAACTGG TCALTITACT TCACGA LTIT CCTTCTGAAA CTTAAGTTCC AATGGGAGAA 
TGACACTAAA CAGACAACTA TTATAATANG TCCATGGAAG ATTTTOCTGT ATGTNAGATT TNCAAATCTG TAGAGAAACN 
TNGGCTCATT CAATAAAAAT TTTGAAACCA irGATTAATO TCITAATAAC TAIATGT 



ATACTGCTCA 
AAGACCCTGT 
TAAGGGAAAG 
CTTACTGGGT 



SEP ID NO:2021: (Length of Sequence = 380 Nucleotides) 

TTTTTICrTA AAACAACAGC AACGTGATCT TGGCTGTCTG TCATCTOTTG AACTCCATGG TTSGGfTCTTG TGAAGTCTGA 
GGTITAACAG TTTGTTGTCC TGGNGGGATT TTCTTACAGC GAAGACTTGA GTTCCTCCAA GTCCCAGAAC CCCAAGAATG 
GGCAAGAAGG ATCAGGTCAG CCACTCCCTG GAGACACAGC CTTCTGGCTG GGGACTGACT TGGCCATGTT CTCAGCTGAG 
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CCACGCGGCT NGTAGTGCAG CCTTCTGTCA CCCCGCTNTG CTAACTCCAG CCITTCCAGG GCIGCTGAGG GCTGCCTCTr 
GACACTGCAG TdTATCGAG ACCCAACGGC TCAATCTGCT CATCCNTAAA GTGGGGGATA 

SEP IP NO: 2022: (Length of Sequence = 223 Nucleotides) 

GGTCACACAG CTAGTIGGTA GAGGAGCTCT TCCATAAGAT AGCAAGGCCA CATCACCTGC AGGGCAGTGC CTGCNCTGGG 
AGGTCGCACA ATGTGCCAAG TGATGACGAT GACAATAACT ATGAAAGGAT TTTATATTTG CACAGCATTT GGITGCCTGA 
TCTTCGATCA GGAAGAGCIC CTGCCGATCT CTGCTGAATT CTGCAGTAAA ATATTCAGGA TGG 

SEP ID NO: 2023: (Length of Sequence = 294 Nucleotides) 

TATTCITAAG TTTGCACTTT" ACAAAACCAC AAGGGAGAAG TCCTTGAAGG GGAGACAGGG GTAGGGGATT AGGGAGTQGG 
GGATCGTAAA GAGGGGAAGA GGAAGACCCA GAAACGAAGT CCCCTCCAAC CCCATCTCGG GGACCAAGCA GAGACTAGGC 
CTCAGGCTAG CCCAGCAGGG TTCCTGTGTC CTGGTTGTAC AGAGCTAGGC CAAAAGACCT CAGGGGAAGG GCCATGGCCC 
TCTAGAGACT GCOGCCATTT GAGGGACAGC CACAGGCCAA TGTTTCCIGT GCCC 

SEQ ID NO: 2024: (Length of Sequence = 234 Nucleotides). 

ATTTTCTCGC GGITCCAAAC GTCITCCTGC CTIGAGCTGG GAGCTTCACC AGGCTTCGGT GTAGCGGACG TCCACTTCCT 
TCAAATTGGG AAGCTTGGCC TTCAGATCTT CGTAGGTGTC AGCTGAGAGC TTNCTGCTGT TCATGTTTAA ACTGCAGAGA 
CTCTTCATGG AGCTCAGGGC CAGCAGGCCA GCGTCICTAA CCGGGGTCTC GCACAGGTTC AGCACCTGGA GCAT 

SEQ ID NO:2025: (Length of Sequence = 327 Nucleotides) 

AGGAACAAAT GTTAAAGGGT AAGATAAUT CCX7TGCAAAA GGACACAGAA GGCACTCTTA AGAAGATGAA TGGATGAGAG 
AAGGGAGAGA ATAAAATGCA ATAAOGAGCC AGCATTTACT ATCTATTTNN TCCTCACCTS TCTCTCCATA TTTAGGTCAC 
1TACCAGTTT CTGTGCCdT TTGGAGCITT TNTFGAGGGC TTCATTCTCA CCCTGTATIT CTITAGCCCT AAATTGACAC 
TCTCTCCAAA AATCCATTCC ATTCTCTGTG GACCNAGATG TTCTATCTAA TTCAGAAGCA GAACTCITGG CTAAAGGGCT 
AGTCTGG 

SEQ ID NO: 2026 : (Length of Sequence = 328 Nucleotides) 

TCAGTATAAA TTTAAAAGAA ACAGCTTAAT GAAATACAAG TCAGTTTATT TGATATTCAG CCTACAGCTT TCCAAAGCAG 
CAGTTGAACA 1CTTCTTGAG TTTATACCAT TCATTCATTC ATTTATTITT NCTITCTTTC TTTCAGAAAA TACTGGGTGT 
TTGATATTIG TTTCACTCTG CTAGTTTCTG GGAATGTGTA AGGAAGAGGC TGGCTCTCTG GATGAGAGCA ACTTGCTTTT 
TACAATAATT ATTTGTTATT GTAAATTAAC AATIT3CTCT TCIGGTATTA TATGGAAGTA TTIGATCCNG TTGATGGCAC 
TGCCTTTG 

SEQ ID NO: 2027: (Length of Sequence = 307 Nucleotides) 

AAGAAAGATG CCAGCTCITT ATTACCAGGG AAGCICTCTG CA0GCX30GTG GAGGGTCTCCN TIGGAGCTGA CCGGGCCCIT 
ACCTTCTCCT GCTTGTCAGA GGTGAGTCCT GCTACCCAGC ACGGTGGCCT COGGGAGGCT TIGATAGGTC AGCCITIGCT 
GCCICCCAGC TCAGGGCTCC TCCAAGGAAC CTGCGGGGCC CCATCIGCCC ACAGCCCGAG GAGGGAAGCA CCGACCGNCC 
TCCTCGTGGC CAGTTGACAC ATCATCCATT TATTATCCTT CAGAGTCTAA AACTTTCCTC GTGATAC 

SEP ID NO:2028: (Length of Sequence = 272 Nucleotides) 

ATCCATTTCT GCATTAACCT AGAGTCTAAAA AGGAATATTG TITATTGTIT GGCTCTCCCC ACTAGAAGTT TCACAGGNGC 
ACAGATCATA TCTACCATTT GAACAGCTCT CTGCCTGATG GCTAATACAT TTNTTGGCAT ATAGTAGGTA GGTGCTCAAT 
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AAATTINTIA CAGGAATAAA TGAGATAGGA TTTTCAAGGG TA3TINCTAT TAGGATTTAA TAAAACAAAG TGAT C1TJJA G 
AGAAACAAAT CTCCCCATCA ACATCCIAIA CT 



SEP ID ND;2029: (Length of Sequence « 261 Nucleotides) 

MTTCTACIA AAANTACAAA AAATTAGCCA GGOCJTGCTQG TTCTGCACCT ATAATCCCAA CTACTCGGGA GGCTGAAGCA 
GGACAATIGC TIGAACOCAG GAGGTGGAGG CTGCAGTGGG CTCAGATCGC AOCATTGCAC TCCACCTIGG GCAACAAGAG 
GGAAACTCCG TCTCAAAAAA ACAAAACAAA ACAAAACAAA AACAAAAGTC AAGTCCTTAC ATTTTGCCAG AAGCCACAAA 
TGAAGACTGT GCCTTAIAGG C 



SEP ID NO:2030: (Length of Sequence = 384 Nucleotides) 

NNOCNNGGAC CAACAGCAGC CAGAGCAGTIT AGCCAGTIAG TCCCCAGGCC TGTGGCACAG GOGTTICTGA CCTGCTGGGC 
QGAGAATCGG TAAGTTGTTCT GGACTCAGGT GGGCCCACCT AGGACAGGGT CACAAAGCCT QQUlTlUriT CTGGGTACTT 
TGCGCCTCTG GGGIGCTAGA GGOGGGGCAT GGTCGCTGGA AGTAAAACIG CCAACTCPQG CCCTCAGAAC TCTCAGGTAT 
AGAAGCCCAA GATCTCTAAT ACCCIKTCCC AGTGCCOGAG AGCIGCCTCG TGTCAGCTAG AGAGGACACT CTACCTGGCT 
GAATCATCAG ACCCTGGTAG CIAAGAAGGN ACTTCTCCCT TTAGTrCACTT TGCAGANCCC CTTT 

SEP ID NO:2031: (Length of Sequence = 261 Nucleotides) . 

ATCACAGAGG AGAAGCCACT CTIGCCAGGA CAGAOGCCTG AGGCGGCCAA GGAGGCTGAG TEAGCTGCCC GANTCCTCCT 
GGACCAGGGA GAGACTCACT CTGTCGAGAC ACCAXACGGC TCTOTCACTT TCACTGTCTA TGGCACCCCC AAACCCAAAC 
GCCCAGCGAT CCITACCTAC CACGA1CTGG GACTCAACTA TAAATCTTGC TTCCAGCCAC TCTTTCAG1T OGAGGACATG 
CAGGAAATCA TTCAGAACTT T 

SEP ID NO:2032: (length of Sequence = 344 Nucleotides) 

CCCCTGCACG GCGTCTGGTT CTTCGGGGAA AACGCTCACC CACCCCTGGT AAAGGGCCTG CAGATOGAGC ATCCOGGGCC 
CCACCTOGAC CAOGCAGCAC CACAAGCCAG GTCACCCCAG CAGAGGAAAA GGATCGACAC AGCCCCATGT CCAAAGGCCT 
AGTCAATCGA CTCAAGGCAG GACCAAIGGC CITGAGTTTCC AAGQGCAGCT CTGGTGCCCC TCTAXATGTG GNTCTOGCCT 
ACATCCCGAA TCATK5CAGT GGCAAGACTG CTGAGCTTGA dTCITCOGT OGAGTGOGTG CAICCEACEA TGTGCTCAGT 
GGGAATGACC CTGCCAA3GG CGAG 

SEP ID NO: 2033: (Length of Sequence = 373 Nucleotides) 
GGAAGAAAGA AAGAAAGAAA GAAAGAAAGA AAGAAAATGG CCCCATAGTG CTTAAGTCCT 
GGGGACAGGG CITCTGACAT TCTCTCAGGT CAGTATTTGC AGCTCATCCA CCTTCGACIT 
CTTCCCAAGG CAGCCATCCA CTITGCTGTC CCTCCGACGG CCATGGCTGA CCACTGCIGC 
ATCIGGCCTT GGCAGCCTAT GGATCTNTGC CATTOTCCTG GCATCAAATC ACTCCTTCTT 
TTCAGTTACC AGOGCAGITG AGCATCITTT CATACACTTA CTSACCATIT CTA 

SEP ID NP:2Q34: (Length of Sequence = 289 Nucleotides) 
CCACCAAAGA ACATCACGCT CTCTTATGTC AAATGCTOGA CAATACCTCT CAGXAGGACG TTGOTGCAAG GCTAGCTAAT 
TTTAAATCTG GTATGAGTAA TACAGTCAAA CCEAfSITOGr ATCCGAGAAA GTGGTK3CTA AOGCATGGTG AGAGGATGTG 
ADCTCACAGC ATGAGCAGTC CCTQGTICTC CCATTCTCAG ATAAACCTAG TNNAGIMNT CCAAGTTTCT ATTCCAGGTC 
TCTGAACCCC AAAGCCAGGC CTTTCACTTT TGCTGGGTGG CCTGGAAGC 



CAGACATGTG 
CAACACATGT 
IGCTCTCTAT 



TCCTGGTGCT 
GACCAGAAAC 
CCTCGCTGAC 
TITGCATTTC 
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SEP ID NO: 2035: {Length of Sequence = 290 Nucleotides) 
CTTITCCrTC ATCTGAACAC AGAAGGAGCC AOGGTCTGGA AAGTOTGCCT GTCCTTCCCG 
AGTTTIGATC TTCCAGCTCA GGCAGACACC TTACACAGTG CAAACAAGAG CCGICTCAAG 
GCAGACCCGT GCAGCTAGGC GGCTGGCTGC TCAGGAGTCC AGCGAGGCTG AGGACATGAG 
GCACANTGGG CTGATCGOGC CATTTCCCCA AATNGCCATC GGCACCAGCT 

SEP ID NO: 2036: (Length of Sequence = 241 Nucleotides) 
TmTTTTATA TAAAAAGTGT TTCIGTGATT CTCCAGAGCC CAGGAGTCAG TKCTGGTGGT TGGAGGGACC TGCCCCCACT 
GGTTCATTTA ACCCTCTCTC TCGGIGCCCT NAGAACCTCA GCCAGAAAGG CAAGGAGGAA ATCAGAGCAN GAGCCTCATA 
CTCITGCTGA TCTATTCATT CTNTGACCTC AGGGCTCACA TATAAGGTTCA GTGTTTCTCG TCCCCGNCGG ATCTGCACTG 
C 

SEP ID NO:2037: (Length of Sequence = 270 Nucleotides) 
CTATTATITT GCATnTTGG TAGAAGGGGT GGTCTCACCA TGTCGCCCAG GCCGGTCTCG 
CCACCTGCCT CAGCCTCCCA AACTGCTGOG ATTACAGGCT TGAGCCACIG CACCCTGCCC 
GGGATGACTC GAGTAGCAGT TOGGGGOGTC CTGTGCGGCT GGGICTGCCT GAGGCTCCCC 
TTCTGCATCT GGCCCTGAGT GCCTTGGCCC 

SEP ID NO:2038: (Length of Sequence = 151 Nucleotides) 
ATTTTAAATT GAGCATTAAG GGAATCCAGC ATTTAAATCA GAACTCTGCC AMGLTITIN TCTAGAGGOG TCTTGCCATT 
TITITNTTAT ATGAAATINC TCTCCCAAGA AAGGCAGGAT TACATCTnT TlTi ' l ' lTm ' TAGCAGTTTG G 

SEP ID NO:2039: (Length of Sequence = 166 Nucleotides) 

TTTGTCTGTT ACAACCTCCG TATGACGCCA CGCCACCCGC TGTTCACGTC CCGTQGGCCT CCTGCACAGN CCACACGCTG 
OGCCCGGAAG GCCCCTGCTG TGGAGAAGCC GGACCCATCC CCGAGGTCCC CAGOGAGGAC ACANACTCCA OGAGAGCAGC 
CCCTCC 

SEP ID NO:2040: (Length of Sequence = 362 Nucleotides) 
GAAGTACGGT TAAAATTAGA TTTGACCATA TGGAAGATCT TTTACCAGIT GCTCTCCAAG 
ATTGCTCATT TTTGAGCGTG TCTGTTGGTG GGGTGCTTTC TGCCITATAT TCCTTAACTA 
AATTGGGAAT TCATTTTAAT GCTTnTAAC ATCITCACTG GGAACTGGAA TAAAGTTATT 
CATTGTCAAA GTCAGGGCTT ACATTTTAGG TATCTAAAAA TTACTCXTTA ACTTTCACAT 
TGTCTCAGGAG AAATTTTCCN GGTTCTrCTG GCAATTGGCT TA 

SEQ ID NO:204l: (Length of Sequence = 360 Nucleotides) 
CCTAATIGTA AGTOATGAAG TCGAGGAGGT GCCTGATAAT GGGCCAAGTG AGGATGCAAT GCACCAGGT3 TATAAGTAGC 
TGCAGTCACT CCAGCTTCAA TTCCCAGTTC CCAGGCAGAC CTCTCTGGAG CCTGTCGAGG ATGTNAGGAC ATACTCIGAG 
GCACATGAAT ATGATGCCCA TGACCATAGT TIGGCTGCAT CCTATGTGGA TGGGCTGGGG GGOGTTCATG 7GCCCGCNTT 
GGATGCTGCA TCATCCTCCT CCITTGAACT TCCATCCTCT' GCATCACTTC ATGAGGATGC AGTCTCTCTN CTGGAGCTGC 
TCTGGCTGGA ATATGGTGCG AAATTGGCTG GTGICTAGGA 

SEP ID NO: 2042: (Length of Sequence * 403 Nucleotides) 



GGAGIGGGGA GGCCGGTGTP3 
ATGAGAGGGA AGOCTAGACC 
CCTOCCCAGA GGACCCATTT 



AACTCCTGAG CTCAAGGGGT 
AACCTTGACT ACTTCTAATA 
TCGGCCCCGT CCATGGCTTG 



AATGTCTTCC TTATTATGTT 
CATTGTATAT TlTlGTAAGG 
CITCACTCTG TACCTTGAGC 
TCCCTGGGTT AGGAAGCTGC 
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CTBVrrGTTG TTTGAGATGG AGTTTCACTT TTOT1GCCCA GGCTGGACTG CAGTAGCATC ATCTCAGCTC ACTGCAACCT 
CTGCCTCCCG GGCCCAAGCG ATTCTCCTCC CTCAGCCTCC TGAATAGCIG GGACTACAGG TGCCCAACAG CACACCCGGC 
CAATItxTICT ATTICTACTA GAGATGGGGC TTCITCACGT TGGCCAQGCT GGTCTCGAAC TCCTGACCCC AGGCGATTCC 
CCCACCTCAG CCTCCAAAAG CGCTAGGACC ACAGGCCTGA ACCACTGCGC CCACTCGGAA GTTAATACTTA TTAACCAATG 
TGAIGGCOGG GTGTAGGGAC CCTCGCCTGT AATCCCAGCA CTITOGGAGG CCAAGGAGGG AGGACCGCCC GNGACCAAGA 
CTT 



SEP 3D ND:2043: (Length of Sequence = 331 
CCCQGTAGGG TCTGGCTCTC AGCAGCCTCA CCACAGGCAC 
CCCCTGGACT GCGCCCAQGC CACCTTCATC TCCCATGACA 
GACCCTCATC ACCGATGGCA TGCGTAGGTT CCGAGTGTTC 
ATGGTCACCA TGGAGCCTGG CTACCTGTTC CTGAGTTCTT 
TCAGGAGCCC C 



Nucleotides) 

OGCAGCTITC ccgctstgca cccagctsgg tgtgtgaatc 

AGATGGTCAT CTCCCTCAAG GGCAGTCAGA TCTACATGCT 
CACTTTIGAC AAGGCGGCCA CCAGCGTCCT CACCACCAGC 
GCCTGGGCAA NTCTCTCCTC CTCAACTACA CCGAGAAGCT 



SEP ID N0:2044: (Length of Sequence = 244 Nucleotides) 

ATGGAAGATA CTAAGAGCCT CAGTCTGGAA GCATTTACCT AGGAAGGGCA TATAGACAGA GAAGATCAAG GACTCAGGCC 
TGAGACAGTC AGCACTCAAA GGCTGAGGGG AGAAGTGCCA AGGAGACAAG GTGAGAACAG CAGAAGAGIA GCCAAQGCCC 
AGGATGTIX3C CACAGAAGCC AGGAGAGCTS AGCATGAAAA CAGAGGAGGA CCAGCTGCTG GGACAGAAGA GCCATATGGA 
AGAG 



SEP ID ND:2045: (Length of Sequence = 333 
GTCAGGGATT TGTCCATTCT GCTCTTQGCC TCTCCTGAGG 
TTCACTGGGT ACACTGCCTA CAGAACdTC AGGTTGACTC 
CCAAAGATTG AQGAGCTTTC TCTTICCTGG GAGGAACTGT 
AGOGGTGGCT CTTGAGGAAT CCTCACCAGT TTGTOCTCTT 
CATTAAACCA GGG 



Nucleotides) 

CCTCATAATG GGAGACCAAA TCAAAAATGT CCCATGfTCAC 
CTGCTTCAGT TCTCAGCTGT TEACCACAGC CCTCCAGGGT 
CTCANA3TTA GdTCTGTGT CTITrGGACA GAGGCTCCAC 
CCCTCTGACA AGCAGCACCT GAGCAGATGC TGAGGCAGTT 



SEP ID NO:2046: (Length of Sequence = 274 
GCAGGITTAT GrTTTTATTT ATCTATITNA ACTGACTTAT 
CAGAACTCTG CCTGGNGCAT CATGGGAGCA GAGAACTDGT 
AAACCCTAAA GGCATCCTTT TCGTAGTGTG TGTCCCAXAG 
AGAAGCAGAG TCAGGGAGGC AGACAGCAGG GTTT 

SEP ID NP:2047: (Length of Sequence = 327 
GGCCGCGATG TGCITTTNTC CTGTNTTCGC TOCCGGGGAT 
TCGTGACGGG ATGCGGAGGT TTCCTCdTT TTGTICTGGG 
OGCTAATCTC CGACTCTCTA AGGGCACCGT CTTTCCTGGA 
OGCGCOGGCA ACCTGAAATC AGAGCAGGCG TCCGTX3G0GC 
TrCATTT 



Nucleotides) 

TTGTGTATCC CACTAGAACA ATACATTCAC AATATACTTG 
CCAGTGAATA GTTGTTGAAG AAAGGAGTAA AATCTCCCCC 
CTATGGCT3C TGAGCACCAG GGCTGCTCAC CATGCTCCCA 



Nucleotides) 

GCGGAATCTT GAGCCTCGGT GTCGGGTTAC AGAGTTCTCC 
GGOGGCTGGT GGCAGGGGCA GCT GG TCGCA GGGTCTGCCCA 
TCCCTCITGC GCCTCGTCCA TAAAGGCAGA CCCGOGGGCG 
TCAGGAACCT TGCTGAGCTT CGCCGATCTT TCATTGTTGC 



SEP ID NP:2048: (Length of Sequence = 241 Nucleotides) 
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ACTTTGTTGT TCTGATTITA GGACTCICSGC TGGCCATGTG CITONGGTTC CCTCTCCTGC ATTTOCCACT 
TCCATCGTTT GGAGATACAA AGCGAGCAGT TCTTGGTCAG AACCCTCCTC TGCTTTTCAT TCTGTTTGAT 
GGCTCCTTCT CTCAAGGGTA GCAAGGCCAA GCTGATGGCT GCITGTTEAG GAGGCCATCA CTTCCTTCCT 
G 

SEP IP NO: 2049: (Length of Sequence = 269 Nucleotides) 

ATTTTTAGTA GAGACAGGCT TTCACCATCT TGGCCAGGCT GCTCTCAAAC TCCTGGCCTC AAGTGAGCCA 
CCTCCCAAAG TGTTGAGATT ACAGGTGAGA TATTCTATAT TCATGGATIG AAAGACTCAA TATTGTTAAG 
TITCTAAAGN GATTTTTTAG ATGCAACACA ATTCCAATCA AAATCCCAGG NTTTTTITGT AGCTATCAAT 
CAACAGCCAG CTGATTCTCA AATTTACGT 

SEQ IP NO:2050: (Length of Sequence = 170 Nucleotides) 
TTTTGAAGAG AACGTCAGTT TAATAAAGCT AAATGGGGAG AATTGAAGTT TGCATTTGAC ATGGTATTAA ACAAAACCAA 
AGGGCTGAAA CTCATGTITA GACAACACAG GTCACTAGTC ACTAGGCAAA GAAAACAGTC CACAGCAGGT GGCACAAATA 
ATTCCTATAC 

SEP IP NO: 2051: (Length of Sequence = 262 Nucleotides) 

CAGGGCACAC GCAGGACCAC TGTGGATTAG AAACCCACAC CTGTCACTCG CAACATTCCT CCCACATCCA CATCCACGAC 
GGAGCCAAAT CTCATTTGTC ACCCTCAGTC ACCACCCCAC AAGA7GGAGC OGCTGCTTAC GACATGGATG ACAGGTCTCA 
TGCACAGGGA GAGAATTTNT CCCOGGATAC CCCTGAGGAC CAAGGACCAC CCCCAGGCTA GGGTGGGAGG ATTGAGAGCA 
GTTGCAAGAAA CCAAGGAGGA IN 

SEQ ID NO: 2052: (Length of Sequence ~ 325 Nucleotides) 

GAAAAAAGAT T OT1T1U1TA GAAAAAGCAA AAACAAAAAA GCATCAGAAA GTGGGAGCCA CIGCACAGCA GTAGCCTAGA 
GACIGGCIGC GATATGGTAG CTCTGCCTTG ATATCATCTT CGIGTCTTCA GGCATAGAGA AATGGCAGAG GAGCAGTAAG 
ACCCCACAGG AGATGGCCAG AGGNTCCACC ATCAGCCTTC TGGGGACTGA GGAGGTGATC TTAGTGGAAT TATTTTATAC 
TCACCTCCCC CGGGGTTTAG TCCTTCCTCC AAACACTTAG TTCCAGGGOG CAGGAGACCT GTTACTAGCA CIGTATGTTT 
CITTG 

SEQ ID NO: 2053: (Length of Sequence = 222 Nucleotides) 

TTTCAAAATT AGTCTTAAGA GTATAAGCTG TTTTTNAGGG CTGTAGCCAG ACTACATAAT GAGCGGTGAA AGOGGCTGCC 
TTCCCCTCTC CTGACACCAG CAAGGGGGAG GCACCATCAC CX3GCCCTGCC CCATCATGCA TCCAATGATT ACTAGCACTA 
GANGCCAACG GCAAAGGNCC CCGOGCGCTT GCTCGTGTTT AATCCAGGTT AAGCTATACA CG 

SEQ ID NO: 2054 : (Length of Sequence = 341 Nucleotides) 

GTAAATTAAG AATATGGCCC CAGAGTITIG TTTATCTGGG GTCTGAGCAT AGATTTTATA TTCTCTGTTG CGTTTnTAA 
ATCTAACTTT CTGTCTCCAA TGGAGAGAGA ACAGGGAGGA TACAGAAGTA TIGCAGCCCA GATCCCCTAT CAGGGGGACA 
GCIGGTGGGC AAAGCAGCCA CCCCACAGCC TTGTGGCTAG AGTACACTGG GGTGGACCCT CCAGCCCCAA TAGCCCTAGT 
ACCCAGCTGG CAGGGTTGCC CACCCCIGCT GTCCACCTGC TCCATCCTCT AGGGGITCCA CAGGCCCCTG ACOGCACAGG 
GAGGCTGGGG CCAGCCIGGT C 

SEP ID NO: 2055: (Length of Sequence = 258 Nucleotides) 



GGATTTNCAC 
AATGGTTACT 
GTGGAGAAGG 



CCTGCTTTGG 
ATGTCAGTNC 
TGATAGATAT 
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CTGCCTCAGC CTCCCAAGTA GCTGGCATIA CAGGOGCCCA CCACCACACC TQGCTAATIT TlUXTVITm AGTAGAGAGG 
AGGTTTCACT A3CTTGGCCA GGCTGCTCTT GAATTTCIGA CCTICTGATC OGCCIGOCTC GGCCICCCAA ACT3ITGGGG 
ATEACAGGCG TGAGCAGCAC GCCOGGCCAA CTIGCTTITC TCTAATGGCT GGCGASUTTA ATTTTITCAC TGGCITCTTT 
ACC3CTCTCCT TCIGTQGA 



SEP ID NP:2056: (Length of Sequence = 292 Nucleotides) 

CTCTTGACTC OGAAGGCIGG TGACAGACAC ATAAGGCAGC TCAAAdCIT GCAACTTCCG TACAAAAGAA AAGGCTCCAT 

CCTCnTITC tcgaaceaag aatagactaa agtatccaat caagtcatct GGAAGATCCA GCTTIGCAGC TACAGCCTCC 
AGGACATCCT CAGTCTGATC TGAAGTTAGC ACGTIGACCA GAACTITCIG CCCGTTGCTG AGCAGCACTT CCAAGGACAC 
TTCCTCTGTG GGGACCTGCT GTOTCTCCTG TIGTGCCCGA CGCAGGAAAC TG 



SEP ID NO: 2057: (Length of Sequence = 293 
CCAAAAAACT TGQGTCCCTG AAGGTGGGGT TITGATCATG 
TTATATGCIT GGTGCTCAGC ACAGGTCAAG ACACACAATA 
AAAAATCTCA TTAAGAGACA TCAGCTTGGG ACACACTTCC 
AGGTCIGGCG GCAGGGGGCA CACAGGGCTG CPGCTCAAAT 



Nucleotides) 

GCCAGGCTTC AAATTTAGGT CAGGCTCTGG TGGTACATCC 
GACCCTCAAT AAATATITGC TCAATTTGAA CAAITCCTGT 
TCTCTTACTG TITJLTICXCC CAGAAGCTCC TQGAATCAGC 
CGGAGAATGG CAC 



SEP ID NO:2058: (Length of Sequence = 172 Nucleotides) 

CTTCTACAGT CAAGGAGCTC AAGCTOGCCG GGCGACCCTG CTCCIGCCTC CCACATTAAT GGCGGCATCC TCQGAGGATG 
AXAIAGACCG GCGGCCCATC CGGAGAGTGC GCTCCAAGAG CGACANGCCG TACCTCGCAG AGGCCAGGTT CTCCTITAAC 
CTGGGGGCAG CT 



SEP ID NO:2Q59: (Length of Sequence - 245 Nucleotides) 

GCAAGANGGC CGAGGGGGCC CAGAACCAGG GCAAGAAGGC OGAGGGTCCT CAGAACCAGG GCAAAAAACT AGAAGGGGCC 
CAGAACCAGG GCAAGANGGC TNAGGGGGCC CAGAACCAGG GCAAGANGGC CGAGGGGTCT CAGAACCAGG GCAAAAAGGC 
CGNGGGAGCC CAGAACCAGG GCCAAAAAGG AGAGGGAGCC CAGANTCAGG GTAAAANGAC AGAAGGGGCT CAGGGCAAAA 
AGGCA 

SEP ID N0:2060: (length of Sequence = 318 Nucleotides) 

ATGCCCTGTT AAGGAGCTTG GGCTTGATCC TCTAGGCAGG GAGCCGTIGG AGGATTTAAG CCAGGGAGTC CTGCGCTXGG 
TCACACTOGC CATTTATGTA GATCGTTITG GCAGCCAGGG GAAGGATGGA TITNAGGGGG ATGAGATTAG AAAGCTGGGA 
TAIGAGTCAG GAGGCTGAAA GATGGTIGAT AAAAATNATC GTTCGGCAGC CGAGATAACT GACITCAAGG ACATATACIG 
GACTTATAGC AGAGCCTGTT GAGTCTTGCT TTTGCACACA GTTCAAATAA TCACTTAGTC ATGTGGrTTTA TCTIGCCA 

SEP ID NO:2Q6l: (Length of Sequence = 331 Nucleotides) 

AAAAATAAAA ATCTATAAAC TAOGGATCAT AAGCAACTCC M l'i m U GGTITCACCA CAXTCICCAG AAACTGAACT 
TTIXSCTCATA AAAATTACAT AGAATGTAAA CTAATTCATT TITTAAAGTA AATCCAAAAC TAAGGGTTAC ACAAGCACTC 
AGCATCAACA CTGACAGAAT ATTAATTCTG AAGCCCATTA ACTTTGACAA ACGTITATTC ATCTTTGCCT TCTTGAAGOG 
TGTCACTATC CCAGTlTrAC AGGAAAAGCT TAAACAGAAA AAGTTAAATA ATAATCTCAA GGTTAGNAAA CTAAGACATA 
AITTCTAGCT C 



SEC ID NO:2Q62: (Length of Sequence = 316 Nucleotides) 
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CTAAAATCAA CCACATAATT GGACATAAAA GAATCTTCAG CAAATACAAA AGAACCAAAA TCATAACAAA CACACTCTAG 
GGCCACTGCA CAATAAAAAT ACAAGTCAAG ACTAAGAAGA TCACTCAAAA CAATGCAA1T ACATGGAAAT TAAGCAACAT 
ACTCTCAAAA TGACTTTTGG CTAAATAATA AAATTAAGGC AGAAATAAAG AAGCTCTTTC AAACTAATGA GAAGAAAGAT 
ACAAOGTATC AGAAACTCTG GGGTACAGCT AAGGCAGTGA TAAGAGGAAA ATTCTTAGCA CTAAATGCTC ACATTG 

SEP ID NO:2063: (Length of Sequence = 312 Nucleotides) 

ATCCATCGCT TTAGCAAGAT CCCAGTGTCG GAACTCTCCT AGCAACTTGTT NTTCATCCAG TGATACIGGT TCTOTGGGGG 
GCACTTACAG GCAGAAGTCC ATGCCCGAAG TGTTGGACTG AGCCGTAGAT CCCCAGCCTC CACTOACAGG CAGAACACCC 
AGTCAGATAT TGCTGGCAGC GGAAAATCCA OGCCTAGCTG GCAAAGAAGT GAGGATAGCA TTCCT3ACCA GATGGCTTAC 
ACTTATAGAG GACCTCAGGA TTTCAATTCT TTTCTCCTCG AGCAGCATGA ATATACAGAG CCAACATGCC AT 

SEP ID NO:2064: (Length of Sequence = 294 Nucleotides) 

TACCTAAAGA ATCCTCAGAT GGGAGACCCA GCCAGTCTCG NTCACAAATT AGCAGAAGTC AGCCAAAATA TAGAGAAACT 
GCGAGTAGAG ACCCAGAAAT TTGAGGCCTG GCTGGCTGAG GTIGAAGGCC GGCTCCCAGC ACGCAGCGAG CAGGCGOGCC 
GGCAGAGOGG ACTGTACGAC AGCGAGAACC CACCCACAGT CAACAACINC GNCCAGGACC GTGAGAGCCC AGATGGCAGT 
TACACAGAGG AGCAGAGTCA GGAGAGTOAG ATGAAGGTGC TCGCCACGGA TTTT 

SEP ID NO .-2065: (Length of Sequence = 331 Nucleotides) 

GAGCTGAGTT TCACCCTGTT GCCCAGGCTG GTCTCGAACT CCCGGTCTCA AGTGATCCTC CTACCTCAGC CTCCCAAAGC 
ACTGGGATTA CAGCTGTAAA TCACTGTGCC CAACCTGCTC AAACTCITGG AGAGAAGCAA GTCTTCTAGC TCAACGTGAT 
AATGGCCTCA AAAGCAGTCT TGACAGCAGA TAATCTTCAC ACAGACAAAT GTCTACAGTT TCTAAATAAG CCAACTCTGC 
AXATGGCCTA CAGGCTCTTC AGCATAACCT ACCCAAAGCT CAGGTTCCCT GAAGGCCAGG ACAGTACCTC GGGCCTTCAA 
GCAGCATTTG G 

SEO ID NO: 2066: (Length of Sequence = 321 Nucleotides) 

GTCTTGANCT CCTGACCTCA GGTGATCCAC CANCCTCGGC CTCCCAAAGT GCIGGGATTA CAGGOCTGAG CAACCGCACC 
TCGCCTTGAA CCCTTTGAAG TATTGATGCA AAAACAAGTG CTCAGCTATG GCCAAATTCG CAATTCAAAA AGATCCAAGA 
AAGCAAGTTG AACATCCTGA TTGGAGATGG GACACACCCA AAOGTGTGTC TTGAGCTGGC TCCAAAGTCC TCCGGTCPGA 
GCCAGIOTAA GCAGGTTTTA CCCCAGCCCA TGATTTAGAG AGATGITNAG TGCAGATCCT GAGCTCAGCA GAGAGCAACA 
T 

SEQ ID NO: 2067: (Length of Sequence = 335 Nucleotides) 

CTGGCTCTGT GGCTCAGGCT GGAATGCAGT GGGCCGAGGT TGGCTCACTG CAACCTCCAC CTCCTGATCT CAAGNCGTCC 
TCCCACCTCA GCCTCTCAAG TAGCTGGAAC TACACTGGAA CTACAGCTGG ACAACATCAC ACCCAGCTAA TTTTIOTNAT 
TTTTTGTAGA GACGGGGTIT CACCCTGTTG CCCAGGCTGG TCTCAAACTC CTGAGCTCAA GCAATCTGCC CACCTAAGCC 
TCTCAAACTG CTGGCATTAC AGGCATGAGC CACCGTGCCT GGCCTGGGAA GCTCTITTAA CAGAGGTGAT GTAAAGTAGA 
AAAAGCAGTG GGCTC 



SEQ ID NO: 2068: (Length of Sequence = 274 
GCAACCGAAT GGACAGGGTA AAGAAGGAAT GGGAAGAGGC 
ACTCTGATTC AGCACTTCCA AGCCATGGTT AAAGCTTTAG 



Nucleotides) 

AGAGCTTCAA GCTAAGAACC TCCCCAAAGC AGAGAGGCAG 
AGAAGGAAGC AGCCAGTCAG AAGCAGCAGC TNGTCGAGAC 
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CXBCCTGGCC CGACTGGAAG CTATGCTGAA TGACCGCCGT CGGATGGCTC TNGAGAACTA CCTGGCTGCC TTGCANTATG 
ACCOGCCAOG GGCTNATCGN A3TCTJCAGG GCTT 



SEP ID NO:2069: (Length of Sequence = 321 Nucleotides) 

CTGCCATCTC TmCITCTC AAATGAAAAA GAATTCAGGT CTGACTCTCC AGGAAAGGGG GTHSAATITCA TAACOGCCTG 
TGACAGOGAT GGGAAGGAGC CACACCCCTC CAGAGGCTAC CACCCAGOGG ACAACTGGGG AGGAGGAAGT AGCTGGCATO 
AAGCCGGCCC ACCCAACCTC CGGGAGAGAG GAAAAGGAGA ACAOGGGATC AGGAGGCTTT AAATAGTA3T TCATAAAATA 
AAAATGCCCA GCACTCTTAG GAACCTCTCA TTCRACQGCC XAGTTTTTCr TTAAATAATT CTAATGCCAG AGCTGGGGGG 
C 

SEP ID NO:2070: (Length of Sequence = 161 Nucleotides) 

AAAGCTGCAT AAAACAAGTT TAATTTCCAA CCAGGGTCAC AGTCATOGCG TTOTCCCACA TTTIGAGCAA GGATAGAGAA 
GCTGAGTTAT TAAACATATA CAGTCTACAT TCCAGAGGAG GAACIGCAGT TACCACTATA ACACCACAGA CAAACITIGG 
G 

SEO ID ND:2071: (Length of Sequence = 288 Nucleotides) 

GTGGAAGGGC CTTCATACAT GCTTCCCATC TTCAGGAACA TCAGAGAATT CATACTGGGG AGAAACCATT 
ACATGTGGTA AGAACITCCG TCGTAGATCA GCACTTAATA ATCATTGCAT GGTCCACACA GGAGAGAAAC 
TGAGGNCIGT GGTAAGTCTT TCACTTCTAG CTCAAACCTT CGTATCCATC AAAGGGTCCA CACAGGAGAG 
ACTGTCAAGA ATGTGGXAAG TGCTTTAITC AGCCTTCACA AXTTCAGG 

SEO ID ND:2072: (Length of Sequence = 284 Nucleotides) 
TOTCTCTTC AGACCGCTTT GCOCTATICT CCCTCCTAAC TGGGACCTAA GCTAAGACTC AAGGGCTGCT CCCATGCCCT 
TO^GTATCCC CCATAAAATC TAACTACACA TTAGAAACTC AAAGAATAGC ATAGGCATCA TCCATCACCT GCAACAGAAG 
CAGTGAGGAG ACTTAAGCCA GGCTTCCTNC AAGNGATTNC ACOGACCNTT CCTGCATCTC TGNATCCCGG ACTCCTAAGC 
ATTTACTCAG ATTTTAAACA GCACATAATC CCATGGCGAG GATG 



CAAATGTGAT 
CATACAAATO 
AAACCITACA 



SEP ID NO:2073: (Length of Sequence - 270 Nucleotides) 

GGAGOGAXAC GCCCCTGTOG CGAAGGACCT GGCGTCTAGA GATCTGGTGT CTCGGTCCAT GACTCTGGAG ATCCGAGAAG 
GAAGAGGCTG TGGCCCTGAG AAAGATCACG TCTACCTGCA GCTGCACCAC CTACCTCCAG AGCAGCTGGC CACGCGCCTG 
CCTGGCATTT NANAGACAGC CA1GATCTTC GCTGGCGTQG ACX7TCACGAA GGAGCCGATC CCTCTCCTCC CCACCGT3CA 
TEATAACATG GGCGGCATTC CCACCAACTA 



SEO ID NO:2Q74: (Length of Sequence - 278 Nucleotides) 

GCACATCCCA TCAGTCCTGG CTAATTITIG TA'ITITIAGT AGAGACGGGG TTTCGCCATG TIGGCCAGGC TGCTCTOGAT 
CTCCTGACCr CAGCrGATCr GCCCACCTCG GCCTCCCAAA GTGCTGCGAT TATAGACAGG AGCCACCGNC CCCGACCCTC 

TCTCAcrrcr caaatctctt Tccrrrrrcc accttctagg tctcaaagac agtggatcgt ctctgaggtt caaaaccaag 

CTGACOGGGT AAGTA7TTAC AGCAAAGCAT CCAATCGG 



SEO ID NO:2075: (Length of Sequence = 232 Nucleotides) 

GTCTCTAGGA TTCACTCAAA CCCAGGATCA CGGTTITCTA ATCTTATCAA GGCATCATTT T3GATTTCAG AGCTGGCCCA 
GTGAACAACA AGCAATCAAG CATTCCTTTC TCriTCTITC TCTCTCTCAC ATAXACACAC ACACTCTTTC TCTCTCACGT 



RNRnnp.in- /wn a^i«i7BA9 i 
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TAdTTCACT GTCACnTCT CTCTACTGGA. TAACAGGCCA AAAGTACPGG CACTCATCTT TCACTTTCTT CC 
SEQ ID NO: 2076 : (Length of Sequence = 223 Nucleotides) 

CTCACGAGGT CAGGAGATCA AGACCATCCT GGCTAACACA GTCAAACCTC ATCTCTGATC TATTCAGGGC TCTNACTTCT 
TCCTGGTITA GTCTTCGGTG GGT3TA1CTG TCCAGAAATC TATIX3ATTTC TTCTAGATTT CTAGTTTATT TCNGTAGAGG 
Tol'lTATTCT CTGATCGTAG TVTGTATITC TATGGGATCA ACGGTGATAT GCTCTTTATC ATT 

SEP ID NO:2077: (Length of Sequence = 323 Nucleotides) 

GTCCCCCITC CCCTCITCTG AGACCAGGCT CIGTCTCAGG AACAGGCCTG AGGGAGGAGG AGCCACGTTC CTCCTTCCIT 
GGAGCCCIGA GGTGGCCAGG CTGTCCCCAC ATAAAGCATG ACATCCAGGT GCCAGCTGGC TAAGAAATGG AGCCTGAGGC 
TGCAGCTCAC CACCICTACC TCACAGATCT CCATTCAGAG GAAAGAAGGG TGCTCCAAAC GCCAGGCCCC CAAGGAGCAC 
AGACTCAGGG TCCAGGCAGG TTCAGTGCTA CTAGGCAGGT GGGCACTGCT CTCCAGGAAA ACCTGGTGGG CAGCTGTTTT 

ccc 

SEP ID NO: 2078: (Length of Sequence = 310 Nucleotides) 

AATTTGCAGT T3TTAAATCA AACCTACTGA CATTTATACT CCCTTACITT CTCITCTTTC TTCCATTGTA AATGTCTGAA 
ATGTCGTACA GTCATACTTC CCACTCTAIT TTTAGGTTIT ACTCTCATAC TTCAATAATC ACTACCACCC TTTATTTCAA 
TAAAAGTTTT AAGTCAGTGC TGA' l ' l ' lTl ' l G GTAGCTCCCA TTTTCTGATA TATTTGTCAT GTACATATGC AAGTGTATGT 
AATGTAGCTG TGCATCTATA TATACCCACA TATACATATA TACATATACA TATATATGTC CATATACACG 

SEQ ID NO:2079: (Length of Sequence = 281 Nucleotides) 

GAGACCTGCC AGAAGATTAA AAAAAAGAAT GAGAGAAAAG CCCAGTTAGT GGTGTCCAAA CTTACTVCCT TTAAATGTCC 
CATGGATGTA GGACACTGCC ATGTTTCAAG ATGCCTGTGA GCTAGCTCTT CAAGATTTAT AGAATGTTAC TTATGAACAA 
AATATAATTA TITATGGTAC AATTCTTGTA CTTTAGCAAA TCTGGAGTTA GITCATAGTC AAAGTCAGTT AATATTTCTT 
AGAGGAAAGT TTTCGCTTTT TCTGGCAACA TTTTTATAGC T 

SEP ID NO: 2080: (Length of Sequence = 311 Nucleotides) 

ATTAAAAAGA ATATTATTTA TTATCTNCTT TATTAATACT CACATGTAAC CTTTGCTTTT TACACAAAAG TCTGCTTTAG 
AAGAATGCCT CCNCGGCTTA TCATGCCCAA TGGGGCITIT TGTTTCTGGA CCACTTCCCC TTTCTCCACC CCCACCCCCA 
CATCCAAATT ACTCITAACA TCTTCACAGA TACCACGNAT ATTTIGTAAA CAAGNTTTGG GTTACTGGAA CTTGATTTCA 
TTAACATCCC ACTTCAAAAT GGAAGGCAGG TGGAGGGCAG GGTAAGGNAA TAGGGGGAAA GAGGGCAAGA G 

SEQ ID NO: 2081: (Length of Sequence = 207 Nucleotides) 

GGACGCACGC TCGCTGCCAT CACCGCTGGG TGGTTTTITC CCCCTAACTT TTTACTTAGC CITiTlQGTT TCIOTCCCCA 
CCCCCACCTC CTCACCCCCT TTCCAGTTCT TCTTCAGGCC CCTCCCAGAC GCACCCCAGC GGCCCCTGCA GCCCCIGCCT 
CCAGCCTCCA GCCTCACCIT TGTGCCCAGA CTCGCATTTG GAAGACT 

SEQ ID NO: 2082: (Length of Sequence = 260 Nucleotides) 

TTAAAAGAAA GTGCATACTT ATTTGCAAGG AAAACAAATG GAATAGACAA AAATTTTAGA ATATAAAGAC TTTTITOCAT 
TTATGTATGT GTTTACAATT CAAAATAATA AAGCTAGTTA AAAGTCAATA CATATTAGAT ATATTCAAAT ATTTTNCCAA 
ATAAATTTCG ATCTTATCAG TTAACACCCA TAGCAAAAGA CTAAGGACTA TTTCTATAAC ATTAGGGTAT TTGACCTCAT 
ATTCIATTCA TTTGGGTTTA 
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SEP ID NO:2083: (Length of Sequence = 257 

ACTrrcAmr gtttattaaa (xaagcatga ggcccttctg 

GAGGCTGGGC CTGCCCGCCA GAGACCTTTC TAAAATGCAG 
GGGTCATTTC GGATCAGAGA TTCCTGGAAT AGATCTAACT 
ACTVGCTGCT AGGCTCT 



Nucleotides) 

TGCACAGGGC CCICTGTGAC GGCATGGGAG GCCTGCTCAT 
ATTCACGACT CICCTCCTCA AGCCACCCTA GTGGCCACTG 
AAGATGGTAG ATAl'iVUTlT AAATAATGCC TITTTNAGGA 



SEP ID ND:2084: (Length of Sequence = 255 Nucleotides) 

TA3TCEACAG CATIGTCAAG A3TATTTGAC AAAAGGCAGT AACAAGCCGA AGGAAAACAC ATTTACAAGA AGCTGAACAA 
CTTGTATCAG AACATACATC AAGGTGAAGA GTTTCGGCCC TCTTC3GTATA GGCTATGTAT GTIX7IACATCT CCAATITTGA 
ACAATGATCA CATAAGGNCT AAXACTCTAT TTATTCAGGN GACCCCATAA TCAGGATAAT ACTAGGCATT CAGAGTAAXA 
AAGTGATCAC AGTTG 



SEP ID NQ:2085: (Length of Sequence = 290 
GGACGCACGC TCGCTGCCAT CACCGCTGGG TGGrrTTTTTC 
CCCCCACCTC CTCACCCCCT TTCCAGTTCT TCTTCAGGCC 
CCBGCCTCCA GCCTCACCIT TCTGCCCAGA CTCX3CATITC 
TTGGAGA1TC AGGTTTTAAT CCACACAAGC CCCAGTGAGG 



Nucleotides) 

CCCCTAACIT TTIACTTAGC LTITI ' IUJIT TCTGTCCCCA 
CCTCCCAGAC GCACCCCAGC GGCCCCT3CA GCCCCTGCCT 
GAAGACTCCA CCTCCCGCCC AGGCCTGGGC TGTTGGGCGG 
GCTGAAGCAT 



SEP ID NO:2086: (Length of Sequence = 342 
AGTTTCATAT GTTTATTAAA CCAAGCATGA GGCCCTTCTG 
GAGGCTGGGC GTGCCCGCCA GAGACCTTTC TAAAATGCAG 
GGCTCATTTC GGATCAGAGA TTCCTGGAAT AGATCTAACT 
ACTAGCIGCT AGGCTCTCTA TCCTGGGAGA AGAAGCTGAA 
CCCAGCATCT NCAGGACAAG TG 

SEP ID NO: 2087: (Length of Sequence = 306 
TATTATACAG CATTGTCAAG ATTATTTGAC AAAAGGCAGT 
TTGTATCAGA ACATACATCA AGGTGAAGAG TTTCGGCCCT 
CAAT3ATGAC ATAAGQ5CXA ATACTCTATT TATTCAGGAG 
AGTGATCACA GTTGAATGAA OGTGTTCACC AAAAGTCTTA 



Nucleotides) 

TGCACAGGGC CCICTGTGAC GGCATGGGAG GOGTGCTCAT 
ATTCACGACT CTOCTCCTCA AGCCACCCTA GIGGCCACTG 
AAGATGGTAG ATATEATTTT AAATAATGCC TTTTTGAGGA 
GGTTCCGCAA TATCAATTTT CCCAACTCAG CCAAGATTIT 

Nucleotides) 

AACAAGCCGA AGAAAACACA TITACAAGAA GCTGAACAAC 
CTTGGTATAG GGTATGTATG TGTTACATCTC CAATETTGAA 
ACCCCATAAT CAGGATAATA GTAGGCATTC AGAGTAATAA 
GACCAACCTG ATATCATCTT ACACTT 



SEP ID NO:2088: (Length of Sequence = 326 Nucleotides) 

ATTCAATAAC TTAGGCAATC TTCCAdTIG ACTGAAATGA TTAAGATCAG TTEACOGAAA GTCATTTCAT CdTGCCITG 
CAGGCATCTG GCTATTCTTG CTGCAGGGCT GATGGGAGCA GGCATCGCCC AAGTCTCCGT GGATAAGGGG CTAAAGACTA 
TACTTAAAGA TGCCACCCTC ACTGCGCTAG ACOGAGGACA GCAACAAGTG TTCAAAGGGT AAGCCTGCTC TCTCTCITIG 
CAAGAGTTAG AATGTCCTTT CTTTCTTGGT TAGTTGTnT TTGTGGTGGC TTGCTGGGTT ' ITITOITO TTTGTTCTTG 
CCATCA 



SEP ID N O:2089: (Length of Sequence = 291 Nucleotides) 

GGGTTTCCCT TTCCACTCAT CGGAGATTCA GAGGGATGAG CTGGCACCAG CTGGGACAGG GCT3TCCCGT GAGGCTGTAT 
CGGGTCTGCT GATCATGGGA GOGGGOGGAG GCTCCCTCAT CCTCCTCTCC ATGCTGCTCC TGCGCAGGAA GAAGCCCTAC 



BNSOOCID: <WO 9316178A2 I > 



WO 93/16178 



PCT/US93/01294 



442 

GGGGCIATCA GCCATGGCGT GGTGGAGGTG GACCCCATGC TGACCCTGGA GGAGCAGCAG CTCCGCGAAC TOCAGCGGCA 
CGGCIATGAG AACCCCACTT ACCGCITCCT GGAGGAACGA CCCTGACCCG G 

SEP ID NO:2090: (Length of Sequence = 293 Nucleotides) 

TTA.TGTGGAA TACCACACGC CCTGGTACAT GGCIGAACTC TTCXXXTTTCA TCCTGCTTGG GCTCTTCGGG GGCITCTQGG 
GAACCCICIT CATCCGCTGC AACATCGCCT GCTGCAGGAG GCGCAAGACC ACCAGGCTGG GGAAGTACCC GGTGCTGGAG 
GTCATTGTGG TGACTGCCAT CACTGCCATC ATTCCCTACC CXAATCCCTA CACACGCCAG AGCACCAGCG AGCTCATTTC 
TGAGCTGTTC AATGACTGTG GAGCCCTTGA GTCITCCCAG CICTCTGACT ACA 

SEP ID NO:2091: (Length of Sequence = 274 Nucleotides) 

CmTGGAAT GGTCAAACAA TTTAACTCAA ATGTTITAAT GGTGCAATTA AAATAAGGGT TCAAACATCT TTTCAATATA 
TTAATINCIT TAAACTCATG TTCAGGCAAG GTGCTGTTTA AAAAACCACT ATTAGCTITC TCCACACATC TAAGTTATCA 
AAAGTIACCA AGGTAATTTT GACCTTGAAT GCAGdTTAA ACAATAAAAA AATGGTTATTA GGTTTACTTC TOGAAGCAAA 
GAGAGCCCCC AACCTTCTAA ACTAAACATT CTGA 

SEP ID NO: 2092: (Length of Sequence « 290 Nucleotides) 

GGTACGTAGG ACGCTGGCCC TCTCCTCOGG CCGGNTOTGG TCAGACACAA TCATGGTCTC CACCACGAGG TGTGCAATGC 
CTGGNAGGGT GGTTTGCTCC AGGTCCAGGA GGGCAGATCC MGGGGGMG GTCCTCCTGA GCTCCAGAAG GCTACGGAAG 
GAGAGCGAGG CAACATX3GGG CTTCCCCCAG CGCTCC3TCT CXTCCTCCAC GTCCTCCTCA AACTTGATCC AGOGGGCCCJT 
CTCCCGCCAG TGGGGCTCCT GGCTGCGGTC CAGCATCAGC TCGTTCAGCT 

SEP ID NO:2093: (Length of Sequence = 323 Nucleotides) 

AGCIACACTG ATACAACTQG ACCIAAAGAA ACGAGTTCCG CTACTCCGGG ACGAGACTCC AAAACCATCC AAAAGGGATC 
AGAAAGTGGG CGTGGGAGGC AGAAATCTCC TGCACAGAGT GACAGCACAA CACAGAGAAG AACTGTAGGC AAAAAACAAC 
CCAAAAAGGC TGAGAAGGCA GCTGCTGAAG AGCCTCGTGG AGGCCTGAAG ATAGAAACTG AAACCCCPGT AGACTTGGCT 
AGCAGCATGC CCTCCAGCAG ACACAAAGCA GCCACCAAAG GCTCAAGGAA ACCCAATATA AAGAAGGAGT CTAAGTCTTC 

ccc 

SEP ID NO: 2094: (Length of Sequence = 255 Nucleotides) 

AAGGATGTTT TGGTTCCCTG CCICAAQGCC GGCCATGTGG GAGTTGTATC TGTGGAGTTC ATTGCCCCAG CCTTGGAGGG 
AACGTATACT TCCCATTGGC GTCTTTCTCA CAAAGGCCAG CAATTTGGGC CTCGGGTCTG GTGCAGTATC ATAGTAGATC 
CTTTCCCCTC CGAAGAGAGC CCIGATAACA TTCAAAAGGG CATGATCAGC TCAAGCAAAA CTGATGATCT CACCTGCCAG 
CAAGAGGAAA CTTTT 

SEO ID NO: 2095 : (Length of Sequence = 305 Nucleotides) 

GCACTCCAGC CTGGGCAACA AGAGCGAAAC TCCATCTCAA AAAAACAAAG AAAGAAACTN CTGAAGTCGG GGGCTGCTAG 
AGGATTTCCA GGAAGGGTCA ACACAGGCCT CACTTCCAGT CCCTCATTTC CCAGCTCACA GAGTCACCAG AGGGTGAGAA 
GCAGAACGTG CCAGCAAAGA GGGAAAAGGC CACAGAACCA CCTINTCCTC AATTACAAAG GGGTGCATTT CAGAGGAGGG 
AATAGGGATG GAGAGGAGGA GAAGACCTGC CCAGGAGCCA GATAAATTCA AACTCACCAA GATGG 

SEO ID NO: 2096 : (Length of Sequence = 327 Nucleotides) 
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CTAGATATAA CTACCXri'lVl' CTATTCCTCA CCTAAATCCT TATACTGCTC ATGACTCTGG AAAATACTAC AGGGTCTTAC 
AGICTAATCA TGACAATACA TCICCAGGNT CCTTGAGCCA AAXACA1TCC TCAGAAXACT TTTTTTAAAA AACTGAAATT 
GATTALTiTjr ACTTTCTCAT CACCAAAAAT ATCTGTAGCA AGACAXACTG TTCICAGCAT CCACTTCTAC CATCCTCACT 
ATTGTAACTC ACACTAGACT ATGCCTCCTA CTTTACTGAA AAGAXACAAA CCATTACCTA GCAATCATTC TTCCACCTEA 
AACATAT 



SEO ID NO:2097: (Length of Sequence = 296 Nucleotides) 

CACCCTGCTG AGGTCAATTT CGTCACTGAT GCCTCGQGTC ACAXAGGCCC T3ATGACCCA GATTTCACAC AGAGGTCAGT 
ACATCGCTCA ACTTTCCTCC CAGGAGGGGC CGGGGCTGGT GGGCCATGCC CAC3XXX3TGC CACATGCCTA GCATTCAGAG 
CTITGTAAGG AAGCCCTGTT CTAAATCCTC AGGTCCCACC CTTCCITGTC AAGAGAAGCC ATGGGCTTCC TGCTCCICTG 
TCACAGTCTG CCACTTGAAG GGTGGCTCTT CCCCATTCTT CTTOCATGGG GGCCAG 



SEO ID NO:2098: (Length of Sequence = 324 
AnXSCTITIN TPGAGTCTTT TCTlOTl'lT NTTTGTTTTC 
GCAGACACTA GATCCTAGTG GATCT3CCAA GGTATTCCAC 
AGAGAGAATC CGAACCCGAG GCTGCAGGAT GAGGCATCAA 
CAAGGGGAGA GAGGCAATOA AGACACACGC TCAOGGGCCC 
TATG 



Nucleotides) 

AACATACTTA CTGCX3TATAA AGTCATGCAA AGAAAACAGT 
TCAGAGTCAA TCCCAGGGAA AGAGGGAAAG AGGAAAAGAA 
GAGTAGAAAT TCCCAGTGCT TTGCIGTGGT CATCAGAOGC 
CCCAGAGGTC GCTGGGGGGT GCTGGGGGGC GGCACACAGA 



SEP ID ND:2099: (Length of Sequence = 299 Nucleotides) 

GAAACCGTCA GTAAGGAGCT CTTTATCriT ACCITCCCAC TCCAAACCTA dTSCTAGCT GTTCITATCA TOXTTCCTT 
TITCTCTGTC ACAAAAATGT GTTCCATCTT AATGAACACA TITCATEAAT GTCCTTCTTA ATGAAGGACA GTCCCTTTCC 
CTCTGCTGTG AATCCCATAG TAA2GACA3T AGCTTAAGTT TTCTGAGCAC TTGCTATCTG CCAGTTCCTC CCATGAATTA 
TCTTGCTTAA GCTTTGCACT ATACCTGIGA AATAGCTGGC AGTAGTTCTC CCACCATAC 



SEO ID NO: 2100: (Length of Sequence = 308 
GGCAGCITAT TTTGGATTGG TTCACAATCT GGATCAAACA 
TNINCCGAGT CETCCAGCAG TGCAGGCTCC TCAGGNTCGC 
CTCAGGTGTG GCAGCTGGCT CTCCAGGCTG TCTGCCTTAT 
CCAGCTACAT CCTCCTTCCA CTIGAAGCTG CAACAGGCAT 



Nucleotides) 

GGAAAATCTG TTATCATCAA CAAGACCAGC AGCACCAGAA 
TGTCCCGCAC CCATCCACCT CTCCAGAGCA CACCCCTAGT 
CCAGAGAATG GAATAGGGGG CCAGGTTGCT CCCAGCAGCA 
CCCGCCTGGG AAGCAATCCT TCTTTAAT 



SEO ID NO: 2101: (Length of Sequence = 291 
GATCATGATT GCATGGGGTT TGATGCEACA CTGGATCATA 
CATAGACTCA TCCTGAATCC ACATCAACAG CATGGAATCC 
TCAACAGTGA GATCCAOCAG TAATGGCTTA TCXACCAATT 
TIGC23GCCCA CGCATAGGAC TTCCACAGAA CTTTTTCAAA 



Nucleotides) 

GAGTGTGGGT TcrrrcrrAc atginttggt agataaatgt 

AGCACAGGAT CCATAGATCA CTTTCAACCT CTGGCCTTCC 
CTCCAAATGA CTTAAAGGCC ATAAA3TTGG TGATATGGCT 
GGCAATCACC C 



SEO ID NO:2102: (Length of Sequence = 323 
GATCATCATT GCATGGGGTIT TGATGCTACA CTGGATCATA 
CATAGACTGA TCCTGAATCC ACATCAACAG CATGGAATCC 
TCAACAGTGA GATCCACCAG TAATGGCITA TGTACCAA3T 



Nucleotides) 

GAGTGTGGGT TCTITCTTAC ATGTGTTCGT AGATAAATGT 
AGCACAGGAT CCATAGATCA CTTTCAACCT CTGGCCITCC 
CTCCAAATGA CTTAAAGGCC ATAAATTTGT GATATGGCIT 
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TGGTGCCCAC GCATAGACTT CCACAGAACT CTTCAAAGCA ATCACCAGAA ATTTGATTCT TTCATATTTT ACAACXTTAT 
AAT 



SEP ID NO: 2103: (Length of Sequence = 270 

cctttcactc cccogccctg ggcctctgct ctcttgcctg 
cactctactg gcaggacggg aggctgactc ctcagggtct 

ACACCAACAC GTAAGGACCT AATTAAACCA AACCAGAGTC 
CAGGGCACAC GTTGGTCTCG GCAGT3GCTG 



Nucleotides) 

GNTTccrrcr tttttgaggg aaagagggtg gggctgcagg 

CACACCCTCA GTGCTGATGC CATGCCAACT GCCTGGGACA 
GGCT3TAGAC CAGCCCTGGG ATTTCCAGCT NTCACTNGGC 



SBQ ID NO: 2104: (Length of Sequence = 367 
CCTTTCACTC CCCCGCCCTG GGCCTCTGCT CTCTTGCCTG 
CAGTCTACTG GCAGGACGGG AGGCTGAGTC CTCAGGGTCT 
ACACCAACAC GTAAGGACCT AATTAAACCA AACCAGAGTC 
CAGGGCACAC GTTGGTCTCG GCAGTGGCTG TAAGGTCACC 
CATCCACGCA TGGGATCTGC AAGCTGGAGC CCTCCTACCC 

SEP IP NO: 2105 : (Length of Sequence = 288 
GCAAAATTAC TGAAACTACT ACTTTGGGCT CAGAACGAGC 
CAGCAAGGGT CTGATTGAGG AGCCCAAGTA GCGCCIGCNC 
TGCCTCANAT CAGCCTGCGA CTGCAAGATT CTTACTGCAG 
GNATCnTTT ATAGGGAAAA ATGGCCITTG TAGGCAGTGG 



Nucleotides) 

GCXTCCTTCT TTTTTGAGGG AAAGAGGGTG GGGCTGCAGG 
CACACCCTCA GTGCTGATGC CATGCCAACT GCCTGGGACA 
GGCTGTAGAC CAGCCCTGGG ATTTCCAGCT CTGACTGGGC 
TTCCTTNCTC TGGATGCTGG TTTCAACCAT CTATATATGG 

GCAGcrr 
Nucleotides) 

TGGACCAGAA GAAAGTAAAA TATCCCAAAA TGACAGACCT 
TTGOTTGGTG GATCCAACAC CAGCCCTGCG TCGTGGGACT 
TAGAGAACTC TITTTCrCCC TTGTACTTTT TTTTGACCTG 
AAAACTTG 



SBQ ID NO: 2106: (Length of Sequence = 349 Nucleotides) 

GCAAAATTAC TGAAACTACT ACTTTGGGCT CAGAACGAGC TGGACCAGAA GAAAGTAAAA TATCCCAAAA TGACAGACCT 
CAGCAAGGGT GTGATTGAGG AGCCCAAGTA GCGCCTGCNC TTGCNTGGTG GATCCAACAC CAGCCCTGCG TCGTGGGACT 
TGCCTCAGAT CAGCCTGCGA CTGCAAGATT CTTACTGCAG TAGAGAACTC TTTTTCTCCC TTGTACTTTT TTTTGACCTG 
GCATcmrr atagggaaaa atggcctitg TAGGCAGTGG AAAACITGCA AGGAAAGCTG CG7ICTCTTT TGGCAGTCIT 
GATGCAGAGC CTGCACTCIG GCACTCGCT 



SEP ID NO: 2107: (Length of Sequence = 329 Nucleotides) 

CTGACAAGCT CCAGAAGCCC GCNTCGCAAC ANCCAGGAGG GCCAGGCCAC TCCAGGCAGG AGGCAGTGGG CTGGCAGCCA 
CCCTGGGCAC AGAAGAGCAG ACGCAGACAG TGCTGGGCAA CGAGGGGCTT TNTTCATGGG CCCGCCTGCC CTGTCCCTCC 
CCCCAGGTCC CCACCTTCTA GGGTTAAAGT GCAGCTGGGA GGGAGGAGGC AGGCAGAATT NGGGAGCTAG AGAGAGCCCA 
AGTGAACCCT GACTGTCCAC GCAAGTCCCA TGTCCTCCTC GTCCTGGAGT TCCTCGAGGT TCAGCGAGCC CATCCCGCCT 
AGGGCCTCT 



SEP ID NO:2108: (Length of Sequence = 261 
TTTTCATGGC AGCCTGAGCA GACTAAGACA GCAGCTAACA 
TGAGCCTCCT GACTTCCGGT CACTGGATAC TCTCTGTKAG 
CCTCTAACTC TCTCTGCCTC TTGACAGTCT TCCCTCAAGG 
GCT3TGAGGG ACAAGGCAGA G 



Nucleotides) 

CAGCAAGATC ATACCAGTTA ACCTTCCTGG TTAGAAGACC 
GCTCATGATT TAAACTCTGT ACTCACTGCT GGCTTGGAAA 
GAGTCCATTA GCCAGGACTA GGTTACATGC CCCTGTGTTA 



WO 93/16178 



PCIYUS93/01294 



445 

SEP ID NO:2109: {Length of Sequence « 329 Nucleotides) 

TTTTCATGGC AGCCTGAGCA GACEAAGACA GCAGCIAACA CAGCAAGATC ATACCAGTEA ACCTTCCTGG TTAGAAGACC 
TGAGCCTCCT GACTTCCGGT CACTGGAXAC TCTCTGTTAG GCTCATGATT TAAACTCTCT AGTCACT3CT GGCTIGGAAA 
CCTCTAACTC TCTCIGCCTC TTGACAGTGT TCCCTCAAGG GAGTCCATTA GCCAGGACTA GGTTACATGC CXXTGTGTTA 
GCTGTGAGGG ACAAGGCAGA GAAATAACTG CCCAAGTTCA GCTTCCCATA ATCnTOGGG GATGCXATCA CTCAACTITC 
ATCTATTET 

SEP ID NO:2110: (Length of Sequence = 271 Nucleotides) 

GGCTTGAGCA GACAGAACGG GGAAGACTCC ACTCTSTCCC GAGGGGCCAG COGCAGTTOG CCCAGGGCCA CCCTGCCCTG 
AGCTCCTTGT GIGGCGGCCC TGGCTTGGCA GCCCTGCCCA CGCTGCCCCC GCAAACAATG GTGTGTGCCT TTTTACAGCC 
CTTITTAGGA ACCCAATATG GGCATAAATG TAACACCTGT AGCGGGGGCA GATTCTCTGT ATGTNCAGTT AACAAATTAT 
TTGTAATGTA TTTTITEAGA AATCTTAAAA T 

SEP ID NO:2lll: (Length of Sequence = 315 Nucleotides) 

GGCTTGAGCA GACAGAACGG GGAAGACTCC ACTCTCTCCC GAGGGGCCAG CCGCACGTNC NCCCAGGGCC ACCCT3CCCT. 
GAGGTCCTTG TGTGGCCGCC CTGGCTTGGC AGCCCTGCCC AOGCTGCCCC CGCAAACAAT GGTGTGTGCG TnTTACAGC 
CCmTTAGG AACCCAATAT GGGCATAAAT GTAACACCIG TAGOGGGGGC AGATTCTCTG TATGTNCAGT TAACAAATIA . 
1TIGTAATGT AITITITTAG AAATCTTAAA ATTGCCTTIG CACTGAAGTA TITTCATAGC TGTTTATATC TCTTT 

SEP ID N0:2112: (Length of Sequence = 275 Nucleotides) 

GCAAGANAGA CCAAAACCEA ACCTGAGTTA CAAGAAACAA GACAGTAATG GCTATAAAGG GAGTGACCAG GAGCAACTGG 
GACACTCCTT TACCTCCCAT ATCCAATGTA TGINTTTCAC AGAAAAACAA CAAAATTAAC AAATTCACAA AATACAACAG 
CTAGAATTAC AAAATCCATT CATCCAAGGG TGGTAGAAGG CAGGATGGNA AGGT3GAAGG GTAAATNGCA CAGGGAGAAA 
AACAAAGTGTT TCCAATCAGT CCAGGCACAG GGACT 

SEP ID N0:2113: (Length of Sequence = 227 Nucleotides) 

GGCGCATCAG TGGGGGGTGC TGTCAAAATT ACTGAAATCA GATACAGTTG ATGGGCAGGG AGGGTGGGGT AAGAGACAAC 
TCCACTGCAG TGCCAGCTGG GCAGGCTCCC ACTGTTCACT TGAGACGCTC CVCCCCACTC AGGTGGGGAC AGGGGACACA 
CTOGCAGGGC AGGGCATTCT GGAGCTGTGG GTACAGGTGA GGGGAAATGG GAGGCACAGC CAGGAGT 

SEP ID NO: 2114: (Length of Sequence = 339 Nucleotides) 

GGCGCATCAG TGGGGGGTGC TGTCAAAATT AGTGAAATCA GATACAGTTG ATGGGCAGGG AGGGTGGGGT AAGAGACAAC 
TCCAGTGCAG TGCCAGGTGG GCAGGCTCCC ACTGITCACT TGAGACGCTC CTCCCCACTC AGGTGGGGAC AGGGGACACA 
CTOGCAGGGC AGGGCATTCT GGAGCTGTGG GTACAGGTGA GGGGAAATGG GAGGCACAGC CAGGACTGGG GCAGGAGGGA 
AGGCCAGrTTC GTNGGCAGGC TGAGGAGGGA ATATNACCCC CCTCAAGTCC CCAAACTGGC AGGCAAGITA AGGGGCCCTG 
GATGAGGTGG CCCCTCATG 

SEP ID ND:2115: (Length of Sequence = 262 Nucleotides) 

TGGAACACAA AATTCCCTCT NTTAACATTG TACATTCGGG GCCTAGCTGC CCTTGAGGAT GTCCTAGTTA 0\CCCVCTCT 
GATACCTGTG GAGTTTAAGC ACCATTCCTA COGCTGTGTC CCITOGGAGG GGGTGCAGTG GAAGCTCITA AAGGGGAATG 
CTTGCTCTGC CTCTGTGGCT TTTTGTTIGG GAAAGGGAGT TNGGATTNGA GGATTTAGAT TTNAGGTCAT GATCTCAGAG 
CACACCAGGA ACTCCCAAGG CT 
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SEP ID NO: 2116: (Length of Sequence = 153 Nucleotides) 

AAGAAGCGAA GAGGATTCGT GAGCIGGAGC AGCGCAANAC AOGCTGCTGG TGACAGAACT CAAAGCCAAG CTCCATGAGG 
AGAAGATGAA GGAGCTGCAG GCTCTGAGGG AGAACCTTAT CAAGCAGCAC GNGCAGGAAA TGTCAAGGAC GGT 

SEP ID ND:2117: (Length of Sequence = 231 Nucleotides) 

GAATATAATG TGTATCINCA AGGNTCGATC CACCdTOCC CATCCIOTGG AGCTCAGAGA TTCITGGGAG CTGAAGGTCT 
TCTTAATXTTC AGATCAGCAA CCCCAATCTC AGGCAGCTCG GATTOGCTGC TCTOGATCIN CCGCTGGCCA ATGTAAAACC 
AGACGCAGGC GACCCAGTGC GOGACAGGGC GAACACGGCC ATGAGCAGTG TCAGCACCAC GGOGCTGTTAC T 

SEP ID NO: 2118 : (Length of Sequence = 309 Nucleotides) 

CGGGAAAGAA CAAATTCGAA TGGTCGGGGA TATGGCTGTG TGGTGGGGGC GGGGCAGGAG GTCCTCOGGG GTCCAGCATG 
GCTCGGGAGT GGGAGCAGGA CAGAAGGTGG CCACGTCACA GGOGACTGAT GCTCAGCTCA AGGGGAGTGT GAAGAGGTTG 
GCAAAGAGCT GGGGAGCCGG GCAGAGGGAC AACACTGACT NAGGACATTN CAGTTGGGAA TCAGAAAAAA AGGGGCAGCT 
CAGGGGCATC TGATCIGCCT CATlTi'lGAA AAAGAAACAG AGTAATCTAC AAAATTCTGG ATATCTTCT 

SEQ ID NO: 2119: (Length of Sequence = 308 Nucleotides) 

GGTAATO3TT GAAGATTACC AAAGGTTTAT TTGGAATGAC ACAGCACTGA AAACATAATT GTTACAGATG ATTTGTGGAT 
ACAGCATACA CCATCTTATTT TACITTAGAA CAATCTGTGA AGATGAGTTG CATAAATAGA AAGAGCTGGA AATATAGAGG 
AGCItnTTTT ATAGTCTTCr TTTGGGGGTA GATGAATATG CCCCATCTTT CTACCCAATC TCATAAAGGC AGAAGAGAAG 
ACTGCTTAGC TGCCCATCCC AACTAGCCTA CCTCCAGCCA CAGOGGCTGG ACAGCTAGAT AAATCAGG 

SEQ ID NO: 2120: (Length of Sequence = 237 Nucleotides) 

ccGcrcrccr gacgggagcc cactaggggg tcctctitca tctttggtct ggccttacct CCCACCAAAG AGATCCGAGG 

CTTACTCTrC TCTCTCrGGG ACCAGCATGA CCCAGGAGTC CTrCCAGGAG AGCTCTGTGA AGGAGCTGAG GOGGCTGGAG 
GACCAGCTGG CCGGCCTGCA GCAGGAGCTG GCGGCTCTGG CACTGAAGCA GAGCTCGGTG GOGGAAGAAG TGGGCCT 

SEQ ID NO: 2121: (Length of Sequence = 224 Nucleotides) 

GOGGTCAGAG GCTGAGGCCA GAGAGGTAGC AGCGGAACIN ACAGGGAGGG CAGGGGCAGA GCTGACCCIG GAGAGGGATC 
CTNATGTCCT AGACACATGG TTTTNTTCTG CCCTGTTCCC CTTTTNTGCC CTGGGCTGGC CCCAAGAGAC CCCAGACCTT 
GCTCGTITCT ACCCCCTGIN ANmTGGAA ACGGGCAGCG ACCITCTGCT GTTCTGGGrTG GGCC 

SEQ ID NO: 2122: (Length of Sequence = 202 Nucleotides) 

CAGCTGCAGC TTCCAACCAA GAAAACCTCA AAGCATTAGG GAAGGAGCAG GTCTGGGGCT GGGGTGGGGA GAATCCCCTA 
AGCTCCAGGG CCCAGGCTCT AACCTGAGAG GTCGGGGCTG CAGGAAGCTG GGGGAGGCTC CCGGGGCIGG GGGAAGAGGA 
GCCTGCCCCC AGCAGAAACA GCAGCTCTCA GCGGCTACAT GT 

SEP ID NO:2123 : (Length of Sequence = 359 Nucleotides) 

ATTCTCCTCT GTTCTCITGA TGTGTAGGGA AATTTGAAGA ATGACTCTGA TAAAAATCTA AAAGAGAAAC ATOGAATCCT 
AACTGGCTGT CTGACCCTAA AACCITACTC CGTCTCTTTG AACCTCAGAT TTCTCAGGGC TTCGCACATA GCAAGCATTT 
CATACTCAGA AGCTGGTACT ATTACTGTTG TGTnTGTGG GGGGAGGTTT GTTTGTTITG TTTGGAGACA GGATCTCGCT 
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TTGTTGCCCT GGCT3GAGTG AAGTGGCGCC ATCATAGCTC ACTGCAGCNT 0GCCCTCCT3 GGCTCCAGCG ATCCICCOGC 
CTCAGTCTCC OGACTAGCTG GGACCAGCTG CGGATCCCG 

SEP IP NO: 2124 : (Length of Sequence = 233 Nucleotides) 

GAAACGCCGT GCATCTCTTG TCTGTIGGCA GCGAGCACAT CGTNTGGAGA CACGAGTTTC TAAGCAGCTG GCAOGAGGGC 
TGCTGAOGGC ATGGGTCCTG CTTCAGGGTG GCAATACCTC TTAGGAACTT AGGGCAGGAA GCAATACITC AGCATIX3AAT 
GTGTGTAAAX AGTTGCTITG AGTTGCAATT GCTATTOTCr TCTCAGTCCC AGCTCAGATC GAATTATATA TCC 

SEP ID NO:2125: (Length of Sequence = 241 Nucleotides) 

GCCATGGCIT TTGGTCAGGT TCAGGGQQGC TGAGGGGGTG CTCCTCCCCT CCCCCCAGGC ACTGACACAT TGAAAGGAAG 
CAGAGCAACA ATGACACAGC ACGGA1CTGG GAAAGGGGAT CCCCCACGCG GGCAGGATGG TCCATCTCAC CGGGGTCTCA 
CCAGGACTCC CCGCTCCCAC CCAGGGCCAG CAOGAGCACC TCCOGTTTTC TCCCCAGTGC AGAGOCTGGG CT3ACAGGAG 
T 

SEP ID NO.-2126: (Length of Sequence = 275 Nucleotides) 

GICTGCCCTC TTGCTGTGTC TTACITCATA AGGAGTTCIA TCTTCCCACC TGCATTTCAA TACTGCOGGT TAGGACCTAA 
GTAGAAGAGC AGTTAAAGGCT GATTGACACA CAGGGGGATC GAC7TTGCTCC 1TGTCCATTC TCTCACCCTT GCTGTGCATG 
TATCAATCCT TATCCCAGAA GGTACTATTT AGACTCTTATA GACTCATTTA GATTACATAC TTTAGAGGAT TAAGGAAACC 
ATAGAGTTTG GGCCTTGGAA CTGTTACTGC CT1TJT 

SEP ID NO: 2127: (Length of Sequence = 296 Nucleotides) 

TTCAGCCTTA TCGAAACACA TGAAGCAAAA CCA1TCAAAC TGTATGTICTA CAACACAGAC ACTGATAACT CTGGAGAAGT 
GATTATTACA CCAAATTCTG CATGGGGTQG AGAAGGCAGC CTAGGATGTG GCATTGGAIA TGGTTAITIG CATCGAATAC 
CIACACGCCC ATTTCAGGAA GGAAAGAAAA TTENTCTTCC AGGACAAATC GCTGGTACAC CTATTACACC TCTTAAAGAT 
GGGTTTACAG AGGTCCAGCT CTCCTCAGTT AATCCCCCCT CTTTGTCACC ACCAGG 

SEO ID NO:2128: (Length of Sequence = 322 Nucleotides) 

GCATGGGAGG GAGGAAGAGA GGTTTGGGGT GCGGTGGCAG CTGATATAGG GAAAGGGCTC ACGTTTCAGA ATCTGTGAAC 
AATTCCATTT TTCATCAGAT AGCAGAACAA CTACAACAGC AAAACCTAGA ACATCTCAGA CAGCAGCTCT TGGAGCAGCA 
ACAGCCTCAA AAGGCCACTC CTCAGGAXAG TCAGGAAGGA ACCTTIGGCT CAGAGCATTC AGCGTCACCA TCACAAGGGA 
CTAGTCAGCA GCATTITCTT GAACCTGAAG TCAATTTGGG ATGATTCCAT AGATATTCAG CAACAGGATA TGGAXATAGG 
AT 

SEO ID NO:2129: (Length of Sequence = 222 Nucleotides) 

TTEAGTGGGT CIX3GGGTGGG OGOGGCCCCC GGCTAAGGGG GCX3GGTCTCC TCCTCTAGGC GCAGGAGTGC GCGGTGCTCT 
CCAGGCCTCC CCGGCTAGGT GGAGCGTGAC ACOGCAAAGC ACACOGTCCT ACOGAGGCGG GGCCCAGGCG GCACCAGCCC 
CTCCCCAGAT GGAACTGCCC GGCAGACAGC TGCCCAAGAC CTCACAGAAC AAAGATGGAC AT 

SEP ID NO:2130: (Length of Sequence « 191 Nucleotides) 

GTGGGATGCT TTATTTCACT GTGGCGGGGA GGGAACCTGG ACAGGGGGCG GCAGGGGGGG TGGGNGGCTG GCACTCAGGC 
GGGGACTAGG CAGGGGAAGG GCTGCCCCCA GGCCTGTTGA GGAGAAACTN AGGCCAGCCC TGGCGGAGAC CTAGCCCAGC 
GQGGTAAGGA GGGTGGGGGA AAACTGGGTC T 
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SEQ ID MO:2131: (Length of Sequence = 280 Nucleotides) 

CTGACTCITC TCGATCCCGA CCAGGAAGAG CAGCTCAGCC AGGAAGAGGT TCATCCACAG GTTCTTGTGG ATGGTGTTGC 
GGTOGGTCTG CAGCCCCCGC AGAAGCAGAA GCTGGAGATG CAGATGGCCA AGCAGACCAG GGAGATCACA ATGCCCACCC 
AGGTGATGAC CGACAGCAGC AGCTCGTTGA TGCGGCCCTG GTAGATCTCA CX3CTGAGCCA TGAGCACAGC GAAGTTGGTG 
AGGTGGCTGC AGGCACACGT GGTATGGCTC TTGTTGGACT 

SEQ ID NO: 2132: (Length of Sequence = 201 Nucleotides) 

ATCCCCACAC CATK3CCTGC TCCTCCCATG GGGCTTTAGC TCCOCTGACC ATCTGCTCAT GTAGCCTCTG ACIGGGCGCA 
CAGTCGTGCA GGAGGAAGGA CCGGGAACCC TGICTGGCTT TGGGCAAGCT GACAAACCOG TCTGGAACTC AGTTTCCCCA 
GCTGTCAAAT GGGGCCAGTC CCCAT3CCCT GCTGTCCTCC T 

SEQ ID NO:2133 : (Length of Sequence = 180 Nucleotides) 

GATCAAAATG TTGTCACCAG AGGCITGCCA TINCCTAACT CTATITGCCA GAGGAGCAAT AGTTCTGTAT TCGCTAATIT 
TCTGTTCACA GAGACTTTAA GGAACATGAC TGTTGGGAAT AACAAGAATT AAAGGTATTT ATTTACTTNC TCTATATGAT 
TGTAATATTA TACCCATACT 

SEQ ID NO: 2134: (Length of Sequence = 302 Nucleotides) 

ATGAACAAAC GGGACTATAT GAACACTTOG GTACAGGAGC CCCCICITCA CTACTCCTTC AGAAGCATCC AOGTCATTCA 
AGATCTGGTA AATGAGGAGC CAAGGACAGG ACTAOGACCA CTSAAGCGTT CAAACTCGGG GAAATCACIG ACCCAGTCCC 
TGTGGCTGAA TAACAATGTT CTCAAJGATC TGAGAGACTT CAACCAGGTC GCTTCACAGC TGTTGGAGCA CCCAGAGAAC 
CTGGCCTGGT TCGACCIGTC CTTTAATGAC CTGACTTCCA 1TGACCCTGT CCTAACAACT TT 

SEQ ID NO:2l35: (Length of Sequence = 291 Nucleotides) 

TdTACCAAT CTGACATTCA CTATCAACCA CTTCITGACA CATGTCATAG AAAAGTGACA TCTCTTTCCC TTCAACCAAT 
ATATCCTCCA ACAACATCAA CCTCAACAGG TAGCTAGCAT TGTCTTCTGT TGAAATITAG AGCTGGAAGA AAGGATTTCA 
CAATCTCTCT CTGGAGACCC AGGAATCCGT TACCTTCTGG GATTTTAGAG AGTCTGGAGA GAGATGAGCA GGCAGTGAGC 
CGGGGACCAA CTCCGATAAG AATATGAAGT CAGGAAGTGA GAGAGGAAAC G 

SEP ID N0:2136: (Length of Sequence « 282 Nucleotides) 

GCTGTACAAG GTCTTTTTCT TICTICTCAT GGTIGATTIT CTACATTTCA GCATTTGCAT CATACAAAGG GGGGAGCAAC 
AGCCATGGCT TTTGGTCAGG TTCAGGGGGG CTGAGGGGGT GCTCCTCCCC TCCCCCCAGG CACTGACACA TTGAAAGGAA 
GCAGAGCAAC AATGACACAG CAOGGATGTG GGAAAGGGGA TCCCCCACGC GGGCAGGATG GTCCATCTCA CCGGGGTCTC 
ACCAGGACTC CCCGCTCCCA CCCAGGGCCA GCACGAGCAC CT 

SEQ ID NO:2137: (Length of Sequence = 322 Nucleotides) 

GAATTCACAA CATATTGCCA AAATCTTACT GGMTTTGCC AACACTA3TC TGCTGATAGG AAAAAAGAAT CATTCAGCTA 
CTTTCCAATT TAGCCACAAA ATAGGCTCIT TTTTCITCAT TACTACTTTA ACCAGTATGT TAATACTGAA AATAGGTATA 
AAGAAATCAC AAATAACCTT CTTCTGTTTG AAGGAAATTT AAAATAGCAC ACTTAAATTG AAAGTNAAGG GAACTTTAAT 
TCACTACTGT AATTITTAAA TGTCTGTATC ATGTAGTGTT TGCACAGTTT TAACCTTACT TTACCATCTC TTACTCCTTA 
GT 
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SEP IP NO:2138: (Length of Sequence = 305 Nucleotides) 

ATOCTGAGIC GCAGITCCGA TGTTCTIATC CTTCCATCAG CAAAICTCAA TTTOTCAAGA TTCKK3\CAG ATICTTCCCC 
AGOGTTTGCT TTAAITCGAG GGACTITATC TCCAGGCCIG CATCACTCTT OSmSCTCAG GGCACATCCC OGACCAAAGA 
CAACCAGGTC CAAGAGOGAG TITOCCCCGA GGOGGTTGGC ACCATGTACC GAGGCACAGG CCGCCTCCCC ACAGGCGTAC 
AGGC03GGCA CAATCTGATC CTCGCCATTC ACGTGCCTCA GGACOGCOC CTIGTAGXTG GTOGG 

SEP ID NO: 2139: (Length of Sequence = 263 Nucleotides) 

CGGCCCCCAG CAACAGCTTC AGCCCTCTCC ACCAAGCTIG CCATCAAGGA GATTGCACCA CIGCACTCCA GCCTCGGIGA 
CAGAGXTAAG ACTCTCATOG GGACACTACT GTTCAAAAGG CCCIGGCCAA AIAAGTCCCA AATCAAACAC TCAACCCAAG 
GAICTITrCA GCCCACTGTT AGTGAAGCIG GGIGCAGAAT GCAAAGCCTC TAAAAGGAGA GGATACAAAG TCAGGTCAGT 
AGGGGCCATT GGCAA1GCTC AGA 



SEP ID ND:2140: (Length of Sequence = 255 Nucleotides) 

CTGCTTCAOT CTCCGCCCCT CAGCICTGGC TTCCOGGCAT GCCCTGTCAC CCGAAGCOGC AGGTACAGGA AAGAAGTCTC 
TGCTGGGGGA CTCAAAGACC CAGAGGTTAA TEAACAGGAA CCAGGGCCAG GGGCCITCAT CTAGAGGTCA CTGGAGICTC 
CAGGGCACTC ATCACTCTGG CTGGGAGACT ACAGICTCIC GGCTGOSGAC TTGTGGAAGA AGAGGGGGAA GGATCGGAGA 
AGGGGTGACT GGATO 



SEP ID N0:2141: (Length of Sequence = 355 Nucleotides) 

TTTAATIAAA TACCACTTCA TAA3CTTATT TGCACCTACT A C'l'l'ITl'l'l'l ' TITTAAAIAA GACATCCCAT AAGTCGIGAA 
GTEAACAAAA TAXAAGCKTC CGCACAGAAT ATATTCTAAG GIGACTTCAT TDVCACOGCT TCTCAGAGAA ACACACAAGT 

AACcrrrTGT cigcciatca gctagigtig aaacagcttt ggaattcaca tggaaggctg ccgggciggt tccccaacac 
TSKXTTGATC gagtcctgta tccjgnacggt GCCGTCAAAC TGGCTGGITT (XACTAGAAA agcaatogag agtcagctct 
CCLTMITA CCCAGQGTTC AACTCCACAC TCCAA 

SEP ID N0:2142: (Length of Sequence = 391 Nucleotides) 

CTGCTEAAGTC CCATGAGACC TTAGCAGAGG CICTGGGTGC CCCGCCCCAT TCCCTCCACT CACTCTTCCT TGCAGGTCGA 
CETGCCCITC TTTGCTGAGG CCnTCTCTG CCTCCAGAGC CTGCTIGCTC CTCAGGCTGT AAGIGCAGGC AGAGCTAATC 
TCICTCCATA GCTGCCCTCC ACCAGCCIGC TCCTGAGACA CCIGCIGGCC AGCAGCCIGA AGCAGAATCC TTTACTCAGA 
TrCAGCCGCA CAGATGCTCA CTGCAGAGAX CTCCAAGGNC TGTOGICATC CTIGAGCCCA TCTGAGA3TT GTOIGGAXAG 
GGTGTTAGAG AACAIGGAAT CAGCTGGATA GAGTGGTTCA TGCTTOTAAT NCCAGCACIT TTGGGAGGCT T 

SEP ID NP:2143: (Length of Sequence = 326 Nucleotides) 

GATGCAGAAC AGCTTCTTGC AGAAGCACCT GCTCGGGCAT CCAGOGCTGC CIGGAGGCAG GAAGGAGAGG CAGGGCAGGA 
CACX3CTGGTC TGAGA3GAGG GGGAGCCCCA CX3GGCCCCAG GCAGGCEAGA GGAGGCACAG GCCCIGCCAC GGCCAACTCA 
GGTCAGCTAG CCIGAGGCTG TGGCCTCCAA AGGGTOX3GG OGCACCCCCC AGGTOGCAGG TOTOTGAGGC CAGCCAACCT 
GCAGAGCACT CGCGGCCTSG GTGGGCTCAG TGGAGGTGCC TGGGAAGCTG CCTAAATTCA GAAGCCTCCA CITGCCATCG 
AGACTG 



SEP ID NP:2144; (Length of Sequence = 357 Nucleotides) 

GCACOGGGCC CCAGGAGCCC ATCAGTGACA GAGTCCTCCA TGATGATGTC C3CCACCOGG GTCOTGTACA GCAGCGTCAN 
AGCACCCCCA GGAACTGGGA NAGCAGGA3G CCCAGGAGGA TGCCCGCCAT GATCGICTAG TK3TCCATCA ACCAGATGAT 
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CACGGCGTIG GTGCAGOCCC GCACGTAGAT GACATCCTGC ACACIGAAAC GCTCCTTCTC GATAGTTTTN TAGCCACACA 
TGGTGTTGAC AACTTCIGTC CTGTTCCTGA TGCAGCAGGT CTAGGGCACC CCACAGGCCA GGGGTCCAGG GGCACTGCAG 
TCGTGCTACT GATTCITGCT CCAAICTCGG TAGTCCT 



SEP ID NO: 2145: (Length of Sequence = 420 
CGCCAGGAGC TCCTAGCCAA AGCATTGGAG ACCCTACTGC 
T3CAGTGGAC ACTGAGGACT TCTTCCAGCT GCTGGAGGAT 
GCCCTACAAG GAGTGGAGTG CTCTCATATC GCCTGGGACG 
TTIGAOCTGT ACAAGCAAAA CCCTCGAGAC CTCTITGGCA 
GAGTTCTGAC TTTCAAGGAC TTTCGCCCAA AGAAACTACT 
CCTGGGCCAT ATGTIGCTGG 



Nucleotides) 

TGAATGGAGT GCTAACCCTG GIGCTAGAGG AGGATGGAAC 
GACACGTGCC TGATGGTGTT GCACTCTGGT CAGAGCIGGA 
GGAGAGGCCC AAGCACAGCA AGGACATCGC CCGATTCAAC 
GCCTGAATGT CAAAGCCACA TTCTACX3GGC TCTACTCTAT 
CAGGGAGCTC CTTCGTYTGG ACCTCCACAC TTCTCCAAGG 



SEP ID NO: 2146: (Length of Sequence = 390 Nucleotides) 

CCCAAATACT GTTTCCCAAA CXATGTCGGG OGGCCGAAGC ACATCOGGGT NATGGCTGGA GCCCIGGAGG GGGACCTCTT 
CATOGGACCA AAAGCAGAGG AGCACCGGGG GCTGCTGACC ATCCGCTACC CCATGGAGCA CGGOCTGGTG CGAGACTNGA 
ACGACATGGA AOGCATCTNG CAGTACGTCT ACICCAAGGT TCAGCTGCAG ACCTTCTCGG AGGAGCATCC TCTGCTCCTC 
ACGGAGGCCC OGCTCAACCC GAGIAAGAAC OGGGAGAAGG OGGCAGAGGT GTTCTTTGAG ACCITCAACG TGCCGGCCCT 
GTTCATCTCC ATGCAGGCTG TrCTCAGTCT GTACGNAACA GGAOGCAOGA CAGGAGIGGT TCTAGACTCA 



SEP ID ND:2147: (Length of Sequence = 219 
rn u i u uriu gagagaaact ggtgttctgc ccggctctgc 

GCCAAGCGTG TGXATCACTG TGACAAGCCG TTIGCTTACT 

CIGCCAGGNG ggtcctacag caggtcacaa atgacctagt 



Nucleotides) 

TTGGTCACAG ACAGCTCCAG CAAGAGCAGT TGTTAAAACT 
GCCCTGTITCC CTTNCAGCCA aaccagctga TGAAGAACTC 
TTCATTITAA GCAGACAGA 



SEP ID NO-.2148: (Length of Sequence = 353 
GAAATCITTA TEACAAAAAT ATTTTGCAAG CCAAAAAGTT 
CAGCACTCTT AAAATAAACT CCTCAAACCA TCCTCCTTCC 
CACAAGGTAT GTCGATTCTC CAGGITCCCA GGCTAAAGCT 
CCTCCAAGAA TTAAAAAATA AAATAAAATG AAAATCGCAC 
TCCGTGTGCA CAGTATGTCC CTCTTCTCIG GGT 



Nucleotides) 

TAAGTIGCAA CTATATACAA AATGGGGCCT GTTTCCTTCC 
GCAGGTTGGTT TOGACCTCTT CCT1T1CCTG GGGTTCAATA 
AAAGCTAXAC. ATCTTCdTG GCCTXATTCC CTTATTTCCC 
CAAGAAAACA TTCTTTTAAA ATACTGAATG TGTCTGTGCA 



SEC ID NO: 214 9: (Length of Sequence - 394 Nucleotides) 

GGGGAGACTT TCGGCTITON TCATGACIGT TTCGGTCGAA GCTAGCTCAA GTGTGTCTGT GTGTGTCTGT GTGTGTGTGT 
GIGICTGTGT GTAlVlt^lui t AAAGIGCTAA GAACICTGCA TTGACATCCA AACATITdT GTACAAAATT TCCCTAGCAA 
AGCAAACCTG CTTTGACTTA ATTTA3TICT TAAATGTTGC ACTTTTGnTA TCTATGTTIT GTITTTGGTG GGGAATAAGG 
AGAGAGAGGA CGACAAATTC TATTCAAGTA TTTATITICT GAAGATGGCA ATTTTGCATT TGTITAAATA TTTTTCATTC 
NNTTAATTTT GTTATCAGTG CCAGCCCAAN ATACCIGCTC TACCATTAAT TIGOGGGCCT GATAAAAAGG GTCC 



SEP ID NO:2150: (Length of Sequence = 200 Nucleotides) 

ACCTCCCTGG GCCTCGGAGA 03CIGACAGC TCGGACGACA GCAGCTCCGT CAGCAGCGGC ATCAGOGACA CCATAGACAA 
CCTCAGCACT GATCACATCA ACACCAGCTC CTCCATCAGC TCITATGCCA ACACACCTGC CTCCTCTCGA AAAAACCTGG 
ATCTGCAGAC TGATGCTGAG AAGCACTCAC AGCTGGAGAG 
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SEP ID NO:2151: (Length of Sequence = 369 Nucleotides) 

CTGCGCCCCA GTCTTTCTGA AACCTGTNAT CACACIT0QC3 GCACICTCTC CTCTACACTC AATCTCTGTT TICAGAAG1G 
GCCCCAGGTT CACTCCTCTT ACAGCAGTCC TAAAGAGCOG GCTOCCCTTT OCCEAGGCTT CCTTGCTCTV NAGGGCIAAA 
TTCCAGCCXT CCTACCCCAG TCCCACITOG GTAAAAAXAC TCIGCTCCTC TCAOOTTCC TAATAAGCCC GGGCTCCGAC 
TACCACCX3IT CGGGGGAAGG GAGCCCCITA OX3TCA1TGC TSGGTCCX3CT CCGGGAAAAC ATCTCCCGGA CCIGACTICT 
GOGQOGGCAT CTTPCOGGAA ATGCOGITIT TCHTCCTTC TAAGGGTGT 

SEP ID MP: 2152: (Length of Sequence = 312 Nucleotides) 

TTCACAAACA AA3TCTQGGA GAAACACACC TTCCCAGCAA 1AGAAAATCT CTAXAAAGTC CATXTTGCCT GCAACCATCT 
CTICCCCATG CTGGCCCETG GGTCAGGATT TGAGGCACTG TTCCGAGGGA GCCCTCAGGG CCACCIGAGC TQGGAGAAGG 
GAGGCATGAA GCCACCATGG AGCTCCAGGC TACTGGACAX ACOCTCTCBl CCCTGCCCTT CCCTNTTCGC TCCAGGAGTC 
CACTGCCIGA CTCCACTGGC AGGTTCATCT GGGAAGGGGC TTJGGCATGCT AGGGATGGTG GAGAAGTAGG CG 

SEP ID N0:2153: (Length of Sequence = 325 Nucleotides) 

COCAGACCCA GAATCTAAAT NAGGCCAAAA TOGCCACTTC CCAGGCTGAC ATAGAGACCG ACCCAGGTAT CXNTGAACCT 
GAOGGTGCAA CTGCACAGAC ATCAGCAGAT GGTTCOCAGG CTCAGAATCT GGAGTCCOGG ACAAIAAITC GGGGCAAGAG 
GACOCGCAAG ATTAATAACT TGAATGITCA AGAGAACAGC AGTGGGGGAT CAGAGGCGGG CCCCACTX3GC TTGCAGGGAC 
CTQGKGGTCT GCACCAGTTC CAGTGACCAC TTCAGAACCC ACCTNGOtfGC ACCCCCCAAT CTGCTCTGGC AGAOGGCATT 
GGCTT 

SEP ID NO:2154: (Length of Sequence = 326 Nucleotides) 

ATCATTTAAT TAACATCTTT AAATCAAACA CAGTTTTCTT CATCTCTCTC ACTCAGGCTT CAGGGCAGAG GGAAIGGAIT 
TTTAGACAIA TCAAAGACTC AAAAATTTAA AGAAATAXAT AXATOTATAT ATATACTTCT AACATTTTAT GGAAATTAAA 
AATCAGAGGC TTTIGGTCTC TCCASTEACT CTAGGTCAAG CTCATTTACC CCAGAGGACA AAGAAGGGCT GCCTCTTCTA 
GAcccrcccr tctcctttgt cciotgtccc ACCCAGCAGG GAAACAAGCT CAGAAGGATC CTAACAGGAT agagtttcca 
GTAAAT 

SEP ID NO:2155: (Length of Sequence = 317 Nucleotides) 

TGGATGAGGA GACCCTGAAC ACACCCTGCT ACTGNCAGCT GGAGCCCAGG GCCTCTNAGA TCCIGCIGGA CCAGCTGGGC 
ACCTACGTTT TCAOGGGOGA GTCCTATTCC OGCTCAGCAG TCAAGOGGCT CCAGCIGGCC GINTTCGCCC CCGCCCTCTG 
CACCTCCCTG GAGTACAGCC TCOGGGTCTA CTGCCTGGAG GACAOGCCIG TAGCACXGAA GGAGGTGCTG GAGCIGGAGC 
GGACTCTGGG CGGATTACTTG GTGGAGGAGC OGAAACOGCT AATCTTCAAG GACAGTTACC AO^ACCTIGC GGGCTCT 

SEP ID NO:2156: (Length of Sequence = 372 Nucleotides) 

cttccagcig gcagcccagt ggcxxaccca tgtcaagcac tttccagtog gactcttcag TGGCAGCAAG gccacctgag 
gcoctgintc ccagccactt tccctcctgg cactgccacc agcctcaccg agtggcgcga tctcggctca CTGCAGCCTC 

TCCXrrcCCGG GTTCAAGCAA TTNTCCIGCC TCAGCCTCCT GAGTAGCTGG GACEAEAGCC GCCTGCOGCC ATGCCCAGCT 
AATrnTGrTA TriTEAGTAG AGACAGGATT TAACTATGTT GGCCAGGCIG GTCTTCA3TT CCTGACCTCG TGATCCGTNC 
TCCTCAGGCT TCCAAAAATC CTGGGATTAT AGGCATGAGC CACCACAACC GG 

SEP ID N P:2157: (Length of Sequence = 351 Nucleotides) 
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CTGGCIAACA TOCTGAAATC CCGTCTCTAC TAAAAGTACA 
GCVACTTGGG AGGCTGAGGC AGGAGAATGG CGTGAGGCAA 
CAGCGTCCCC TCCAGTCTGC ACGGGGCAGT CCTCCTGGGC 
CXTCTATCCC TCCCAGCACC TACTACATCG NCCTNCACAT 
AGGTTCTCTC GGAGTATCTG GGAACTGTGC C 



AAAAATIAGC TCGGCGTGCT GGTGGGCACC TGTAGCCCCA 
CACTGCAGCC TGGGCAACAG TGCACCTCCT CCATCTCTAC 
TTGACCTCTC TGTACCCACA. GCTGGGGGCC AGGCAGCCCC 
CCCTGATTCC TGTTTCTTATC GAAACIOTTG CCAGAGATCG 



SEP ID NO:2158: (Length of Sequence = 280 Nucleotides) 

CAGCTCCTCA GGACCGCTGC AGTGATGACA CAGGACTATT GCATCAGCAT CGtlGCTCACA GGGAATCAGA GCTCAGCCAG 
GAGAGGTCCA AGAATGACAG AACCATGAGC ACTCCTACCA AAACTCAGCT CTGCTCAGCC AAATCAACAA TTCAACCCAA 
CAGGNCAACT CCTAACACAT CCCATCCAGA CAGACATTAG AGGGGCACAG CAGATGAACC TCCTACTTAC ACTGTCCAAG 
GAAGCTGGAC TATCAATTCC CAGTAAAAGT GGGGGAAAGG 

SEP ID NP:2159: (Length of Sequence = 342 Nucleotides) 

CTTGTGCCTT TCTCCTACCA GATTGTGCAT GCCTCCTGTG GGCAGAGCCT G1NCT3ACTT GCTCCTGGGT CTCCAGCATC 
ACCCAGTCTG GAGCTGAGGA CCTGGGXACC TACAGATTTC CTTCCACACT GTCAGAATTG AGATGAAGGA AGCCCAGAGA 
AATCAAGTAC CCICCACCAG GCAGAGCAAA GTCCTGGGTG CCCAAAATCC AGGGAAGGCA AGGGCTGGGG GTACAAGCAG 
AGGATCTGAA GAGGTATATC AGAGTNGCCA GCACAGACCT GGCATAAGCT TGGTGCTCAG TCAAGGTTAC CTGATGTTGC 
TGGGCACCAG GGGTGATGCA GT 

SEP ID NO: 2160: (Length of Sequence = 376 Nucleotides) 

ATCTTAAGAC ACATATGGAA AACAATAGGG TAGAACTTAG TAAACTACAA GAATATAAAT TGGAGCTAGA TGAAAAGGCA 
CTGCAGGCAG TAGAAAAATT AGAAGAAATC CATTTACAGG TTAGTi'lTlT AAATCAGGTA AGXTIATCTG TAATCTGdT 
TCATTTATTT CACCGCAAAT TATATITIGG ATATCTATAT ATTATGTTTC CTCTGCCTCT CTTCTAGCAA TTTCCITIGT 
AGAGITCTAG AAAAAAAATG GCATCTGITT TTCCTTTTAA ATATTTACAT TTCCATTATT ATTATAACAA AATCAATCIT 
TCAGAGTAAT GATTCTCACT GTGGAGTCAT TTCATGATTA AGATCCAGTT GGCATA 

SBQ ID NO:2161: (Length of Sequence = 404 Nucleotides) 

CCTTCCTTCG GTTTCAACTG GACTTCTATC AGGTCTAdT CCTGGCCCTG GCAGCTSATT GGCTTCAGGC CCCCTACCTC 
TATAAACTCT ACCAGCATTA CTACTTCCTG GAAGGTCAAA TTGCCATCCT CTATGTCTGT GGCCITCCCT CTACAGTCCT 
CTTTGGCCTA GIGGCCTCCT CCCITCTGGA TT3GCTGGGT CGCAAGAATT CTTCTCTCCT CTTCTCCCTG ACTTACTCAC 
TATGCIGCTT AACCAAACTC TCTCAAGACT ACTTTGTGCT GCTAGTGGGG OGAGCACTTG GTGGGCTGTC CACAGCCTGG 
CTCITCTCAG CCTTCGAGGN CTGGIATATC CATGAGCACG TGGAACGGGC AT3ACITTCC CTGCIGAGTC GATCCCAGCT 
AACC 

SEP ID NO:2162: (Length of Sequence = 339 Nucleotides) 

CAC7IGCCTTT TTGTAGCTTG GGATCTAATT TGTAACACCT TGCTACCIAX GAAAACTGGG AATGTAAAAG GGAAAAAGCA 
ACTTGGCATT TACTAAACTT AGGCTAACCA AAACCCTCTG TAGAGATCCT TACTAGACAT GGCTGCAACA GCAAGCATCC 
CAGAGGACCC ACCACTGGGG TATGTTTTAG GCCAATGGAG CAAATTCAAA TTTGGCTAAA AGAAGAAGAA ACTCATTTAG 
TATGGCAATA ATATTTCCGT TCGACACAAA GTGGCAAACC AACACATTTG GCCTAAACAT GGTTCTATAT GTTATAATGA 
TACTITACAA TTAGACTTC 

SEP ID NO: 2163 : (Length of Sequence = 285 Nucleotides) 
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eccxxsrace tccagcagga gcagctcagt ttgtgggtct gggagctccg cttitccaaa cccaaaaagg crorocaiTr 

GGAAGCCAAA CX3CTCAGCAT GOGGCTGCCG ACTCTOCTTT TGTCGACAAA GCAAACTGTG GAATCGCITC VZ^IGVCXU 
TAXAAAGGGA CAAACGGTTG CATTCACCCT TTCTACTA3A ACACCGC1TC TGCAITOGOC ATATCOGTTT TTTAA CLTXT 

TrsrcrcasG ggaacttctc atposatxat natctcitct gatca 

SEP ID NO:2164: (Length of Sequence * 296 Nucleotides) 

AlbTHb-lAA ATCAdTCCT TTTCCTACAA TA3TTCTAAT AAGAAAGCIT ATAACAGCAC TITATTGACA CCCTOGGACC 
OSGGGCAGGG TCAGCAAGAC TCCCAGCIGG CATCAGACTC TGTCTGGCCT GCTGTOGCCA TCCC1GAGGG GTGCAGGACA 
GAGCCCCAXA GGGCAGAGAG GCCTCCCTGG GACCAGAGGA GGATCCK7IG CAGCCAGGCC CATCCCCAGC ACTCGAGGCC 
TAGGAGGAGA GGTGGGCTCT GGCAGCQGGT GTNAGGTGGC AGTGAGAAGC CAGGCC 

SEP ID N0:2165: (Length of Sequence = 310 Nucleotides) 

CTTTTTICTA TGTTTITCAA ATAATCTTTT TCTGTGTTGTG TlTnTOCr TTTTTIT3GAC AGOQTCTCAT TCCCA2TCCC 
CAGGGTGGAG TGCAGTGCTG CGATCTCAGC TCACTGCAGC CTTCACTTCC CAGGTTCAGA TGATTCTNCC ATCTCAGCCT 
CCCGAGTACC TGGGAXTACA GGCACACACC ATCATGCCCG GCTAATTITr TGT ATJ.T1TA GCAGAGACGG GGTTTTGCCA 
TGTGACTCAG GCTGGTCTCG AACTCCTGGG CTCAAGAGAT CCGCCTGCCT TGGCCTCCCA AAGTCITCGG ' 

SEP ID N0:2166: (Length of Sequence = 361 Nucleotides) 

GATCGAAACT GGAAAAAAAA TAATTTGTAA GCAACAATIT TAG Al'lTl'lT TATOGAGGAT AGAGACATTT GAATCAGATA 
■ CCAAGAAATC TAIAGXAATC ACTCACAIAG AAAGATOTCT AAAATGGATT TTAAAIX3GGA TOGGGGAAAG CAAGGTCCIG 
AACAACA3GC TCTACAXACT AdTAXAAAT CAAAGCAAAC CACTAGCAAA CTGATCTCAG TACTAACACA GGTGGAAGTC 
GGASTGTGGC GGAGGGGAGA GGTAGTNAGG GTAGACTTAT TTCEACCATT TTNATTTTTG A2ATITCTTT TATATACAGA 
TACATAAGTC TGTAIATACA TCOATCTCCA ATTATCTCCT T 

SEP ID NO:2167: (Length of Sequence = 325 Nucleotides) 

TCCTGGGCTG TCCTCItTTIT GAAGGGGGOG CCCTGCTCCC CTCAGATCAG TCAGGAGGAA GATGACI7VAG GGGAGGGATC 
CTCTGGGIGA TGGCCTCTrC CICCTCAGGG ACCTCTGACT GCICTGGGCC AAAGAATCTC ' I ' lTJlTlVriXJ TCCGAGCCCC 
AGGCAGOGGT GA2TCAGCCC TGCCCAACCT GATTCTNATG ACIGOGGATG CTGTCAOGGA CCCAAGGGGC AAAIAGGCTC 
CCAGGCTCCA GGGAGGGGCG CCIGCTGAGC ACTTCCGCCC CTCACCCTCN CTAGCCCCTG CCATGAGCTC TGGGCTGGGT 
CICOG 

SEP ID NO: 2168: (Length of Sequence = 348 Nucleotides) 

GGAGAACOGT TOGCGGAGGA AAGGOGAACT AGTOITGGGA TGGCCACCAA CTGGGGGAGC CTCTTGCAGG ATAAACAGCA 
GCTAGAGGAG CTGGCACX3GC AGGCCGTGGA CCGQGCCCXG GCIGAGGGAG TA3TCCTGAG GACCTCACAG GAGCCCACTT 
CCTOGGAGGT GGTCAGCTAT GCCCCATTCA OGCTCITCCC CTCACTGGTC CCCAGTCCCC TGCTGGAGCA AGCCTATCCT 
CTGCAGATCG ACTTCAACCT GCTACTGGAT GCTGTCAGCC AGAACNGSITG CCTTCCTCGA GCAAANTOT TTNCAGCACC 
ATCAAACAGG ATGAdTTEA CCGCTCGT 

SEP m ND:2169: (Length of Sequence = 392' Nucleotides) 

ATITICTIGA GGTCCAGTTT GGGTGGCAGA AACTAAGACA CTGAGCTGAT GAGAGAACTT GTTCCTTTTC GCCCTGOGCA 
TTEA3TEAIT TATH7VTTTA TTTATTTTIG TATTTITAGT AGAGACAGAG TTTCACCATG TTGGCCAGGC TCGTCTCAAA 
CTCCTGACCr CAAATGATCC ACCCACCrOG GCCTCCCAAA GTGCTGQGAT TACAAGTCTG AGCCACCATC CCCGGCCACC 
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TCTTCCATCT TTAACAGCTG TGTCTGGAAA AGGGTCAGGA ATT3ATTCAT CAATATTCAA TACTAAGCTG CAAAATCAGG 
AATGCAGCCA ATTGGTTTAA TTGATCAAGG CTTATAAACT CTTAAGGGAC TCTAGTGAAC TGATACAAAC TA 

SEP ID NO:2170: (Length of Sequence = 273 Nucleotides) 

GTlUnUlUU ATOCTCTICT TCITCCTTTC 'iMVlTlT TCTTGCAATG GTCAGGTCCC ACTCTGAACT CCGGGGGGCA 
CCAACCTCAT GCCAGTAGGA TIGCOTTGT ATAGGCTGTC TGACAACCCC TGTIGAGGGT CTCACCCIX7T TGGGTGGCAC 
ATGGAATAGG ACCCATITAA TGAAGCACTT 1OTCCCTTGG TGGAGGTAGT GTCCTTINCT GGGGAAAAAC CCACTTGTCT 
GGGCTGeCTG GATTCCTCAG AACTACCAGG AGG 

SEP ID NO:2l7l: (Length of Sequence = 357 Nucleotides) 

GTGATGTACC CCAGCACTAG GGAATGATGT GAGTAAGACC TAATCCCTGC TCTCAGGGAG CTTATAGCCT ATGGCAGCAG 
CAACACTAGT AAAAATTTAC TACTTTGATA GCTGCACATC TTCCTTTGCT CAGCAATTCT CTCAAAACCA CTGTAACATT 
TTACTAAAAT GCTAAGCTIT GATTCTTTTT CAACTACTTC TTGAGAGITT CTGCATGTAT GATAAGGGCA AGACATTACA 
CTGAGGTATT GATGCTGATG AGCAGCAAGG CTCACTGGCT GGTTGAAGGGA TACTGATTAG CACACCAATG TGCTCCTCTT 
GAACACACAC CTCCACAAAA TIACAAAXTA TCTTCCA 

SEP ID NO: 2172: (Length of Sequence » 381 Nucleotides) 

GAAGAAGGCC CATGGAGCTA AGGCCTCAGA ACACCAAAGT CTGGACTCTC TGAGGGCACA TGCTAATAAC AGGAGGCIGG 
CAAAGTGGCC AGCTCCCATG CdTIGCATG CATTTNTCIT TACCTCCTGC TGCCXGGGAA CATCCTTCCA GGAGCAATOG 
AGTCAACAGC ACCACAGACA CTGGXATTCC GTTGAGAAAA GT1TJLATATG GAAACACATA CTGATCATGA ACACAATAAA 
CAGGGAGGGA AGCTCGGGCT CAGCCAGGAA ACCK3CCACA AGGAAGATGT TTGGAACTAT CCAGGAGTAG TGTCAAACAC 
TAACACCATA TTXACAAGTC TAATTTGGAA CCTGGGCCCT TTTTAACTGC AGGAGGAAGT T 

SEP ID NO:2173: (length of Sequence = 351 Nucleotides) 

GAAGTTCCGG GAGCGCCTGA AGGAGCTCGT GGTCCCCAAG CACX3TCATGG ATGTTCTGGA CGAGGAGCTG AGCAAGCIGG 
GCCTGCTGGA CAACCACTCC TCGGAGTTCA ATCTCACCCG CAACTACCIA GACTGGCTCA CGTCCATCCC TCGGGGCAAG 
TACAGCAACG AGAACCIGGA CCTNGCGCGG GCACAGGCAG TGCTGGAGGA AGACCACTAC GGCATOGAGG ACGTCAAGAA 
AOGCATCCTG GAGTTCATTG CCGTTAGCCA GCTCCGCGGC TCCACCCAGG GCAAGATCCT CTGCTICTAT GGGCCCCCCT 
GGCXSTGGGTA AGACCAGCAT TGCTCTGGTC C 

SEP ID NO:2174: (Length of Sequence = 308 Nucleotides) 

TCATTAAATA G CITLTA T5C CACACTCIGA TTAAGCCGAC TGAGGTCCCT GGGATCTQGG TCACTGGACC GAGCTGCTCG 
CTCGGTGGCT CCACIGCCAG GICOGGGOGC GCTCCCCACA GCGCTCAGTT CIGGCCCAGA CAGGGCCTGA CATCCGCCGC 
CTGCAGTCCC GGGCTGGCOG TCACOCHTCC AOGGCCAGNG ACTCTOCCIG CTCGTCCGGG AAGGCGATGT CGAAGATCTC 
CCGGTAGTOT TCCACGAAGG TAACCTCCAG GGCCCTCGGT GATCAAGGCT TCCAGCTCGT AGAACTCC 

SEP ID NO -.2175: (Length of Sequence = 403 Nucleotides) 

CTTGCCCAAG GGCCTGAGCT GGTGGAGGCA GAGCAGGAGT TGGATCCAGG CCTCTNTGAG GCATCCTGCC ACCTCCATCC 
AGACCTGGAG CAATCCCTGA GAAGGGTCGGC TACCACCAGA GATGTGGCAG CTCTGGTCTC AGGAAGCATA GCCGGAGGAT 
GTCCCAGGCA ACCAAACAGC CATTCATCAG TAAGGAGCCA GAGINAGGGC TGCTAGTTCA GCCCCOGGAA GGTGGTCCAG 
GGGCAGCCAG TOCAGAACTC AGCAGGAGCT CAGTTCCAAC TGAGCCTGAT TTCACTCCAG TCTCCACAAG GGACATCCTG 
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ACCT3GAGCT CCTCGGCTAC TCACCCTGQG GCCINCTTGC ACAGCCCAGG AGCTAGCCCA GGGCTOCCIC TAAATCGTTC 
• COG 

SEP ID NO:2176: (Length of Sequence .= 399 Nucleotides) 

AGGCAACIAT TGAGGGAAGA GGCAGAAAAA GGAAAAAGGA ATCTAOGTAA GGCAATETIN CTTAAAAGTA CAAIAAGCTT 
AAIACTGTTT TAGGAAGACA AGAXAAAAAT XACICAAGGC TAGCITOGTT CTCACTGAAT AAAAACAAAG GACTAAATAC 
TGAGCICCTT CICTGTGC3AT CTAAIAATCA ATCCCTTOGT CGCEATATTO GTAATCTC1G GGGTAGTCAT CCIGGTACTC 
GCCAPGAIAC TCATCAGGGT ATTCTGCCTG AXAATCACEA TCACTGAITT CCGAACCATT TCTTCCTCTT CCTTCGCTTC 
CGTICTGAAT GACAGCTTCT GXAGGAGCAG CACAGXAXTT GGGGATCAXA TOCITGCCGN CCAAGGCCAT ACAAACTCA 

SEP ID NO:2177: (Length of Sequence = 302 Nucleotides) 

GGnrmXA AAAATCAGAA TTnTCAAAT GCATTOGrrCA tittcagatc caitgctcac axttcattax tccatatcaa 

AAAACTPGCAT TTGrrAATOT CACACAAATC TCATTQGAAA GGTCTTCAAG TA3TCTGAAG TTCTCCAGGT CACAAAGATC 
AATOCTAGIT TITCAAAAIT CTACTTTTTA CTTGAATGCT OVAATCTEAT AATTGCTAAC CCGGTCAGTT TTTCTTTAGT 
TGATAGGCTT ACTGCT1T1A TGTGTTGAGA AXACTTCTCT CTGAAACATC CAAAICTGGA AG 

SEP ID N0:2178: (Length of Sequence = 343 Nucleotides) 

GGITTCACTC TCCTTGCCCA GGCT3GAGGA GCAATCTCAT GATCITGGCT CACDGCAACC TTCTCCCTXC CAGGCTCAAT 
CAATTCTCCT GCCTCAGCCT CCCGAGCAGC TGGGACEACA GCTGOGTCCC ACCATGOGCA NTAGGTTTIT TTXTIGTAGA 
GACAGGGTTT TCCCATCTTG CCCAGGIT3G TCTCCAACTC CT3AGCTCAA GTNATCIGCC TGANCTGCTG GGATTATAGG 
TGTNAGCCAC CACATCCAGC CTCCTTTEAA "lUTlTlVriU ATTATTIATA GTGAAAGATT TAAATTCCTT TCTATITCCT 
TCIGGTATAT ATTCTTATAGG CEA 

SEP ID N0:2179: (Length of Sequence = 377 Nucleotides) 

AGATCATCAG GAATTAGATT CTCATAAGGA ACACACAACC TAGACCCCTC AGAGCTGCAG TTCACAGtAG GGTTCATGCT 
CCTATCAGAA CCEAATGTTG CAGCTGATCT GACAGGAGGC AGAGCTCAGC TQGEAATGCT CACTCACCTG CTCCTCACCT 
CITTCTGTGT AGCTCGGCTC CTAATAGACC TGTA.TCTCTC CATGGTCTGC GACTTGGGGA CCCCTGCAGG AAGTCTTOTA 
AATCCATCTC AGGAAACTTA CTGTTEACAG CCACAIAGIT TGTACTAGTA AGGAAACTAG GACAATTCAA ATATTCATCA 
NGGGGAAAAC TGGGAXAAAT ICTGGGTCAA TTTCATATCT TTCATACAGG AAAAAAG 

SEP ID NO:2180: (Length of Sequence = 195 Nucleotides) 

GAXATTTGCT TTTCTCAGAA CCATAATCGA TACAAGATCC AGTGACCAAT TCATTCCTTA AAACACCTGG GCTCCTTAAG 
CGGCXAGAAG ACACAAGTEA CATCCAGCCC ATCAGGGAGC CAGAGGQ3GA GGGGTCCCCA GCCAAGCTCT GGNCAGGCCT 
GCCAIGGGGC AOT3CCTGAC CGITCCAGCCA GAGGT 

SEP ID ND:2181: (Length of Sequence = 244 Nucleotides) 

TTGGCTGGGA ACGGGCCCGG AGCGGGAGGA AOGTCACTCC CCAGAGGGAA GATCGGCATC AEACTCGGCC CAGAGCTGGG 
AAGGACTTGC TGCCAGCACA GGCTGGGCCT GGACTCCCCT CGCCCCTACC CCCACTGCTT GIGGCTGTAG CCCTAAGCCT 
GGAGAGCAGG ACGGGCCCGG GGIGTOTNGN AGGCTGCCAG GTGCCTCCCA GAGCTCCCAA GGGCCCCCAC CIGCAAGTNC 
CAGC 

SEP ID N0:2182: (Length of Sequence = 287 Nucleotides) 
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CTCCTTGAGT CToTTGACAC GTCACATCGT CAAAGTCTCC TCATTTCAGC CAGTCTCAAC ACAAAACACC CAACAGGGAT 
GCACTCAACT TGTIGGTTCC ATGTGGAACT AGGTGGCAGG GOGAGAGGGA AAGTAGTAGA AGGGGGCTAT GGTGTGTC1G 
CATTCAGTCC CCTCACATAA AGCCACAIGG ATCTAGGGGG GTATCCAAGA GCTCTGGTIGG GCTCCGTGTT GCACCTAAGA 
CATTATAGGT CAGAGCAAGT TGCTCAGAGG GTTCCAGGCA GGGGGCT 

SEP ID NO:2lB3: (Length of Sequence = 389 Nucleotides) 

GATCCAGAGA GGGCTCCAGG TGGAGTCCCT TTITCIGCAT AAGGGGCTCT GACCGAAGCA CAGAGGGGAA AAAAAAAAGT 
GGTGGGAGCC TCCTCTGGTT TCACCTGAAG AGGGAGGTGG AAGGGCCTGA AAATTAGATT TIOTTTATAA ATAATAGATA 
TTATAGGTAT ATTCNCATAT TTITACATAA TGA1GCCAAC CACAAACAAT GGACCATAAA GCACIGACCT CAGAATGATC 
AATTGCAAAA TGITIAAACC CTGGGAAGCT TTTCdTAGG AGGGCGGATA TTCIGTCTTG ATCTTATTCT ATAGCCATAA 
ACTTCCCTGA ATTTNCTGCT AATCEATCCA AGTCCAGGGA AGTCACTTAA AACTCITCAA ATGCAGCTT 

SEP ID NO: 2184: (Length of Sequence = 383 Nucleotides) 

GCAAGAGAAG CGGTTTGGGT CTCTCAAGGA AAGGCCAAAA CCCRGAACAA AGAAGAATCC TATGACTTCT CCAAATCCTA 
TCAATATAAG TCAAACCCCT CTGCOCTTGC TCGIAATGAA ACTCCTGGGG CATCTACCAA AGGTTATCCT CCTCCTGTTG 
CXGCAAAACC TACdTIGGG CGGTCTATAC TGAAGCCCTC CACTCCCATC CCTCCTCAAG AGGGTGAGGA GGTGGGAGAG 
AGCAGTGAGG AGCAAGATAA TGCTCCCAAA TCAATCCTGG GGCAAAGTCA AAATATTTCA GGAAGATGGN TCCACAAGGC 
CAGGTTACAG AGGAATGCAA GGAGCITCCA GGGAAGCACA GAATTCCAAG TTTTOGGAAA TTT 

SEQ- ID NO: 2185: (Length of Sequence = 359 Nucleotides) 

CTITAATrCA CATCACAGCA GTCAAGGAAG TQGGGAAAGG GGAAAAAAAT CAAGTCGCAG ATATTTACAT CTAAAATTCA 
CATTACriCT TGGAITTTGA ACATGCIACC ACAATATATA CAGTAAAATA CCTCTTGGGA CAATGGTACA AAXTTIGTTr 

cctttaacit TGcrrrrcTG gtacaggtaa gatcattot aaatcacttt ttinctitaa acatgaatac acaaaagaaa 

TGGTIAGAAG TTTCCTIGTT TTAAATAAGC ACAGAATGOG GGAGGTTAAA AACACATTTA TAGTGCTGAA TACCAATIGG 
NCATCACACT CTATACATTT TTTGCTCAAA TTCCTGTAC 

SEQ ID ND:2186: (Length of Sequence = 337 Nucleotides) 

ATAGTTATAC TCAGTGAAAT TAACAAGACC CAAAGCTGCT ATTGTCTAGG AATAAAAGGG ATAATTTITG TTGITCACAA 
AAGTAACTTG TCTAGCACCA CACATCAGAA AAACACAAAA ATAGCACACT CTAGTTCTAA ACAGCTATCT CTAAAATAGA 
TTATATAGTA AAACOGGTAT TATACAGCAT ATIGTGGATT TGATAAACAG ATAAATATTT GCNCTGAGTA GGCIGTTTAT 
AATATAACAT T1NCT1ATCT ATACAGAATG AAAGCCAAAA AGTTAACIGT ATAGAGATGT GCAGAACAAC ATTAAATATT 
ATGGCTCAAA AGCAGGG 

SEP ID NO: 2187: (Length of Sequence = 329 Nucleotides) 

GCATTTNTCA GCACAGATAG AGCCCTGTCC CTCCACXTAG TGCCCACTCC ATCACTGTIA ATAATAACAA TAATAATAAA 
ACTACTCGCC AAGCAOGGIG GCTCATGCCT GTAATCCCAT CACTTTGGGA GGTCGAGGTC GGCAGATCAC CIGGCCCAAC 
GCCACOGCCT CTAGCTCCGG GCTCCCTCAG GTCCCCAGTS CCCTNNCCGG TCCCACGGCT CCCACGOTGC CACCCTGTCC 
TCACTCGCCA CCTGGTCITG TGGGCAGACT GCTGATOGAG TTCACCTCAC CCATGCCCCT GGAGGOGGGT GCAGAGGGAG 
AACCCAGGC 



SEP ID NO:2l88: (Length of Sequence = 335 



Nucleotides) 
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GGCCCCAGcr cctcitocts cctcintoat ggcitcggct ggagtixsggct ciOGGAcer gaccggggct crgactoigg 

GTCOCTGCCT CTCCT3CCCA CTCTWCCGG (XTTCCTCCC TCCAOGCTIA GGCTCTGTCC CX3GCTACTCA GTCAGOOCAG 
TGGGATdTA CCCACTTCCC TGCAAGGTOC ACCTSCCCCA GGCTCAGGCT GCCCAGGGGC TCTTCCTGGA CACTAflGAGC 
AGGGCTGGGC GCXTCTITCC TOGCCTX3GAA GCOGCaGGGG CCCCTCCTCC AGAGCCTNGG CGCAAGGAAC ACAAGGCTGC 

SEP ID NP:2189: (Length of Sequence = 366 Nucleotides) 

AACTGGTOGA TCAGATCGAN TTCT^CnTT CINATOAAAA CCTGGAGAAG GACGCCITIT TGCTAAAACA OGFGAGGAGG 
AACAAGCTGG GAIA3GTGAG CNTTAAGCTA CTCACKTCCT TCAAAAAGGT GAAACATCIT ACACGGGACT GGAGAACCAC 
AGCACATGCT TIGAAGXA2T CAGTGGTCCT TCAG1TCAAT GAGGACCACC GGAAGGTGAG GGAGGACCAC CXTCGTCCCA 

crorrccccA acgagaacct ccccagcaag atcctcctgg tctatcatct ceacitctct cctaagcigt gggctctogc 

CACCCCCCAG AAGGAATGGA AGGGTGCAAG AGAAGGTCAT GGAACA 

SEP ID NO:2190: {Length of Sequence = 333 Nucleotides) 

CTGQ3ATCCA GCCTAGGCAA CAGAGTIGAG ACCCTATCTC AAAACAAACA AAACAGCCAG GCACGGTGGC TCRTGCCIK7T 
AATCCCAGCA CTITCGGAGG T03AGGTGGG GGGATCACCT GAGGTCOGGA GTTOGEAGACC AGACTGACCA ACKTOGAGAA 
AGCCCATCTC TACTAAAAAT ACAAXATTAG GGGGOCTGGT GGTCCATGCC TGTAATCCCA GCTATTTGGG AGGCTCAGGC 
AGGAGAATOG CTIGAACCTG GGAGGCX3GAG GTTCCACTGA GCCAT3ATTS AGCCATIGCA CTACAGCCIG GGCAAGAGCA 
AAACTCGGTC TTC 



SEQ ID MP; 2191;. (Length of Sequence = 284 Nucleotides) 

AAGXTCKEAA AAGTTTGATT ACIGGAAAAG TTOGATCTAA TTCAGAAATT TCAGGCCAAA 1GAAACAGCC CCITCAAGCA 
AACATCCCTT CAATCTCTQG AGGCAGGACA ATCATTCAltA TTCCAGGNGT TCGAAATAGC TCCTCAAGTA CAAGTCCTGrT 
TICTAAAAAA GGCCCACCCC 1TAAGACTCC AGCCTCCAAA AGCCOTAGTC AAGGTCAAAC AGOCAGCANT TCTCCTAGAG 
GAGCCAAGCC ATCTCTSAAA TCAGAAITAA GCCCTGTTGC CAGG 

SEP ID ND:2192: (Length of Sequence = 260 Nucleotides) 

ATCAOSACGG CTACCTCGAG GTCATTGGCT TCACCATGAC GINGTTGGCC GCGCTGCAGG TCGGCGGACA CGGCGAGOGG' 
CIGACGCAGT CTOSCGAGCT GGTGCXCACC ACTTCCAAGG CCATCCCGCT GCAGCTGGAT GGCGAGCCCT GCAAGCITTC 
AGCCTCAOGC ATCCGCATCG CCCIGCX3CAA CCAGGNCACC ATCCTGCAGA AGGCCAAGNG GCGGAGCGCC NTOCCCCTTG 
CACAGOGACC AGCAGCOGGT 



SEQ ID NP:2193:, (Length of Sequence = 247 Nucleotides) 

GCTCTCAGCA CTOGCTQGCT GACC030GGG AGCAGGCAAA GGAGGGCTCC CAAGTCCGTT CTCCAGCACT GGGGCAGGGA 
ACAGACCCAG GNTCCIGGGA ATCCTCITCT GCCEAGCTCT GCCTGCCTCC CAGAGCAGGG CCTGOGGTTT GGGTNCTOIN 
ACCNTCCGGG GGCGGGGGAA GGGCAAGGNA GGOGGATCTC TGAAGTCCCG CCCAACITCG CTTCTOATCC CCCAAGGTCA 
GAGAGQG 



SEP ID NQ:2194: (Length of Sequence = 399 
CCTCCATCTC CCGGGTTCAA GCGATTCTCG TACCTCAGCC 
AGCTAATTIT TGCATTGTTA GCAGAGATGA GGTTTQGCCA 
CCACCCACCT TTGTTGGCCT CCCAAAGTCC TOGAA3TACA 



Nucleotides) 

TCACAAGTAG CTOGGATTAT AGCTGTCCGC CACCACACCT 
GGTTGGCCAG GCTGGTCTTG AACTCCTCAC CTCAAGTCAT 
GGCAACATCT AGCCITTGAG TCTAGCTTCT TCCACTAGCC 
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TAATTCATTT GAGATTCCAC TCGATTCTAC TTGAGATTCA TCCACATTGTT TGAATCCACA TTCTTTTITA TTICTTCTGT 
AGCATTCTGT TGTGCAGCTG TCCCCCAGTT TGTTTANCTA TTCACTCTCA GTTGTITCCA GTTTTAATGA CAACTTCAG 

SEP ID NO: 2195: (Length of Sequence = 172 Nucleotides) 

TCAAAGTCAG CTTCITGACC TGCAGGGCTT CAATTPGTGG CIGACAGTTT TAACTCAGAA AATCCCT3AC TTGATTGGCV 
ACATAAATNA TATGTNATAT AGCCATTAAG ATCATGGTTT TGGAAAGTAT TITAATGATA CAGGAATCTG CTCTGAAATA 
ATAAGTGGGA CT 

SEQ ID NO: 2196: (Length of Sequence = 398 Nucleotides) 

GCAAAAAAAA AAATTATTAT CTCCACTTTA CCAGTTGCTGA CACTTCACCA ATCTAGGGCT CTCAGTGACT AGCCCAGGCT 
CATGCACAGC CIGTTTCAGC AGCTACCITG GACTTGAACC CAGCTCGGTC TGTCTGACTC AATGCCTATA GTCTTAACCT 
TTCCAGCAGC TGCITCTTTG TCAAACAGGT CCTCCCGCAG GTTTTCACAG CCCAGCCCCT TACTCAACAA GTrATTTATTG 
ACAGGCCTCA GGAACACTAG GCAAGTAGGA TAGCAATGAA CAAGATGCTG ACCITGACCT TGACCCTGCA TCCATAGTAT 
GAGCA2TTTA ACIGGGGGAG GGTTTGCAAA GTTCTCTTAA ACAGTCTACT ACATGCTCTG TAAGCATTTT CTTATGGG 

SEP ID NO:2197: (Length of Sequence » 313 Nucleotides) 

GTCCCTIGTG CATTGACTGC ATCCCOGCTG GTGACTAAGC TCGCAGCAAG CGGCTACCCC CCX3ATCIGCA AAAGGGCCTC 
TCCCTTTCTC TTCTATACAT TGTGAATCTT CCCGTCTGAA GAACGCCCAG CCTGCCCAGA CAAAGCCCCG CCITNCCCAA 
AGCAGAGGGG CTGTTCTGTGT CTCCAGAAAG GGGACATCGG GGGGGAGGGG GGCTCAGAAA GGAGAAGGGC TGTGATCTCC 
GGTCCCTTCC CCCATCATCC TTCCTTAGAC TGATGCITIG ACIGAATCAT CACTAGCIAT GGGCATTAAA AGG 



SEQ ID NO: 2198: (Length of Sequence = 360 Nucleotides) 

GGTCTCACTA TGTTGCCCAG GCTGGTCTCA AACTCCTGIT CTCAAGOGAT CCTCCTGCCT CGGNCTACCA AGGTCCTGAG 
GTTACAGGCG TGAGCACTGC ACCTGGCTAG GAAACINAGT TTTTTCACTG CTAGAGGCTC CTAGCCACTG GCCAAGGGAA 
AGAGAGAGTCT CTGGGTTCAG GGGCTGGCAG GAACTCAGCA AGACACCAGG GACTCGGCTC CACIGGCIGG ATCTCAGGGA 
AGAGCAACIG CCACAGIGGG GACCTGGAAC ACAAAGGGAA ACIGAGGCAG CAGCIGCACC ACAGTTTACA AGTAGAAAGA 
CCATGCTTGA GGACAACAGA AGITTCACXA AGGATGCACG 

SEQ ID N0:2199: (Length of Sequence ~ 374 Nucleotides) 

rTTTCGGTAG TACCdTGCC CTCTTCATCG CCAdTCAAA CTGAAGCCAG CAAACTGAJA ATACTTCATC ATTTAGTAXT 
ATCATAAAGT ATTAATACTT TGTCATAAAG TCCTCCTDGA GCCCAGGGAC CAIGGAAGTC AGCTAGAAGA GCCCTGAGCA 
AGGAGCAAGG ACTTCGGCTT CTCCACGCIT TCCTCCTGGC TTGITTGACC TTGACTCATT CCCCATATGT CTCTGAGGAG 
GCTCACAAAA TACTAAAGCT GGGAGGAAAC TTGGAGATCT ATAGGTCAAA CCTCCCCATT GGGCTGATGA GAAAATACAC 
GCAGGCCTAG CATGGTCCCT GCCACCATCG TGGGATCCAG TATGGTrTTA TAAA 

SEQ ID NO: 2200: (Length of Sequence = 416 Nucleotides) 

CTACIAAAAA TACAAAAATT AGCCAGGOGT GCTGGIGGGC ACCTGAAATC CCTACTCAGG AGGCTGAGGC AGAGAATCGC. 
TTCAACCTGG GAGGCAGAGG TTGCACTGAG CCGAGATOGT GCCACTGCAC TTCAGCCTGG GTGACAGAGC GAGACICCAT 
CTCAAAAGAA AACAAGCAAA CAAACAACAA CAACAAAAAA TACCTCTTGA CTTCTAAAGA CGCAAAACTG GCCAAAAGTG 
CAATACAGTA TTGT CJITI'A T TTACATCTAT TTTAAATGCA TCTCTATCTG TAAATOCAAA GTGATTCGTG ACTCATTCTC 
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TCCTCAGTCT ATAGCATTAT TAACHTCTA GGAGCAGCAG TGGACTAGAG TGCTACTGAA TTCGTCACAG ACITCRTCCG 
ATTATCAGGA TCCTGG 

SEP ID MO:2201: (Length of Sequence = 315 Nucleotides) 

GAAACCAAIA TAAATTTCAA AAIAAACCAG CA3&CAGACC AA3TGCAATT TATAGAAAAA ATAAAAATOT AGAAACATCA 
CCTCCTCTCC CCGACCCCAG TACTGAAATT ATACTTCCTC AGACATACTG CCCCATCACT GGGAAGGCTG CGGACAGATT 
GGGTACA3TT AXftGANTATT AAAIAATTAA GTTAACAGAQG C3VCCGTTTTT GCATCXATOG TCCCAAAGAC TTTTCAACTT 
NTTTTTCAAC ATTACAGTTG TEAAGAATGG AAAITGAAGG AATXGTACAT AXTTTCAC1G GCAGTTTCTT ACAGA 

SEP id NO: 2202 : (Length of Sequence = 328 Nucleotides) 

GCTCTOTCAC TCAGCCTGGA GTGCAGTGGT GTGATCTQGG CTCACTGCAA CCTCTGTOTC GCAGCTTCAA GCAA3TCTCA 
TGCCTCAGGC TCCTGAGTAG CTGGGA3TAC AAGCATCOGC CACCATGCCC AGCTAA3TTT IGTAimTlA GfXAGATACAG 

GGnrOGCCT tcctgacctc aagctatcca ctqctcttgg tctctctcag ttctgggatt acaggtatca gccaccatcc 

CT3GCOGGAA TATAXKTAIT TTITACCACT CTAITTCCAG TGCCTAGACT AAAACCCAGC ACA3X3CTAC3V. CGTCATACAT 
AAGGAAGG 

SEP ID NO:2203: (Length of Sequence = 268 Nucleotides) 

ATTTTGTOGT CGTCGCTCAT GCCACCACT3 GGACCNAOGG GGTT OGGG AGTGGTCTTT CTGGCTTGTT TCAGCCITIT 
CAGGCTCTCT TCCATCTTCT TCACAGAGTT TAAmCATCT GACAOGGTIT CATAGTACTT A3GAGTCCIT TCACTGAGAG 
TGCCTTCTAG CCACTGCTGA ATTA3TGCTT GTITCAGdT ATCCITCTGT CCX3CTCTGAA GCTGGAATAA GGGCTTCANA 
GCACTGTCCA CATAGGAGGA AGCTTTGG 

SEP ID NO:2204: (Length of Sequence = 353 Nucleotides) 

GTAAA3CTHA GGTCAAGGAT GTCCCATCAT GGATGATCAC TGANATGGAC GGAAC7ITTGG TTTGAAGCGG TGGCA2TCGT 
GCAGGCTGGC AGAGGGGGCA GTTCTGGATA GAGTCTCCTS ATGAATCGGG AXACTCATGG GAGGTGATCC AGATCAGGAT 
TCTNTGCITC TNAAGGAGGA GCCAQGCATT TAGAAOGGCA CTCGAGAGCA AGGACTGACT GANCCCCTTC ACTOTCTCCC 
CAAGAGGCCA GGAAGGGAAG ATIGGAGGAG ACAAAdTGA AGTOAGITrT CCAGGGAACG ACTCAGTTAA GAGATOGTAG 
GATCTTAAGG GAAGATGGCT AAGATCTTAA GGG 

SEP ID NO:22Q5: (Length of Sequence = 265 Nucleotides) 

GTITCACCAT CTTGGCCAGG CTGGTCTCAA ATTTCTNACC TCAGCTGATC CACCXCTCCT CAGCCTCCCA AAGICTTGGG 
ACTACAGGGG TGAGTCACTC CGCCCAGCCG TGGTTTTTIT TTTITAGAAA CACTGTTITG CCATCCTGCC CAGGCTGGTC 
TCAAATCCAT AGGTTTCAAGT GATCTCCCCA CCTCAGCCIC CCAAACTGTC GGGACCACAG GCATCAGCCA CCATCCTTGG 
CCAGAAAGAA GTTCTTAACA AAATO 

SEP ID N O:2206: (Length of Sequence = 340 Nucleotides) 

GCAAAGCITA TTTTITCAGT TGTGGGCTCT AGITTCGTTG GGAAACTATT TCCTTAGACC TGGGTCACCC CTCGGGCTCC 
CTTAATCTCC CGCCATATGT TCTCCAGAAT CAGGGCA1GG TCTICTGCCC TQG1GCGACT OH3CCOGGTT GCTTTGCACA 
GACTCTGGGC CAGGGCAGGA TGTQGGTGTT TGCOGGGTGT* TCGCOGGGTG TEATCTCTGG QXTCAGTAT GC?TGCATAGT 
GTAGACAOGT GCCCTAGCTG CTGTTTAATT GATCTGGGIA AGACTCAGNC AAGGCAGGGC ACACTGGCTC AOGTCTAIAA 
TCCCAGCACT TTGGGAGGCT 
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SEP ID NO:2207: (Length of Sequence = 348 Nucleotides) 

GTCnTGrTTT CTCTCTCCAC CATAATTGTA AGCTTCCTAA GGCCTCCCCA GCCCTCTGGA ATICTGGATC AATIAAACCT 

CTCTCcrrm taaataaccc agtcigaggc acttcttiat agcagcgtga gaatggacta atacacctcc cttctigagt 

CTOGAAGAAT A3CTGAAGGG AGATTGCIAA GGACTTATTT ACAGAATGGT TCTIAAACTG CTTGGGCAAG AACTATCTAT 
TINTGGAGGC TGGTAGTGTT TCACTGAATC TGAAAACCTT TGTGACATGT GAGAAAGGTA TGCTGTCICT GAAAGCTAAG 
TGTATTATGA AGGATCTATA AAGGGCCA 



SEP ID NO:2208: (Length of Sequence = 154 Nucleotides) 

GAATCCTGCT CTGCACATTG CITCAGATGG CTAATTATAT CTTTGGACTG TTTCIACAAC CATTGACAAA TATACTTACT 
TTCATrTCTG CTAATCCAAC TCAAAAGAGC ATTCICTAAA TTGAAGAAAA ACAAATAAAC AGNAATTAAC AACC 



SEP ID NO: 2209: (Length of Sequence = 352 Nucleotides) 

GAGGTTCAGA ATCCTCCATC CAGCATCTTC CCTGGTCACA TGGTCCCAAC CTTTTGCTCC ACCCCCTICT CTCTTCCCCC 
CGCAGTCCAT GCTCCAGCCA TCCTGACTCT GTCCCTGGAT TTCTGGCTEA CTGACACCTG AGCCTCTGCA CAGGNCCTCC 
CTTCTCTATA GAGCAOGCTT CCCATCTICT GGACITCCTT CCCATCTTCT GGACTCGGAG GGITCCGAGC AGCOGTTCAG 
GTSANGCTCC TATGACACCT CCNCCGTGAA GCCTNCCTCA CT1T1OTOT ACCACTGAGG CCTGCCACAG CCTCATTTCT 
ACTCTGATCC TGGCACGCAT GGAAGCCATC TT 



SEP ID NO: 2210: (Length of Sequence = 338 Nucleotides) 

GTdTTCCAT CAAGACTCAA TGTATATCCA AATATAGACT TAAGAACATA AGCATCCTGG 7TTAATGTTC TTGTGAGCCC 
TCTGGAAATA AAATTAAACT CACTGAATGT TTACAAATCA ATACATAGTA ATCCTATATA TG&AAGCIAA GATGTATAAG 
ATGTTEATAA ATTTNCTATT AGAAAATACT GCTTTCTTAA AGGTGATTTT AAAAAGCTAG OTGATATCTG ATGGCTCAAG 
CATCCAGAAA ATGTAT3CAA TGATAAGNCA TTGACIAGGA TGAACAGAAA AGGGATACAG GAAAAGTCCG AACACATGAA 
ATTCTAAATT AACCAAGA 



SEO ID NO: 2211: (Length of Sequence = 353 Nucleotides) 

GTTCCTGGAG TACCCTCTTC CCCCAACCCC AGACCTGCIT TCAGAGCAAA ACTCAAGTCC CTCTTCCTCC 
TCCCTCAGCT GAGCAGTGAT CACTTACTCA CTCTTAACCC CAATCCGCTG ACIGGCTGGG GACAGCACGT 
CACCTCTCCT GCAGGCTTCT AGACGGAGTT TCAAAAACTG ATGAGCCTCG ATCCAGGGCT TGAAAGAAGC 
TCTTGTTCAT GCATGCNTCC CCAGAGNCTC GCCCAGTGCC TGGNACATAG TAGGCACTCA ATAAATGCTG 
TAGTTGAAT3 ATAGGTGCTC AATAAATGAA TGA 

SEQ ID NO: 2212 : (Lengtih of Sequence = 293 Nucleotides) 
GAGAAAGGAG GCAATCTCAG TCTCGGTCTC CAAAAAGGGA TACTACTAGG GAAAGCAGAA GATCTGAATC ACTCTCCCCA 
AGAAGAGAAA CITCTAGAGA GAACAAAAGA TCTCAGCCAA GAGTCAAAGA TTCTTCCCCA GGAGAAAAAT CCAGGTCCCA 
GAGCAGAGAA CGAGAAAGTTG ATAGAGATGG GCAGAGGAGA GAGAGAGAAA GGAGANCCAG AAACTGGTCT AGGTCCAGAT 
CTCAITCTAG GTCCCCCTCA AGATGTAGAC CAAAAAGTAA GAGTTCATCA TIT 

SEP ID NO: 2213: (Length of Sequence » 423 Nucleotides) 

NATTAACACC ACAGTCATAA ACAACTTTAA GCTTATGTTT CTTTATAGAT CACTGGCTCA CACATAATTC AAAACCCACA 
CAGAAGCTAA GAGTCITTAC ATTAAATATA TTCTTCCTAA AAATCCTIAC TCTATGCATC TGTCCTCAAG CAGTAAAATT 
TGATTATGCA CCATi'lTATA ATTAATATGT CACATTTACA TAGCAAAATA ATGAAGGCAC AGCTAATACA AGCAAACITA 



GTGAAGCTTC 
CCAGCCTTCC 
CAGGGTGTAA 
AATGGGTGAA 
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AACCCTTTCT ACITCTGAGC TQGGGCTAGG GGCACACACT TGGGAITCCT TCITCAAGTA TATATTTTIN CCAAACATIA 
GCTTCACTGA AGRGITCTGG ATCA1TITCA CAGCTACACC CCTAAAAGCT ACATCGACAG AAAGACGTCA CAAGGCGCAA 
GCTACATAAC GGTGGGTACA TAT 



SEP ID NO;2214: (Length of Sequence = 259 Nucleotides) 

CTCATOGAGA TCCACAGCAA GTACTNGOGC TGCCTGCAGG ANCAACCTCC ACAGCGGGGC GITCTCIGAT CGAGGCTCAG 
ACTTTOGAGA AOGAAGAAGC GGAGACGGTC ACCGCCATCG CCTOGCTNTC OGTCGGOGTN AAGCCCGCCG AAAAGAGACC 
AGAIGAGGAG COCA1GGAAG AGGAGCCGCC OTNTAGCAC TOCCTQGAAG NTGCTOITCT CTICTCICTC ItauCKm: 
TTTAAGCTCA GCCAAGAAA 

SEP ID ND:2215: (Length of Sequence = 378 Nucleotides) 

CACACATOCT CACCCCACAG AAACTGCTCG ACACACTGAA GAAACTGAAT AAAACAGATO AAGAAAIAAG CAG1TAAAAA 
AAXAAGTOGC CCCTCCAAAA CACGNCCCTA TCCCACAGCG CTCCGCAGCT TCCCACCACC GCCCGCCTCA CTTCCITIGC 

gtctoitgcc tccccagccc tgcaggccct ggctggcact cttgcogcig cattctcgtc itcactsatc cccrcrrcrr 

GTTIGAANCA AAAGAAAAXA ATGCATTGTG TTTTITEAAA AAGAGGTAIC TE4ATACA3N CTATdCEAAA AAGAGGAGCT 
CAICTGGCAA TTGGTGCACA GCAGGAGGAA A' mui ' XXj GG ACTTNTTTAG GNTCAATT 

SEP ID N D:2216: (Length of Sequence = 428 Nucleotides) 
• GAACCCACAC TGGGGAGAAA CCAIATCAAT GTAAGGAATG TGQGAAAGCC TTCAATTATT CCAACTCATT TCAGATACAT 
GGAAGAACTC AOOGGAGA GAAACCCTAT CTATGTAAGG AA3GTOSGAA AGCCTTCACT CAGTACTCGG GCCTTAGTAT 
GCAICTACX3A TCTCACAGIG GAGACAAGCC CTATGAATCT AAGGAATOIG GGAAAXCCTT CCTTACATCC TO^CCTCA 
TTCAACAXAT AAGAACTCAC ACTGGAGAGA AGCCTTITCT ATCTGTPGAA TGTCGGAAAG CdTTCCACT TTCCTCAAAT 
CTEAGTGGGC ATTTNAGGNA CTCACACTOT AGGAGGAAGG CCTCTGAAGT NTNAGAIATC TGGGGNAAGT ATTITCGGGT 
ATCCCCCCAT CTCITTAATA ATCCCCAT 

SEP ID ND;2217: (Length of Sequence = 408 Nucleotides) 

GTOKCK&G TK3VT0CTGA ACACCCTGAA TGCCGGCTCG GGGGCCTTGT CTCTCACCAT TCATCGCCCC TCCAAGGTGC 
AGCIGGACTG TOGGGAGTNT CCTGAGGGCC ATGTGGTCAC TTATACTCCC ATOGCCCCK3 GCAACTACCT CAT1GCCAXC 
AAGTAOSGIG GCCCCCAGCA CATOGTCGGC AGCCCCTTCA AGGCCAAGGT CACTX3GTCCG AGGCTTTTCC GGAGGNCACA 

gcttihaggn nacatccacg Grrcrrroro ggagactntn iaccaagtcc ttccteaaag ccgggggctt tcagctxaca 
AcarrrccAiT ccccaaagtt twttcctcaa aatnnccagc aaaagctggg tigacingng ggccccingg gnttitccca 
gggctetc 



SEP ID NP:221B; (Length of Sequence = 316 Nucleotides) 

TTEACAGAAX ATAGCTTIAT TTATAGAATC TTACAAATAA AACATTTACA GTCCACATAA CTTAATTIKC TTTrCTAAIT 
TCITCTCAEA CACCTGAGTT ATTTAAAAAA ATACICTGAT GGAACTGCAG AACTGTAAAG GGAAATAAGA ACAATAAAAT 

cctaacctct ctigcaaaaa tcagacaact ticttitaaa gtagatcccc agcatattcc CATCTCTTTG GAAGAGGACT 

TACTAXACIC AGCTCTTAOG NTACCCAAAC AGAGAAGCCT TCTITTTAAA ACCCAAGGIT AAGGGCCCAG TGAAGG 
SEP ID NP.-2219- (Length of Sequence = 319 Nucleotides) 

GGCTTCCTGT CCCACAACTT TCTCAOGGTC GOGCCTGGAC ACAGCAGCCA CCACAGTCCA GGCCTGCAGG GCAGGGOCTT3 
ACCCTGCCCX3 GGCAGCCACC CCTCCCTGAG AAGAAGCGGG CCTQGGAGGG GGATOGTTCT TTGGGCTCAG TCTCTCCCTC 
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CTCCAGTGGC TICTCCAGCC OGCACAGOGG GGAGCACCAT CAGTATCCCC TTCCCAAATO TCCITCCCGA CITTTCCAAG 
GCITCAGAAG GGGCCTCACC TCINGCCAGA TACTCCAGCT GATAAACTCT CTGATCGTGA AATITIGTTC AAGACACIT 

SEP ID NO: 2220: (Length of Sequence = 343 Nucleotides) 

CTGGCTAACA TGGTGAAATC CCGTCTCTAC TAAAAGTACA AAAAA3TAGC TGGGCGTCGT GGTGGGCACC TCTAGCCCCA 
GCTACTTGGG AGGCIGAGGC AGGAGAA3GG OGTGAGGCAA CAGTGCAGCC TQGGCAACAG TGCACCTCCT CCATCTCTAC 
CAGOGTCCCC TCCAGTCTGC ACGGGGCAGT CCTCCTGGGC TIGACCTCTC TGTACCCACA GCTGGGGGCC AGGCAGCCCC 
CCTCTATCCC TCCCAGCAOC TACTACATOG NCCTNCACAT CCCIGATTCC TGTITCTIATG GGAAACTNTT NCCAGAGATC 
GAGGTTCTCT CGGACTATCT OGG 



CAGGCTCAAA TAATCCTCCC 
TGTTTnTCT AGAGATGAGG 
CCCCAGNCTC CCAAAGTGCT 
TCIGTTACCA GCAGCCIGAA 



SEQ ID NO: 2222: (Length of Sequence = 197 Nucleotides) 

GTCTCCTGTA ATTCCCCCAA ACCGCTTCTT GAGGATCTCA AACCAACITA TTGGGCTCAA TCCCATTTGG TCACAGGATA 
CTGXAOGI7VT CTOCCTTTCC AGAGATTTGA TATCACCCAG ACACCGCCAG CATACATAAA CGTGTTACCA GGTTIGCCCC 
AGTACACCAG CATATATACA CCCTTGGCCA GCCTTTC 

SEQ ID NO: 2223 : (Length of Sequence - 280 Nucleotides) 

' rmmm goottitag tagagacggg gtttcactgt gttagctagg atgctctcaa tctccigacc tcgtgatcca 

CCTGCCTCAG CCTCCCAAAG TGCEGGGATT ACAGGCATGA GCCACIGCGC CCGGCCAACT TTTTGCATGT TITCTTTAAA 
ATTTCTCTAC TTTTAATIGT ACTTCTAATA CAGACACTTC TGAAATCAGT TTTCACATTG CIGCAGCCTT ACCAATTTGT 
AGANACTGTT TATGTGATGT TTTGATTCIT CATTTATATA 

• SEQ ID NO:2224: (Length of Sequence = 388 Nucleotides) 

GATTCCAGGC ATGAACCACT GCGCCCAGTC GAGTGGTAAT ATTITGAAAG GAAACCITXT TCTGAGCAGG TCTCAAAAGA 
GAGGTTAAAA TACTGAGTAG ACCATGCICT AAACAGATGT GCIGITATrC GGGCITTGAT ATTCCATTIA TAAAGCACAG 
GCAGAGCTCA GAGTAGATTT AATGTAACTC T3AAGGGCAC TAGGATTTTN AGAATGGTAA ATAAGCATTG GCTTCAACTT 
AAATTCAAAT CIGCATTCGC TTGTAATAAG AGACEAGCTT GTTACIGAAG CTITOAAGCC AGTTGriTITC TCCTATCTAG 
CTAGGAAACT CCTAGATGGT ATCTACTTCC AATAAAAGGC TCTTCTGGCC AGGCGCGGTG GCTCAOGC 

SEQ ID N0:2225: (Length of Sequence = 420 Nucleotides) 

GGTCGAGGAG CCTGGGCOGG GCOGGGCGGG GACTACTCCG GACTCAGGAG GCAGCAGNGG CGGAGGACGA GGATCTCTGG 
CAGTCAGCGC CGCTOQGACG CCGCOGGCAC CATGGGCTGC TGCACOGGAC GCIGCTCGCT CATCTGCCTC TGCGCGCTGC 
AGTTGGTCTC AGCATTAGAG AGGCAGATCT TTGACTTCCT TGGTITCCAG TGGGCGCCTA TTCTTGGAAA TTTTCTACAC 
ATAATAGTTG TCAXATIGGG TnGTCTGGG ACCATTCAGT ACAGACCTOG ATACATAATG CTGGACACCG ATCTAATGAC 
ATTCAATATC TCTGTACATC GGTCATCGTC GAGAGAACAT GGGGCCTGGT TGTNTCAAGA AGAGTCCTGC CTTCCCTCAA 
GCCCCATGGC ANNGA1GGAC 



SEQ ID NO:2221: (Length of Sequence = 373 Nucleotides) 
CTCTGTCTCC CAGCCCGGAG TGCACTAGCG CAATCTTAGC TCACTGCAGT TTIGACCTCC 
GCCTCAGCCT CCTAAGTAGC CGAGACCACA GCIGTGCGCC ACGACATCTA GCCAATTATT 
TCICACTGTG TTCCTCAGGC TGGGTAGCTG TCIAACTCCT AGGCTCAAGT GATCCTCCCA 
GGGACTACAG GCGTGAGTCA CCGOGCCIGG LTl'lXaiTl'AA GGCATICTIT TTCCGCAGCA 
GNCATTTCTA TAAACAATTA TCANGGAAGA CACATQGGNC AGAGACCCXA AAT 
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SEP TP NO:2226: (Length of Sequence = 264 Nucleotides) 

GTACCTGCTC CCIG003GCA CCTTTNITGG 7GGAXAXTXA GCTGCCCTCT ACACTGGTEA. TAACATIGAA CAGATCAT3T 
ACCTAGGCTC GGGTITCTMC TGTCTOGCTG CCTTOGCTQG (XTCTCCACC CAGQGAACAG CACGTCTTCG CAATGCACTG 
GGCATGATTG GGC3TTC3CIGG AGGACTGGCA GCCACCCTCX3 GAGTCCTAAA ACCGGGCCCA GA&TTACEAG CTCAGA2CTC 
TQGAGOGATO GCITIGGSIG GTAC 

SEP ID ND:2227; (Length of Sequence = 402 Nucleotides) 

AGAGGATTGG GGCACTGGGG CAGGGGOGCT GGCACATTCC TCAGA3TCTG GCA1CTCATC CTGGAAGTAC TCAGCCIGGC 
GCTACTGCCA CAGAGGCAGG TTCCCCTCCC AGGAACTGCT GACAA3CTTC TCTTCAAAGG GGTGCCAACT GAOGPCAOGC 
ACACAGGCCT TGTGGTIGCT CAGdTCTTC ACAATCTGGC CACTTAGAAG GTOGTACACA. ACCACTTIGC CAGTGGAGCA 
GCCACTGTAG ATGAACTGCT GGCCACTGCT ATGAATOGGG GAGAACCGGC AGCGGATGAG GGTGTGCAGC ACICOCTGGC 
CCCGCTAGCT CATCAAGGAG C7ICTCCCCTG GGAGCITCAG TTTCCGCCAG GLT1T1TXNG GGCACTTTCT GCCACCGATA 
GT 

SEP ID NO:2228: (Length of Sequence = 394 Nucleotides) 

TTIAAAGTGG AAACAATGTT TTTAAGAGGT GAIAXAAAGA AATCCCCCCA CICTAATCCC TACCATATGT TGATICTATG 
TGCTSGGAGG GAGGGGAGAA TGMTOCTTT TTCEAGAATC AGAGAAITFG GAAAGTATCA AGAAAGATAA TAACAGAAAG 
CA1GAAATAG AGTTC1GCIT TGAAGATCAA TTGGA3GAAA TimTATCTG AAGAGGAGTT TTCCAAAGTT GCAGACCCAG 
GATTCCTGGC CAGAAGCATC AAAAOCTITC HTCTTACTS TTTCTAGGAC CTAGGCAGCA TTICTTCCAT GTCTGCAACA 
ACATAAGAAA CAACAGCCCA AACAGCAGCA GCAACATTCA TCTGCTTTGG ATCCCATCGA CAGTCATGGT GTCT 

SEP ID ND:2229r (Length of Sequence = 342 Nucleotides) 

TTTTXTITAG GA3X3ATTGAG TGITICTITA. AAAAXAAAAA CCCCACAAAA AAGCCAGAAC ACCCTACCCA ACCCAGCCCA 
CTGTAACAGG TTAGCCATTA ACACAGAATA AAGAAGCTCC CAGCCACACA CGTCATIACT CGGCAGAGGG TGTCCAGCCT 
GGTCGGCOGA CGTCACAGTG GATCGCCCTG OGTCGCTGGG ACACAGACAG GGAGCAGGCA TQGCACCIGC GCCACGCAGA 
GCAGCAAGGC TGAGCATCAC CACTGGAAAT AAATAAACAT GGTCCCGACA GCATCTITGA ATTAGTAAGA CGTTAGCACA 
AAACAAAAAA GCACAACGAC TG 

SEQ ID NO:2230: (Length of Sequence = 357 Nucleotides) 

GTGGAATCCA GCCATCACAC AGTAGTTTCT GAGATTGCTT CCCTCTAGGT TTTASGGGAA GAI7OTTCCT TTTCTACCAT 
AGGCTTCAAG GOGCTCTAAT ATCCGCTTGG AAAIACIACA AAAACAGTCT TTCAAAACTG CTCTATCAAA AGGAAGGATC 
CACACTGTCA GTIGAAITCA CACATCACAA AGAAATCTCT GAGAATTCTT CTGTCTGGGT TTATAGGAAG AAATCCCGTT 
TCCAACGAAG GCCTCAAAGC GGTCXMATA TCCACITGCA GATTCTACAG AAACAATGTT TCCAAACTGC TCTATCAAGA 
GGAATGTTCC ACTCGGIGAG TTGAATGCAC ACATCAC 

SEP ID KO:2231: (Length of Sequence » 304 Nucleotides) 
AAGAGACGAG GTCTCACITT NTNGGCCAGG TIGGTCTCAA ACCCCIGCTC ACAAACAATC 
AGTGCTGGCA TTACAAGCAT GAGCCACCAT GCCCAGCTTA AGGGGGAIAT TTTEATAGAG 
ATTCrciCTA GATAATACAG TTAACAGATA TTCCCCIAAG TCA3TTAAGAA CCTTTCCA3T 
TrTACCTATC TAACCTCAGT GGGXAGCACA ATGCCTCACA CATCTTTGNA GCTCAAATGT 

SEP ID N0:2232: (Length of Sequence = 354 Nucleotides) 



CTCCAGCCTC ANCCTCCCAA 
CATCTTGCCC TGGTTCTGGA 
TGACTGATTT TOCAGAAAAG 
CTCT 



WO 93/16178 



PCT/US93/01294 



464 

CCIGCCACTG AGGCAGGTGC GGCCCCAGGA CCATCACCAG GAATGCNAGG CCACCCTGGA CCAGAGGTAG GAGCCCAAGG 

tccggccctt GCi cmta r tctoggcagc ctcctcccct ctctgggtct cagttgcccc atctgcagag cgaggaggcc 

CGGGCTGGTT GGTCTTGAAG GCCCTTCTCC ATGCCGACAT CATCTCACTC TAGGCCTGGG CTTCACTITC CICTGGCTGG 
TGAIGCTCTG GTTAAGnTTG CTPGACCCCA GCAGCCOGAG GGACTCTCTG AGTCACAGCA CAGCCCCTAT TGCGTCGCPS . 
CTGGTGTGTG GGGTCAA.TTC CAGCAGATGA ATCT 



SEP ID NO:2233: (Length of Sequence = 414 
CCCAAAGCCC GCACGATGCA GGCCACTNCG ATTCCACCAA 
GACCTGTTGT ATTGGCGGGA CATCAAGCAG ACGGGCATCG 
GTTCAGOGTC GTGAGCGTCG TGGCCTACCT GGCCCTGGCC 
Tl'l'l'A CAAGC AGTGCAGAAA ACCGAOGAAG GCCACCCTCT 
CAGATTCAGA ACTACAOGGA CITGCCTGCA GTTCTACGTG 
AGGACCIGGT GGAT 



Nucleotides) 

GATGGACTGT CTGTGGAGCA ACTGGAAAAG TCAGGCTATT 
TGTTTGGGAG TTTCCIGC3X3 CIGCTCTTCT CCCTCACCCA 
GCACTCTCAG CCACCATCAG TTTCOGCATC TACAAGTCTG 
CAAGGCCTAC TTGGAGCTTG AGATCANCCT TTCTCAGGAG 
AACAGCACAC TTAAGGAACT NAGGAGGCTC TTCCTTGXCC 



SEP ID ND:2234: (Length of Sequence = 394 Nucleotides) 

ATAATCCGAG TGCTCCATCT TCAGTGCCAT CTGGACTCCC ACCAAGT3CA ACACCCTNCA NTGTGCCITT TGGACCAGCA 
CCAACAGGAA TGTATCCCTC CX3TCCCTCCC ACCGGACCAC CTCCAGGACC CCCAGCACCC TITCCTCC3T COGGACCATC 
ATGTCCCCCA NCTGGTCCTC CTTATCCAGC CCCAACTGTG CCGGGCCCTG GCCCCACAGG GCATATCCTA CACCAAATAT 
GCCCTTTNCA GAGCTACCCA GACCATATGG TGCACCCACA GATCCAGCTC CAGNTGNTCC TTTAGGTCCA TGGGGATCCA 
TGTTTINTGG ACCCITGGGC GNCAGGAATO GGAGGGCACT ATCCTACCCN GTAATATGGC NATATOCAIN TNCA 

SEP ID NO:2235: (Length of Sequence = 375 Nucleotides) 

CTGATATCAT GACAATAAAG GAGTATGCTG CTOCTOITCC GCTITGCGTC CTCGCTACAA ACGCCTGGTG GACAACATAT 
TCCCTGAAGA TCCAAAAGAT GGCCTTGTGA AAACTGATAT GGAGAAATTG ACATTTTATC CAGTATCIGC TCCAGAGAAA 
CTGGATCGAA ITUUTIUITA CCTGGCAGAA AGGTTCAGCA GGGATCTICT CAGACATCCT TCTGGGTTATG TTTTGATTGC 
TATGGAGGCA CTGGACCAAC TTCTCATGGC TTGCCATTCT CAAAGCATTA AGCCATTTGT AGAAAGCTTT CTTCATATGG 
TGGCAAAGCT GCTGGAATCG GGGGAACCAA AGCTTCAAGT TCTTGGAACA AATTCT 

SEP ID NO: 2236: (Length of Sequence = 399 Nucleotides) 

TGGCAAGAAC ACTGAAACCC AGCCAACTTC TCCTCAGCTA GGGACCAAAA CCTTTTTCTC TGTACTCCIT COGAGGTTGG 
AGACTCTTCT GCAGCCAAGG AAAAGGTCGC GGAGACATGC GGAGACTCCG AGCTGGAGGA GGACTCCCCA GGAAAGOGCC 
TGGACGCAGG TCTCACCAAC GGCTTTCGGG GTGCGAGGAG CGAGCAGGAG CCGGGQGGCG GCCINGGGAG GAAGGCCACA 
CCCCGACGAC GCTGTGCCTC CGAGTCCAGC ATCTCCTTCA GCAACAGCCC GCTCTGCGAC TCGAGCTTTA ATGCGCCCAA 
A1NTGGGCGG GGGCAAACCG GCTCITCTGC GACGGCACAC GCTTGGAGGA CCNCACTNAG CTGATCTTCT GCATCGAGA 



SEP ID NO:2237: (Length of Sequence = 234 Nucleotides) 

AAANTACTAA CATTTTTAAT ACACTCTGAT CAGATCAATT CACATCACAA GGTCAACCNG GGCTTGCTCA CATGTGNCAC 
AACTGAGGNA CACAATGTCC CTACCTGCCG GCTGTCCCAC CTTCCTGGTT CCCAACAGCA TTGAAACCCC CTACTTCCCT 
GACCAGACTG GCAimTTA AAATTTTGCA TAAAACTATT TCITCCATAG NCTTCAAACA ATCAACIAGC CAAG 



SEQ ID NO: 2238: (Length of Sequence = 369 Nucleotides) 



WO 93/16178 



PCT/US93/01294 



465 

ArnMGGcr giacitaact AArrroQGcr gaggatoaat aeatcagoca cagcacatia aagaatcagc caaggattig 

TCRTOGrrCGG TCACrmTA AAGTATTIGA TTACIGCAAC TGGAGAATCA AAflGICTATA TTGCTGACGC CAACCTCAGT 
T1CT3AGCAC TCCIGCTCTG TGGTGAGAAT CAGACAAAAA TTCATaaa jG TOAAAAAAAA AAGGCA3TAC CTCATTCACA 
CCCTICTCTT GCEAGCCXTC TPCCA3TCAT TTCTCACACA GOVCTOGCT CTCTTAAATC CTCTCTCTGT CICAGACCAT 
TGCITGCCCC TTCAAAGGGT AIGGTTCAGG CTCCTTTCAA GACATTTGG 

SEP ID NO: 2239: (Length of Sequence « 399 Nucleotides) 

TTAATAIAAT ATTCAAGTCT AGCATITCCr ATTTACAACA AATOAA33OT G OC OCTCCCC AATCAGTAAA CAAACATTTT 

Tmrrcrrr Tmrim tacaaataut caatcaoccc aoxccaccc caaatcctcc tkxtcacta acxtcccgtct 

T2CATCGTCT CGTAAAGCCC AGGAOGCAGT GGIGAATOGC ACTTGCAGIG GCATCAGATT CAACA3CGAT GGGACTCAGC 
TOGGACTGTC CTCACTCACC GGG1GCAGAG TCTGCTCCAT GAAGAGGGNT TCTNTCTCTG CTCCCAGGGG AGGGCXGGGG 
TAAGCGCTGG GTGAGACTCC CICACTCTCA GTTGGNCCTC ATCASGGAAT CTTTOCTSCA GCCTGAGAAA GGCTAGAGT 

SEP ID NO:2240: (Length of Sequence = 388 Nucleotides) 

TTTTCAGAAT TCATCTCTGA CTTTAATGGC TTAAGCAAGA ACAroGTITC CGTCGCTCCC CCTGGACK3A ATGCTGGAGG 
ATATATACTT CACAGTCTGA GGCCIQGTCC CAGGAACTGC AATCTAACAG GATCGCAAGT GGTTTTGAAA CATATAGATT 
TTCAGGATGG AAGTTTCATT CTTCAGA3TG TGACTCATCC GTGGAAAATA AA1GGITEAG CACCTAAATC TGTAIATTCC 
CAICAGTGGC TTGGCIGACT CAGTICTAAA TAGGGTACCC TCCATCTGTC TCCCACCCAT ATCCTCCACT GTCCCCAGGG 
CCTCAGTGCC TGANCCCTAG GGGGA3T0GA GTTGGCTGCT GGATTCAXIT CCTGCAAGCA GGCCTGCA 

SEP ID NO:2241: (Length of Sequence = 377 Nucleotides) 

CTCOOTTTC TCCTAGTTAC TTTEAAGCTA TAAGCTGAAG TCATTGATIT GAGATCTTTC TOCTTTTCTA A3ATAQCTGT 
TTAATGCTAC ATATTTCTCC CTAACTACTG CTTTACTGGC ATCCT3CAAA TTCTCACATA CTGTCGTTCA TTTTAATTCA 
TEACAAAATA CITCTEAATT TCCCTTTIGA TTTCCTCITT AATTCATGGG TEACTTAGAA TICTG1TATT TAATTTNCAA 
GTACTTGGGG ATTEATCTCT CTCTGTTATT CATGTCEAAT TTAAXCCCAG TCTGGTCTCA GAATAXATTT NGATATCAAT 
AAAGCTACTC CAGCXACCIT TIGAXEAAT3 TEATCACAGT ATATCmTT CTATCCT 

SEQ ID NO;2242: (Length of Sequence « 381 Nucleotides) 

CCCACATEAA CCAAACACAC ACACACATGA CAAACTCTAA GTCTCCAGAC AGACACCCTC AAATAGGCAC TlXjtfUJlTlT 
CAGCTGGGGG CIGGAGAGAT CIGGGGCnT GGCCTCCAAA GGNAGGAGCT GCTCTCCCCA GAGAGGAGAC AACAGCTTCT 
GGAGGCTCTO GGGACTCAST GGATCQGTAC TGGCTAGGTA GATCGGAAGG GGGCCTGTTT AAAGAAGACC CCCCACCCCC 
ACTGCCCATT TCACCACAAC AGTGAdTGC TGGAACTTTT GTGCCCIGCG GATTTCTGAA TAXAGTGGAC AGGCATTTCT 
AAAGAGCGCA TCACIGAAGG GGCAGAGGCT NGCCTTEAAA TCTGGGCTTT GCATCTTTTG G 

SEP ID NO:2243: (Length of Sequence = 359 Nucleotides) 

ACCATTTAXT AAATCAGACT GTrATTCITA ACAGITATCT AAGTXACATO TATCTTTAAG TCAGAGTATT TCACATCGAA 
AAGITTTTAA ctcctatagg caagcaaaat catatcacac AATATATAAG TGGGAAGGGG axactgceaa acattcaaat 

AAGGCAAGEA TATAAAACCA ATAAAACAAT AATGAAAAAA TTCAAGCATT CCTTXAAGAG AA3TCAACAC TACAAGCEAA 
AICTAdTTC TGACTGTATr CCTATAATCA AGGCACTGTT* TCTCCITITA AAACATCAGG AAATOGAATA AGGCTCATrA 
CTAGATACAG CTGCCCTCAA GATTTCAATT TCAGITTGC 



SEP ID ND:2244: (Length of Sequence = 362 Nucleotides) 
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ATATCTACTA CATTTGCTGG AATACGCAIG TACAATTCTT CAAAAATAGT AAAGAGCAAA ACAAACAAAA AATAGTAGAA 
GCACTOGAGA AATACACTAT GGCATAAACT AGTEAOGGCT GGGATCTCAC ATGGACCATA TCTACACTCT GIGGCAACCT 
TCTTACCTGA CTCCAAAGGA TCAGATAATC AAACAGGAAA TIA7GGTAGG AAATCAGAAA ATTGAACTAT GCATTCATAT 
CCTAAGCATT TtATITTAGC TCAAAATATA AAATATTCAT CAGTTAGCCA AGCTTTT3GGA TGAGAGATCA TAGCCTCCTC 
TTIGATAGGN GTITCTIU1T TTCTTGATTT CMCTTTCAG AG 



SEP ID KD:2245: (Length of Sequence * 333 Nucleotides) 

AAGGATCTGA GCGAGTTCAG TCTCATTCTG GGCAACGGGG AGATTAAGCT GCCACTGGAG ATCAGTGGGG CCATCGAGGA 
GGAGTTCACT GTCGCCCGAC TCTACATCAG CAAAATCAAA TCAGAACTCA AGTCTSTGGT CAAGCGCTGC CGGCAGCIGG 
AGAACCTCCA GGTGGAGIOT CACCGCAAGA TGGAAGQJAC OGGGCGGGAG CTCTCATCCT NCCAGCTCCT CATCTCTCAG 
CATGAGGCCA AGATCCGCTC GCITACGGAA TACATCCAGA GOGTCGAGCT AAAGAAGCGG CACCTGGAAG AGTCCTATGA 
CTCCTTGAGC GAT 



SEQ ID NO:2246: (Length of Sequence = 347 
AAACTAGCIT TGGTGGGAAC TCCCTCACCC CTGCTCCCCA 
TAACCCAAAC ACCCCACCAG CCCCCATCTC CCAACACCAC 
CAAATATCCA AACCATAGCA GTCTTAAAGT ATTXAAATIA 
ATCATCTGTG GAGTITTCTAA AAGGTATGCA TTCCTAGGCC 
AATTTTAAAA CAGCAAAATC TCATACT 



Nucleotides) 

CAGGAAGGCA TTAATCTATT TATGAGGGAT CTACCTGCTA 
CAGACIQGGG ATTAAATXTC AATGTGGGAT TTGGAGAGGA 
GAATTTAAAT TAAAATTTAA ATTACACTAT TTAAATTAGA 
CCTCTCAACT TAGAT7TTATG GACACTGATC CCCAGTCTGG 



SEQ ID NDr2247: (Length of Sequence = 357 Nucleotides) 

CACAGGACAT GCTCCX3TCAG CACAAGCACT CCCAACTCAA TCTGAAAAGC AGGCAGCAGC ATIGCAGGGG ACAGGTCCTC 
CCCTGATCTG GGTGGTGGTC TICTCCCACT TAAAGCACTA TATACAGGGG GAGGTCCCAG GCTGGACATC TTTACCAGGG 
GCTGGGAGAA AGCAGGCGGT GCTCTGTGCT CICAGACTCT TCCTGGCGCT CTTTCGAACC TGACAGAACA TCACCTCAGT 
CCCAGCCAGC GACTGGCAGA GAGGACTTTG TACTTGGCTC CAATAAAACA TGCCCTTCTT CGCAGAGACA OGAACAATCT 
CGTCTCTACC AGAGGCCTGT GAGACATCAG CTCAGGA 

SEQ ID NO:2248: (Length of Sequence = 327 Nucleotides) 

TICTCTITAT TAATGGCTAG AAACTCAGGT TCACCCAAGG AAGTCACTGA GGGGCCACAG CATTGAAGGG TATGGGGTIT 
GGAGAGATAG GAGCAGGACC CACCACTCAC GTCCAGAACC CAGGGGGCAC ACCIGGTCCA AGAGGIGGAG GCATTGGTCA 
CTGGAGTCAC GAGGCJTCAGG ACAGGCACTG AGAGGCTGAG GGAGTOTOGG TCCGGAGGGA GGCAGTCACG GGCTAGGGCT 
GGGACTOCTA GCCAGIOTGC AGGGCCTGGG AGCCCCAGGG CTGATCCCCT GGGCIGGCGT AGTACTCCAC CACCTGCCGT 
GGCACCT 



SEQ ID ND:2249: (Length of Sequence = 404 
ATTTTTAATT TAGGTTTGTT TTATTTAAGT TTAATGITAA 
TCIGTGGCTC CAGTCAGATA TCCACTACTA CAAATTAGCT 
AGGAGGGGAG GAGTGAGGGG AAGGAGGTAG GGGGAGGGGG 
TTCGATACCA CCTTCAACGC TAACCIGCTT CACTGGGAGA 
TGTTACCCAG CACCATGCIT TTCAGCAACA TTTTCAGCGG 
GAGT 



Nucleotides) 

TTCCATGCTC TGTTTCAGTA AGAACAATAC AGATTCTCTA 
TCAAGTTACA CATACTGAAC AAAAGAGGTT GAGCGAGCGA 
AAGGAGAAGA AACAAAAGNN TTGAACAGGC ATGCAGGCTT 
GTAAAGTAGG CAAGANT3AG CAGCCACGGG ATTGTTSAAC 
AGTTTGGGAA CATTTTTTTA CCAGCAAAAA CCATTACACC 
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SEP ID NO:2250: (Length of Sequence = 275 Nucleotides) 

TCCCAAATAT ATAIATCIGA ACAIACTGAA AAAGTAACAT TTAAAATCAG TCAAATTATT TTTAAAATTC CITIGCITAA 
TAGCCATEAC TTACTCACCT TTTCTTTTTG 'ITlTiNOCTT CAACTACTAG ACTACTGTAC rmt^lTJt: ATTCC1TCIA 
TACA1TCIGC CTTCATCCTr AAATICTTCA ACTCGATAGT GCTAAXATIG GTAGAXAATC TAOGCTAGCT GClUmVlT 
GTACAGAAGT TGGTIGAXAT CGCT3A3TCA L'lTXT 

SEP ID ND:2251: (Length of Sequence = 426 Nucleotides) 

GGAAEAAGGA GATCAGAGCA TGCTCIGCCA ACTQGCTOQG ACCTGAATCT GCTAGGCAAG TNCCACTACA TCAGCTCAAG 
AACAIAAACA AAAATGTAAT TTAAAAAACA GATGGTTTAA AAAAATATCT GATAAAAATT ACCTATCCCT CTCCCTIGCT 
GTCAAAXAAT TTAAAIAATT TA3TCEAGAT GTAAAAAIAA TAATACAAAA AAGTTIGTTC AAAGACACCT GT3TCCTGTT 
TCTTAAGTGT GCACTCTGGG TCCCTTGGGG TGGAGQGAGC TCGCCAAGGA ATGGCATIGT GCAGAGGCAT ACCGGGAAGC 
TCTCTGGATG CAACCCCACC TCTACCGCTT GGCAGTCAAT GACCTTOGGC ATGATCTCTC TTCACTTCTC TGAGGGCIAG 
GGCrntSATT CTGAACATGG GGGGCT 

SEP .ID NO -2252: (Length of Sequence = 31S Nucleotides) 

GAAAAGATAA ACAAAATTAA TAGACCATTA CTGAGATTAA CCAAGACAAC AGGAAAGAAG ATCTTAATAA GCTCAAITAG 
CAATGAAATC NGAGCTACTA CAACTGATAC CACAGAAAIA CAAAAGATCA TTCAAGGCTA CTATGAACAC CTTCACGTGC 
ACAAACTAGA AAACATAGAG GAGATGGAIA AA2TCCTGGA ATTTTAAGAN TAATACAATC GAdTTGGGG AATCAGGAGA 
AAGGGTAAGA GTGGGCTGAG GGATAAAAGA CTACACATTC CATACAGTCT ACACITCITG GCTGATGGGT GCGCC 

SEP TP ND:2253: (Length of Sequence = 335 Nucleotides) 

AGATITATTC TCATGTACAA AGCGGTCAGC CCACGGGACC ATATACGACA CTTGCACAGA GTCCTAGAAA AACGCATCIN 
TCIAAAGGCA ACTCAGAAAG CTAAGGCAGG TGGACCCCCT CCCCCACCCC ACAACGCACA CAGAATCAAA CGGAGAAAAA 
GAGAGAAGCC AGTGGCCGGG CTGACCCAAG AGTCCOGGCC CTATGGGGTC TCCCAAGCCC CAGGGCACAG CTGGATATGG 
CCTO3AAGAG AGAGCCCTGC CAGGGCTOAG GCCAGGTCTC TCACTOGCTG CAGGAATOGG TAAGGGGCTC AGGCCAAGGG 
GAACACTTCA GGGGG 

SEP ID NO: 2254: (Length of Sequence = 380 Nucleotides). 

GGAAGGCTCT GGAGAGGTTC CTCCAGGATT ACTTTGATGG CAATCTGAAG AGATACCTGA AGTCTGAACC TATCCCAGAG 
AGCAATGATG GGCCTGTGAA GGTAGTGGTA GCAGAGAATT TIGATAAATA ATATACAATA ATCACATCCA CTTTCCACCA 
CCTACACAAA AAACATITCA TACAGACTGC ACTACAGTGA Tl ' lTl ' ITlT A TGAACTAAAA QCTCAAAAXT GTTTCZA3TTT 
CTCITCTGCA GATTCTAAGT AAAAAATGAC AAAATATGCA TAGAGATCTT TCTAAACCAA AAAIAAATCT CIAGGGCCCC 
GAACCCATCT GAATGGGACC CCTCCTCTCA GCCAAGGGCA TTCCAAAATT AACCTGCAAA 

SEP ID NO:2255: (Length of Sequence = 399 Nucleotides) 

AXAXAAAAAG TCTITCTGTC ATTCTNCAGA GCCCAGGAGT CACTGCIGGT GGTIGGAGGG ACCIGCCCCC ACTGGTTCAT 
TTAACCCTCT GTCTCGGTGC CCTCAGAACC TCAGCCAGAA AGGCAAGGAG GAAATCAGAG CAGGAGCCTC AXACTCTPSG 
TGATCEATTC AITCTCTGAC CTCAGGGGTC ACATATAAGG TCAGTGriTTC TCGTCCCCGC CGGATCTGCA CTGCCAACTO 
GGATIGGCTT CGAACAGCTT CATAAACATC TTCAGCATTT TGTACCATCT GCTCCCCAAT GGCCAAAATC ACATCACCAG 
GNOGCAGACC CAGCCCGGTG TGCAGGGGAG CCCAGGATGA CTTTATGGGA TCAGTACANC ATGCIGAACA TOGGQJAAG 

SEP ID N Q:2256: (Length of Sequence = 371 Nucleotides) 
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'mTlTlTlT TAACIGTAAA TCCTATTTTA THTAAACAT TITICTITAC AAAAAAAAAA AAAATCAATG ATTGGTACCT 
TITTEACACT CTCAGATTCC TGAATATGGA CAGATCTTCA AAGGGAGGAA GGAGTICTCA TATGAAATTT AAGATAGACX 
CTCCTGAAGG TTCTGGGGTG GGGTTTTTT3 TIGTGITriA ATTCGCmT GTTTTIAAGN CACAATAAAG CTAAAAICTC 
AAGTCTCPGG GAGAGATCCC CITAAAGTTT CACTCAAGGA GCATATCAGA GCACAGACAA GGNGACCCCA GCCIGGIGCC 
CGCCGGCCCG TCCCGGCIGC CCAGGNGTAT TTCGTAGCGC ATGGGTIGAG A 

SEQ ID NO: 2257: (Length of Sequence = 372 Nucleotides) 

AACTCTA3X3G CACTAATGTA TGATGGATTC ATTTCCAGAC TCTOGGCCAC GGAAGCACTT CTTCATGGCC TCTGCCCTGG 
ACAGCAGCCT GTCCTCQGGG CTCCCCA3CT TTTEACCAGC TTCTCCTGAG TTICTACAAT CTIGAGCTCT GCIGAGAATT 
CTITIOT TO AAATTCTTCT ACCTAAAGCC CCAGCCCCCA AAAGAGCATG TCTCAGGAAC TCATTATGCC CTGACTCAAC 
AAGAACTTGT TGAXAAATCG CTTAAAAGTT TTTACAAGAA CTAACITCCC TT3GTAAGGA GTAAATAATA GCTCIGGGAA 
TTTTCCAGAT AAAACIATTT CATTICTCPG GTCAGTGGCC CCATGGGGAG AG 

SEQ ID MP: 2258: (Length of Sequence = 340 Nucleotides) 

CTCAGCCTCC TGAGAACCTG GGA1TCCAGC CTCCCGAGAA CCIGGGATTG CAGGCACCTG CTGCCATGCC CAGCGAAGAT 
' mUX ' A ' lTIT TACTGGAGAC GGGGTITCAC CATGTIGGCC AGGOGGGTCT CAAACTCCTG ACCTCGTGAT CCACCCGCCT 
TGGCCCCCCA AAGIGCTGGG ATEACAGGGG TGAGACACCA CX3CTCGGCCT TIATATATAT TITOAGAGAG GGGGTCTCAT 
TTIOTTGCCC AGGCIGGICT TGAACTCCTG GGCTCAAGCA ATCTTCCCGC CTCAGNCTCT CAAAGTGCIG GGGATTACAG 
GCAATCAGCC NACCCTC3JCC 

SEQ ID NO: 225 9: (Length of Sequence = "394 Nucleotides) 

CCCCCCAGAT CCCACIGTTA GGAGAACGCC TCIGCTAACA TTTTCTCTAT LTIUTI'ATCC TCTT3GGAATG AGACCCACTA 
AAGGGCTAGA GTCTIGCTCA GTGTGAATTC CTCITTCTCG ACTCCATCTT CGCGGTAGCT GGGACCGCOG TTCACTCGCC 
AATATGCAGC TCTITGTCCG CGCCGAGGAG CTACACACCT TCGAGGTGAC CGGCCAQGAA ACGGTCGCCC AGATCAAGGC 
TCATGXAGCC TCACTGGAGG GCATTCCCCC GGAAGATCAA GTCCTGCTCC TGGCAGGCGC C25TCCCTGGGA GGATGAGGCC 
ACTCTNGGCC AGTENCGGGGT GGAGGCCCTT ACTACCCTGG AACTAGCAAG GCOGCATGCT TTNGAGGTAA AGTC 



SEX) ID N0:2260: (Length of Sequence = 359 
TlTrmTlVJ AGATCTGAGA TTCCTTTAAT CAGAAGCACG 
CTCTAGGACT GCNTCCTTAG AGCGAGGCTC GGGCTCTCGG 
TCTTCAAGGT GCCAGTCTAC ATGCCCAACA GTCCTCCAGG 
TINGCAAGAG AGAAAAACAG TCACCACCAC AGAGGGCAGG 
GAAACIGGGG GCCACACACA AGNGCCCANC AGGIGCGCC 



Nucleotides ) 

TGCGICCCAC AGTCTGCTCT TCAAGCCCCA AAGGGCACGC 
TAAAAAAGCA TITGCTTGAT TTTATTTAAA CAATGGIGAA 
NTTCAAGC3IC ACAGTCACCG TCACTCAGAG ACTGCCTCAT 
GAGIGACAAA GCTTGTAGGC TAATGCTGCA AAAGCOGCTA 



SEQ ID NO:2261: (Length of Sequence = 360 Nucleotides) 

TITTTITTTT GAGACAGAGT CTOGCTCICT CGCCAGGTTG GAATCCAGTG GTGTCATCTC AGCTCACIGC AACCTCOGCC 
TCCCX3GCTCC AAGCAATTCC TCTGCCTCAG CCTCCTGAGT TGCTGGGACC ACAGGCGCAC GCACCACGCC AGGCEAATTT 
TTGTAITnT AGTAGAGACG GGCTCTCACC ATATTGGCCA GGCTGGTCTC TTCGAAATCT TAAATCCAAA CATTTCTATT 
CITCTAGATC CCTIGCTCAG GOGAATCGTT TCATCTTTCC CTTATAGCTC ATCAGCATGT AAGTGTCTIG ACATCTCTCT 
TCTCCTTCCC TATTAGCTCT CTACTCTCTN CANTTACACG 



SEQ ID NO: 2262: (Length of Sequence = 348 Nucleotides) 
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CTOICAAAAA TGTRITATAT CAAXAA3TIT ATCAGCAGCA TTTAAGAAAX AAGAAATCAT TAGACAAIAG AAGACAAACA 
TGGTAATGCA CTCAGGCCAG CACACAATAC ACCGTTTTCA TCACACACTG TAACCTGAAT CCCTGGCAAT TTCCIAGAGG 
XATTAACATC ATACCirATT AAGAA3TATT GGCCCCNAGG AC7INGGGGGG TOGGGGQGTT GCAATCTGTC CAATCAACAT 
CTGGCVCVTh CmCTCCCN GTACTATTAC ATTICTVTAA TATICTIATA GGAAACAACT CAACTCCATG TTTAXAAAAG 
CACCAIAOGG 1NITICCATC CTSTACCA 

SEP ID N0:2263: {Length of Sequence = 352 Nucleotides) 

CCCCAAAAGT TGACATCGTC AA3X33VAGAAA TAGGCAAACA GCAAAAAGTT GCAGTCAIAC ACCAAATGAA AGAAGATCAA 
AGCAAAATCC CTGAAGCaAT CCAAOTDGAC TCTGAOQQGC TAATCAOCAT AACAACTCCC ANTAAACITG CCACGCTCAG 
TGITOGAGCC ATCCCCCITC CAGAAGAAGT CACCCAaTIT CTGGAAGAAA AXAGIX3ANTT GAITOGTTCr ATGGAGCACT 
TGACATCCTC TTTGAATNAG GCTGAAAATA CTCACATGAT TCATCAGAAG ACCCNNGNGA AAATTTNGGA A3TCAAAGGA 
AAACTTINAG CAACANCXAA. CAQGGNGNTC AT 

SEP ID ND:22€4: {Length of Sequence = 381 Nucleotides) 

GCTTACACTC TAGAACAAGC TTTTOCAGCC CACAGCCCAG GATOGCTTTG AATCTGGCCC AACACAAATT CATAAACTCT 
CCTAAAACAT TATGAGATCT TTITCTSAXr TCTGTTTXAG TTCATCAGCT ATCATTAGTG TEAGTICTAIT TIGICTCTQG 
C0CAAGA3AA TTCITCCAAT GTCGCCCAGG GAAGCAAAAA GATCGGACAC CCCIGGTCTA GAAGGAAAGG CAAAIATXAA 
AXAACCTCAG AAAGTGAIAT TACAAATTGT GCTGAGTXAX AAACACACTA TCAGCTGTTA TAAAGGAAGT GAAGGAAGTG 
CTGAGGAAAT TCITATCAGG GNACTGA33VT TTOANTGAAG GGCCTTAGGG GAIGAGTAGG G 

SBO ID ND:2265: {Length of Sequence = 301 Nucleotides) 

CACTCITCCr CX^TCCTGCC tttccacagc actcagictg gtccaagcca ccatcatctg tcacccagac taccaiagcc 

ATCICCEAAC TGCTCCTCCC ACTTGCOCTC TTTATTCTGC ACACAGCAGC CTGAGTTCAT ACACACACCT GCATTCATTC " 
ATA3TTIGCT TAAAACTCTT CAATOGCTTC CCATOGAACT TCGGAGXCTG GATATCTTCA CAAGTCTGTN* GCATGGCCCA 
GGACCAATCT GGACACCCCT NCCTGTTTCT NCATNCATGC CTTGCACCAC TOTTTC3GCCT T 

SEQ 3D ND:2266: {Length of Sequence = 360 Nucleotides) 

CGCCTGCATC CCCCACAACA ACACAACTTT AITCCTCTCC CAAACATCTG TCBGGCCTGG CX7TTCCTGAG CAGGAGCTGA 
GCAGGAACAG GGCCK3GCTG CCTCTCCTCT GCCACAGCTC TGACCTGGGC AAGGCTGGAA GCTGGCATCG TAATCGATCG 
GGGAGTGGGT GGAGGATCTG AGGCTCCCCT GGCTAGGTTC CGATACCITG GACAGCTGGG CCTCATCCTG ACITAGAACT 
OGGGGAGGGG CCACTCTTCC TTCCCCITCT TCCAGCAGCA. GCTCCACCAC CCTCCACCTT CTCTCCTOSA CATCTCTNCC 
AGAAAACCCA GCCATCAGGG ACOGCIOTGA GGAAGGGTCT 

SEP ID NO:2267: {Length of Sequence = 391 Nucleotides) 

GA3GGAGTCT OGCTCTGTCA CCCAGGCTQG ACTGCACTGG CAAAATCTCG GCTCOGGACC CCCCCAAGAC ACATATGACC 
CACCACCCCA TCTCTGACCA TGAGGCCACC CTGAGGTGCT GGGCCCTGGG CTTCTACCCT GQGGAGATCA CACTGACCTG 
GCAGOGGGAT GGGGAGGACC A3ACCCAGGA CACGGAGCTC GTOGAGACCA GGCCTGCAGG GGATCGAACC TTCCAGAAGT 
GGGOGGCTGT GGIGGTGOCT TCTGGAGAGG AGCAGAGATA O^CCTGCCAT GTGCAGCATC AGGCTCTNCC CAAQCTCTC 
ACCCTGAGAA TGGGAGCITG TCTTCCCAGC CCACCAITCC CCATOCTGGG CAMATTGCT GGNCTGC7ITC T 

SEX) ID ND:226S ; (Length of Sequence = 191 Nucleotides) 
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CTTTCCTCTC CIGTTCACAC AGTATTCGAT TATTTCAAT3 GCrACTITCA GAGGATCAGC TAGAGGCTGA ' lUXUriUTlT 
CAATCGTTAT ATIATTTATG AACTSAGAGT AGAAGAAAAA TTTCAGAGCA GGTTTTTGGA AAAAATGAAT TTAGACAAAT 
ATTTAGTAAC TCTATGATAT AXAACTCCCC N 

SEP ID NO: 2269: {Length of Sequence = 237 Nucleotides) 

TAGAAGCATT TTTTAAACAA CACTCAACTT TGTGAACCCC TGAAGATITT 1TCACCGTTC CAAGTCTTAA TGCCACACCA 
CTMTCCAGC GAATTTATGC TACAACTGGT AACAATCACC AGAAGCCTGA AGAATTAAAA TGCCAACACC AAACdTTCC 
NTACCAGCTC TGGNCTAXAX TGCTCCCATC CAXTTAAXAT ATIATNTNGT TTTATANCCA CTTCTAAATA TTCTCAG 

Nucleotides) 

TATGCAGATT TCATATATTT CTGAATCAAA AACACCTTTG 
CAAGAAACTA GAAAAGAAAG TGGTAGAGAT AACTATATTA 
TTlTI'riNCC NTCTTTTTTT TIT 



SEO ID NO: 2270: {Length of Sequence = 223 
AAAGGTTAAG GAATTTCCTT TATITITTAC AAATTAAGAC 
TCTTCACAGT ATGAGTTAGA ATGCAGCCTG AGCTGAAAAT 
AAAANCTGTT AGGTATTTCC TTTAAAACTA GGTGnTTTTT 



SEP TP NO:227l: (Length of Sequence = 363 
TTTCATGGGT GAGGCTGGTA GAGCCACIGG GAGAATGTCG 
CCTGAGCTTT GTCTTCTCTT GGGAGTCCCA CAAGGGCTGG 
GTGGATGTGG TCTCTTGTAA CTTAAGAGCA AATGTTTCTN 
TCTADGGAGG AGCCAGGCCA GCCACCTGAG ACCCTTCTIT 
GAAOGACAGA ACTTACCTTC CATCTTCCIT CTCACAAGCA 



Nucleotides) 

GGCAGTGAGG GGAGGGACAT CTTCCTAGCA TCACCAGCAT 
TGCAAGGNTT AGCAGCTGCT ACTTGAACCC TAATCCCTGG 
ATGACATGCA OGGGTGGGCA GAGGTTGAAA AGAACAGGGG 
CTAAGTTGGC TTCTTGTCCA TTCCTGGGGA TTNGGGGAAA 
GTS 



SEP ID NO: 2272: (Length of Sequence = 150 
CTCCCCCTGT AATCCCAGCG CTCTGGGAGG CCGAGGCGGG 
ATGCTGAAAC CCCGTCTCTA ATAAAAATAC AAAAATXAGC 



Nucleotides) 

GGGATCACGA GGTCAAGAGA TCGAGACCAT CCIGGCCAAC 
CGGGCATGGT GACGTCCACC TGTAGTCCCT 



SEO ID NO:2273: (Length of Sequence = 330 Nucleotides) 

TATATTATGT TAATAAAATC ATGIATAAGC AAAAGACCTA TGAAACTATA AAACAGACCA ATCGATTTTA GTATAAAAGT 
ACAAAACGTT CATIGAGGTG GGTTCAGTTT TCCCACAAAA ACTAACCTIT AAGAAACTAC CACTTATCAA GITTTGGTAT 
AAGGTATAAT ATGAAAGANG AAAATCCATA ATTATTTGAA AAACAOGNCT TAAATACTTT CCTTTTITCC TACTACATAT 
CTCTATTAGG CTGGGTTTTC TTCACAACTA ATTGAATACA AAAACAAATA TGAGNATTTA GCTGTAATCT ATTAATCCCG 
ACATTACAGG 



SEP ID NO:2274: (Length of Sequence = 372 Nucleotides) 

AAAAAGCCAG TTCCAGTGCT ATATGCCTAT TGTCCCAGCT AATCAGGAGG CTGAGATGGG AGGATAGCTT GAGCCCAAGA 
GTTTGCGACT GGGCCTGGGC AACATAGCAA GACCCTATCT CTAAATCAAT CAATCAATCA AACACTGGTA TGCC^CCCAG 
AATAAGTATC TTTTTTGAAG TAAAAAACAA AAAGCGAAAT GGGAACAACA GCTCTGGTAG TCGTGGCTGT CTGTCACIGA 
CAATGAGGTC TCTGCAGAGC CGTTCCCTAC CCTOCXXAAC CCCCTAGACA TCAGGTCCCT TTCCTAGGAA AATGAGAGCA 
CAGACCTAGG NCCATGGNCT CCCAAACTTT TTCTTCTdT CACTACAGAT TC 



SEP ID NO:2275: (Length of Sequence = 370 
CITATTCTTT TCCTGAGGAT GTTGGmTA TATGGATTCT 
AAICTTIAAG CAATTAGGAA ATAGGAATTT TTAAATACAG 



Nucleotides) 

CTTTAAGCAT CACTTGGAAA CGCTACAAAT 
AATTCTGCAC TGCAGAGTGT TTACAAGTAT 



AATGCAGCTA 
TAAAAGATTG 
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TATIACACAA CTCITGTTAA ATtCCAGTAA GATAAATPGA TACTAAAGAA AACAAACCCA GAAAGATCAA GTGACTTGGN 
TCACACAACA CAGGNAOTAA GANGGAAATT AGTATTCTTT GTTGGAATAT TTTCCAriTG AAIAGTTACA GGAAAATTTA 
TTTGCATAIT TTACAAATTA AA3CTGT3OT GGACATCATA GH3GGGAAAX 



SEP ID NO;2276: (Length of Sequence = 349 Nucleotides) 

TCTCCAGGTC CTGGAGGCAA COGCAGAAAC AGAACANTCC AAATCCCAGC ATTTCOGCAG ATAAGCGTGG CCOGCCAGCT 
GCAAACACCC CTGACATOCA GCCXjTCTGTT TAAAATCTGG TP3CXXX3CTG CAGCCAGTGG AGCTCAGAGG GCTGCCTGGC 
GGCTAAGGAC TCCAGGCACA CAGCAACAAG TGGCTGCCAC CTCAAATCCC ACX3TCGAATA TGATCQGGTC CQAGCCAGCC 
AGTAACTCCA NGAGGGCTGT AGTGTOEAAG TTCGGCCAGA C7ITTNCAGAT ATAATANCAT TGGCCCCAOG ACCTAGACCT 
CTGGCGGCTC AGGCTTAAGA GAOGGGAGC 



SEP ID NO:2277: (Length of Sequence - 182 Nucleotides) 

CTTXATATAG ACTCTSGTTC TAGAAACTOG CCTGCAGCCG CTGGCTGGAC CAGCACACGC TGACGGGGCC 
CAGGCCCATT GOGGGCTGXA CCTTGGCCAC CINCOGGCAC GCTGCTCAGC TGTGAOGNCA AAATAAGTTA 
GGCGGGGCGG GGOGGGGACG GG 

SEQ ID NO-.2278: (Length of Sequence = 276 Nucleotides) 

GTATTATITr CCCCAAATGA AGCAAAGCAA GTACTGGGGC GGAGTCATCA GAAAEACCTT GGGAGGTGGT 
GTOGGGAGCA TCAGGGAAAA CCCATCTCAA CTOVOGCCTC TCAGGGGITC CGACIX3GAAA NTCTTGCGTT 
GGTGCAGAAA GAACITCCCC AGGAATOGCC AGTGGCCTTT CGCOOGTAAC AAGGNCGCAC GCTCACTGCA 
TCGGCTGGGT GGACGCGGAG GCGOGAAGGA AAGCCT 

SBO ID NQ:2279: (Length of Sequence = 193 Nucleotides) 
TCCACCCATC GCCCCTCC-A. GAGCCCCAGG GCCCCIGAGC AAGCAGGGCT CTGGCAGCAG CCAGCCCATC GAGGTGCAGG 
AAGGCEA3GG CTTTCG' . GGAGATOATC CCTACTCAAG TGCAGAGCCC CAIGICTCJAG GTCTGAAACG GTCCCGCTCA 
GGTGAGGGOG AGGTGA*. G CCTEATGGGC AAG 

SEP ID NO:2280: (Length of Sequence = 401 Nucleotides) 

GIGAXTITCC TCTCTCOGTC TCCTGAGTAG CTQGGASTAC AGGTGCCAAC CACCACGCCC AGCTAATTTT TOEVGTTTTA 
CTGGAGAOGG TTTOGCCATG TTGGCCAGGC TGGTCTCGAA CHXTGACCT CAGGTGATCC AITCCCCTCG GTCTCCCAAA 
CTGCTGGAAT TACAGGCATC ACCCATTGCG CCCGGCCCCA C' l U Tl ' -lU-Tl ' TCTAATCGAG TGAGAAAATC GTCACTATTT 
CT3TCAACAA AAXTCATCAG GCTCTTTGTA CGCACAGGAC TTCAGGCCIT TCTCTCAACA ATCGCCAAAG CTGGAGGCAX 
CCACAATGGA GOJAACAACT GGGGGTTTTG AAAAAACAGG GAATCITICC AGAATTNTTC TTCAAGAGTA TTTACATTTT 
T 



GGACTA3TTA 
GGGCCGGCCG 



GGGGAGGGGA 
TTCCATCACT 

GTcriccrcc 



SEP ID ND:2281: (Length of Sequence = 217 Nucleotides) 

AGCA03GGGA TTCTCCAAGG GTCCTCCGGC GCCCAGGGCA GTCGTCGTGG CAGCACGAGT GCCCACTATG CAGTCAACAG 
CCAGTTCACN ATCGGCGGCC COGCCATCTC CATGGCCTCG CCCATOTCCA TCCCGACCAA O^CCATGCAC TAOGGGAGCT 
AGGGGCCOGN CCOGCGNAAC 1NACAGCRCC AGGAAACCAA* ATCNATOTOC CTGCCCG 

SEQ ID NO:2282: (Length of Sequence = 302 Nucleotides) 
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CCGATCCTGA AGTGGTAAGA GGTCGATGGC CTGGGAGTTC ACTITAITAT GAAGTAGAAA TTCTGAGNCA. CGACAGCACC 
TCCCAGNTTT ACACIGTAAA GTATAAAGAT GGAACAGAGC TTGANTTGAA AGAGAATGAT ATTAAGNCTT TAACTICCTT 
TAGGCAAAGG AAAGCT3GCT CAAdTCCAG TTCCCCTTCC AGAOGCCGAG GGAGTOGATC AAGCTCACGC TCCCGATCCC 
CCX3GTCGACC ACCTAAAAGT GCCCGCCGAT CIGCTTCIGC TTTCCCACCA GGGCGACATT AA 



SEP ID NO:2283: (Length of Sequence = 314 Nucleotides) 

GAAAAACTGG AAGTCATCAC CGGGGAGGAG GOGGAGAGCA ATGTGITACA GA7GCACTGC AAGCTGTITG TTTTTGACAA 
GACCTCACAG TCCIGGGTGG AGAGAGGCOG QGGGCTGCTC AGACTCAATG ACATGGCGTC CACOGATGAC GGCACACTAC 
ACTCCOSACT AGTGATGOGG ACCCAGGGGA GCCTGOGACT GATCCTCAAC ACCAAGCTGT GGGCCCAGAT GCAGATCGAC 
AAGGCCAGCG AGAAGGAGCA TIOSCMCAC AGCCATGGAC AACGAGGACC AGGGCGTTGAA GGICTTCCTG ATCT 

SEP ID NO: 2284: (Length of Sequence = 262 Nucleotides) 

GGCGTCACAC ACGCGCCCGG CCK7TIGGAG CATTTTAAAA TCTGATTCCT TTCCCCCTGA AGTTTCCGTT CAACCCTTNN 
CTGTGGTCAG GTTCATTNCT TTAATTGCIA AAACAAGTCA AAATTCAATA TCCATGGCAG CIGACAATTC AGAdTTGGC 
AIATAAAGTA AAGGGTITAT TITTCCATrC CTC1CTAAAT GGTGTTGTOT TCACTTATTT ATAGTGCTAT GAAGCTGCTC 
ACCTGGGAGA ATGGCAXAAC TG 



SEP ID NO:2285: (Length of Sequence = 193 Nucleotides) 

GTGAGACACA GTCITGCTCT GCTGCCCAGG CTGGAGGGCA GTCTCTCGAT CTIGACTCAC TGCAGCTGAT GCCCCCTGGG 
TTCAAGCGNT TNTCCCACCT CAGCCTCCAA GCAGCTGGGA TTACAAACAT GNACCACCAC GGCTGGGTAA '1T1T1CTCTC 
TTTAGTAGAG ACGGGGNTIT GCCANGTTGG CCA 



SEP ID NO: 2287: (Length of Sequence = 342 Nucleotides) 

AGGCTGGAGT GCAGTGGOGC AATCIT3GCT CGCIGCAAGA TCTGCCICCC AGGTTCACAC CATTCTCCCG CCTCAGCCTC 
CCAAGTGGCT GGGACCACAG GCACCCACCA 0GCCT3GCTA ATTTTTTTTC TATTITTAGT AGAGAOGGGG TTTCACCATG 
TTAGCCAGGA TGGTCICAAT CTCCTGACCT TGTCATCCGC CCGCCTCGGC CTCCCAAAGT GCIGGGATTA CAGGCXJIGAN 
CACTTGCGCC CGGCCTTCAC CKJITAGTIT TTCAAGAGGT GTTOGTCATG TCCACICTGA TAGTTATTTT GTCTGTCAAA 
CTGACTGGGC CACGGGGTGC CC 



SEP ID NO:2288: (Length of Sequence = 343 
TTTTTATICT AATGAAATTT TAAAAGGCAG TTACATTAGT 
AGAACATTCA AGAAATACAA ATGATITATC CACAGCACAG 
AACTGTCCAC TGACACCTGC TTATCAAATC TTTTCCTITC 
AGCCGTCCTG CTCCCGCACA GCCIGTGAAA CCTCCATTTT 
GTTGACCATA ACACTAGCTT TGG 



Nucleotides) 

TACACATATA CACAACOGAC TTAATAACTG TTAGTCATAG 
TTCACATCCA TAAGAAGAAA GAGAAATGGT TAAGTACTTA 
mUTI ' m' TAAAGGAAAC TGAGATTGrTT AGATGAAGCA 
GCCACTTTCA AGGTCAGTGC CCCACAGACC CTGCGCTGTT 



SEP ID NO:2289: (Length of Sequence = 160 Nucleotides) 

OGGGCOGCAA AGCTCAGCTC CIGGCGGTCC AGGCCCIGCT GGCTCITCAT GATCAGCTCC ACGGCGGCIG CCACACGNTC 
CTCTAGGCCC TTCAGCGGCA NAGCGNCTCC AGCACCCTGT TGTGCTCCAT CTCCGTNAAC TGCTGCACGA AGAAGCATAT 



SEP ID NO: 2290: (Length of Sequence = 310 Nucleotides) 
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OT3ACTCTAC TGAAAAIACA AAATTAGCCG GGOCTSGTCA OGCATGCCTG TAATCCCAGC TACTCG3GAG GCTSAGGCAG 
GAGAA2TGCX TGAACCOGGG AQGTGGAGGT TTGCAGTGAT OVCACCACTG CACTCTAGCC TOSGIGACAA GAGCAAAACT 
CTGTCTCAAA AAAAAAAAAA AAAAGNTTAA GAGGGTGAGA CCCIGATCCA AGCTCATAAG TCTCCTTAGA 

NGTCTCCTTA GAAGTOTCCT TAGGACACTT cmCEAAGT NTCCTAAGTT GGGGAGCTTG CICTCOOCAA, 

SEQ ID NO:2291: (Length of Sequence = 270 Nucleotides) 

CAAGACAGGG TCTCATTCEA TCXKTTCCCC AGGCTGGAGT GCAGTQCTGC AATCTTGGCT CACTCCAGAC TCAACCTCCC 
AGGNTCAAGT GAIGGAAXTC CCNCACTTT3 TCTTTCACAT TAAGANGACA CCACAIATAG AOGGCTGriTT GTCAGTGATT 
GOCCAGGNAT TCATCGATCC ATITOCICrC ACAGAGCAGC AACTAGGGAA GGAAGCACCA ACTAATAAGC TTCTCEATGC 
CAAGGNTATC CCAACCTACA AAGAAGAAGT 

SEP ID NP:2292: (Length of Sequence = 332 Nucleotides) 

CAGXTGTCCT AX3VTTCTCCA CCITCCCTTG GITTCATTTC TdTCGdTC CTGAATCAGA AGTCCCTGAG ATACCTTCAT 
TTCTCTTCAA AGXATTGATC CAAGTTTAGA CAAATATCTC CCCTCTTGTT GAGAGAATTC CTTATATCTG AAAAXACCAA 
GACATTCITG AXATTTAGCA GGCACTCAAA TATITCTCTC CTCITTTITA GCATAATTAA GCCAGACTCA TGTTIGCATT 
TGAGXATCAT CAGCA3X3AGT AACCNTTTTA ATCTCTCTTC CCTTAACTAC TTCTTCTACA CTAGACTCEA GGGTCAGGGT 
AOGTACAGTG AT 

SEP ID NO:2293: (Length of Sequence = 255 Nucleotides) 

GCACCPGACT TATGTT2AGTN TCAGGCTTCA ATCCCTGTNT TAGAGCTACT CCTTCACACA AAAXAGTTCA GAACATAGAG 
AAGGACCAAG GTTAATAAAT GATTTTNATC CCAAACACTA AACATGATTG A3GGCTAGAG GCTGCCCGAA GTACIGTGTA 
AAGA3GGAAT CTGAGAIAGA AGAATGCTGT GGTCAATTAG TAATTCTIGC CCATG(3\GGG ATTAGTCACA CATGCCTTCT 
AXATTICTCA TCTGT 

SEP ID NO:2294: (Length of Sequence = 236 Nucleotides) 

GGCTTCAGAA GCEATTCGAA GATTCAIATC AACTTACTAA TAATCAAGCA CTTTCATATT AAGACAAIGT ATGATGTTTA 
GTAAAATTGA TTITNCCATA AAAGAAGTTT AAAATAAATT AGCTATTTCA* AGAC2©TCAT GGTTGTCAGC AAATAGAAAT 
GTTGTGCITA ACTCAAATCA CAGTAATATT CTCTQGXAGT CAATTCATTT CTTTGAGCCN TTATTCTTTC ATCTGT 

SEP ID ND:2295: (Length of Sequence = 308 Nucleotides) 

TTTXAATTIA ATCAGTAACT TTATTAIAAC AAAACCTGTA TATTACCCAT TTAAACTCAT CTCTAACATT CAGIGA3CTG 
AGCTGTATTA AACCCAGGTA TTAGTCAAAA TTTGCATTGT AAAACCTGGT AACAGTAGAC ATCEATOGCT GGTCAGTAAT 
TCAAGGACAC CTTTTA3TTT AAACAATITT ATAXAATTCA TATCAAIATC CAAAATTACC ATAAAAGATA CANGGATTAA 
TACATAXTTA CATTTTTAGA AATAGTTACT CTCAGGTTGA CAGCTGTCAC TTTTCEAAAT A3TTACAG 

SEP ID NO: 2296: (Length of Sequence = 279 Nucleotides) 

ACCCCTCCTG GAGGCTTTCC CCCTCCCCAG GGCTTCCCTC AGGGCTACGG TGCCCCGCCA CAGTTCAGTT TTGGCTACGG 
GCCTCCACCT CCACOGCCAG ATCAGTTTGC CCCTCCGGGG CTNTCCTCCT CCACCAGCCA CTCCOGGGGC AGCACCTCIG 
GCTTTCCCAC CGCCTCCGTC TCAGGCIGCC CCGGACATCA GCAAGCCCCC GANAGCTCAG CCAGANTTCC CCTATGGTCA 
GTATGCAGGT TACX3GGCAGG A CT1GA GIGG CTTOGGACA 

SEP ID NO:2297: (Length of Sequence = 306 Nucleotides) 
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CIGAGAAGAA AGAGTCTGTT CTAAAGGACA ATGACTCTCA GCCCAGAGCC CTGAAAGCTA ATGGAGAAGT TATCATTGAA 
A1TCCAACAA GAGCTTCTGA AGGACAAGAA AATCCTATCA AGTCCCIX3GN GCATGTACAA TTTNAAGCAA CAATIGAAIA 
TICCCGAAGA GGAGACCITC ATGTCACACT TACTTCTCCT GCTGGAACTA GCACTCTGCT CTTGGCTGAA AGAGAAOGGG 
ATACATCTCC TAATGGCITT AAGAATTGGG ACTTCATOGT CIGTTCACAC ATK3GGGAGA GAACCC 

SEP ID NO:2298: (Length of Sequence = 307 Nucleotides) 

AGTACACCTA GTATCTTTAC AGTGACTATT AAGTAT3TTT GAACTCAAAG TATATATTCA TCTTAAACTC CTGGAACTAT 
GAACCCTCCC ATSTAATITO CTGATGAAT3 AAAAQGAAAA CTITCITTCA AATAAGTGTC ATCTCTITGCA AAAGTAICTG 
ATTTAAAAAC ACATGTAAAT ATAATCTTAG CTCTAATGTT TTCCTTIGGG AGTITGGGAA AAAGCAGTTA CATTTCTCTG 
TTCTCTGGTT 1TIATCATTT GAAAATTGGA AGGATTCATT CTGGATTGCT GAGCTGCATC AGTAGGG 

SEP ID NO:2299 : (Length of Sequence = 289 

GTrTTTAATG CATTTTTTTT AAAGATTAAA GTAAAATCTC TCAATTGTAA AAAATACACA CCGGGCAAAT CCITACCTCG 
NTAATAAATA TCTACATCAC AGTACAATAA AATTOCTOCT CTATAAAATT TAAATATGGA TTATAGTCTA TCACTATCAA 
AAGAAACACT ATGCXAATAT TTCCATATIA TTAAAATAAC AGGAAAAATT ACGNGCITAT TTTAGAACCT GATGCCATAG 
COGTTGGAAA GGGCAAAGAG ATTCAAATGT CGATCATCAC TCTCCATTT 

SEP ID NO:2300: (Length of Sequence = 371 Nucleotides) 

CACCCATTGA AAAAGCAGCC GCCCTCCTTC CCAGGAGCTG CTGAAGAGAG AGCCTGCCAG AGCCTTGCCA GCAGGGACAG 
CCTCTTAGAT ACCAGCAGCG TCTCAGAACC CAACGTGTTCC TTIGTCTCNC ACIGTGCGGA CAGCAACAGT GGTGACAXAG 
CTOTNATCGN GGAGCTCCGG ATGGAAAACC CAAAGGAGAG TAGCAGTTCC CTGAAGACTG GGAGGCACAG CTNAGGCCAA 
GACAAACCAC ACGNAACTTA CCGACTGCTG AAACGCAGGA NTCTGATCAT AGAAGCTGTC ACCAATCITC GCTTAATCGA 
GAGTTTATTC AGGGTTCAGA AGATGATCAT GGATCAGGAG AAGCAGGAAG G 

SEP ID NO: 2301: (Length of Sequence = 287 Nucleotides) 

ACTTGGTCTT GGGATTTGTT GTCAGGTTIG CTGACACCTT GACCATTTTT CACTGGCTGG AAATGAAAGG AACTTCCCAC 
TTGCTCTTTG AAGGCAATTC CATTCTCTCC AGGCTCCTXA TTTCCTTCCC ATATTCTCTC ACACTCCCAA ACTTCTGAAG 
AAGGGAGCAA ACTTTCGCCA CGAGGAAGGA GTNGAGCTGC CTCTGTACTT GTCACTGCAC CTGCACTGGT TGAATCCACC 
TTTCCTGGGT CACGCCGCTG TGCTGGCTGG TCACAGCCTA GGACCCC 

SEP ID NO: 2302: (Length of Sequence = 358 Nucleotides) 

GGAACACAGG ATCCAAACTT GTCGGGGAAC TCGGAGAGAA GATCATCGTT GGCGCGCTCC TTGGTGGGCC CAAGGATGAT 
GATGGGGCGA GCAXAGTCCA CTTCCATCTG CGTCACIGTC TCGTAGCTCA GAACCGAGTC TTCTCGACCC TGCGATCCAG 
AGCTGGAGCC CX^GTCCTTG GCCTTTAACC TTGACCACTC TCGTCGCTCA ACCCGCCGTT TGCTGGGGAT GAACCCAATG 
TCGTCGGTCT CACTGTCAGA GTGGACCOGC CGTGNCTGCC ACCACTCCTC ATCACTAGCA TCGATCACAT GCAGCACATN 
CCCAAAGOGG AAGTTCAAGG GCCTGGCTCA GGAAGCCG 

SEP ID NO: 2303: (Length of Sequence = 403 Nucleotides) 

GTCAGGGGCT CCAGATCATC CTCCTCCAAG GGCCCCGCAG GOGCCTCCTT GGCCTCTGGC ICCTGCTTGC CGCTGGCCTC 
CAAGATGGTC ATCAIGGAGT TAGGGATGTN AGCTXGCTGG TGGGGGGTGA AGGAGCGGAC ATGGGCCAGC AGGGGCTCCC 
GGAGCTCTGG GCACITNTCA AAGACGGCTC CCAGC1GCTG GGGOGGCANT GCAGGATGAC CTGGAAGCTC TGGGGCTTTG 
TGCGCTGGCA GCACTTGATG AAGCCCTCCC ACACCTTGGG GTACITCCAC AACIGCTTCA TGATGAGGOG GGACAGGATG 
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TTCATCACGG AAGCCCCCCA GGCGGGGCTA CATCCTTCANG GACCTOGA3G ACGGTCCTCA TCAGCAACAX QGGCAAGGGG 
GCT 

SEP ID NO:2304: (Length of Sequence a 376 Nucleotides) 

ATCTTGCEAT GTTGCCCAGG CTGGTCITGA ACTCCTAITC TCAAGAGAGC CTOCTGOCTC AGCCTTGTAA AGCACIGGGA 
TEAIAGGCAT GAACCACCGC ACCCAGCCAA GATP3CCA3T TTCTATGATG AGACTGGAAG GACCCCATIG TTTCAGGATT 
TK3CTACAAX ATACAAAAAA CAATCTGPGA GACACTQGCT GGGCITITIT CCTGCCTGAT TACTTCAGTG CACATACAAC 
TIGGACCAGA GGATCTGGGT TTGAATCCCA TCTCTGATAC TTCCCAAACT GAGCTCTTTT CC ' lTAllTltjr AAAGACTAAG 
ATCGOGTAT3 TCAAAGAGCT CTCTAAACTC TCAACACATA CAAAGIACTA CTCCTG 

SEP ID NO:2305: (Length of Sequence = 354 Nucleotides) 

CTGCCCAGCC TGCTCCTQGC COCCTGGAAG CXTCCCCACA GCTGGTAATC TCGACTTAAG GAITGCTGGG CCACCGCCTC 
TCIGOCTACC ACCATTCCAT ATITAACTGG AGCCCCTAOG TAGAAAGGCC COC3GGGCTTT A3TTTAGTCT CCTTTTCAGG 
GATCTCGTGG GCGGGGGAGG GGGTCdTGG TGCXACAGCC CTCTCCCCAC CCCTAAAGGG AOGCOGACGC TCTTIGCTGC 

CTTCACCACA taxiagtgct tgaccctggc aggggacccc atcgaaaaga tggggaagag caaaatacat ggagacgacg 

CACXCTNCAG GGATGCTOGC TTGGGATTCC CAOG 

SEP ID NO:2306: (Length of Sequence = 345 Nucleotides) 

CCAAGATCCT AACTAATTCC AAATGCCTTA GATATCAATC AAAGCTACAC ACCATIGAGA TGGGCAAAAT T LT1T CTCTA 
CAAAGGGAGT AATCAACTAA ATACCTGTCC TCTTTCAATG GACICTTGCC TATTGAGCAT TGTGGATGAT GIGTTTTCAG 
ATITCCAGCT GAAGTTCTGA CCCTACCTGT TTGGCCAAAG AOGTAAATTG AGAGGAAAGG CCTTCCTCTT CCTGATCAAC 
CAGCATTEAA CGAACAGTGG CTTAATCCAG ATCACTCAAG AGGHAGCAXA GCAATGTAAA AGGAA3ATAA GTAGGTGTIG 

GAiGccrrrr tcctagacca ggaat 

SEP ID NO: 2307: (Length of Sequence - 337 Nucleotides) 

aacagaatgt aaaaaxacgc aagtcaaaac ctgctagaac tccatggaga aacaaatcga ttcaaxatia tnactcggga 

AA3TCAACGC CXTTCCTATCG AAAATGGACA GATCCAGCAG GCAGAAAAIT AGTAAGGACA TIGTTGAGCT CTGCAAXACC 
ATCAATCAAC TGGAXAIAAT GGACATCTAT AGACTACTTC AACAACAGCA GAAGATACAT TCTTCTCAAG CTCACATGGA 
ACATTCACAA AGATAGACCA CACGCAGGCC CATAAAGCAC ACCTTAACAA AITEAAAATA ATATAAATCA TACACTGTGC 
TCTCAAACCC NCAGTCG 

SEP ID NO:2308: (Length of Sequence = 216 Nucleotides) 

GAGGAGTAAA CTOTTITCTG AGAAGCATGC TTAGCTTGTC GGACAGGAAG TGCTAAAGGC AATGCATCGT CCACAGAGGT 
GGATCAAGCA GTNACAAAGG AATCA3MXT TNANCTGCTG CTGGCATCTN CACTGCT3GA GIGTATGGCA GCAATCATCT 

TACTCTCCAT catcctggig GGGGGCACTN ctgcaggaaa gccacaggga ttqgca 
SEP ID NP:2309: (Length of Sequence = 289 Nucleotides) 

.ggggctatga aaatacaaaa aacaitagca caxtcaiagt atgtasgtgt ctacaggcat ttncccagcc ctatgagagt 

NCIGCAATTT GAGAAGTACT AAAAIGTATT GTTTSGTCAC AAGAACTGCA ATAAAAAGAT AAATCATITN CTGAATCTIG 
TGGCAAAGCA GTCTATTTCC ACTGCAATTT CTGCTACTAT TAGCTTAAAA A2TCCTGAGA CAAAGGACAA L Un VJU GA Tf 
AINCTGCTGA GATCTAAIGC AAAGTCCTCT CAGANGCITC ACTACACAT 
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SEP IP NO: 2310: (Length of Sequence « 359 Nucleotides) 

CIGNGGGCTC CCTCTCGTT3 GTCAAATCCA ACCAAAAGCT AAGAGCIGGA GAGCTTCGGT GGTGCATCCA AGGAGGCTTG 
CITCCTCGGG CACAGAAGGG AGAGTGGAGA AGGATGGAAA CTGGCTCTAG GGGAGGAAAT GGAGAACATC CAGAACTTTA 
TSTCACCTCT GCTGCTTGAA GGCCTTTCTC CAGGGAGACA AAAAGTTTGT NTTCGCTAAA GCTCCCTGCT TCCTCAGGAG 
CCAAGGGTCA CATAATGTCC CAATCGGGGT TTTIGCCTCT GAAAGCCTCT GAGCTATAAT TACTTCCAAT GNNAACATCC 
CTITTCTC1C TCTTCCTCIG CCCACCTTCC ATCCCAAGG 

SEP ID NQ:23ll: (Length of Sequence = 324 Nucleotides) 

GTINGGGGCC GGCCTGGGCA ACATAGACAC CATCICTITA AACAAACAAA CATCATTAGT TTCTACATTC TACAAGGTGA 
AAGACTAATT AGAACTGAAA AATACCACTG AAATCTTCGT CTACAAATCG CAGCAXAATT TGATTTACAC TAGATTTTAC 
ACATTICTCT CTATTTCAAA TAGGTACTTT TACATTITCC TTAACTGCAT CTGACACAGA CTGAATCACA GATATATGTT 
GGTGTCGAAA GCAGAGGTTA CTATTATTAA NOGAAAATTT TTCTGGTrTT GCAGTCATCA TATCTAATGT GGTTACAGAT 
TGTG 

SEQ ID NO: 2312: (Length of Sequence = 362 Nucleotides) 

GNAGITEATA AAGdTTATT AAACATTTCA AACAGCTCTG CAACGAACAC ACCAAATAAA AGCTCTAGAA TAGCAGTCCA 
GACCTITCAC AAGTATGGCC TCACAGTCCC ATTCCCTAGA TGGACIGCCT CCAGINCTGT NCTCTGCCIG GCCCATCICT 
CnTCCCCTC AGGCAAGAGA GAGATGGATG GNTCAGACTG AAAGGACAG6 CATCCIGATC TCCAGCAGGC AGGGGCCAGG 
AGAAAGTCTC GITIGCCAAC ACITGTTACT GAAGCGCAGA AAAAGCAGCA ACTGACAGTC ACAAACTCTT CCTGGGGTAT 
TCITCATAAC GTACAGTCTA TATGCGCAGG AAOGAGGAAG CT 

SEQ ID NO: 2313 : (Length of Sequence = 449 Nucleotides) 

TSTAAT1TJLT AAATTAAGAC TGCCTTACTG AGAAAATTTC AGCAGGTGAG TTAAGGGCAC GAGGAAAGGG CCITIGTGCA 
GAAGTAATGA CATAGGCAAA TTGTCAAAGG AGAGCTTCCC TGGTOTATTT NTAGAAGAAA GTAGACCCAT GTNTCTGAAC 
CCAGCACACA GTTCACTTAT GGTIGGinTG AAATCTGCCC TGGAATTINC ATGCATCTTT TAAATTTTTG GTTTATTTTT 
NCAAGAAATA AATGAAGTCT TTATTTTINC AATGAGGGCA ATGTTTATTA AGAACAGCAC ATAAGCTAGA AAAGAAGGTT 
GGTTTCTAAT CTTGGTTCAT CTCCCCCACT GATCTTGAGT TTTAAAAGCA TAGAGAGCAC GATCCTTCTC TQGGCTCTCC 
ACTGTCAGAG AGCCPGTNCA GATGAGCAGT CACACTCTTA CTCCACAGC 

SEQ ID NO: 2314 : (Length of Sequence = 316 Nucleotides) 

CGAGGCAAAC ACAAAGGGCT CXTICIGCTT CTCTGACCCC ACCIGCAGCA GGIAGIGGAT AACAGCCCXT ATGGCCTCCT 
TCATGAOGCT CACGAGCIGC ACCTTCTCTG GCTCCTTAAG CAGTGACTCC TCACAGOGAG TGCATTCCTG GNTCCCCAAC 
TCCATGAGGG CATAGCAGGC GGTCACCACA TCCICTTTCA CCTCCGTGCC CGTOTCCTCC AGTGCCAGCC GCACTTCCAC 
GNAOGNCAGA TTCACCAGCA GGGCCAGGAA CTIGCTCCCG GAGCTGCCCG CCQGGATCCA CTCGGAGCCG CAGCTG 

SEQ ID NO: 2315: (Length of Sequence = 286 Nucleotides) 

ATTTITATGrr GTAGACAGGC TGTGGGTTCC CCTCACTIAA ATIGAAGCTC TCTTGAACIT GAGACACTTA AGANTCTTGC 
AAGTNTGAAA AGTGGAGTGA AACAAAACCA TTTCTAAAAC GAAAATGTGT AAdNCNTTC AGTTTTACAC AGTGNAGAAA 
TAAGTATXAA 'ACAAGTEAGT CTCAAACGGT TATATCTIAA GGTCATTTTA TTCCICTTAT CATTAACTAG ACATATCTIG 
GTTIAGAGAG CAGCACACAA GACAXTCTCT ACINTTTAAT AGCTAA 



SEQ ID NO: 2316 : (Length of Sequence = 414 Nucleotides) 
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AATCATAGCT TACTGTGGCC TCGATCTCCT GAGCTCAGGC GA3CCTCICC TTAIAGCCTC CAGAGTAGCT GGGACTAIAG 
CaTOCGIGCCA. CCaCAOCCTG CXAATTTNAX GTTTTGAAGA GACOGGGTCT CACTTTGITG CCCAGGCIGG TCTCAGACTC 
CTXGCTCAA GCIAAATCAC CCACCTTGGC TTCCCAAAGT GTOGGGATTA CAGGTT3TGAG CCACTGCGCC CAGCTCIGAT 
TTTICTATTr LTIACZTAAG GOGACAIRCT TACTAGC1CT GCXxIVTlUQS GCAGAIACCT CCCAAAGCCC CBGTTCTGTC 
ATC33VEAAAT AATCTAACAA CAGGGCCCCG CTCGCAGGGT TCCTCTGTOC ACMATOIGT GTCTAGGIAC CCATGTGCCT 
NTAOGAGAAG GGCT 

SEP ID ND;2317i (Length of Sequence = 166 Nucleotides) 

GCAGTCACTA TTATTAACAT TACACTACCA AGCATCCGCA AGAGACACTC ATTICTNATT TTTNATCAAG AAAXAQQGCT 
CTITTATACT GTTA3TGACA TCAALTITIT CCCACTGCAT TTTTCAAAAA TATTAATAAG TTCATTCCTT TCIGCTTTEA 
ACITCC 

SEQ ID ND:2318: (Length of Sequence « 374 Nucleotides) 

TTTA3TTTAC AdTACAAAA GAAATCGCCC ACCCCTTTGC CCCATTCCCC CAAAACAGTC TCTITTTACA AACATTTAAA 
AATEAAAACC AAA3GAAGAT AGACAAGITA AXTTCAGTAC AATEATTTIN CAGTGTAGCT GTCATAATTA GAGTTTAAAT 
TTOCTACAAG TGACCAATCT CCAAGTCACT TATAGGGAAA TCCTGATTAT CGGCCAAAGG AAA3TCAA3& TEACAAGTTA 
GCAAATTCTT AGTACAAAAA XACTCCCTST CTTGGAATA3 criTXXX ' im TTACATAGGT CTEAGCTCAG TCTGCTGTNA 
AXACCTTAAC GNITCOGGAT TCTNNTCTCA CAAATC' Z AATCCTCACT GCTG 

SEQ ID MO: 2319: (Length of Sequence = j30 Nucleotides) 

CATCITACTT CATGCTAATC TCCTTGGCAG CACTTATTCT CTTICTCTGA GAGCAAATCA TAGACTCATC CATTCAAGTT 
AATTAAGAGC ATCIGCATTG CAAAACTGCT CACTAAATTG CTOGCCAAAT TTGAfiGCTTT TTTCCTGCCA ACACAAATTA 
AmTITAAG TAGCAGCATT TTCAGGAGAG ACCAAATAAA GAAAGCAACA AXAAAGTTGC CTSTCTAGTG AGATCTCTCC 
AAACTATCAA CTTTAAACAT AOCTITGCXT TTNAXAGTAG TTCITCACAC AAACTGCCTT AATCAAAATC CGIGTCTCTT 
GCTCTGTCAX TTTAT3TTTT GGCTCTTEAG CAACCTAATT GTATOCTTAG ACAGATTCCT 

SEQ ID ND:2320: (Length of Sequence = 348 Nucleotides) 

GGACTTCTCT TCTCCACGGA GAGCACTGTT GCAGTGTATO GAATGCTAAA TCTTACCCCA AAGGGCAAGC AGGCTOCAGG - 
TGGCCATCAG CTGAGTTCTG ACTTCT3GGA ACTAATTGGG TTGGCCCCT3 CTGGAGGAGC TGACAACCTG ATCAAIGAGG 
AGTCTGACGT TCATCTCCAG CTCAACAACA GACACATCAT GATCCNAGGA GAAAACATGT CCAAAATCCT AAAAGCACGA 
TCCATCGTCA CCAGCTGCTT TAGAGATCAC TTCTTINATA GGGGGGTACT ATGAAGTTAC TTCCTCCAAC ATEAGTGCAA 
ACACAAAGTA NGAAGGTCGT GCCACACT 

SEQ ID NO:2321: (Length of Sequence = 330 Nucleotides) 

ATCEAGACIT TOAGTTCCCT GCATCTGCCA CCGTAGTTTC TAGCAGGAGT AGTGGGGGGA GTAAIACAGA TTCTNCCCIA 
GAAGGGGACA CTGGTAACAT CTCCCACTCT TGGATTAGCA GGGCTGGGTC CAGGAAGATC ATATITNCOT CTITTGCCCA 
CCCCCCTGGC ATTCAGCIGG ACCCAACTAG GCCATCATGA (AX X SCVi V R: CCTCTCATCC CCAGGGGTCA TAGGATATCT 
ACACCGCCTT TNTGACCCCA CCCTGCACTC CCATCCTITC CTCTCTCCCC GGTITCATGCC CT3CACTACA TAGCACAGCC 
GGGATGCTIN 



SEQ ID NO:2322: (Length of Sequence = 



352 Nucleotides) 
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TIGACAAGTA AGTCTATATA TTIAAGGTGT ACAATGTGAT GCTTTCATAC ATACAGTCTG AAATGATTAC CACAGTTAGG 
TTTAATAATT AACATATCCA TCATCICACA TAGGOATGAT XTCITATGTG TCTGGCGAGA ATCCTGAAAA TCAACTCTCA 
GCACATTTCA ACTGTACAAT ACAGTAT1TA TGATAGTCAC CATGCICTTA ATCAGATTCC CTACCTTCGT TAAAGTGCAG 
ACTCAGGTGA AGGTCTGGAT GGAGGATCAT ACTTTAATTG ATTTAGACIC TAAAATAAAT GTATATAGTT ATTTTT3CTA 
AGCTAANGAA CCEACTCATA AATCGGCTAG TG 

SEP 3D NO: 2323: (Length of Sequence - 316 Nucleotides) 

GAGACAGAGT CTCTCTCTGT CGCCCGGGCT GGAGTGCAGT GGCACAACTC AGCTCACTGC AACCTCOGCC TCCCAGAIGT 
CCAAGTCATC AAGGGGTTTC ATITCCTdT GGGGGATTAG GTATCATITC GGGAGGAAGC ATGTOTTCTG TCAGGTK7IT 
C3QGCTATCTC CAAGTCTCGT TTACTAATAG T3GAGACGGG GTTTCACCAT GTTGGCCAGG CAGGACCTCA GGTCATCIGC 
CCACCTCAGC CTCCCGAACT GCTGGGATTA CAGGCATGAG TCACCACACC CGGCTTCATT TATITTCTTA TCCATG 

SEQ ID ND:2324: (Length of Sequence = 300 Nucleotides) 

GGGGACAGGA GGTGACCTOG CGAGCAGACG CGOGCNCCAN ACAAGCAAGC CCGCCCCGGC CICTOGGGAG CCGTCGGGCA 
GAGGCTCCGG ANCCCAGGAG GGCCX3GAGCC CTCA3GANTT CANINACCIG CTTCTCCCCC 1OTAGGTCTA TCAGCCACAG 
TOTCIGCAAG TITCCAAGAG CAGCAGAAAA TCAACACATT NCAGGGGCCA GITTCATTCA AAGASCTGGC TGTGGATTTC 
ACCCAGGNGG AGTGGCAGCA ACTGGACCCT GATGAGAAGA TAGCATAOGG GGATCTGATG 

SEQ ID NO:2325: (Length of Sequence = 303 Nucleotides) 

CICTCTCAAA TAATAATGAT AATATTTNCT TATGCTTACT TTACTCTAAG ATTACAGTAT ACATCACAAC ATATGCGTTT 
ATTGACTGTT TATCITATTG ATAAGGCITC TAGTCAACAG TAGGTTACTA CTAATTAAGT TTTIGAGGAG TCAAAAGTTA 
TCICTGGATT TTCAACTGTC GACTTTGGTG CCTCTAACCC TCICTTCTTC AGGGGTCAAC TCICTATTCT TICTCT3C2JA 
ACATmTAG ATGTTATAGC CTTTAGACAT TAGAAAIGGA AATTTAGTTG AACTOGNCTG TTC 

SEQ ID NO-.2326: (Length of Sequence » 348 Nucleotides) 
GITGGTCTCG TCTGGCACAT GACACAATCT CTCCCGTCCC TGGAGGCCAG CTCCCCCGTG 
GGCATCTCAG GGCTCCTCCA GCCAGACTGG CGCCATCCAA TTAACCIGAT GGTGGCTGAG 
CCCIGCAGGA GGCAGATCAT GTTGTCCAGG CCCCAGAGGT AGCCCTCCTC ACGGTTGCCN 
GCIGAGCGTC TGGTGGTCGG GCAAGGCCAC CGTCIT3CCG AAGTCTATCA TCCAGACCTT 
GCAOGAAGAG GAGGGAGCTT CCTACCAC 



GCCAACCTCA GGCCTCCCAT 
CAGCTCAGCT CTGTGCCAGC 
TCAGCCCAGG GCAGCCTGTG 
GGCCAGGCOG CTCTGCTOGT 



SEQ ID NO: 2327: (Length of Sequence = 392 Nucleotides) 

AGOCTTTTT TCCTAGCTGC CAAGACTCTT GAGGAAGATG AGAGAATTCC AGTACTAAAG GTATTGGCAA GAGACAGTTCT 
CICTGGATCT TCCTCATCTG AAATTTTGAG AATGGAGAGA ATTATTCIGG ATAAGTTGAA TTGGGATCTT CACACAGCCA 
CACCATTGGA TTTTCTTCAT ATTTTCCATG CCATTGCAGT CTCAACTAGG CCTCAGTTAC TTITCACTTT GCCCAAATIG 
AGCCCATCTC AACATTTGGC AGTCCTTACC ANGCAACTAC TTCACTCTAT GGCCTGCAAC CAACTTCIGC AATTCAGAGG 
ATOCATCCIT GCTCTGGCCA TGGTTAGTCT GGAAATGGAG GAAACTCATT CCTGATTGGC TTTCTCITAC AA 



SEP ID NO: 2328: (Length of Sequence = 2S6 Nucleotides) 

ACGAGCACAC TCTTCACAGT GGGGOGGAAC ATCAGAAAAT GGGAGCCITC TTCTAATCGC TGTNCTTTTC TGTTGGGAAA 
AAAAAAAAAC AAATCCTCCA AACCACACCG GATGGTTGTA AAAAGCTGCA AOGGAACCTT TGGCACCNGA TGAGAAGAGA 
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QGCcrrrrAA TGCCAiAGcr agtcatcatt caotcaaagc atcagtctaa ggaaggatca oqgggg&agg gaccnnagat 

CACAGNCCTT CTCCTT 

SEX) ID ND:2329: (Length of Sequence = 383 Nucleotides) 

AGTAGAGftCA GCATTTCATT AICTTGGCCA GGCTGCTCTC GAACTCCTCA CCTCAAGXGA TCTGCCT3CC TOGGCC1CCC 
AAACTGOGGG GA3TACAGGC GTCTGCACNC ATOCCTGGCC 'I'mTl'mT TITTTITTAA CGAAGTTATT TTTCTAGAGC 
JOTCATAGIT TGTTTITAIA CAG1TAAGCT TCTCATCCAT CTOSAI'ITIT TQGTAAGTGT GGGGAGAATA AAATCAGOG 
COOCTTIT TTTCTCCAAA TGGCATGTAT TGTCCCAACA CAATTTATTG AATCAAXAAT TCATCTCTCC CATAOGAATT 
TAAACTATTO AACTTTCACA TCAAAATTTT GGAACTACAA AGTAGGTTTA. ACAAGGTDG&G AAC 

SEP ID NO:2330: (Length of Sequence = 392 Nucleotides) 

aaAAoarrc tcaacctait ctcaaactit aaasgggtcaa gaagcccact ggtcagcaig gcaaagcccc agctctaaea 

AAAAATCCAA AAAATTGGCT GGGAGTOGAG G03GGGGCCT GTAATCCCAG CXACTTOGAA GGTTCAGCTG GGAGAGTCGC 
TTGAGTCIGG GAGGCAGAGG TTOCAGTGAG CCGAGATCAC ACCACTGCAC TCCACCTTCA GCAACAGACT GAGACTCIGT 
CTCAAAAAAA AAAAAAAANT TATGCAAAGT CTTCITITCCA ACAAAAGTGT AATCAAGCTA GAAGTCAATA ACAGGAAAAC 
CTGGQIGAAT TTGCAAGTAA GTGAAAGTEA AACAACATTC TTAACCACTG GCTCAAAGGA GGAAAIGACT GG 

SEP ID ND:233l: (Length of Sequence = 284 Nucleotides) 

AAGAAAAGTA AATTCATCTT GCTCACAGIC CITTCTGGAA GA GTl ' lA GAA AGCAAAGAAT TCACCGACTC AGCAGGAAGC 
.AGA^CGAGCT GTOXTTCTT TTGACAOGCA C3\AGCTAATC CCCTAGAGAG TQGGGATCK3 GGAAAOGGAG GGTAAITAAT 
TCTTIGCTCA CTGGTTCACT GCTGAATAGC CTTCGTCAGT TTTGGCTCTC TCCTATTTTA GQGGGAAAAA TATTrrNGIT 

TCTirnrrr aaaaaaiaaa atgitcgcac aatcggagaa aatt 

SEP ID-ND:2332: (Length of Sequence = 349 Nucleotides) 

MCITAAAAA GATTTTTTGT ATTTNCTTTr GAGACTGGGT CTCACTCTGT TGCCCAGGCT GGAGTCTAGC AGGCTGATCA 

TGGCICAGIG cagcctcxac CTCCCOGGGC tcaggtgatc ctoxccitc agcctcctga ctagctcgga ctacagaggt 

GTGGCACCAT GCCOGGCTAA 1TITICTAIT TTTTGTGGAG ATGGGGTTTT GCCATGTTCC CCAGGCTAGT CTTGAACTCC 
TGGATCTGAG CCACTGCCTC TGGCCtATTA TTTTAAATAT AGITCTCnT ACTGOCAGTA GCTTTCAXAT AACCCEAGCG 
ACTAGAITTA GTCACCACTG CTEAATICC 

SEP ID ND:2333: (Length of Sequence = 353 Nucleotides) 

CCACCTCTCC GTTCTCIGCT TCINAACCAC AGCOGCATCC TATTTGCAGC CCTCAAGATT AAGGATGAAA ATTTGACnT 
TTAATITEAT TATTCTTGTT CTICCTTCCT ACTTCATTAG AATCA IUITA TIGGCCTAAA AXACTCTATC TAAAGGA3GC 
TCIX3GGGCCC ATCTGGAAGC CTSCATTCTC TGQGGAXA2A ATTACGCTAA GCAATTITrC AOCAGGGACA GCATCACTI3V 
GCTTCEACCT GGGCATCCTC TGGCAACACA GCOCTCAGTT CTTCCAAAGG GATTQGCTGC TGTCCCTTCA GGCCTTCTTC 
GTGrTOTCTST GTGTCICT3A TTC 

SEP ID NO:2334: (Length of Sequence = 279 Nucleotides) 

GOGCCTTCTA CNAGCIGCTG CTOCCGCNCT CA3NCTQGTG GCGA2GCTGC AGCTGCTCTA CCTGTGGCTO CTCTCCGGAC 
TGCAOSGGCA GGAGGAGCAA GACCAATA3T TTAAGITCTT TCCCCOCTCC CCAOGCTCCG TGGACCAGGT CAAGGCGCAG 
TOOGNACOGC GCTGGCCTCT GGAGGCGTCC TNGAOGCIAG OGGOGATTAC CX3CNTCXACA GGGGCCTGCT GAAGACCACC 
A3NGACCCCA ACNATGTGAT CCTGGCCACG NADGCCAGC 
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SEP ID NO:2335: (Length of Sequence = 386 Nucleotides) 

Gc crrm GT CATGGXAGCA aagiggctgc tciggctcca ggcatcacac cctcaatcaa gctaggaaga agaggcccag 

GGAGGTCTTA GCCATGCCTG TTTCTTITAT TGGAAAAGCT TTCCCAGAAG CCCAGCTAGA CTTCCTCITC AATTTCATIG 
GCCACACCIG ATCACATAGC CATCCTAAGC TGCAAAGGAG ACTGGAACAG TGAAAATCTC GATTTACAGC CTCCACAGTT 
GGAGIGGCIG GAGAXACAGA GTTGGGAOGA CCCCTGAAAA GTGAACCAAG GrTOGTCTGCA CGGCIGCCCT GGAGGGCCTG 
GIGCTTGAGG TCCCTTCTAC CTCIGGGGCT TCATGGAATG ACTICTIGCC TCCATCGAGC ACCTCT 

SEP ID NO: 2336: (Length of Sequence = 258 Nucleotides) 

CCCTAGCAAA CCACTGATGA CCGCCIGCaiA GGGGCCAGCC TCTCGGTCCT' CTGGGCCTTG CAGCIOTTTC mCAGGGrTA 
GCGGTGGTGC CGGGGTCACT TTCTGAATCT 1T1T1T1TXT TTITCAAAAA GGAAAGTTCT TAATGGAAAG TIGAGCCAGA 
ACTAAACCAG GGAGCTGTCT GAAATCATAG CACCCCATCC GGCTGGCGGG GAGATCAACT COGAGCICTT TTTCCGAGGC 
AGTGAGGAAC GCTGCCGG 

SEP ID NO:2337: (Length of Sequence = 338 Nucleotides) 

ATCTCmTC CCACTTCATA AAAGCAAAAT AT3TAAGACT AGCATCTGGT TITTGTCCCA ATAAAAAAAT CCCACAACTT 
TCAAGATATC ACTCTAGCIT TCTAAACTAG AAAGGCAATT CAGGCAACAA AAAATATTTT TTAAAAATCT ATAGCCCAAA 
TCAOCAAAAG GXAAGGAAAG AACTTTCCTA GCAAGCTCIG GAGAAGACCT AATTIGGNCA TCAAAATGGA GCTITCAGAC 
ACIAATCAAG GCCATIAATT AAAAAAATTT TTICAGGAAA ATAAGGCAGG TTGGATCTCT TTTCCCACIT CATAAAAGCA 
AAATATGTGG CAGACTCT 

SEQ ID NO:2338: (Length of Sequence = 410 Nucleotides) 

GGCTC7TTGCT ATGCTGCCTA GGCTGGTCTT GAACTCTTCA ACIGCAGTCT TGACCTCCCA GGCTCAAGTC ATCTTCTTAC 
ATAGGCCTCC CAATGTGCCA GGATTATAGG CAIGACCACC AT3CCAAGCT CCAGATGGTA TTCTTAATTC AGCTCACAAT 
GTCCCCTCAT CAGATTGCTA CTGGCCAGGA GTGAACAACT GACTGAdTT AAGAATCAGG ACACCAGGAA TATGTTCCTA 
GAAAGTGAAG GTATGACTGG AAAACCTGGG TIGGATTATG AACAAGGCCC ACATGICTGC CAGAGTGGCC AGGGCAGGGA 
GCAGCAGCAG GTGCTQCTGA AAGGAAGGIG GATTACTGGG GGCAATGCCT GTL'ITIG'ICT TATCGGTTTC TTTTGAGGGA 
ACTAGATAAG 

SEQ ID NO:2339: (Length of Sequence = 336 Nucleotides) 

AGGGGAGGAG GGGGCTAAGG GCGGCIGGAG GAAGAGCGAA ANAGATGGAA GCCITCCGGC AGAAGGCAGA GCTGGGGOGT 
TIOTIGAGAC ATCAGTATAA CGCTCAACTC AGCAGACGCA CACAGCAGAT CCAAGAGGAG CTGGAGGCAG ACAGGCGGNT 
CCIGCAGGCC CTCCTCGAGA AGGAGGAGGA GAGCCAGCGC CTCCACCTGG CCAGGCGGGA GCAGCTCATG GCCGATOTGG 
CCIGGNTCAA GCAGGCCATT NAGGNGCAGC TTCAGCTGGA GCGGGCGCGG GAGGCAGAGC TGCAGATGCT TCITGAGGGA 
GGAGGGCCAA GGAGAT 

SEP ID NO: 2340: (Length of Sequence = 290 Nucleotides) 

TTTTACTAGA GATGGGGGTT TCIX XTIUIT GGTCAGGCIG GTCTCGAACT CCOGACCTCA GGTGATCCAC CTGCCTCGGC 
CTCCCAAAGT GTIGGGATTA CAGGCGIGAG CACNCGOGNC CGGCCTTCAG TTTCTTCCTA GGCCGITCTG TCACCCAAAT 
AGCIGCTACC CAGAGNGGGG GGGITGACCT AGGCTGAATA TCCACXTTGT TTTTATGGAT GGCINCCTTC CCCCATTCGN 
CTTINCCAGA ATATCCTTTC AACTTNCANT TTCCCAGGGG AGCTCTTGGG 

SEQ ID NO: 2341: (Length of Sequence = 298 Nucleotides) 
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TTTTGCTTAT TACCCGATTT ATTAGAGAGA TCTCTAAAAA GACGGGGTCT GGCGGGGCTA GCTC3GGOGAG GAACCTOGGA 
TCCAAACCAG TOTTIGGC3GC CAGGAG1T3GC TGTATCGTTT CANAGGOGCC CACCACTCIG GGTTT3AGGG ACACAGCACC 
CTOGTCTOGG CGCITTGGAT TNTCACX3CAC CAGACCACGG GGOGGAGGAA T3GACT3GCA TCCCTGGGGG GAGTTAAGAC 
ACAOGAGGTT TGCAGITTCA TTTTCTTTCA GAATCAGTTT GGCCATAAAA ATCGGACT 

SEP ID NDt2342: (Length of Sequence = 316 Nucleotides) 

CCTGAACAAG GTOGTOGTGG TGTX3GAATTC TCCCAAGCTG CCATCAGAGG ACCTTCTCTG GCCTGACATT GGCGTCCCCA 
TCATCGTCCT CCX3TACTGAG AAGAACACTT TOAACAACCG ATTCTTACCC TGGAATCAAA TTGAGACAGA GGCCATCCTG 
TCCA3TSATC AOGATCCTCA CCTCOGCCAT GACGAAATCA TGTTTGGGTT O0GGCTG7TOG AGAGAAGCTC GGGACCNCAT 
CGIGGGCTTC CCT3GNCGXT ACCACGCATG GK3ACAXCCCC CAXCAGTCCT GGNTCEACAA CICCAACIAC TCCTGT 

SEP ID KD:2343: (Length of Sequence = 380 Nucleotides) 

GGAAGAGGAG (3UK3CJITGGA CCTTCATCAG ACCACTCCCT TCCCCCATCC TCCAGGAGAG GGGGCAAGGG CAACCCACCA 
TCIACCCACT TACTAACCTG CTCCTAACCC CCmCTSTO CGOCTCTCTG T3CGTCT3CG CACGCTCTGG CTGITITTTCT 
A33VTGTCTAG CTCATCTAGT TCCTCTTCTT AAGGGGATGG GGGTCAGGGG CTAGGGGAGG GGGCTGACTT TCCCCACTTT 
AGGAGGAGCT GGGGGCTAXT TCTATCCAAA TAGAAATCAG CACA3TCCTC CTACITCCCT TTCCTCCACr COZCCCATAT 
CTTIAAACTG TGGAAGCAGA AAAGGACCTC C3UT1T1XXT ACAATTCAGG AGCTGACATA 

SEP ID NO:2344: (Length of Sequence = 282 Nucleotides) 

GGGAATA3AT TEATCCAAAT TTIATTGAAA TTTATTGTAA AIAAAGNTIT TCNCACTGGN CTAGAAAANC AGCTIGAA3G 
NCA3TCAGCA TTTATTCAAG AAGGATCACA TCCCTOCCAC TTA3TCCACA AACTTCCTAG CTTTGAGACA AATACAGXAG 
CACAGTOOGT TTGAAGATTT GTCCAAAAAA TTAGTCCATA TTTTACTQGC TCACTGTCAA 03GTTCCCTC CCICTGOCCC 
CACTGTTCCT TCTGCAGTGA TAOGAAGGAT GAATGCTTAA IT 

SEQ H),NO:2345: (Length of Sequence = 256 Nucleotides) 

CTTTAIAGGA AGCTGCAAAA GAAATGAGCA GAGOGNGAXA TTTGTGGTAA GGGAXACAAA GAACATACAA TIGTCTACTT 
GAGAGCTTTC AIGGAACKTT ATCACCCATC CAA3X3NAGAC ATCAACATTA ACAACAAAAA TTAN0T3AGG AAGAGCAGTA 
TGAAAATATT CTAATCCAGrT GCTCTCCAAC AGAACTTTCT CTGGTGATGG AAATOTTCCA TATCTTICTG CTAAXACAGA 
ATCTAOCAGC CACATC 

SEQ ID NO:2346: (Length of Sequence = 437 Nucleotides) 

CTGGAGATIG A3GCTTCIOT TTTTTGTTGC CGCTGCTGCC CTCGCGCTGG GAGCCGAGCC GGAGGGAAGG CGGTCGGAGAG 
ATGATTCCAG AGTTGCTGAG CAGCGCTCTG GGGCTOGCCT TGTATCTCAA CACCCIGACT GCGGATTTCT GCTATGATGA 
CAGCOGIGCT ATCAAGACTA ATCAGGAOCT TCTCCCAGAA ACTCCATGGA CGCACATTTT CTACAA3NAX TTTTGGGGGA 
CTCITCTAAC CTACACTGGC AGCCACAAGT CCTACCX3GCC ACTCTGCACT CITTCTTTTC GCCTGAACCA TGCCATTQGA 
GGCTTGAATC CCTGGGAGCT ACCATCITCT CAATGTCCTG TTGCAATCCA GCACTCACTG GTCTCTTCAC AAAGCITCTN 
CAAGATCCTC CITTGGTCAT TGGATACT3G ACA3TCA 

SEQ ID NO:2347: * (Length of Sequence = 406 Nucleotides) 

CCOGGCCGCC GOTTCCGCC GGGGCGAGAC CCCCAGGTPC AAAATGAGCC TCTTTQGAAC AACCTCAGCT TTIGGAACCA 
GTGGGACCAG CATCTTTGGC AGTGCAACTA CAGACAATCA CAATCCCATO AAGGAXA3TG AAGTAACATC ATCTCCTGAT 
GATAGCAITC GTICTCTCTC TTTTAGCCCA CCAACCTTGC OOGGGAACTT TCTTATTGCA GGATCATGGG CTAATCATGT 
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TCGCTGCTGG GAAGTTCAAG ACAGTGGACA GACCASTCCA AAAGCCCAGC AGATGCACAC TGGGCCTGTG CTTGATGTCT 
GCTGGAGTTA OGATGGGAGC AAAGTGmTA CGGCATOGTC TGATAAAACT GCCAAAATCT GGGGACCTCA GCAGTAACCA 
AGCGAT 

Nucleotides) 

GAGGTACAGC AGATCCGOGA CCAGCACCCC AGCAAAATCC 
CGTCCTCGAC AAGACCAAGT TITTGCTCCC GGACCATCTC 
AGCIGAACCC CACGCAGGCC TICTTCCTGC TGGPGAACCA 
TAOGAGCAGG AGAAAGACGA GGACGGCTTC CTCTATATGG 
GTA 

SEP ID NO: 2349: (Length of Sequence = 332 Nucleotides) 

TCCTCCTACT GATGTCTTTC AGTAGATTCA GAAGTGATTC TGGCAAACAT ACTATCTTGA AGGAAGAGAT CGTGTTTTCA 
TTAGCATCTC CCGAGCCTAG TITICTGTTT ATGTTCATGG TATTGAGGAA ATAAAGATCA ATTTGGACTT CTTGCACCTG 
TTAATACATC CTAGTTCCTG ACTGCAGCAA AATCACTCTC AGTCCCOCTT TCTCTTCTTA GIGATTGCCT AAGATGACAG 
CTTCAITCCC TTTTAATIAT TATCCACCTT CTTCCCCATC TTCANTICTT TTCTCAACTG AGGGACITGG CCTCTACTGG 
GACTCCACTG GG 



CAACCTCITC CTCACAGGTT 
ACCGGCCAAT TTTTTCTACT 
ATCCACCTGN CTCGGCCTCC 
TTTTCCTCTT GTCCAAAAGG 



Nucleotides ) 

GCAATGCCAT CCTGAAGATT TCTCAACTAA GAGTCTGCAC 
GAAAGGGAAC CCX3CTTGGCA GCATCIGGAA AGACCCCACG 
CAGCATCTGT CTAAGACTCG CTAGCATCTG GTGCACACAC 
GATGAACACA CAGACGGTGG OGCATGTTCA GAGATGCCGA 



SEO ID NO:2352: (Length of Sequence = 378 Nucleotides) 

GmTOOT TACTGGAACA CTCAAATCAA AAACAGGCTC ACGGTCTGAA TAGTCTTCTG GTCTAAGCAA CTCAGCACCA 
GCGCCGCCAA GGGGAGGCCG CCCTIUICCT GGCCCCGGGA AGAGACGCAG CTCCAGCCCC GACGCAGACC CCATGGCGCA 
CACAGGCAGG CAGAGCTCGA GCTNCAGGOG GCTGCCTTGC GGGAAGTOGC TGGGGGAGGG TCCCINGCIG AGGCIGCACC 
AAGGGCTNGG GAGAGGCCCA GGAAGGGGAG AGCGAGCTE3T GAGCTTGGGA TGGGAGCOGT GAGGTGGGGA TCCTTITNGCA 
GAGGGGCAGA GCCAAGGNCA GAGGCAAGTT CTOGGGCCCC ACAAGCTTAT GGTTGGCA 

SEO ID NO.-2353: (Length of Sequence = 369 Nucleotides) 

CTGCCTTAXA TAATGTGGAT GCTGGGCACA GAGCTCTCAT CTCTGACCGA TTCOGTGGAG TGCAGGACAT TCTGGTAGGG 
GAAGGGACTC ATTTICTCAT CCCGTGGGTA CAGAAACCAA TTATCTTIGA CTGCCGITCr CGACCAOGTA ATGTGCCAGT 



SEO ID NO:2348: (Length of Sequence = 363 
GGCCTTTCAA Q1AG0GGCGG ANITOGCOGA CXX3CTGTAAG 
CGCTGATCAT CGAGCGCTAC AAGGGTCAGA AGCAGCTGCC 
AACATGAGCN AGTTGGTCAA GATCATCCGG OGCCGTCTGC 
GCACAGCATG GTGAGTNTNT CCACGCCCAT CGCGGACATC 
TCTACGGCTC CCAGGAAACC TTCGGCTTTC TCA^CAGCA 



SEO ID NO: 2350: (Length of Sequence = 339 Nucleotides) 
GAGATGGAGT CTCACCCCTT CGCCCAGGCT GGAGIGCAAT GGCAOGATCT CAGCTCACTG 
CAAGCAATTC TCCTGCCTCA GCCTCCCGAG TAGCTGAGAC TACAGGOGIG T3CCACCATG 
TTTAGTAGAG ACAGGGTTTC ACCAT3TTGG CCAGGCTCGC CCCGAACTCC CGACCTCATG 
CAAAGTGCCG GGACCACAGG CATGAGNCAC CGCACCCAGA AAAAGCAAAT CICITAGTAT 
TTCTGACCAT GTTCATGAC 



SEQ ID NO: 2351: (Length of Sequence = 354 
AGAAGGACCT GACTTCTGGC CAACAACAGG CTGCAGAAAG 
CCATGACAGC CCACCGAGAC CCTCGCTCCA AGITTCTGGA 
ATGAGCAGCA GACACAGCAA CGCTGCCTCC TACATCTCGA 
TGTATGAGAC AGCAACAGCC AGAACAGACA GCITTACGTT 
GGGGAGGCCG CAGTTCCCAA AATCACCTCT GGCC 
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CATCA3TCGT AGCAAAGATT TACAGAATCT CAACATCACA CTGCGCATCC TCTTCOGGCC TCTQ3CCAGC CAGCTTCCTC 

GCMCITCAC cagcatcgga gaggactatg atgagoctgt gctgcogtcc atcacaactg agatcctcaa ctcactggtc 
gctcgcitig ainctggaga actaatcacc cagagagagc togtcttca 

SEQ ID NO:2354: (Length of Sequence = 363 Nucleotides) 

GGAGAGGGAT TGGCATCGGC ACCATGGAGC TCCCAGGGCT TAGAGATOGA GCAAACTTOG CCTCACCTTC GGGAACCATT 
CCTGCTCCTG GAIACTGGAA GACATTCTGC TCCATCTNAG GATTGATTCC ACTGCCAAAC TCTCCTCCEA TCTTICC1CT 
CATOCCTCTG CTCACCATOC TCTTGOGCTT GGCCAAGGAT GCTTCAGGAT TINCTGCTAG TTGTGAAAAC GGGCIGGTEAG 
AAGCAGGIGG GCTTCCTGGG ATTTCTACCA TAGITTNGTG GATAGGGGAA TTGCTGTQGA GCACCCIGAG GAAGAGGQGG 
GITNCCCATT TOAACTQGTA GTOCAGATCA GGGAGGGAGG GTT 

SEP ID NO:2355: {Length of Sequence = 403 Nucleotides) 

AACCAGGAAT GGAGGGCCTC CTCA3CTCTG AGGTAGAGTA AGACGGTGTC AGGGGGCGGA CCOGGQGGCG GAGA3X3AGCA 
CCGGCCGCAC TCGGGCATCA TCCNGGCCCA CCOGGGAOGA TGGGCCCTGG GAGGGCTCAG GGCGGTTCTGG TCGCCACACT 
GOGAAGAATC GAXTTTTAAA ACACTTCATA GCCCOGANTT TNTITCAGCT CCCTCTTCGT GGACACAACT TCAGGGCTCC 
• CriXa'ltACIG GCITTCGGGG GTGGTCTCCC CACITGCAGA GTCTCGTCTC CACAGGACAC CGTCCITCCC TTCCCITCCA 
AGGGGCAGGN CCCACGNACC CTCGCCCAAA AANTAAAGGA GCTTTCTGTT TCAAAACGCC AAGGCAAGCC GTCCAAGGGA 
GCT 

SEP ID MD:2356: (Length of Sequence = 456 Nucleotides) 

GAAAGAAAAA CAAITCGTCA AACCACAAGA ACACTGTITAC CTTGAGCCTG AGAAGCCAAX TCAGATTCAA OCCTGAATTT 
GGITGATITG GA2TAAGK3A CGCAAAAACT CAATAGAACC AITCANTTTC AGAAATCA3A AAGTTGCACT ATCCCAAAGA 
AAAGAGTACA 1CTGAATCAA GCGTAGATAG AAAACATCAA GCCAAGAAAA CAACACANTT CACAIAACTT TNITTGCCCC 
GACAAAACAT TTAAGCAGTT AATTTICTTr TGTITriCTTT TGTITGTTTr TGAAGAACAN TIGTGGTCTT TTACATTTTC 
TTGGTCGGAG AGCAAATPCT GATCAGCATT AGTGCTGTGA AATACITTTG GNTTATCATC CCCCAAGTNT AGGGTIGAGAT 
CATCAGGAAA NTTTIGGCAG TCCTTCTCTC AGATTTNGIT CACINAAANT GCTTGG 

SEQ ID ND: 2357: (Length of Sequence = 412 Nucleotides) 

CCACOCCATC CCCAACAAGC CATATTGTCA ATAAAXAAGG AAZAACTCAA ACCAGACCCT TEAGGAAGAG ACAGAAATTC 
CAXEACCCAG GAAACCACTC AGTGAAGATC CTGATAGTTC TGATATGTTC TTAT3CCCTG CCCCCTTCCC CCAAAAAACC 
ACCTGCAGAA CCAAATCTTT CTCCTCAAAG CCCATCAGCA CAGAITCATA AXAATATCAC TATCAAGCCA GGGCIAGTGC 
TTCTCTACAT ACICTACTGT CACAGGTACA AAGCAAGCCC TGGACAGATA CTGTCTCCCT GCCCCCACAA ATCCAGGGAG 
GAAAAAGACC AGQGANGCTT TCATTTCCTT GGGATTTAAA CCTCATGTTC AAAAAGGNTA AIAAAGGTGC TOCTACTIGT 

ATCTTcrrce cr 

SEQ ID ND:2358: (Length of Sequence = 399 Nucleotides) 

AGATCGCAGC AGGTTCAAGT GGGGCCCCTT GGATOCCTAA GCCTGGGGAC GACTACAGCT ACAATCAGTT TTCCACATAT 
GGCGATGCCA ATCCCX3CTGG TGCTTATTAT CAGGAITATT ACACTGGTGG CTACTATCCT GCACAGGACC CGGCCCTGGT 
CCCCCCCCAG GAAATTGCCC CAGATCCCTC CITCATCX2AT GACGAAGCAT TTAAGOGGCT GCAGGGCAAG AGGAACOGAG 
GGAGAGAAGA AATCAACITT GTGGAGATCA AAGCTGATGA CCAGCTCAGT GGGGCCCAGC AA.TGGATCAC TAACTCATTC 
ACAGAAGAGA AAACCATCAA GTCATTCAGC AAAAAGAAAG GTGAGCAGCC AACAGGCCAG CAGCGGOGGG AAACACCAG 
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SEP ID NO:2359: (Length of Sequence = 352 
CITCATDVAC AAGCTCCGAG AGAAGCTGGG TTCCCAGGAC 
GGACTGAGCT GGAGCCCGCC TGGAGAGACA GACAOGTCTG 
TCCTAGATCC ACACTTTCAA AGAGAAACCC CTCCAGAACT 
AGGGGGGCAG CCCACTGGAA TGGAAAGAAT CTGGGATTTG 
ATTAGCTGT3 TGACTCTQGG TGAGXCCCTT AA 



Nucleotides) 

GCCTTCCCCG AGGTGTACGA CAAGATCTGC AAGGCCGCCA 
ACTGCTCAGG CATCTTCCCT TCACICAAGC TTGGCTGCTT 
CCCACCCTGA CAGCCCAACA CCACdTCCT CCTGGCITCC 
GACTCAGACA AGCCTGAGTC CAGTINCCCG TTTAGAACIC 



SEP XD NO: 2360: (Length of Sequence = 359 Nucleotides) 

TrrnrrcAG catagtcatc ttagctitat tcactaaggc atcccaatct ctcctaagat tctnctaaat gaacggctga 

TITTCCTGCC AAACIATGCA TTGGTCAAAG AGAAATCACC ACCTGGCCAC CCCATTCTGT CCCCCTACAG GACACTAAGG 
GTTCTTACAG ATAAAGGGAC GAIGCATTCA TGCCTGGAGA ACIAATCACA CCTGATTTCT CIGGGATCTA AANTAATGTC 
AAAnTTGAT TCACTTIATG TAAAGAAAAA TCCTITTOTT TTTNTGCAAA CCNCTTTCAA GANCAATGCT GCCCATCCCA 
TGCAAGATGT TCTTGTTAAGG CCANCOTCTG GTATACTAA 

SEQ IP, NO: 2361: (Length of Sequence = 437 Nucleotides) 

CTCCAGGATT CCAATCCAGT CCGAACTCAA CACGAGGGGT GGCACCTACA GGCTGGGGTC AATCIGGAAG ACTGCCTGTT 
GTTATGGCCrG GCAACTAAAA AATGTTTTIT ACATTTTTAA ATGGTTAACA AAATTAAAAT AAGAGAATAT TTCATGACAT 
CATCAAAITA CAOGAAATGC AAATCTCAGC ATCTACAAAT ACAGITTGAT TGGGACACAG CCACCCTCAT CCGITTGCAG 
GCTATCCCTG GCTGCTTACA GGCTCCACAT AGTTCCATAAA GCCTGAGGAT A1TTACTATC TGGCCTITTA CAGAAAAAGG 
TCCCCAAACA CTAAATCTGA AATGTITITGC ATCAGAACCC dTCTGGGGQ TTGTTAGGAA TGCAGCTCCC TGGTCCCACA 
NCCAGTCTCT GGATTCACTA ACTCTGGAGC AGGGCCT 



SEQ ID NO:2362: (Length of Sequence * 317 Nucleotides) 

CTTCrCTOGA 1GTGCCTGGG CTTGGACTGG CTAGAATCTT TCTCrGGACr NTTGCATCTA CAGTGNCTCC ATCCTGGAGG 
CAAGAGAGTT GGGACTGGCT CGAATCANAG CTCTGCCCAA GATATCCCIN CTGTTGCATC GTITCAAGCT GAQGTCCTGT 
GTCIOTACAC TGCTGCCACT GTICTNTCCT CGNTCIGCIT GCVGTTGCCT CACGCCAGGN CCCOTCCTGC CGTCACANCC 
TTCATCCTAC CCTTGGAACC CCAAGGCCAA GTTGGTTCAA AL'KTIGGAG AACAGAGTTG GCCTGCATCT TGGAACA 



SEP ID NO: 2363 : (Length of Sequence = 412 Nucleotides) 

GTCAGACTNT TGATAGTTCT ACTGGGAGAC CACAAAATGA CATGGTCCAT CCTCCTCCIT ATCCAAAGAT GCATGGTTAA 
AATAAXASAG ATTAGGAATC ATCCTTACCT CCAAACAGTT AATTCAATTC AAATTTTTAG CCCAGACTGG TTTTTAAAGA 
CATTITCTGC CAAA Al'l'lUT TGGAAGTAAA CACAITAAGG GTAGGICTGG AGAACGATTA ATGGATTCAT THTATACTC 
ACATCTCTTT TGGAAATATA TTTTATGCAA TAAAGCATAA ACTAACAGGT ATACTTATAA ATGTCTGGTT. TTAGAAACAC 
TAAAAGATCT CCAATCTTAG GAGGCCTXAA TTTGAAACTC TGCiTl'lATT TGCCTGAACT AGK3GCTAAC CTG1NTAGGC 
ATCTCACGAG GG 



SEP IP NO: 2364: (Length of Sequence = 334 
GAAATGAJTT AATATTAGGA AAGGCAACTN CCTCGAGACA 
TTCATTACAC CCAGCCACAT TAGCCTGCAC CATTAAAAAC 
CCrTGITCAC TACTCTATCC TCAGCITCGT ATTTCTCTAG 
GAATGCATAA ATAAAXAAGA AAATGAGAGA CTGAATGANT 
GAGGGGAGGT TCTA 



Nucleotides) 

TITATTEAAG CTAATCTGTC CTTGATTTTT GACTTTCAGA 
ATTGATTCAA CCTCTCTTAT TGGCATAGAC AATACATCTG 
CACAGAAGAA TGGTCCAGTA GATATGCTGA AGAAATACCT 
CAATTAATAC CTCAAGTGTT ACCCTNGATA AGGTTCTAGA 
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SEP ID ND:2365: (Length of Sequence = 423 Nucleotides) 

TTTTTTCCCA TTTAATAACT ACTTCATIGA TMTOIATCA CACAGCACIT TACAGTA3CAC TCAAAGAIAG CCEAAATEAT 
GAATTAAACA TGCAAAIATT TNCTTTTCCA AAA3CT3GAC AAAATCTCTT TTAGAGTCCT TCTGAACACT AGCCTIAGCT 

actaagcatt caiu&titiu atcittcits osacatgact ttaageaagt taacaaaaaa tctagctc ta gacactaatt 

GTTTGA3AAA TATOANCAGT TTCAAAATCG CACTGAA3TT ACATCTTIAA TC3OTTTAAT AGGGCCATCC ACAGCClCrC 

rnsrorcrcr aattctcaac ctccggggtc tttaaagggc tqctaaaggc tcagaaagtg nozagctcca tctgggctct 

CTGTAAGNNG TCEA3CTCTT CAT 

SEQ ID KD:2366: (Length of Sequence «= 294 Nucleotides) 

CCAGCCAEAC ACATGCCITT ATTTAGATCA GLTITITIXJA AAATCCAGCC AAACTEATCA GTTGGACAGC CCAAAGBVAC 
CAGCCCTA3T CCACTGAGTT ACTTTACCCC ACAGCAGEAG AACCCACTGC 1GGTTIQGTT CCTGGCXTAT GGFIGGGACAG 
CCTSAAGGTG ATGGAGGGCT CTAGCACAAG GAGGTCCTGA GTGCCACOGG CAGCTGCTTC TGCAGACAGC CTAGAGCAAG 
CTAAGCAGGA GCACTCGOTT CAGAACOGAG GGQGCTQGGA CCAGAGGGCA GGCA. 

SEQ ID ND:2367: (Length of Sequence = 393 Nucleotides) 

AOGGACAGAG CGAAGGGGAG AGGA3GGTAG TCTCTCACTT CCACGTTTTC GTCAGGGATG TCTTGCAGCA TOIQGAITCC 
ATCCAGAAAG ACTACCCTGG GCTTCCICTC TTCCTTCTQG GCCACTCCAT GGGAGGGGCC ATCGCCATCC TCAOGGCOGC 
AGAGAGGCOG GGOCACTTCG CCGGCATCGT ACICATTTQG CCTCTCGITC TIGCCAATCC TGAATCIGCA ACAACTTTCA 
AGGTCCTTGC TGCGAAACTG CTCAACCTTG TGCIGCCAAA CIWTCCCTC GGGCCCATCG ACTCCAGOGT GCTCTCTCGG 
AAIAAGGACA GAGGTOGACA TITATAACTC AGACCCCCTG ATCTTNCCGG GGCANGGGCT NAAGGIGTGC TTT 

SEQ ID ND:2368: (Length of Sequence = 187 Nucleotides) 

GATCTTGAAG TTAAACCAGT GTTAGAAGIT TIGGTGGGGA AGACAATTNA GCAGTCTCTT CTGGANGTAA TGGAAGAAGA 
AGAGCTGGCT AACCTGCGGG CCAGTCAGCX3 7GAGTATGAA GAACTACGGA ATAGTGAAOG TCCTGAAGTT CAACGACTTG 
NAGAGCAAGA NAGGOGACAC CCAGAAG 

SEQ ID NO:2369: (Length of Sequence = 341 Nucleotides) 

GTATCTTTAG TAGAGGOGGG GTTCCACCAT GTTGGCCAGG CTGGTCTCGT ACTCCTGACC TCAGGTGATC ACCTGCCTCC 
.TCGGCCTCCC AAAAIGCTCG GAITACAAGC GTGAGCCACC GCGCCTGGCA CCATCAGTTT TTGATCCTGA TACTTCTCTG 
TCCTCTTGGT TCTCCTCATC CCTAAXTTAA CCTIGAACAC AAAA2TCAAC AGGTnTGGC ATAXAGAATA AAGAXEAICA 
GGCAAAGGOG CACTCITGAC CTAATCATAT ATCTACAXTT CATTTCCIGA TCTATCAGCA AIA3TTAATT TCTCIAGAAA 
TGA3GAGAAG TTTAGAGGAG G 

SEP ID ND:2370: (Length of Sequence = 337 Nucleotides) 

AGATCAAGAT CTCTCCCAAA ATOCCAGXAT GCAAAGGACA CTTCGGGCAG CCTCTCAACA TTTTCTGCCT GACTGAXAIG 
CAGCTSATTT GTGGGATCTG TGCTACTOGT GGGGAGCACA CCAAACATOT CViVi X aVVCV ATTGAAGATO CCTATGCTCA 
GGAAAGGGAT GCCTTTGAGT CCCTCTTCCA GAGCTTD3AG ACCTGGCCTC GGGGAGA3GC TCTTTCT03C TTGGAXACCT 
TGGAAACTAG TAAGAGGAAA TCCCTACAGT TACTNGACTA AAGATTCAGA TAAAGIGAAG GAATTTTTTT GAGGAAGETA 
CASCACACAC TTGGATC 



SEQ ID ND:2371: (Length of Sequence = 



320 Nucleotides) 
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CCTGGCCGCA GAGGCAGCTG AGCATGAGGG ATOGAGOGTG 
TGGATTCATC TCCTCAGGCG CACAGGGAGA TGGCACAGCA 
CACCTCCAGA GGCTGITCGG CGGAAGOGAG AGCTGCAGCA 
TGGGGCAGGG GAOGGAGCIN AGGCTGTCCG GCOCGGGCCC 

SEP ID NO-.2372: (Length of Sequence = 326 Nucleotides) 

AGGCCTGGCA TGCGGOGAAA AGTTCCTQGA GAAGGOCTCC CCCTCCCCAA AACACCCGAG AAACGTCGGG ACCTCATTAT 
TGAGTTIGAA GTGATCITCC CCGAAAGGAT TCCCCAGACA TCAAGAACOG TACTTGAGCA GGTTCTTCCA ATATAGCTAT 
CTGAGCTCCC CAAGGACTGA CCAGGGACCT TTCCAGAGCT CAAGGATTTC TGGACCTTTC TACCAGTIGT GGAOCATCAG 
AGGGTGGGAG GGCCCAGGGA GGGCTXTCGT ACTOCPGAAT GTTTTNCAGA GCATAXATTA CAATCTTTCA AAGTCGCACA 
CTAGGA 

SEP ID NO:2373: (Length of Sequence = 361 Nucleotides) 

AGCAGAGCTG AGGGAAGGOG TAGGATGGCT CCAGCTCCCG CTCAGTGGCT ACATGGTCAG TTCCATGATG GCGTIGAOGA 
TGTCACICTG GTICTOTCTC AGAGCCCGCA CGGCCITGGC CCIGGACACA TTGGCCTGOG CCATCACCAG CTCAATXJTCA 
CGCAGTTCCA GCCCOGCCTC GTCCACCTCT TCCTCCTCCT CCTCITCCTC TTCCTTGCAC TCCAGCCTCA CCOGGGGCCT 
GGGTGCTGAC TCAGGGACCA AGGCTGAGGG CICTGAGGC2J ACCTTAAACT TCTCAGCTGC GGCITICTGC ACITGCTGGG 
ACAAGGTCCT CAATCTTGGN CTCGCCAAAG ACCACATAAG T 

SEP ID NO: 2374: (Length of Sequence = 281 Nucleotides) 

TGACTCTAGT CTCGCACTTA TIGATCACAT TGAGAGGCIG AAATATGAAA TINCAGAGGT GATGACAGAG ATCGACAATC 
IAACTTCCGT AGAGGAGAGC AAAACGACTC AGAGGJACAA ACAGATAGCC ATGGGAAGAA AGAAATTCAA CATGGtfTCCC 
AAAAAGGGAA TTCACTTTCT AATAGAAAAT GACCTGCTAC AGAGTTCCCC AGAAGACCTC GCCCAGITCC TTTATAAAGG 
AGAAGGCCTA AATAAGACCG TCATTGGGGA CTACCIGNGG T 

SEP ID NO:2375: (Length of Sequence = 391 Nucleotides) 

ATGTTTAGTG CTTCCTTCAG GAGCTCTGGT AGGGCAGCTC TGGTGGTGAC AAAATCTCTC AGCATTTGCT TCTCTGTAAA 
GGATTTTATT TCTCCTTCAC TTATGAAGCT CAGTTTQGCT GGAXATCAAA TTCTGGGTITG AAAATTCTCT TCTTTAAGAA 
TGTIGAATAT TGGCCCCCAC TCTCITCTGG CTTCTACAGT TTCT G CIGAA AGATCTGCTG TTAGTCTGAT GGGCTICCCT 
TIGTGAGTAA CCCGACCTTT CTCTCTGGCT GCCCTTAACA TTTTINCCTT CATTTCAACT TTGGTCAATC TGACAATTGT 
GTATCITGGA GTTGCIGTTC TOGAGGAGGC AACCTTICTG GGCGTTCTCT GTAATTTCCC CGAATTIGAA A 

SEP ID NQ:2376: (Length of Sequence = 324 Nucleotides) 

CCAGCCCTCC CTCAGCIGGG AACACAGCCA GGTGCCCTCA GACCCCIGGN TCTGCACAAG GGGGGCCTGC CCCCTCGCCC 
CAGCTATATA CACGACAGCC CATCCTGCTG GCCGTGGACA AAAGCTGGGA GCICCTGTCG CCAGTGAGGA GCCCCTACAG 
TCCACCAGCT GCGOGGCCGG GTCCAGGGGC CCACTCTCGT GCCAGCNAGT TINTCAAAAC CNAGGGCCCA GCCCCAGCTG 
GCNCCTNGCC AAGCCCCAGG CCTOITTGCr GGGATGGAGC CTCCACACTG AGGCTGGTTAA AAGCITGAAC TCAACAGCAG 
CAAT 

SEP ID NO: 2377: (Length of Sequence = 357 Nucleotides) 

GTTTATGTTT TTATTTATGT ATHTAACTG ACTTATTTGT GTATCCCACT AGAACAATAC ATTCACAATA TACITGCAGA 
ACTCTGCCTG GTGCCTCATC GGAGCAGAGA ACTTGTCCAG TCAATAGTTG TTGAAGAAAG GAGTAAAATC TCCCCCAAAC 



* GCAGGTCCCG TTAGCCCTCT TTIGCACTGG 
GGACCOGCCG CCCAGCCTCG CTGAGGGCAT GCTCCCGCCT 
GTTGGGGCCA GCNTGGGACT GGAGGCCCAG GTGAATCTIG 
TTCCCACCCA AAGGCCCTAG AACCCTAGGC CITCAATCCT 
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CCIAAAGGCA TCCITITCGT AGTCTCICTC CCAIAGCTAT GGCTT3CTGAG CACCAGGGCT GCTCACCATG CTCCCAAGAA 
GCAGAGTCAG GGAGGCAGAC AGCAGGGTTIT ATEAAGGTGC ACACCCAjPGT CTGAGCCCCA. GCTCICTCCG NCTTCTCTQG 
GGAGGAAGCC CTCCGGTCTT TCCGAGGAAC CTTCAAA 

SEP ID NO:2378: {Length of Sequence = 454 Nucleotides) 

CTOGGGTCTT TCAAIAGCAA CTTTTCAC1T CATOGACAAC ATCACGAAGG TGCTAACAAA CAAATGCITT ATCAGGCTGG 
ACTTCATrTC AAACTCCCCC AAAGCACAGA TCCATTACGC ACATTCAAAG ATACCATCTA CCITACTCAG GTCATGCAGG 
CCCAGTCTGrT CAAAACAGAA ACIGAAT1CT ACCGCCGTAG TCGCAGCGAG AIACTQGATC AGCAAGGGCA CAOGA3X3GGG 
GCACTITATT GGCAGTTGAA. TCACATCTGG CAAGCTCCIT CCTGGGGCTT CTCTTGAGTA CGGAGGGAAA GTGGAAAATC 
CITCATTACT TTGCTCAGAA TTTCTTTGCT CCACTOITGC CAGTAGGCTT TTGAGGAATG AAAACACGGT CTATATCTAT 
GGGTCTGTCA GATCTTCACT CX3GATTATPC GATGACACTC AGTCIT3AGGA GTCC 

SEP ID NO: 23 79: (Length of Sequence = 224 Nucleotides) 

GG^AGAGACC TCACAGGTNA TIAAANGTST ATTTTNTGGA CCIGGGCTIG GCTGGAATGC TCAGGGGTCC TGAAGATCCT 
ATTATAGCTT CCTTCTCTT3 AACCATXAAG AAAAGAT3GC GANAGTCAAC ATAACTAGAG ACCTCATCOG TAGNAGATCA 
AGGAGCGGGG TCCCCTTAGC TTTOAGOGQC GCXACCATCT CACTGTNCCC 1'ITATCOGGC GGCT 

SEQ ID ND:2380: (Length of Sequence = 274 Nucleotides) 

AGGTTTGAAA TATCTTTTIG CAA3AGATAA TCTTATTTAC AITAAXACAG AATCATITTA CA2TCCIAAA TCAGACACTA 
ATAGATCCTT TA1TTXACTG AATTATAAAG GAAAACAAAA AGGAAACTGT TGAGAAGTGT TCTTCATXAA CCNGTCTAAC 
QICAGCCCGA AGATCCNGNA ACACATGGAA ACTCOGNCAT GCTNCCNGCA GAGGCTGGGG AATGGGGCTT CTCCTCTCAC 
TSAASGGTOG GGAACdTCA ACTGCTTAGC CTGT 

SEP ID NO:2381: (Length of Sequence = 312 Nucleotides) 

GCACAAACAG TTTTAXITGA TGANCCACAG TCACTAACAG GOTCAGAAGA CAGTCCAGAT AITCTGAAGA AGGCACTGNG 
GGAGGTAAGG GGGTATCACA GCAGGCAGCC TCCTCTGNTT CTNTCCCAGT TCACAGATCA GTTCCAGGCA GGAAGTCTCT 
GCAGCTCACC CACGGCGGCC TCAGAGGGAC AATITOITCC CTTCTAGAAG CXTTOTTCCAG TGTTCACTGG ATGNTTTGAG 
GAOOTTCTG GGCAGAGGAG CT3ACTCTCT GAAAGATOCT ATCITAAGAT GGGGAGACTA GGCTGTGAGG AG 

SEQ ID ND:2382: (Length of Sequence = 402 Nucleotides) 

CTTAAACTAA CTTTGAAGCA AGTAATGTCA ACTTTGAGCA CTITCTTGAG TTTTGAAAAA TCTTATTTCT TGCTGCACAG 
GTEAAJTAAAT TATCAATTTG TAATTCAGCA TCTTOCTCAG AGACACGGTC ACTGATTCAC ACCCAGTCCC TCCCACAGAC 
CGTCTCAGAC ACGCACAGTG GGCCTGCTGC ATCAXTCACA CCCAGTCCCT GCCACAGACC CTCTCAGACA CGCACACTGG 
GCCTGCTGCA TCCGTCTTAC CTGGCTTTTG GCTCCAOGCT CACTCATAGC CATCTCCACA TGGGGGGdT GCACACAGGA 
TCACTCACAT ATCTACATCT ACCCACCACA AAOGTCCAAA GCTCCTTGCA CACATGCATG CACACAAAOG TGGTACACAA 
CT 

SEP id ND:2383: (Length of Sequence = 406 Nucleotides) 

GACccrrrrc acttagccct ctigggittg caacatgctt tctctctcac cttctcaitg aatcagaaaa aacagcccag 
CCATIT1T1G caaacagcaa agcaccagag tgatcatggc tttcctcatc tcactigact ttcacagtaa ctcagtttga 

TGTAGGCAGT CCAGGCATTA TXATTTTCAT TTXACAGATG ATGCAACIGA GGCTCAGTGT GCTGAAACAT TTGGCTCATA 

GCCACACAGC tgaxaagcat cagggacttg ggacctagoi citcacattt caagttcagct gtatctctcc ccaagcccca 
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CCAGACITCA TGTGAAGGTC GCPGCTTCTG GGCTGATGGT QGCTC3GAGAG GCAGACTCTG AGGCIGCCAT GCTCITATTT 
TCAGAT 



SEQ ID ND:2384: (Length of Sequence = 165 Nucleotides) 

TTAAGACAAT AATGAAAGAT TCTGTACAAA GTTACCAACT CTACAGGCTG AGOGAGCCAA GGGTAAGTGG GGCCTGATCC 
TTGTGGAOGA ATCINCCCGG GAGAGCTGGC CTC^CCTGGG GGAGGCACGT TCAAAAAGTA CACATTTACA GGGCTCGGGA 
AAGGC 



SEP ID NO-.2385: (Length of Sequence = 297 
GCxTTTINATT CATTCTCTTC TA3TAACCTC TCTAAAGGAA 
GGCTGGCTCA CTTTNAGGTC AGGAGTTCAA GACCAACCTG 
NTTAGCCAGG CIGGTCGTCT TCGCCTCTAA TCCCAGCTAC 
CGOJGGTTCC AGTGAGCTGA GATOGIGCCA CTGCATTCCA 



Nucleotides) 

ATTGGGCACC TGTAATCCCA GCACTTIGGG AGGCTGAGGT 
GCCAGCATGG TCAAAACCCA TCTCTACTAA AAATACAAAA 
TCAGGAGGCT GAGGCAGGAG AATICTITGA ACCTGGGAGG 
GCCCAGGGTG ACAGAGT 



SEQ ID NO:2386: (Length of Sequence = 290 Nucleotides) . 

AAAAAATAAA GIGAATTTAT TGGTTCATGT AACTGGAAAG TCTCATCAAA ATGTCAGCTT CAGGAGAAGC TTGACCCAGC 
AGCTTCATGA TGTATCGAAA TACCTGGGTT TTTTGTTTCT NCTCTGCEAC TCIGGTATCA GdTTATTCC AAGTCTGGCr 
TCCT1TCTIG TTGCAAAATG CTTTGTCAGA AGAAGCCTCG GTCCATCTGT TAGGNTTAAG TTTACTCTCT ATGCTGTAGT 
AGTGGCTATC ACAAGATTAG GAAGTCTATT TTCTCCTCCC ATATTAAAAG 



SEP ID NO: 2387: (Length of Sequence = 356 
GTCATCTCTA TICTCACATC AAATGCACAT CCAAAACGGG 
CCTCGGGGCA AAGCCTCATC GAIGCCCACG GGOGCTGGCC 
CAGCGGAGAG TCAGCTCACA CCCCAGGCCC TTTAGCTCrC 
CCTIGGGGGT TAATAGCTGT TCCCCAAGAA AAGGGITCTG 
TTAGGCAAGA AGCTTTTCTA TAGGGCTTTC TCAGAG 



Nucleotides) 

TGACTTOSAA ACGACCTATT AGGTCACACG GAGTCOGGCC 

agcactitcc ttgggctctg gcctgigcac COGGCCTCCC 

TGGCAGCAGC TCCCAAAACG CACITGAGGA ACCAATAATT 
TGGGTCAAAT AAGTTTAGGA AAACATGGGT TAAAGAAGGT 



SEQ ID NO:2388: (Length of Sequence = 226 Nucleotides) 

ATTATTGGTA TAAAAACTTA AGAOGGCATT AGAATTCTTA AGAAAAGGTG TAAAATTTAA AAAGATCTGC AAACAACAAA 
GAA3X3CCCGA CCCTGAACCA GACCTAAAGC ACCITCCAOT TCCTCCACAC ATCATGCCCC AACACCATCC AGCCCAATCG 
GACACCAGGA CAGTGAGGGA OGGGTGGCTC TTCAGTGGGC AACAGATCTG GAAGGAAAGA TTCTCA 



SEQ ID NOr2389: (Length of Sequence = 250 
CCCAGCTAGG CCTTGGNATG GCINCACTGA GGAGAAATCC 

TrrmjTAiT aaagttigca tggtttctaa taaaggattc 

GGCTTCTCTN GAAGGGGGAT TGNGCIGCAN TCTAGATTTN 
ACCCCCTCCT 



Nucleotides) 

CGGGAACTGT ATTGACACAA AGATIdNAT TCOVCTTGTA 
AAACATAAGT TIGTAGIGAA ATGGCCTGGN AGATTCCAAG 
CCTCIGAAGG AGGCIGGCCC CAAACTIGGN CCTCCTCATC 



SEP ID ND:2390: (Length of Sequence = 371 
CCITTTTCIG GAGAACGGGG TCTCGCTATA TTGCCCAGGC 
NAGCCTCCGT TTCCAGAAGG TCACCAAGTA ATATCIGCNT 
GGITTTCAAA CAGATCAGAA TTACCTGGGG AGCITGTCTA 



Nucleotides) 

AGCTCTCGAA CTCCTOGGCT CAAGCTATCC TCCCGCCTCT 
rrCATCAGTT GCAGTTAAGA TTTTNNTITC TTGAAATACT 
AAATATAAAT GCCCCAAGGC CAGCTCCAGG ACATTCTGAC 
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TCCAIAGGTA TCTGGTAAGC OCAGGGAATC CAGCTAAGCT CAGCTAAGCC CAGGGTAAGC CAGGGAAITC TEAACAGGAA 
GCTCG1GGGT TTCTGGCACC TNGACANOGA CT3AATTCTA GCTAGCTTGC C 



STO ID NO:2391: (Length of Sequence - 200 Nucleotides) 

CAGTTCAGCA GGCIATGAAA TTTGTTGGGC AIAIAAANAA CIGGAACTTT CAACAGGGT3 CTTTTSAAAC TAQ3GCATIA 
AOCAATAAAT GNCAAACCCA CAAGGACAGTT GCATTGTCTC ACAIAGANGA. TCTGGAAACT ACAGCIX3TAA ACTATAATCN 
CCACTCTCTS AGTEAGCACC TTTCCACGNT AGTCTCTTAC 

SEp ID NO;2392: (Length of Sequence = 234 Nucleotides) 

TCGCTGAGGT GTl ' lUtflTm GAAXAGGGAA AAAGCTAAGA GACTAAOGTG GAAAGGTGCT AACTCAGRGA CPQGAGATTA 
TAGTTEACAG CTGrACITTC CAGATCTTCT ATCTGACACA AJGCACTGTC CTTGTX3GGTT TGTCATTTAT TGGTTAASNC 
TCTAGTITCA AAACCACCCT GITCAAACTT CCAC^JTATTT ATATGCCCAA CAAATITCAT AGCCK3CTGA ACTG 



SEP ID ND:2393: (Length of Sequence = 337 Nucleotides) 
TCCAGAGGGG GATTCAGAAG AAAGGAGATC CACATGAAAT GAAGATCACC TCTCCCTATC 
TAXAAGAAAA CCTTTCTCCC TGAGATGAGT GAAAAA3T7PG AGGNTTEACA GTAITCTGCA 
AAAGGTGCTA GAGGACA2TG AAXACCTGAA GTTCGAIAAA GGGCOCTGGC TCAAGCAGGA 
TGCGATXACT GGTTCAGGAT AAGTTTGAGG TGCTGAATTA CACAAGCATT CXTTATCITIN 
GCTCATCAGA CTGACCG 

SBO ID ND:2394: (Length of Sequence = 211 Nucleotides) 
CAAATCTTTA TITTATATAC AAAGAA2TAT CATGGTnTN CATTGAGTAG ATCCCCCGGA TAATCCTCTG AAGGAAGAGC 
AXITAGTCCA JVCITAAIGAA A00GAEATCC TTOGOGXACT GACGGAAACA CTGGCGGCAC OTATTGAGGC OffiATTTCCG 
GATCANACOG TGCOGGTTTG AACAGACAOG ACAAGAGCGA GAACCCIGCC C 



AAAATAGCTG GAGAAGTTAA 

vrrvLvrivx aggaccaacc 

CAACTGGTAC AACTGGTCAC 
GGNAAAGTTA TAACCCACTA 



SBO ID ND:2396: (Length of Sequence = 223 Nucleotides) 
AGGGAGATCC AGCTCCGTCC TGCC3X3CAGC AGCACAAOCC TGCACACCCA CCATCGATCT CTTCAAGAAG GGCITCTCCA 
TCGCCAAGGA GGGNGTGCTG GGIGOGCTGG AAAAGACCAA GCAGGGGGTG AOGGAAGCAG CTGAGAAGAC CAAGGAGGGG 
GTCA3X3TA3G TGGGATTACA Trrrrrrrrr AAAGAAAGAA TAAATEAATT GTGATTAAAG TTG 

SBO ID NO: 2397: (Length of Sequence = 379 Nucleotides) 

CCATTACAAA GAATCIGGCA ACnGCTTNT NCCTAAAAGG* AGGAATTGGA ACTAGAATCT CTGACTCTGT GGGGACTGCA 
TAGGTTTGIT AA3TGACCTA TAGCEAAACC TTAATCItHT I XaTO IGTC iA TACATTGCTT TCOGCA3TTC AAGACATCCA 
GACGCTATTA CCAACA3TIT CCTGTGCATT AACCTCTGCA TGTCAAAACT TTEAACAGTT ACTGAACTAT GTAAAIATCT 



TACAGGACAT TGAGAATGCC 
AGGGAAGCTC AAGATTCAAA 
CAATQGCACT TTAXACCACC 
TNCOGGAACT CAGCATTGGA 



SBO ID NO:2395: (Length of Sequence = 335 Nucleotides) 
CTGAAAGCXG TAACACCCTC AGGTAATAAC AAAAGGGATT TTTATTTCAC AGCTAAAGGG 
AAAAXAATGT CIGATCCIGT TCGTAAGTTC CAAACTAXAG CCAACACTCT GATCCTGCTC 

GTOccAGrrrr gcctgggact ttctcatitt tacagagtcc CAAATCCTAG GAAACTGGAG 

CTACTCTTCC CCCrCTGGTA AATCAAGNCA ACPCTGACCA TCCAA3CTGC CATCTTACAG 
TTCCCCXAIA ACA33V 
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GAA3TTTITT ATTTAQGTCG ATOCATl'JL'JLT NGTCICTITA CTGCICTTCT CAGCTTTATT CAATAAACTT GCATITTAAG 
GGTTCTATTC GCAATTTTAA CTTAAAATGT GCATCATGAT GGAAGGTIGCA GACCTTTTT 



SEP ID N0:2398: (Length of Sequence = 421 Nucleotides) 

GACAGGTTGG TCTIACCCAC TGGNTCCCAG TCATGCTGTA AACAGGGCTT GCTTTC3GAGT CTGTCAGACC TGGCITAGAC 
CCAGGCTCTG ACCAAATGGG TGAGTTATGC AGCIACTTGG T3GCATCTAA TACCCTATCG CAAAGGACTG CCCTGAACAG 
GAAGGAGGTG TCAAATTPGG CAGTGCCTCA TGAGCTGAGG CCAGGACCCA GGAACTTCTA TTCCCTCCCA TGCTCAGGAA 
CAGTAAGTCT TCTTCIATCT GCAGAGCTAG ATCCTTAGCA CATCGTGGGT ACTTCACTCA TGATTGCTAA AATTTGAATT 
TCTGGATAAA GTCATTTCAA AAGTCAGATT CTAGGACCAA AAATACAATA TCTCTCCAAC ATGGAACTGT TAGATCATGG 

rmiuiTi c caggcccagg a 

SEP ID N0:2399: (Length of Sequence <= 392 Nucleotides) 

GATRAGCITG ATATCGAAAG 1NCCACAATG GGTCAGCT3T ACCAGGAACA CCATGAAGAA GACTTCTTTC TCTACATTCC 
CTACACTGAC GAAACTGTCT ACX3CTCTGTN AAGCTGCTGC CCCTGAGCTG GAGGGGGGTC TCATTCTACA AAGAGAGAGG 
T3G0CCCCCT TTCITCACCT CCTCGTCCTT CAAGCTCAAA CACCACCTCC CTIMTCAGG ACCGGCACTT CTTAATGTTT 
GTOGCTITCT CTCCAGCCTC TCTTAGGAGG GGTAATGGTG GAGTIGGCAT CTTC7TAACTC TCCTTTCTCC TTTCITCCCC 
TTTCTCIGCC CGNCTTTCCC ATCCIGCTCT AGACTTCTTC ATTCTCAGTC 1CTGCTCACA TCCACTGGAT TG 

SEQ ID NO:2400: (Length of Sequence = 366 Nucleotides) 

CTGGGGAAGG ACTGGCACAA GITCTGCCIN AAGTCCGAGC GCTCCAGCAA GACGCTGACG CCCGGGGGCC AOGCOGAGCA 
TGACGGGAAG CCGTICTGCC ACAAGCOGTG CTAOGCCACC CICTTOGGAC CCAAAGGOGT GAACATCGGG QGCGCCGGCT 
CCIACATCTA CGAGAAGCCC CTOC33GGAGG GGCCGCAGCT CACCGGCCCC ATCGAGGTCC CCGOGGCCCG AGCAGAGGAG 
CQGAAGGCGA GCTGCCCCCC GAAGGCCNCA. GCAGAGCCTC CAGTSTCACC ACTTTCACCG GGGAGCCCAA CAOCTGCCOG 
CGCTGCAGCA AAGAAGCTGT ACTTCGCTTG AGAAGCTGAC CTCTCT 

SEQ ID NP: 2401 : (Length of Sequence = 38.5 Nucleotides) 

CATCCACCCA GGGATTAGGG TTCAAGTAGC AGCTGCTAAC CCTTGCACCA GCCCTTGTCG GACTCCCAAC ACAAGACAAA 
GCTCAGGATG CTGGTGATGC TAGGAAGATC TCCCTCCCCT CACTGCCCCA CATTCTCCCA CTGGCTCTAC CAGCCTCACC 
CATCAAACCA GTGAATTTCT CAATCTTGCC TCACAGTCAC TGCAGOGCCA AGCGGNCATC CACCAAGCAT CAACTTGGAG 
AAAAGGGAAC CCAAGCAGTA GAGAGCGATA TTOGAGTCTT TTCTTCATTC AAATCITGGA I'lTiTlTlTr TCCCTAAGAG 
ATICTCTTCT TAGGGGGAAT GGGAAACGGA CACCTCATAA AGGGTTTCAA AGATCATCAA TTTTT 



SEP ID ND:2402: (Length of Sequence = 392 
AAAGAACTTC CT3VTCTCXAT TAAAGTACAT GANCCTCCAA 
TTACAAGAAG CACAGAGTTC AGTATGAAAT GAGAACACIT 
CAGATGTCTA CTTGGAATAT A3TCAG0GAA ACTTACCTGA 
TIACCAGAAC ACATCAAGGA GCCAATCTGG GAAACACTAT 
AGGCCATTIT TGCCTAAATT TTGAAATGAG GCT3GGCCAG 



Nucleotides) 

GGAAAATAGA GCGATTTACT C7TCTCCAAT CAGTGCATAT 
TACAGATGTT TAGAGITAGA ACATCTAACT GGAAGCACAG 
AGGGGTT3CC ATGGAAGTAA CAAAGACACA AITAGAACAG 
CAGAAGAAAA AGAAGAAAGC AAGTCATAAA GCCTTCAGGG 
ATGAGTATGT TTAAGTGGAG AGTGCITrCC AG 



SEQ XP NO:2403: (Length of Sequence ■ = 179 Nucleotides) 
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TCATTAAGTT AIACTCTIGG AIAGGAACAC TGAGGAAAAA TGAAAGATGA GAXTTGCAAT AGGGA1TCTC TAATTCTCAT 
CTTAATCTCT TITCTACCAX TTTTACTITG TCTTTICTGG ATCTCTTCTT TTXATEAGAT GAXATTAAAG GGGA3TAAAG 
TXCTfOTCTA TGAAATCIC 

SEP ID to : 2404: (Length of Sequence = 399 Nucleotides) 

TICOCAAAGT GGTIGTAACA TXT1ACACIC CTACTAACAG TCCATCGGAA GCCACHTTCT CTATATCCTC TCCAACATTT 
GGTGCTGTCA ATCTTTIAAA A1T1TAGOCA TmTGTOGT TCTATAGTCT TATCPCATTT3 CAGTTTTAAX TIGCCGATCC 
CTGAATCICT GTRGGTOTST ATATCTA1TA TOEAATAIAT ATATINAINCT TTCACTEATT TTGAAGTAAT TTCAAAGTIT 
OCfcCSfcAIAAT ATCAAGAACT CC1X7EACTCC CITCGCCAGA TTCTCCAATT CTAATCTTIT ATIGCAIATG CICCA3TGCC 
CATTCTOCTC TCIACTIAXA GCTTGC3OTA GTGnTTCCT GGAACCNTTA. GAGATCAAGG TCGAAAAAAG GATGCGGGT 

SEP ID NO:2405: (Length of Sequence - 404 Nucleotides) 

GGAACAGAGT GACCTCACCA (XCTAACATC AGCTGCAXAC CAGCAGAGCC TGACTGTTCA CACAGGAACT CATCTCCTCA 
GCA3GCAGGG GAGCCCTGGA GGACACAATC GCCCAGGCAC CCTCAPGGCA GCTGACAGAG CCAAACAAAT GTTTGGACCC 
CAAGTGCTTA CGACCCGGCA CTACGTCGGC TCAGCAGCTG CTTTK3CAGG GACACCAGAG CATGGACAAT TCCAAGGCAG 
TCCTGGTGGT GCCEATGGGA CIGCTCAGCC CCCACCTCAC TATGGGCCCA CACAGCCAGC TTATACTCCT AGTCAGCAGC 
TCAGAGCTCC TTQGGCAITC CCTGCAGTGC AGTTACCEAT CTTCAGCCAC AGCCACAGGC CTATTGCTCT GCA1GGGCCA 
TTTT 

SEP ID NO:2406: (Length of Sequence = 280 Nucleotides) 

AAGAGAGAAC ATTTTATTTG TCTAXAAITA GGGTAAACAG TTGGCTAAAA YCTTACTAAA AGAAAGTTAA GGTTCTCTTA 
ACACAAGA3A TATAA3X3TCA TAAAXXAGTT AATTAAATTT YAATTAAAAM CAGCTGCTIT GGAAATCCAA CAIGTATACT 
TCAAAATAAT TTACCTAAAT AACTTATGAA AATGGATGTT ATTGTACAAC TOVTCTCTCC TTAIAAAAGG NGAACAAAGG 
ACATAGGAAA GCTGAAAAGA AGGCTAGATC AAGATACAGG 

SEP ID NO: 2407: (Length of Sequence = 350 Nucleotides) 

TCCAAGGGCA ATATAAATTA CAGTEATOCAA AACATACTGA CTGGCTGAGG TAAAACGCAC TGCTCCTGCC TCACGTCACC 
ATCAGGGGAA ACACACAIAT GCTTTEAAAA ACATCIGGCT TATAAAAAAA CATCCCCTAG AAAGGCCTCC AGAGAGGGGC 
TO1GAGGCTC ACCCTCTGCC GQGCTCAGGA GGACCCGCCG GCTCAGCCCT GGCCCCTCCA CTCCAGCCAT GGGTCGOGCC 
TCCCCCTACT GCCTCCCCAG GGCTCTCTCC AGGTTGCTCT TGATGCTCTC GAGGAAGTCC GTGGTGTTCA GGAAGTGCTC 
GTTCAGCITC ACAXTGCTGA GGCCCTGAAT 

SEP ID NO:2408: (Length of Sequence - 239 Nucleotides) 

AINGNTTTQG GGTOGCNAGA AATGGATCT3 OGGAAGAAGA AGAAGAAAAA AAATCAGCAG CTCAAAGANC CAGAGGCAGC 
AGGGCCTCTG GGGACAGAGC CCACAGTQGA GACACTGGAG CCTCTNiaiAG TCCTGTNCCC GTCCACCACC AAGAAGAGGA 
AGAAGCCCAA AGGGAAAGAA ACCTTCGAGC CAGAAGACAA GACACTGAAG CAGGAACAGA TTAACACTGA GCCTCTAGA 

SEP ID NO: 2409: (Length of Sequence = 331 Nucleotides) 

TCTCITCAAG AA3TTCAGAC CAATOGACOG TCCTGTCTCT TTAAGGCTTA GGAAGAGCAG TCTGGCTGCC CCTTXAAGGA 
GGCGTTGCAA CAAACCATAT TGGACAGAOG ATGGGGGCGA CCCATCGGGA CCCGAGGGGC CTCTGACTCC AGCAATACAG 
CGAATCAGCG GCTTTGGGGA AIACATTTTT OGGAAAAAGA CTTCTTCCTC GGTTTTCTGC TCTGCACACG TIGAAATTTT 
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CCCCAGTTIT TCCTGCAGAT CGGGAGTCGA GCAATCCCTA CCCCCGCCTC CCGCACCAGT TGGGCGCTCC OGGATGATGC 
CCTACCCCTT T 



SEP ID NO: 2410: (Length of Sequence = 135 Nucleotides) 

CTCCAGGACT TGOGAAGAGC GTGCATTCCC ACTGGGCGAA CGGGAATTCG AACGGAGAGA GGCTTATCIT GTGGGQGGCT 
ACCCGTGGAG AGCAAGGCGC CCCCAGGGGT T0C2TT0GCTG AAATTNAGGT CGCCC 



SEQ ID NO: 2411: (Length of Sequence » 330 Nucleotides) 

ATGCTGCTCG GTTCTCTTGT CCCCCCAACT TTACOGOGAA GCCCCAGCCT CAGAGTCCCC TCGTTTCTCC TT3GAQGCGC 
T3ACGGGTCC AGAXAOGGAG CICTGGCTTA TTCAGGCCCC TGCAGACTIT GCCCCAGAAT GCTTCAATGG GCGGCAOTIG 
CCTCTNTCTC GCTCCCAGAT CCTCAAGGGC AAATTGGCAG GCAAGCGGCA CCGCTATCGG AGTCCTCAGC AGCTCTCCCC 
AAGCTGGAGA AGOGACOCTG CTCGCCCCCT CAANGGAGGC AGGAGGTGGA CTCACCTCTG CCTCAGCCCC CCAGGGCACC 
CIMGGATCC 

SEQ ID NO:2412: (Length of Sequence = 583 Nucleotides) 

TGCACOGCTG CACCAGGTGC CCGTGTOGAT TCTNACAC23N ACGTCGGTNA TCAAGGTAAC CACCTACCGN GTCCAD3TGG 
CCNAGCAGCA GGACGTGCAC CTCACTGTOA CGGAGTCTCG GCAGCATCAG CICTCGCCAG ACTOGAACTT GCCOGTGCAG 
CTCCTCACCA TCOCTGTGGC CAGCACCAAC CdGCTCTSC AGGCCTTTGA CATCTGGCTC AACTCCACTC AloTACGGGGA 
GCTCTGCGAG AAGCTCCGGG CAOXATCCG CAGGGCAGCC CATCTCGHlCA TCCACCAGAG CCTGGGCGAC CINTTNNIGG 
AGACATTTGC CTCCCTGGTCA GAGGTCAACC OGGCCEACTC ACTGCCCAGC AGCCACGAGC TGGAGGCCTG CATAGGCTIG 
CATGCAGACA CGTCCCAACG TGAAQJTGCT GAAGACCTGC CAGGACTCAG CTACAGGGGA GTTCCAGCAG TNTTAATTNC 
CGCCCCATCT TGCTGGCTBV ACTTGAITOG GAAAGTGOJT TOQJCAAGOG GCAAGACCCC CTTGGGNCTT NAAACTT3NT 
TGGCAAACGG GGTOCCTGCA TCG 



SEQ ID NO: 2413 : (Length of Sequence = 203 Nucleotides) 

TCGTCCTCCC ACCCCCTAGC CATCCACTGG TGAATNQGGG AACCCAGGNN GGGGGCTGAG AAGCTCCAGG CCACCTINAG 
GGAATCCACG AGGGTCTTTC TACCAGGAAG AAGTGCCGCA GCTGCX3TGGC CGCCGAGACC ACGOQGGAGG TGATCTGCTG 
QGACAAACGT TCOCTCTGCT CCOGAGTCAG GAGATCGAGT CTC 

SEQ ID ND:2414: (Length of Sequence = 92 Nucleotides) 

AAQGGGCAGG ATOGGGCTGG GAAGTCCAAC CCCACGCATT TOGGCTCAGC CITCGACATG GAGGCCTGAC AGCTCTICTC 
CTTTCGGGAT CC 



SEQ ID NO: 2415: (Length of Sequence »= 401 

crrrrcccrr ci m vazccA aatgcancat ctinatacac 

TTGGTCCGTG CTATCGAGGC ACTCTCCCCT TAACTGGTCT 
AIGGCTCTTC GGGCCCAGAG TTCX5AATCTC GOGATCGGGA 
CTGAGCTGGG GAGTCAAGAC CTOGGGOGAT GAGGGCTCAG 
1CTCTCCAAT CTCTT3GGTT CTIGGGCTIC TTCGTCITCC 
C 



Nucleotides) 

GTTGCTTAAC CTAGAANCGT GGCTCCACCG TGAATTCTAA 
CGCTCCAGTG GCCCCNACTG CTITTCITCC TCITCCAGNA 
TGGGGACGGA CTACCGGCCT GGGGTGTCCC AGAGCCCGGA 
CAAGTCGGAG TCGTAGGTCC AGTTCITCCC CAGCTXTCC 
AGOGGGGTGG AGCTGCT G GT GGAAGAfiTCC TCCCCGGATC 



SEQ ID NO: 2416: (Length of Sequence = 245 Nucleotides) 
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ATOEAAXACA GTGTAGAAAG OGATCATOTC ATAAGCAATC 
TTCITGGXAA TTGAAGACCA GCAGAGCACC CCTCCCCACC 
TTTTICAAAG AOCCAAAGAX* A03TOGTCAG AAAAMAAAAG 
GACGC 

SEX) ID NO: 2417: (Length of Sequence = 384 
GCTTTTGCAA GATGA3GGAA CATCCCAXAA GCCCAGGTCT 
ITCTOEAGAG CCTCCAGAAG GAACACAOGT CTGCACACAC 
CITCAGAACT GTAAGAIAAA TirXTGTTGT TTTAOGTTTG 
CTITAGAGAG AGATGGGAGG ATAdTinT TTCICCCITC 
ACTIGTCrrT CTTCAXATAG GGGCCCTTTG MTL T lift MT 



ATTCTGTACA ATCA3NCNGC AGAAAAITAG TTCTCGAGAA 
CC3CCCCCTAA AAGTGCTTAC AATTTACAGG GATYCTTTTC 
CTTGAAGTCT CAATCCCTAA TCTOGTGCAC ATTKNACAGG 

Nucleotides) 

GCAGCTAACC TTTAGAAGCT GGAAAAQGCA AGGAAACA2CA 
TTTGTTTTTA GCTCAGTGAA ACIGATTTIG GAC3ACTGAC 
TQGT3TI3\TA GAACTEACAG AAATCAATAT ACTTACOGTA 
TTTTTGAAGG GAGGTAGCTC TCCTTAACTC CAGAGGAAAG 
CATCGGAGTT GTTTAGGAGA TTGA 



SEP ID NO;2418; (Length of Sequence = 1645 Nucleotides) 

GTGATOGCIG CCITCAGGGG GACCATCATC TOGGAGACCG CATTGGTGCA GGTCTCACCC CACAGCCCAX GCOCAGOCIC 
CTGCAGACTC AGCTCATCCA GCTGGTCGAT GGCTCTTTGC ATACCIGCTS CCITCTCCTC TCGGGCITOG CAGGCTTCTC 
TCGGGGCTTC TCBGATCACr CTTITCCCIT CTTCTCTCTC TTGGCTAACT OCTTGGOCAG CTCTGAAOGT GCCTCCTTQG 
CTZCCTCTTC TACX^CCTCC TCCOGrTTOG CCAACTTCCT CAOGGCOGrTC TTGGTACTGG CTTIGAGGCT CTCCTIGCTA 
TCAGCCCGCT GnTTGATITT GCIGGGCTTG AGGTTCGTAG GCACAGCCCC AGAAGCCAGG NCCTTCTGCG TGGCCACAGG 
GTAAOGCAGG AAGTCGAGAT GCOGAAGCTT TTCXAQGCCC TCCAAGATCT TGTTOX3QGG AGCA3TTCCT GGAAAAAGCA 
CAOGCACAAX CTTCICAGTG GGA3TOGCIG CTAGCXZAGAC CACCAGAGCA CTGAIAGAGG TAAGGTAGGG CACGGAGATC 
TCAGCCTCCT TCCCATTGGG CAGCAOGATG CCTGIOTIGG CTTTACTATT GCCTSOOCAC TTTIGCATCA GGAACTGCAT 
CTCCTTOCTG TCCTTGACAG GGTIGAGGAC AXACATCTCC AGCOGGCCCA CACCCATTIT GTGGAAGAGG GTCAGTCGCT 
CAATGGXATT GCIGACCACA CGATATAGAG GCTCAGCC3X3 GATGCCCAGG CX3GTTTAAGT GCTGCAGAGT GAGGCAGGCC 
TCCICAATCC TACGCT3X3GC TTICCGGGAG GCATCAGGAA GCOGCAGCTT CTCAGGCACG TTGAAAAAGA CAACTCCAAG 
CTCAGGANAG AXAAGGTTCT TCACCCACTC GCIGTAACTO CTAGAGCCCT GC31ACIGCTC CTCCTCTAGC TCTGCCACTT 
TCCGCTGCAG TACTCCATTG ATCCCTGGCA GCTICTCTGC CCCAATCJTGT GTOACTAGCA CCGAGTCAAT GCX3GTCCAAG 
mXXTEACCA GCTTCCAAAA ACAGGACnG CGATCAGAGC CACCATCCAC CAGGATGTIG AAACCATIGA CAGCAAAGAG 
GGCAGAGTCC CCACGACCAC CTGGGAAGAT GTAGCAACAA GGCTTGGAGA GCTTGAGGAA GCXTCCTGAG GTOGGGGGCT 
CTAGTAGGTC AAATGGGGAX GGCACGTCCA CAGTCTCAGA GACAXACTOG GAGAACTGAG CCAOGCOCTC CATCCTGGGC 
AGAGTGGGCT CAGGGITXAG CCGGAGCTGC AGGGTCTdT GGGAACTGGA TAATCCCAGG TGGCTCCAAT CACCTTCCCC 
TAAGCAGGAC ACGCTAAGGA AGGCCTCTAT CCCAGGGTCT CTATTGCTGA GCAATT3GGA AATCTCGGGG TTCTGAAGGA 
CCTGGGCAAA GTTITCATAT GAGTAGCT3C CACTCTGTAG GATOAGGICT CCCCCAGGCT CTAAACTTTG CCCACTCAAG 
ATCACTACTT TATAAGCTGA TGAGCTGCTA AGAAGATGAT GAACCTCAGA GCT3AIGCT3 TCTGCACIQG GATTTACCAG 
GA3GATCGTC TCTAGGATCT CACTCT3GT3 GCAAAGGGTC CTCIG 



SEP ID ND:2419: (Length of Sequence = 837 
GGAAGGATCA GAAACAGATT TOTCCTCACT TCA3GGGCTG 
GTAATTNATG AAGATTATCG AACTGCAGGG AATGACATOG 
OGTCACIGAT AAAACCGGTC QGGAACATCT CTCGGICEAX 
TGGTAATGCT G3TTCINCTT AAGTTGGCAA GACACTCCAA 
CTGGATOGGT AGCT3AAATA AAGGAAAAGA CAGAGAAAGG 
ACTCCTGGGA CTGCTCITGG CTTATCCOGG GAACTGCTGC 



Nucleotides) 

GCCTGGAATT GACGATCGTC CAAACCCAAA TNATCCTGAT 
GGGACACCAC GAACAGAAGT AATGAAATCC CTTCCACAGA 
GCTGTCCTGG TCAITGCOTC TGTGGIGGGA TTTTCCCXTT 
GTTTGGCAIG AAAGCTTTTG TTTTGITTCA TAAGATCCCA 
GGCTCTGGTTG CTlUl ' lUaTr GATGCTGCCA TGIAAGCTGG 
TTATCTGGQG ' ITlML ' ltjgXA GA!ICTGGGCG GTGTITGGAG 
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GCTGTACTAT ATOAAGCCTG CAXATACICT GAGCTCTGAT TGGGGAACAC CAATGCAGAG CTAACTCTCA GGCAGCTAAG 
CAGCACCTCA AGAAAACATG TTAAA2TAAT GCTTCIOTTC TIACAGTAGT TCAAATACAA AACTGAAATG AAATCCCATT 
GGATTGTACT TCTOTNCTGA AAAGTGTGCT TTTTCACCCT ACTGGACATT TATTGACTTA ATTGCITCTG TTTATTAAAA 
TTGACCTGCA AAGTTAAAAA AAAATTAAAG TTGAGAACAG GTATAAGIGC ACACTGAATA GTCTAATCTA CATT7TAACAC 
AXATTTNNGT AIGATTTTCT ATACTCTAAT CAGCACT 

SEP ID NO:2420: (Length of Sequence = 1843 Nucleotides) 

GAAGCTCOGG CCCAGGTGGC CGCTGGCIGC TGAGCTCACG (XAAGGTCOG GCICTGGTGG TGCTGCTGGC GGCTGCAGGC 
TTTGCTGCTG CIGGATCTTT GCTGGCTGCA GGTTCTGCTC CIX3CATCTGT AAGTTTIGTG GCTGCACCTC CTGGGTCTGC 
ACCAGGTGAG GCTGGGIGGC CAGCCGGCTG CTGGGCAGGC CCTGCTAGCT CATCATCTOG GACAGGGOGC TGGCAGCAAG 
GCTACTGIGC AGOGGGCCTA CCATGCCATG CTGCAGGGAG GGGGCCTGTC TOCTCAGGGG GCCTGGTGCC ACACTCCCCC 
GCAGAGGGTT GTATTGGITC GGCACCATCC CGCTCTGCAG COGGGACAGC CACTCGCATT GACCATTCAA ACTGCTGGAC 
CCOTCCACAG TGAAATTCAG GGCCCCTCOG CTGOWGAGC CCAGGACX3GT GCTGGTGCCA GAGGCCACAG GCAGCTGGGA 
GAGACGAGGTT GGGCCAGTOT TAAAGGCCAG CCGGCCGCCC CCACCCANOG CCGCCATYTC GGGCITGGCC GCCAOGTTCA 
GCHNCCCNAX GCCCAGGTCG GTCTCGGGCA TYCCAGGCAG GTOGTTGAGG GGCACX3GACG GAGACTGCTC GAACGGGGAG 
GGCAC23ACTG GOGGCGAGGC CACGTCTGAC AGGTAGCCAT GGGCTGACTC CAGGGAGTCC ACGGGOGAGA GCATGCCGGA 
GCTGTCCAGC AGGCAQTCCT TGCCCTCCTG GGACTTCTTC CTCC3GTCCCT TGAGGTCCTT GGCCTCCTTG CITCCACAGG 
(X1AGGCCTTT GCT GC TGQGC TTGOGGACCT TCTTGCCCTG CADGOOGGGC TTGAGGCTGC CCAGCTAGCC GTT3GGCGAG 
GAGAGCGNGG GCGACAGGGT GGGOG1GCCC CCCAGOGGGC TCOCTGCAGC TGCGQGCTGC GCACCAGGTT GTACTOGTICC 
AGCAGCCTCA CGATOTOGTO ATGCATCCNC TCCIOTGOGA TGTCGCGOGG CAGGOGGTCC ATATGATCCG TGATGTCCCG 
GTTOGCAAAG TGCTCCAGCA GCACCTTGGC GGTCTOGTAG CTGCCCTCCC GGGCGGCCAG AAACAGGGCT GTCTCCTCCC 
TOI TC n C B X X 3 CATATLTriU TTAGCCCCCT TCTTCAGGAG CACAACTGOG GCATCCACAT TOTTCACNGC GGOGGCCCAG 
TCCAGGGCGG ACTTGCCCAG GINATCTAOG GCX3TTGACGT OGGCGFICTGA CTTCATGAGG TCCTCCAGCA TCCCCTCCAC 
GGCCAGGCGG GCAGCCAGQT TCAGTGGCCT OGTGCCATCA TGCATGOGGG CATCCAGGTC TOIGGCTOGG TTCCGGATCA 
GGATCTIGGA AGACACdTC TGOGTCGGCA GACACAGCCG CATGCAGCGG GCTG03GCCC ATGTTGTCCT GGATGTTGGC 
ATCTGCGCTG GCCTCCAGCA GGCX3CTTGGC GGCATCAGAG CGTGACTAGC GGGCGGCCAG CTGCAAGGOG GTCTCGCCOG 
TNOOCTCTGT CTGGTTCTGC AAGCIGGCGC CCIGGIAGAT GAACTCGGAG ATGAOSGCCG GCGCGTCCTC CTCTTCCTOG 
CTGTTGCCCG TCTCCAGGCC GCCCCCGCTG CAGGAGGCGA TCATGAGOGG GGIGAAGCCA TCAGGCCOGC GGACATTGAC 
GTCCATGCAG TCGGOGTCAA CCTCACCCTG GGGOGGTCTG GGGGCCATGG CANACATGOG CAGCTCAGCG GCATCCAGGT 
GCTCCTGAGT CCACTGCCGG TGGTCTGTCT GCTCCTCCAG CTGAGGCAGA ACCACGGGCT CCTCGAACCG GAACITCITC 
GTC 

SEP ID NO:2421: {Length of Sequence = 1452 Nucleotides) 

CCAGCAACTC AAATTCACCA CCTCGGACTC CTGCGACCGC ATCAAAGAOG AATTTCAGCT ACIGCAAGNT CAGTACCACA 
GCCTCAAGCT CGANTCTGAC AAGTIGGCCA CTGAGAAGTC AGAGATGCAG CCTCACTATC TGATGTACTA OGAGATGTCC 
TACGGCITGA ACATCGAGAT GCACAAACAG GCTGAGATCG TCAAAAGGCI GAAOGGGATT TCTTGCCCAGG TCCTGCCCTA 
CmmXTAA GAGCACCAGC AGCAGGTCTT GGGAGCCATT GAGAGGGCCA AGCAGGTCAC CGCTCCCGAG CTGAACTCTA 
TCATCCGACA GCAGCTCCAA GCCCACCAGC TGTCCCAGCT GCAGGCCCIG GCCCTGCCCT TGACCCCACT ACCOGTGGGG 
CTGCAGCCGC CITOGCTGCC GGOGGTCAGC GCAGGCACCG GNCTCCTCTC GCICTCOGCG CITGGGITCC CAGGCCCACC 
TCTCCAAGGA AGACAAGAAC GGGCAOGATG GTGACACCCA CCAGGAGGAT GATGGCGAGA ACTCGGATTA GCAGGGGGCC 
GGGAOGGGGA GGTTGGGAGG GGGGACAGAG GGGAGACAGA GGCAOGGAGA GAAAGGAATG TTTAGCACAA GACACAGOGG 
AOTCTGGGAT TGGCTAAACT CCCATAGTAT TOTWGTOGC CGCCGGCGGG GGCCCCAGCC CAGCTTCCAG GCCACCTCTA 



WO 93/16178 



PCT/US93/01294 



495 

OTTTCTTCC TACCCOVTTC CCGGCTTCCC TCCTCCTCCC CCGCAGCCTS GTTAGGTCC3V TACCTCCCCT GACGTCTGAG 
GCAACaiTAAG GCCTCGAGGG TCAGATOGGG AGACCAGGTC CCAAGGGAGC AAGACCTC33C GANGCARGCA AGCCCCNGCC 

crrcccccCT ttigaacatg tstaaccgac agictscctg ggocacagcc ctctcaccct gctactccat ggacgnaato 

CIBGCTGCCC CTTTCCCGTN CTQGGCACCC C3GAGTNTCCC C0GACCCCX3G GTCCCAQGTA. TCCTCCCACC TCCACCIGCC 
CCACTC&CCA CCTCTaJXAG mX^GACAC CTCAOSYCC ACCTGCTCCT CIircXOTOGC COVCAAAAGG GGGGGCACGA 
GGGACGAGCT TAGCTGAGCT QGGAGGAGCA QGG1GRGQGT GGGOGACCCA GGATTCCCCC TCCCCITCCC AAATAAAGOT 
GAGGGTACIA AAGITGTCTT GUXTITIVOT TtAITATEAT TITTTTCTIT TTCCAGTATA CEAG LT1U1 C TTITAAGAAA 
GGGGATATEA AAAAAAAAAA AAAGACAAAA GTOTTTTEAA AAAAAAQCAA CACCCACACC TGGTICTCTGT ATATAGTCAC' 
CTXATC3XX3T CTTCAATOCT CTGA3CTCEA CAGAGAGAAG TGGAAAATCC TCTATCAAGG CT3GGCTTAG CTOIGCCITT 
CCAATAAAGA TG 
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5 WHAT IS CLAIMED IS : 

1. A purified polynucleotide having a sequence designated 
as one of: 

SEQ ID NO: 316 - 2421, except SEQ ID NOS 650, 1834, 

and 2073; 

10 or having a sequence complementary thereto. 

2 . A purified polynucleotide having a sequence designated as 
one of: 

SEQ ID NO: 316 - 2421, except SEQ ID NOS: 485, 650, 
1834, 2073, 2092, and 2353; 
15 or complementary sequence thereto or, for those 

sequences over 150 nucletides long, a portion thereof at least 
150 nucleotides in length. 

3 . An isolated polynucleotide that includes a sequence 
designated as one of: 

20 SEQ ID NO: 316 - 2421, except SEQ ID NOS: 485, 650, 

1834, 2073, 2092, and 2353; 

or complementary sequence thereto or, for those 

sequences over 150 nucleotides long, a portion thereof at least 

150 nucleotides in length. 
25 4 . An isolated polynucleotide operably coding for a 

native human polypeptide or protein, which includes a region 

coding for the same amino acid sequence as a native human coding 

region corresponding to a sequence designated as one of: 
SEQ ID NO: 316 - 2421; 
30 5. The polynucleotide of Claim 4, wherein said SEQ ID NO 

is listed in Table 6 and is one of SEQ ID NOS: 316-2421. 

6, The polynucleotide of Claim 4, wherein said SEQ ID NO 
is listed in Table 7. and is one of SEQ ID NOSc 316-2421. 

7. The polynucleotide of Claim 4, wherein said SEQ ID NO 
35 is identified in Table 10 in a metabolic functional grouping and 

is one of SEQ ID NOS: 316-2421. 
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8. The polynucleotide of Claim 4, wherein said SEQ ID NO 
is identified in Table 10 in a structural functional grouping and 
is one of SEQ ID NOS: 316-2421. 

9. The polynucleotide of Claim 4, wherein said SEQ ID NO 
5 is identified in Table 11 in a developmental control grouping and 

is one of SEQ ID NOS: 316-2421. 

10. An isolated polynucleotide coding for a human protein or 
polypeptide, which includes a coding region corresponding to the 
EST identified as; 

10 SEQ ID NO: 316 - 2421; 

or a polynucleotide complementary thereto. 

11. The polynucleotide of Claim 10, wherein the SEQ ID NO 
is 316-1000. 

12. The polynucleotide of Claim 10, wherein the SEQ ID NO 
15 is 1001-1500. 

13. The polynucleotide of Claim 10, wherein the SEQ ID NO 
is 1501-2000. 

14. The polynucleotide of Claim 10, wherein the SEQ ID NO. 
is 2001-2421. 

20 15. The polynucleotide of Claim 10, wherein said 

polynucleotide further includes the entire sequence designated as 
any one of SEQ ID NOS: 316-2421. 

16. An isolated polynucleotide comprising at least 150 bp 
of a sequence of Claim 10 and wherein said SEQ ID NO excludes NOS 

25 485, 650, 1834, 2073, 2092, and 2353. 

17. An isolated polynucleotide sequence, which hybridizes 
to a sequence designated as any one of SEQ ID NOS 316-2421, 
except SEQ ID NOS 485, 650, 1834, 2073, 2092, and 2353, or to a 
sequence complementary thereto, under hybridization conditions 

30 sufficiently stringent to require at least 97% base pairing. 

18. A polynucleotide according to any one of Claims 4-17, 
in substantially purified form. 

19. A construct in isolated form comprising a vector and 
a polynucleotide according to any one of Claims 1-17. 

35 20. The construct according to Claim 19, further 

comprising a promoter operably linked to said polynucleotide. 
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21. A panel of at least 100 isolated polynucleotides 
having the sequences of Claim 3 or Claim 16. 

22. An antisense oligonucleotide capable of blocking 
expression of any one of the polynucleotide-encoding sequences of 

5 Claim 10. 

23 . A triple helix probe capable of blocking expression of 
any one of the polynucleotide-encoding sequences of Claim 10 
having at least a 10 -base homopurine or homopyrimidine sequence, 
said probe comprising single-stranded DNA having at least a 10- 

10 base homopurine or homopyrimidine sequence and being adapted to 

bind to the major groove of double stranded DNA which includes 
said polynucleotide-encoding sequence. 

25. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 913. 

15 26. The polynucleotide of Claim 1, wherein said SEQ ID NO 

is 1039. 

27. The polynucleotide of Claim 1, wherein said SEQ ID NO^ 
is 1395. 

28. The polynucleotide of Claim 1, wherein said SEQ ID NO 
20 is 1567. 

29. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1667. 

30.. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 1704. 

25 31. The polynucleotide of Claim 1, wherein said SEQ ID NO 

is 2089. 

32. The polynucleotide of Claim 1, wherein said SEQ ID NO 
is 2297. 

33. The polynucleotide of Claim 1, wherein said SEQ ID NO 
30 is 2302. 
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